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Pacnpocrpanernue BapuanToB Bupyca SARS-COV-2, sbi3piBaromux unrepec (VOI) u
Haxoasimuxca noja HadawaenueMm (VUM), Ha 0CHOBe KOJIM4YeCTBA X T€eHOMOB,
AenoHMpPoBaHHBIX B 0a3y naHHbIX GISAID 3a Henenro
¢ 1 mo 7 mapta 2025 r.

@KYH Poccutickuti Hay4HO-UCCe008amenbCKUll R(pOMusoyyMuslil uncmumym « Mukpoo»
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B o0630pe mpencraBiena uHGOpManus MO LUPKYIUPYIOLUIMM B HACTOALIEE BpeMs
BapuanTam Bupyca SARS-COV-2 Omicron BemsBamomux uHTepec (VOI) 1 Haxomsmuxcs
nox HaOmonenuem (VUM), reHoMHBIE IOCIEAOBAaTEIBHOCTH KOTOPBIX pa3MELICHbl B
MexayHapoaHoi 6a3e nmanubix GISAID 3a Hemenmio PacmpocTtpaHeHue BapuaHTOB BHpyca
SARS-COV-2, Bei3piBaromux uHTEepec (VOI) n Haxomsamuxces moa Hadmoaeauem (VUM), Ha
OCHOBE KOJIMUYECTBA MX T'€HOMOB, JETIOHUPOBaHHBIX B 0a3y gaHHbIX GISAID 3a Hememo c 1
o 7 mapra 2025 r.

B cootBerctBuM ¢ knaccudukanueit BO3 co 2 nexabpst 2024 r. x BapuaHTam BUpyca
SARS-COV-2, Be3siBatonux uaTepec (VOI), otHecen onun cyoBapuant: JN.1 (Tabnuna 1),
B rpynny BapuantoB VUM c 3 ¢eBpans 2025 r. BKIIIOUYEHBI CeMb CyOBapHaHTOB, & UMEHHO
KP.2, KP.3, KP.3.1.1, JN.1.18, LB.1, XEC u LP.8.1 (tabmumna 2).

Tabnuna 1. Bapuantsl, Bei3biBaromue natepec (VOIs) u nupkynupyronme B HacTosIIee
Bpems (1o cocTosiHuio Ha 7 mapta 2025 1.)

18:12-2023

INLT Initial Risk Evaluation
18 December 2023

IN.1 Updated Risk

N 24A BA.2.86 + S:LA558 25-08-2023
Evaluation 9 February 2024
IN.1 Updated Risk
Evaluation 15 April 2024

# Uckmouas cyonunnn JN.1, ykazanneie kak VUM

Tabnuua 2. Bapuantsl, Haxoasmuecsa noj HaomonenueM (VUM) u nupkynupyromue B

HacTosiee Bpems (1o coctosiHuto Ha 7 maprta 2025 1.)
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Ha cerogmsimianii neap B 6a3e manHbiXx GISAID Bcero mpencrasieno 17 198 365
reHoMoB Bupyca SARS-COV-2 (3a mpomeamyio Heaento aenoHupoBaHo 5 045 reHOMHBIX
MOCJIeIOBATEILHOCTEH, 3a TPEAbIIYIINA aHATOTHUHBIA mepuoa — 6 365). YiuenbHbIH Bec
mrammoB, aenoHupoBaHHbIXx u3 CIIA w BemukoOputanmm coctaBmser 50,5% ot Bcex
nocnenoBarenbHocTeil, pasmemenubix B GISAID (5275382 u 3409332 renomos
COOTBETCTBEHHO).

Bcero B 6a3y nanubix GISAID nenonuposano 9 668 060 renomoB BapuanTa Omicron,
3a aHAM3HPYEeMYI0 Hejelnto pasmerneHo emie 4 973 reHoMHbIe mociieqoBaTenbHOCTH 98,6%
OT BCEX MpPEJICTaBIECHHBIX 3a TEKYIIyI Heaento reHoBapuantoB Bupyca SARS-CoV-2 (Ha
nponutoi Henene — 97,9%). Poccuiickumu naboparopusimu pasmemieno 93 139 renomos
Bupyca SARS-COV-2, B Tom umcine Bapuanta Omicron — 60 700 reHoMHBIX
MOCJICIOBATEIILHOCTEH.

B 6a3e mannbix GISAID 3adukcupoBano nemonupoBanue Bapuanta Omicron u3 213
CTpaH U TeppuTOpHuil: ABcTpanus, ABcTpus, AsepOaiimkan, AnOanus, AKup,
Awmepukanckoe Camoa, AHjoppa, AHrona, Auturya u bapOyna, AHrunbs, ApreHruHa,
Apwmenus, Apy6Oa, Adranuctan, banrmanem, bap6amoc, baxpeiin, benapych, benbrus,
bepmynckue OctpoBa, benu3, benun, bonrapus, bomuBus, borcBana, bochus u
I'epueroBuna, bonaiipe, bpasunus, bpyneil, bpuranckue Buprunckue octpoBa, byrah,
bypynau, bypkuna-®aco, Benukobpuranus, Benecysmna, Benrpus, Buprunckue OcTpoBa
(CIIJA), Bwernam, ['ana, Tawtm, ['amObus, [aitana, ['Bamenyma, I'Baremana, I'Bunes,
I'epmanusi, ['mbpantap, ['onaypac, ['onkonr, I'penanma, I'perusi, ['pysus, ['yam, ['aGon,
HNanus, JxuOyru, [Jomunukanckas PecnyOnuka, Jlomunuka, J[PK, Jlemoxparuueckas
Pecniybnuka Boctounsnii Tumop, Eruner, 3amoust, 3umbaose, U3panns, Uuaus, Uagoneswus,
WNopnanus, Upak, Upan, Upnanaus, Ucnannus, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran,
KaitmanoBer OctpoBa, Kambomxka, Kamepyn, Kanama, Karap, Kenwms, Kump, Kuraii,
Kupubatu, Komym6usi, KocoBo, Kocra-Puka, Kor-ag'UByap, Ky6a, Kyseiir, Ksiprescran,
Kropacao, Jlaoc, JlatBus, JIluGepus, JluBan, Jlusus, Jluxtenmreitn, Jluta, Jlecoto
(KoponesctBo Jlecoro), JlrokcemOypr, Manarackap, MaBpukuii, MaBputanusi, Maiasu,
Manaitzusi, ManbauBel, Manbta, Manu, Mapokko, Maptunuka, MapmauioBsl OcTpoBa,
Maiiorta, Mekcuka, Mo3zambuk, MongoBa, Monako, Mouromnusi, Montceppar, MbsaMa,
Muxkponesusi, Hamubust, Hunepnannaer, Hurep, Hurepus, Hemman, HezaBucumoe rocynapctso



Camoa, Huy», Hopserus, HoBas 3enanausi, HoBas Kanenonusi, Hukaparya, Oman, OAD,
OctpoBa Kyka, Ilakucran, Ilanectuna, [lanama, Ilanay, Ilaparsaii, [lanya HoBast ['Bunes,
[Tepy, Ilopryramus, Ilonpmia, Ilyspto-Puko, Peronbon, Pecnmyb6auka Konro, Pecmybnuka
Cerimenbckue OctpoBa, PecnyOnuka I'Bunes-bucay, PecnyOnmka Banyty, Pywmbinng,
Poccus, Pyanna, CansBagop, Cen-Mapten, Cunt-Mapren, CaynoBckas Apasusi, CeBepHas
Makenonusi, CeBepHbie Mapuanckue octpoBa, Ceneran, Corwo3 Komopckux OcTpoBOB,
Coeppa-Jleone, CnoBakusi, CnoBenusi, Cunramyp, Cupus, CILIA, Cent-Kurc u HeBuc, Cent-
Buncenr u I'penaaunbi, Cent-Jltocusi, CepOusi, CompyxectBo baramckux OcTpoBOB,
ConomoHoBbl octpoBa, Comanu, Cyaan, Cypunam, Taunann, TaitBans, Tanzanus, Tepkc u
Kaiikoc, Toro, Tonra, Tpununan u Tobaro, Tynuc, Typuus, Yranna, Y30exkucran, Ykpansa,
VYpyrai, Ounmanaausa, Ppanuwus, DPpannysckas [Buana, panmysckas I[lonunesus,
Oununnunel, XopBarus, Yepnoropus, Yexwus, Ywmm, Yan, AP, Iseuwns, IIBeinapus,
[pu-Jlanka, DxBagop, IcroHus, DcBaTuHU, Dduonus, DxBaropuanbHas [Bunes, FOAP,
O>xnas Kopes, FOxnbiii Cynan, fAnonus, SmMaiika.

3a nocienaue 4 Hepenu Beero 26 crpan (12,2%) (3a mpenpinymnue — 25 crpas (11,7%)
JETTOHUPOBAIM HOBBIE TEHOMHBIE MocaeaoBaTeabHOCTH Omicron B GISAID.

[To pmanapiM GISAID EpiCoV Ha cerogHsHui J€Hb B MHUpE JIOMUHUPYIOIIUMU
TCHOBApUAHTAMU CPEIU IUPKyIupyromux mramMmmoB Bupyca SARS-CoV-2 seustores: XEC,
LP.8.1, KP.3.1.1 u LP.8.1.1 (puc. 1).
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Pucynok 1. Yactora npossnenuii renoBapuantoB SARS-CoV-2 (1o cocrostauio Ha 7
Mmapta 2025 r.)

Pacnpoctpanenne B permonax BO3 cyOBapmantoB Omicron CEKBEHHMPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID mno coctosuuto Ha 7 mapta 2025 r. npeacTaBieHo Ha
pucynkax 2 u 3. B crtpanax HOro-Boctounoit Asum nommuupoBanu cyoBapuantel XEC
(63,6%), XDV (18,18%) u JN.1.16 (18,8%); B Adpuxanckom peruone — LP.8.1 (72,73%); B
Esporie — XEC (59,97%) (puc 2). B AMepHKaHCKOM pErHoHE CpeAH HUPKYJIUPYIOIIUX
cyoBapuanToB Omicron npeo6bianamu XEC (32,36%), LP.8.1 (10,46%) u LP.8.1.1 (10,24%);
B 3amaaHo-TuxookeanckoM peruone — XEC (49,77%), LP.8.1 (9,72%) u KP.3.1.1 (7,81%)

(puc. 3).
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Pucynok 2 Pacripoctpanenue cyoBapuantoB Omicron B peruonax — FOro-Bocrounoit
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Pucynok 3 Pacnipoctpanenue cyoBapranToB Omicron B pernoHaX —AMEPHUKaHCKOM U
3anagHo-THUX00KEaHCKOM

Bapuantsl, Bei3biBaomme uarepec (VOI)

I'enomubie nocienoBatensHOCTH cyOBapuanTta JN.1 mpenctasnensl u3 148 crpan. 3a
NPOIIEANIYI0 HENENI0 PaclpoCTPaHEHHOCTh CyOBapHaHTa 3aperucTpUpOBaHAa Ha YPOBHE
11,7%.

Bapuantsl, Haxoasimuecs nox HadawaeHuem (VUM)

C momenTa uaentupukanuu B 6a3e nanasix GISAID pacnpoctpanenue cyOBapuaHTa
KP 3.1.1 omnenuBaercs Ha ypoBHe 8,7% (-0,2% 3a mpolmeAmyr0 HEIEN0).
[locnenoBaTenbHOCTH  pa3melieHsl w3 82 crpaH, 3a mnocienHue 4  Hemenu —
npeumyiecTBeHHO U3 CIA, Sinonun u Kananet (Puc. 4).
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Pucynok 4. Crpanbl ¢ HauOOJBIINM JIEIOHUPOBAHUEM IOCJIEI0OBATEIIBHOCTEN
cy6oBapuanTa KP.3.1.1 (c 8 ¢eBpans mo 7 mapta 2025 r.)

B 06a3e pannbix GISAID renomsble mnocnenoBaTesnbHOCTH cyOBapuanta XEC
npeacTaBiieHsl U3 62 cTpaH, pacmpocTpaHeHHOCTh Ha ypoBHe 39,7% 39,55% (+ 0,2% 3a
MpOLIeANIyI0 Henenmto). 3a mociennue 4 Hemenu ynenbHbld Bec XEC  cpeam
CEKBCHHPOBAHHBIX IITAMMOB cocTaBwi B BemukoOpuranuu — 77,7%, I'epmannn — 61,1%,
SAnonun — 57,6%, cnanuu — 56,9%, Actpanuu — 54,9%, Jlanun — 50%, Kanane — 37,3%,
CHIA - 34,3%, Cunranype — 33,3%.

B 6a3e GISAID nenonupoano 23 899 mocnenoBarensHOCTEH cyOoBapuanTa LB.1, kak
MuHUMYM, U3 95 ctpan. PacnpocTpaHeHHOCTh CyOBapuaHTa 3aperHCTPUpPOBAHA HAa HU3KOM
ypoBae 0,1%.

Cy6Bapuant JN.1.18 pasmemien mabopatopusimu 95 cTpaH, pacmpoCTPaHEHHOCTh B
mupe — 0,1%.

Cy6Bapuant KP.2 mupkynupyer, kak muHumym, B 101 crpane. 3a mocnennue 4
HEJICJIA PACIPOCTPAHCHHOCTh CYOBapraHTa B MUpe 3aukcupoBana Ha ypoBHe MeHee 1%.

Cy6Bapuant KP.3  (FLuQE) cexBenupoBan maboparopusimu 89  cTpaH,
pacIpoCTpaHEHHOCTh OLICHUBAETCs Ha ypoBHE 2,4%.

B  GISAID npeacraBieno 4798 reHomoB  BapuaHTa C  pacTymiei
pacnpoctpanenHocthio LP.8.1 u3 33 crpan, pacnpoctpaHeHHOCTh coctamisier 17,22% (+
0,82%). 3a mocneanue 4 Henenau yaeiabHbid Bec LP.8.1 cpean cekBeHHPOBAaHHBIX MITAMMOB
cocrapun B CIHIA - 27,1%, Cunranype — 20,6%, Mcmanun — 13,9%, Kanane — 11,9%,
Asctpanun — 10,6%, Anonnn — 9,3%.

Wudopmarmst 1mo OOHOBIEHHBIM JaHHBIM O JEMOHHPOBAHHBIX T'€HOMax BHpYcCa
SARSCOV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 3.



Ta6auna 3 — KosinyecTBO 1eNOHHPOBAHHBIX FeHOMOB BapuaHToB BHpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3ze GISAID

B TtoMm uncne

[IponieHT reHOMOB,

KonnuectBo KOJINYECTBO OTHOCAIIUXCA K
JIETTOHUPOBaHH | TeHoMoB Omicron, | BapuanTy Omicron
Crpana VYupexneHue, NpoBOIMBILIEE CEKBEHUPOBAHUE bIX TEHOMOB JIETIOHUPOBAHHBIX (B.1.1.529),
Omicron 3a nocienuue 4 JIETIOHUPOBAHHBIX
(B.1.1.529) uenenu (08.02. — 3a nocieaHue 4
07.03.2025 1.) HEIEIN
ABctpainus (craduau3anus NSW Health Pathology — Institute of Clinical
3a00JI€BAEMOCTH) Pathology and Medical Research; Westmead Hospital; 189293 333 99,4
University of Sydney
ABcTpus (cTabuau3anus Bergthaler laboratory, CeMM Research Center for
3200JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of 194899 0 0,0
Sciences
AsepbaiipkaH (cTaduIM3anus National Hematology and Transfusiology Center 57 0 0.0
3200J1€Ba€MOCTH ) ’
Anbanus (ctabunu3anus Respiratory Virus Unit, National Infection Service,
. 1120 0 0,0
3200JIeBAEMOCTH ) Public Health England
Amxup (cTabumzanus National Reference Center for Viruses of Respiratory 889 0 0.0
3200JIeBAEMOCTH) Infections, Institut Pasteur, Paris ’
Awmepukanckue Buprunckue UW Virology Lab
ocTpoBa (cTaduIM3aIus 1451 0 0,0
3a00J1€Ba€MOCTH)
Awmepukanckoe Camoa Centers for Disease Control and Prevention Division
(crabumu3anus of Viral Diseases, Pathogen Discovery 160 0 0,0
3a00J1€Ba€MOCTH)
AHrunbs (ctabunusanus Carrington Lab, Department of PreClinical Sciences,
3a00JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Awnrona (ctabuau3anms KRISP, KZN Research Innovation and Sequencing
168 0 0,0
3a00J1€Ba€MOCTH ) Platform
Awnyioppa (crabunuzanus Instituto de Salud Carlos Il 393 0 0.0

3a00J1eBa€MOCTH)




Anrturya u bapoyna Carrington Lab, Department of Preclinical Sciences,
(crabmm3zanus 3adoneBaemoctu | Faculty of Medical Sciences, The University of the 131 0,0
West Indies, St Augustine Campus
AprenTrna (cTaOuIH3aIus Instituto  Nacional = Enfermedades  Infecciosas
11167 0,0
3a00J1€BAEMOCTH) C.G.Malbran
ApmeHus (cTaOuau3arus Institute of Molecular Biology NAS RA, Republic of
3200JI€BAEMOCTH) Armenia, Department of Bioengineering, 17 0.0
Bioinformatics Institute and Molecular Biology ’
IBMPh RAU, Republic of Armenia
Apyb6a (crabuin3aius National Institute for Public Health and the 1060 0.0
3a00J1€BAEMOCTH) Environment(RIVM) ’
Adranucran (cradunmu3arus Central Public Health Lab o5 00
3200J1€Ba€MOCTH ) ’
baramckue octpoBa Laboratory of Respiratory Viruses and Measles,
(crabumu3anus Oswaldo Cruz Institute, FIOCRUZ 157 0,0
3200JIeBa€MOCTH)
banrnangenr (crabunnzaius Child Health Research Foundation
2405 0,0
3200J1€Ba€MOCTH )
bap6anoc (cTtabumu3zanms Carrington Lab, Department of PreClinical Sciences,
3200JIeBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 354 0,0
Medical Sciences, The University of the West Indies
baxpeiin (cTabmimzanus Communicable Disease Laboratory, Public Health
) 7886 0,0
3a00J1€Ba€MOCTH) Directorate
benapychk (crabunu3arms Laboratory for HIV and opportunistic infections
3200JIeBAEMOCTH) diagnosis The Republican Research and Practical
o 120 0,0
Center for Epidemiology and
Microbiology(RRPCEM)
benu3 (crabunm3arnms Texas Children's Microbiome Center
703 0,0
3a00J1€Ba€MOCTH)
benbrus (cTabunm3anus KU Leuven, Rega |Institute, Clinical and
- i : 100559 0,0
3200JIeBaEMOCTH) Epidemiological Virology
benun (crabunmsanms Institut fiir Virologie — Institute of Virology — Charite 518 0.0
3a00J1€Ba€MOCTH) ’
bepmynckue octpoBa Respiratory Virus Unit, National Infection Service, 210 0,0




(crabumu3arus Public Health England
3200JIeBa€MOCTH)
Bosnrapus (crabumuzanms National Center of Infectious and Parasitic Diseases
8104 0 0,0

3200JIeBa€MOCTH)
BonuBus (crabumu3ars Laboratory of Respiratory Viruses and Measles, 415 9 100.0
3200JICBAEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ ’
Bomnosiip (cTrabuimzarus National Institute for Public Health and the 1084 0 0.0
3a00JIeBa€MOCTH) Environment(RIVM) ’
bocuus u I'epuierosuna University of Sarajevo, Veterinary Faculty, Laboratory
(crabumu3arus for Molecular Diagnostic and Research Laboratory 263 0 0,0
3200J1€Ba€MOCTH )
borcana (craOunumzarust Botswana Institute for Technology Research and

. 3472 0 0,0
3a00J1€Ba€MOCTH ) Innovation
Bbpasunus (crabumsanms Instituto Adol_fo Lutz, Interdiciplinary Procedures 134559 8 100,0
3200JIeBa€MOCTH) Center, Strategic Laboratory
Bbpuranckue Buprunckue Caribbean Public Health Agency
OctpoBa (crabmmm3arnms 46 0 0,0
3200J1€Ba€MOCTH )
Bpyseii (ctabunu3zarms National Public Health Laboratory, National Centre for
3200JIeBAEMOCTH ) Infectious Diseases(National Virology Reference 6452 0 0,0

Laboratory)

byran (ctabunuzanus AFRIMS 146 0 0,0
3a00J1€Ba€MOCTH)
Bypkuna-®aco (crabunusamnust | Laboratoire bacteriologie virologie CHUSS 87 0 0.0
3a00J1€Ba€MOCTH) ’
BypyHmu (crabunuzanus MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
3200J1€BAEMOCTH) National Institute of Public Health '
Benukobpurtanus COVID-19 Genomics UK (COG-UK) Consortium.
(cTtabum3arust Wellcome Sanger Institute for the COVID-19 1548257 106 95,5
3a0051eBa€MOCTH) Genomics UK (COG-UK) consortium.
Benrpus (ctabunnzanus National Laboratory of Virology, Szentagothai 910 0 00
3200J1€BAEMOCTH) Research Centre ’
Benecynana (crabunuszanus Laboratorio de Virologia Molecular 995 0 00

3a00J1€Ba€MOCTH)




BreTtnam (crabunuzamms

National Influenza Center, National Institute of

3200JIeBa€MOCTH) Hygiene and Epidemiology(NIHE) 6679 0 0.0
["abon (cTabunuzarus Centre de recherches médicales de 9 0 00
3a00JIeBa€MOCTH) Lambaréné(CERMEL) ’
l"anTy (crabunmusamnms Laboratoire  National de Sant¢ Publique - 841 0 00
3a00JIeBa€MOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (cTabunu3anus CNR Virus des Infections Respiratoires — France SUD 118 0 0.0
3200JIeBa€MOCTH) '
I"amOust (cTabHIn3aIus MRCG at LSHTM Genomics lab
333 0 0,0
3200JIeBA€MOCTH)
I'ana (ctabuau3arys Department of Biochemistry, Cell and Molecular
3200JICBAEMOCTH ) Biology, West African Centre for Cell Biology of 2705 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'Bapenyna (craOuin3anst National Reference Center for Viruses of Respiratory
. . . 752 0 0,0
3a00J1€Ba€MOCTH ) Infections, Institut Pasteur, Paris
I'Baremana (crabunmsanus Asociacion de Salud Integral/Clinica Familiar Luis
‘ . 5090 0 0,0
3200J1€Ba€MOCTH) Angel Garcia
['BuHes (cTaOum3arus Centre de Recherche et de Formation en Infectiologie
., 536 0 0,0
3a00J1€Ba€MOCTH ) Guinée
I'Bunesi-bucay (cradunuszanus MRCG at LSHTM, Genomics lab 19 0 00
3a0051€eBa€MOCTH) :
I'epmanus (crabuinzanus Charit¢ ~ Universitdtsmedizin ~ Berlin,  Institutfiir
3200JIeBaEMOCTH ) Virologie. Institute of infectious medicine & hospital 591342 117 95,9
hygiene, CaSe—Group.
I'ubpanrtap (cradunuzamus Respiratory Virus Unit, National Infection Service,
. 122 0 0,0
3200JIeBA€MOCTH) Public Health England
I'ongypac (ctabunuzanus Genomics and Proteomics Departament, Gorgas 392 0 0.0
3200J1€BAEMOCTH) Memorial Institute For Health Studies '
I'oHKOHT (cTaOMIH3aNNS Hong Kong Department of Health 16979 99 100,0
3a0051eBa€MOCTH)
I'penana WINDREF/SGU Laboratory 112 0 0,0
I'penus (crabunuzarus Greek Genome Center, Biomedical Research 28037 0 0.0

3a00J1eBa€MOCTH)

Foundation of the Academy of Athens(BRFAA)




I'py3us (crabunuzamnms

Department for Virology, Molecular Biology and

3200JIeBa€MOCTH) Genome Research, R. G. Lugar Center for Public 2695 0 00
Health Research, National Center for Disease Control '
and Public Health(NCDC) of Georgia.

I'yam (cTabunu3zarus Centers for Disease Control and Preven-tion Division

. . . 548 0 0,0
3a00JIEBACMOCTH ) of Viral Diseases, Pathogen Discovery

Janus (ctabuau3anms Albertsen lab, Department of Chemistry and

3200JICBAEMOCTH ) Blosuer_lce, Aalbqrg Unlverglty. D_epartmgnt of Virus 394676 21 100,0
and Microbiological Special Diagnostics, Statens
Serum Institut.

JlomunMKa (CTabHIH3aIUs Carrington Lab, Department of PreClinical Sciences,

3200JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

JlomunukaHckas PecriyOinka Respiratory Viruses Branch, Centers for Disease

(crabumu3anus Control and Prevention, USA 2304 0 0,0

3200JIeBa€MOCTH)

Jlemokpatuueckas Pecniyonmka | Pathogen Sequencing Lab, National Institute for

Konro (crabunu3zarus Biomedical Research(INRB) 597 0 0,0

3a0051€eBa€MOCTH)

Eruner (crabunmmzanus Main Chemical Laboratories Egypt Army

3042 0 0,0
3a0051€eBa€MOCTH)

3amOus (cTabunu3anus University of Zambia, School of Veterinary Medicine

1272 0 0,0
3a00J1€Ba€MOCTH)

3umba0Be (cTabuIH3aIHs National Microbiology Reference 316 0 0.0

3200JI€BAEMOCTH ) Laboratory(Quadram Institute Bioscience) ’

W3pauns (cTabunusanus Central Virology Laboratory, Israel Ministry of Health 123377 0 0.0

3a00J1€Ba€MOCTH)

WNuans (crabunuzanus Department of Neurovirology, National Institute of

3a00JI€BAEMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 149076 0 0,0
Centre for Cellular and Molecular Biology

Wunone3us (crabunmusanus National Institute of Health Research and

41421 0 0,0
3a00J1eBa€MOCTH) Development

Hopnanus (cTaOumu3ariys Andersen lab at Scripps Research, CA, USA 336 0 0.0

3a0051eBa€MOCTH)




Hpaxk (cTabunu3zanus

Biology, College of Education Department of

3200JICBAEMOCTH ) Virology, Faculty of Medicine, University of Helsinki, 435 0 0,0
Helsinki, Finland generated and submitted to GISAID
Wpan (crabunu3ariust National Reference Laboratory for COVID-19,
. 2924 0 0,0
3a00J1€Ba€MOCTH ) Pasteur Institute of Iran
Wpnauaus (crabumu3arys National Virus Reference Laboratory 66558 9 100,0
3a00J1€Ba€MOCTH )
Wcnannus (crabunm3anus Landspitali Department of Clinical Microbiology
12011 0 0,0
3a00J1€Ba€MOCTH )
Wcnanus (crabumu3arust Hospital Universitario 12 de Octubre 173379 104 100,0
3200J1€Ba€MOCTH )
Wranus (ctabusu3arms Army Medical Center, Scientific Department, 105365 , 100,0
3a00JI€BAEMOCTH) Virology Laboratory
Ka6o—Bepae (crabunusanus Institut Pasteur de Dakar
771 0 0,0
3200JIeBa€MOCTH)
Kazaxcran (crabunu3arust Reference laboratory for the control of viral infections
2891 0 0,0
3200JIeBA€MOCTH)
Kambomka (ctabumuzarys Virology Unit, Institut Pasteur du Cambodge
2163 0 0,0
3a00J1€Ba€MOCTH)
KamepyH (cTabunu3zanms CREMER(Centre de Rechercherches sur les Maladies
L 1364 0 0,0
3a00J1€Ba€MOCTH) Emergentes et Ré—¢mergentes)
Kananma (ctabunmm3anus Laboratoire de santé publique du Québec 422620 433 1000
3a00J1€Ba€MOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunmu3zarus Biomedical Research Center(BRC), Qatar University / 1854 0 0.0
3200JICBAEMOCTH ) Qatar Genome Project(QGP) ’
Kenus (cTabunu3zarus KEMRI-Wellcome Trust Research 6380 0 0.0
3200JIeBA€MOCTH) Programme/KEMRI-CGMR-C Kilifi ’
Kumnp (crabummzanmst Department of Molecular Virology, Cyprus Institute of
. 6052 0 0,0
3a00JIEBACMOCTH) Neurology and Genetics
Kuraii (crabummsanus Natlona_l Institute for Viral Disease Control and 88782 36 100,0
3a00J1€Ba€MOCTH) Prevention
Komxym6us (crabunuzanus Instituto  Nacional de Salud— Direccion de 16295 0 00

3a00J1eBa€MOCTH)

Investigacion en Salud Publica




Komopckue octpoBa

KEMRI-Wellcome Trust Research

(crabmm3anmst Programme/KEMRI-CGMR-C Kilifi 11 0,0
3a00J1€Ba€MOCTH )
KocoBo (crabunm3anus Charité Universititsmedizin  Berlin, Institut fiir
. . 1029 0,0
3a00J1€BAEMOCTH) Virologie
Kocra—Puka (crabunuzanus Inciensa, Instituto Costarricense de Investigacion y
N y 11101 0,0
3a00J1€Ba€MOCTH ) Ensefanza en Nutricion y Salud
Kot I'UByap (cTabunu3zanus Molecular diagnostic unit for viral haemorrhagic 389 00
3a00J1€Ba€MOCTH ) fevers and emerging viruses, Bouaké CHU Laboratory ’
Ky0a (crabunu3armst Respiratory Infections Laboratory 665 0.0
3200J1€Ba€MOCTH ) ’
KyBelT (cTabunu3anus Virology Unit, Department of Microbiology, Faculty
7 ) 1096 0,0
3a00JI€BAEMOCTH) of Medicine, Kuwait
Koiprescran (ctabunuzanus SRC VB “Vector”, “Collection of microorganisms” 45 00
3200JIeBa€MOCTH) Department ’
Kropacao (crabunusanus National Institute for Public Health and the 1351 0.0
3200JIeBA€MOCTH) Environment(RIVM) ’
Jlaoc (cTabunusanus LOMWRU/Microbiology Laboratory, Mahosot
: 1224 0,0
3200JIeBa€MOCTH) Hospital
JlatBus (cTabumu3arus Latvian Biomedical Research and Study Centre
14445 0,0
3a00J1€Ba€MOCTH)
JlecoTo (cTaOumm3arms National Institute for Communicable Diseases of the 155 0.0
3200JI€BAEMOCTH) National Health Laboratory Service '
JIubepus (crabumuzanus Center for Infection and Immunity, Columbia 68 0.0
3200JIeBaEMOCTH) University ’
JluBaH (cTabumu3aius Laboratory of Molecular Biology and Cancer
3200J1eBAEMOCTH) Immunology, Lebanese University Public Health 1044 0,0
England
JIluBus (crabumu3amms Reference Lab for Public Health, NCDC 31 0.0
3a0071€Ba€MOCTH) ’
JluTBa (cTabunuzanus Vilnius University Hospital Santaros Klinikos, Center
. 14692 0,0
3a00JIEBACMOCTH ) of Laboratory Medicine
Jluxtenmreiin (cTabunmu3amus Bergthaler laboratory, CeMM Research Center for 1383 0.0

3a00J1eBa€MOCTH)

Molecular Medicine of the Austrian Academy of




Sciences

JrokcemOypr (cTabumu3amnust

Laboratoire national de santé, Microbiology, Microbial

39602

0,0

3200J1€BAEMOCTH) Genomics Platform
Magpukwii (cTabuim3zarms CNR Virus des Infections Respiratoires — France SUD 8295 0.0
3a00J1€Ba€MOCTH ) '
MaspuTanus (cTabuIn3anus INRSP-Mauritania
17 0,0
3a00J1€Ba€MOCTH )
MaitoTTa (cTabrIn3aius National Reference Center for Viruses of Respiratory
. . : 376 0,0
3a00J1€Ba€MOCTH ) Infections, Institut Pasteur, Paris
Manaiizus (ctabuim3anms Institute for Medical Research, Infectious Disease
3a00JIEBACMOCTH ) Research Centre, National Institutes of Health, 36589 0,0
Ministry of Health Malaysia
Marnagu (cTabunusanus KRISP, KZN Research Innovation and Sequencing
283 0,0
3a00J1€BAEMOCTH) Platform
Mauu (ctaOunu3anus Northwestern University — Center for Pathogen
. . . ) 160 0,0
3a00J1€BAEMOCTH) Genomics and Microbial Evolution
MansauBsl (cTabnnu3anus Indira Gandhi Memorial Hospital 333 00
3a00J1€Ba€MOCTH ) '
Marnbta (cTabuu3arms Molecular Diagnostics Pathology Department Mater
. . 163 0,0
3200JICBAEMOCTH ) Dei Hospital Malta
MapiaioBsl OCTpOBa State Laboratories Division, Hawaii State Department
(crabunu3arus of Health 42 0,0
3a00J1€Ba€MOCTH)
Mapokko (cTabun3anus Laboratoire de Biotechnologie
1740 0,0
3a00J1€Ba€MOCTH)
MapTtuHuKa (CTadHIn3aIus CNR Virus des Infections Respiratoires — France SUD 1543 0.0
3a00J1€Ba€MOCTH) ’
Mekcuka (cTabunu3anus Instituto de 13iagnostic y Referencia Epidemiologicos
50794 0,0
3a0051eBa€MOCTH) (INDRE)
Mo3zaM6uK (cTabnnm3anus KRISP, KZN Research Innovation and Sequencing
i 829 0,0
3a00J1€Ba€MOCTH ) Platform, South Africa
MomnnaBus (craOumu3anms ONCOGENE LLC
765 0,0
3a00J1eBa€MOCTH)
Momnaxko (cTabunusanus National Reference Center for Viruses of Respiratory 19 0,0




3a00J1€BAEMOCTH) Infections, Institut Pasteur, Paris
Momuronus (craduu3arus National Centre for Communication Disease (NCCD) 1069 0 0.0
3200J1€BAEMOCTH) National Influenza Center '
MonTceppar (cTabun3arus Carrington Lab, Department of Preclinical Sciences,
3200J1€BAEMOCTH) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpbsiama (cTabumu3amnms DSMRC 218 0 00
3a00JIeBa€MOCTH) ’
Hamubus (ctabunusanms National Institute for Communicable Diseases of the 877 0 0.0
3200JICBAEMOCTH ) National Health Laboratory Service '
Hemnan (crabunusanus Molecular and Genomics Research Lab, Dhulikhel
3200JICBAEMOCTH ) Hospital, Kathmandu University Hospital School of 1400 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzarus National Reference Laboratory, Nigeria Centre for 108 0 0.0
3200JICBAEMOCTH ) Disease Control ’
Hurepus (crabunuzarus African Centre of Excellence for Genomics of 3538 0 0.0
3200JIeBa€MOCTH) Infectious Diseases(ACEGID), Redeemer’s University ’
Hunepnanas! (crabunu3aius National Institute for Public Health and the 92325 9 100.0
3200JIeBa€MOCTH) Environment(RIVM) ’
Huy» Institute of Environmental Science and Research 39 0 0.0
(ESR) ’
Hosas 3enanmus (crabunmsanus | Institute of Environmental Science and Research(ESR) 44953 105 100,0
3a00J1€Ba€MOCTH)
Hosas Kanenonus Laboratoire de Microbiologie Centre Hospitalier
(crabumu3arus Territorial de Nouvelle-Calédonie 159 1 100,0
3a0051€eBa€MOCTH)
Hopserus (craOunu3arus Norwegian Institute of Public Health, Department of
) 36904 0 0,0
3a0051eBa€MOCTH) Virology
OAD (crabunmzanus Wellcome Sanger Institute for the COVID-19 734 0 0.0
3a00JIEBACMOCTH) Genomics UK(COG-UK) Consortium ’
Owman (cTabunuzanus Oman-National Influenza Center 1000 0 0.0
3a00J1€Ba€MOCTH) ’
Octposa Kyka Institute of Environmental Science and Research 189 0 0.0

(ESR)




[Takucran (crabunuzamus

Department of Virology, Public Health Laboratories

AU 3720 0,0
3200JIeBa€MOCTH) Division
[Manay (crabuiu3arus Can  Ruti  SARS-CoV-2  Sequencing  Hub 78 0.0
3a00JIeBa€MOCTH) (HUGTIP/IrsiCaixa/IGTP) ’
[MTanecTrHa (cTaOMIH3AIHS Biochemistry and Molecular Biology Department— 913 0.0
3200JICBAEMOCTH ) Faculty of Medicine, Al-Quds University ’
[Tanama (cTaOuIH3aIHs Gorgas memorial Institute For Health Studies 3362 0.0
3a00JIeBa€MOCTH) ’
ITanrya HoBast I'Bunest Queensland Health Forensic and Scientific Services
(craOumuzarus 924 0,0
3200J1€Ba€MOCTH )
[TaparBaii (cTabuIn3aIus Laboratorio Central de Salud Publica de Paraguay 2609 0.0
3a00J1€Ba€MOCTH ) ’
[lepy (crabunuzanus Laboratorio de Referencia Nacional de Biotecnologia 41544 00
3200JIeBaEMOCTH) y Biologia Molecular. Instituto Nacional de SaludPera ’
[Tonpia (cTabuIH3aLIHs genXone SA, Research & Development Laboratory 48357 100,0
3200JIeBA€MOCTH)
[Mopryranus (crabuau3anus Instituto Nacional de Saude(INSA) 95896 100.0
3a00J1€Ba€MOCTH) ’
[TyspTo Puko (crabunuzanms Centers for Disease Control and Prevention Division 93594 100.0
3a00JIEBACMOCTH) of Viral Diseases, Pathogen Discovery ’
PecnyOnuka Banyary Microbiological Diagnostic  Unit - Public  Health
(crabumu3arus Laboratory (MDU-PHL) 100 0,0
3a0051€eBa€MOCTH)
PecniyOnuka J[xu0yTu Naval Medical Research Center Biological Defense
(crabumu3anus Research Di-rectorate 633 0,0
3a00J1€Ba€MOCTH)
Pecny6nuka Kupubaru Microbiological Diagnostic Unit - Public Health
(crabumu3arus Laboratory (MDU-PHL) 136 0,0
3a0051eBa€MOCTH)
Pecniy6nuka Konro Institute of Tropical Medicine
(crabumm3anus 216 0,0
3a00J1eBa€MOCTH)
PecrniyOiinka Magarackap Virology Unit, Institut Pasteur de Madagascar 138 0,0




(crabunmuzarus

3200JIeBa€MOCTH)
Pecnyoimuka Hukaparya MSHS Pathogen Surveillance Program,
(crabmmm3arnust CNDR, Departamento de Virologia 335 0,0
3a00J1€Ba€MOCTH )
Pecny6nuka CanbBanop Genomics and Proteomics Departament, Gorgas
(crabumu3arus Memorial Institute For Health Studies 707 0,0
3200JIeBA€MOCTH)
Pecniyomuka Yan Pathogen Genomics Lab, National Institute for
(ctabum3zarus Biomedical Research (INRB), 28 0,0
3200J1€Ba€MOCTH )
PetonboH (crabunm3arust CNR Virus des Infections Respiratoires — France SUD
12133 0,0

3200J1€Ba€MOCTH )
Poccust (cradbumu3arst WHO National Influenza Centre Russian Federation.
3a00JI€BAEMOCTH) Center for Precision Genome Editing and Genetic

Technologies for Biomedicine, Pirogov Medical

University, Moscow, Russian Federation. Federal

Budget Institution of Science, State Research Center

for Applied Microbiology & Biotechnology. Group of

Genetic Engeneering and Biotechnology, Federal 60608 0,0

Budget Institution of Science ‘Central Research

Institute of Epidemiology’ of The Federal Service on

Customers’ Rights Protection and Human Well-being

Surveillance. State Research Center of Virology and

Biotechnology VECTOR, Department of Collection of

Microorganisms.
Pyanna (crabunusanus GIGA Medical Genomics

381 0,0

3a00J1eBa€MOCTH)
Pymbriaust (cTrabumn3aius National Institute of Infectious Diseases—Prof. Dr. 19559 0.0
3a0051eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory '
Camoa 169 0,0
CaynoBckast ApaBus Infectious Diseases, King Faisal Hospital Research
(crabumm3anus Center 1674 0,0

3a00J1eBa€MOCTH)




CeBepHas Makenonus

Institute of Public Health of Republic of North

(crabumu3arus Macedonia Laboratory of Virology and Molecular 434 0 0,0
3a00J1€BAEMOCTH) Diagnostics
CeBepHbie MapuaHckue Centers for Disease Control and Prevention Division
ocTpoBa (cTabunu3anus of Viral Diseases, Pathogen Discovery 2096 0 0,0
3200JIeBa€MOCTH)
Ceiimrenbl (cTabumu3anms KEMRI- Wellcome Trust Research Programme, Kilifi 619 0 0.0
3a00JIeBa€MOCTH) ’
Ceneran (cTaOuam3anms IRESSEF GENOMICS LAB 1918 0 0.0
3200JIeBa€MOCTH)
Cent-Buncent u I'penaaunsr Carrington Lab, Department of PreClinical Sciences,
(crabumu3arus Faculty of Medical Sciences, The University of the 107 0 0,0
3a00J1€BAEMOCTH) West Indies
Cent—Kurc u HeBuc Carrington Lab, Department of Preclinical Sciences,
(crabumu3anus Faculty of Medical Sciences, The University of the 22 0 0,0
3200JICBAEMOCTH ) West Indies
Cent—Jlrocus (cTabuIn3arivs Carrington Lab, Department of PreClinical Sciences 990 0 0.0
3200J1€Ba€MOCTH ) '
Cepbus (ctaOunmzanus Institute of microbiology and Immunology, Faculty of
- T 1693 0 0,0
3200JIeBAEMOCTH ) Medicine, University of Belgrade
Cunramnyp (cTabunu3anus Natlor_lal Put_)llc Health Laboratory, National Centre for 42995 175 100,0
3a0051€Ba€MOCTH) Infectious Diseases
Cen-Maptun (cTabunuzarus Institut Pasteur 304 0 0.0
3a0051€Ba€MOCTH)
Cunt—Mapren (crabmmmsanust | National  Institute  for Public Health and the 954 0 0.0
3200JICBAEMOCTH ) Environment(RIVM) ’
Cupus (crabumu3aris CASE-2021-0266829
91 0 0,0
3a00J1eBa€MOCTH)
CroBakus (cTaOuIH3arys Faculty of Natural Sciences, Comenius University
29143 0 0,0
3a0051eBa€MOCTH)
Crnoenus (cTabunuzanus Institute of Microbiology and Immunology, Faculty of
_ L A 39563 29 100,0
3a00JIEBACMOCTH ) Medicine, University of Ljubljana
CoJIOMOHOBHI OCTPOBa Microbiological Diagnostic Unit - Public Health 247 0 0.0

(crabunuzarus

Laboratory (MDU-PHL)




3a00J1€Ba€MOCTH )

Comainu (crabunm3anus

National Public Health Lab- Mogadishu

11 0 0,0
3200J1€Ba€MOCTH )
Cynas (cTabuinzanus National Institute for Communicable Diseases of the 208 0 0.0
3a00J1€BAEMOCTH) National Health Laboratory Service '
CypuHam (cTabun3aius National Institute for Public Health and the 154 0 0.0
3a00J1€BAEMOCTH) Environment(RIVM) ’
CHIA (crabunm3anus Colorado  Department of Public Health &
3200J1€BAEMOCTH) Environment. Maine Health and Environmental
Testing Laboratory. California Department of Public 2847515 1801 9.8
Health. UCSD EXCITE.
Creppa—Jleone (crabmmusarust | Central Public Health Reference Laboratory 9 0 0.0
3a00J1€Ba€MOCTH ) ’
Tannann (ctabunu3anms COVID-19 Network Investigations(CONI) Alliance 33155 9 100,0
3200JIeBa€MOCTH)
TaiiBanb (cTabuaM3anys Microbial Genomics Core Lab, National Taiwan
3200JICBAEMOCTH ) University Centers of Genomic and Precision 5988 0 0,0
Medicine
Tanzanus (cTabMIH3aAIHS Jiaxing Center for Disease Control and Prevention 292 0 0.0
3a0051€Ba€MOCTH) ’
Tepxkc u Kaiikoc (crabunuszanus | Carrington Lab, Department of Preclinical Sciences,
3200JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemrru (ctabunuzanus | Microbiological Diagnostic Unit — Public Health 3 0 0.0
3200JIeBA€MOCTH) Laboratory (MDU-PHL) ’
Toro (crabunu3zanus Unit¢ Mixte Internationale TransVIHMI(UMI 233
3200JIeBaEMOCTH) IRD — U1175 INSERM - Université de Montpellier) 539 0 0,0
IRD(Institut de recherche pour le développement)
Tonra 96 0 0,0
Tpunuaan u Tobaro Carrington Lab, Department of PreClinical Sciences,
(crabunu3arnms Faculty of Medical Sciences, The University of the 2822 0 0,0
3200J1€BAEMOCTH) West Indies
Tynuc (crabunuzanms Laboratoire de linique linique — Institut Pasteur de 1004 0 0.0

3a00J1€Ba€MOCTH)

Tunis




Typuus (cTabmmm3anus

Ministry of Health Turkey

23412 0 0,0
3200JIeBa€MOCTH)
VYranaa (crabuin3arus MRC/UVRI & LSHTM Uganda Research Unit
1052 0 0,0
3200JIeBa€MOCTH)
Vkpauna (ctabuin3arus Department of Respiratory and other Viral Infections
3a00JIEBACMOCTH ) of L.V.Gromashevsky Institute of Epidemiology & 7286 0 0,0
Infectious Diseases NAMS of Ukraine, JSC “Farmak”
V30ekucTaH (cTaduIn3anus Center for Advanced Technologies
158 0 0,0
3a00J1€Ba€MOCTH )
VYpyrBaii (cTabuu3amust Departamento Laboratorios de Salud Publica (DLSP) 405 0 0.0
3a00J1eBa€MOCTH) Ministerio de Salud Publica ’
denepaTUBHbBIC IITATHI Pohnpei State Hospital,
MukpoHe3us (CTabHIn3aIus State Laboratories Division, Hawaii State Department 90 0 0,0
3200JIeBa€MOCTH) of Health
OununnuHe! (CTaOMITU3AIHS Philippine Genome Center 16539 0 0.0
3a00J1€Ba€MOCTH )
OunnsHauA (cTaOUIM3aAINS Department of Virology, Faculty of Medicine,
e S 27429 0 0,0
3a00JI€BAEMOCTH) University of Helsinki
®dpannus (cTabHIH3aIUsSI CNR Virus des Infections Respiratoires — France SUD 421444 33 100,0
3a0051€Ba€MOCTH)
®panmysckas ['Buana National Reference Center for Viruses of Respiratory
(crabumu3anus Infections, Institut Pasteur, Paris 2271 1 100,0
3a00J1€Ba€MOCTH)
®pannysckas [lonmmHesus National Reference Center for Viruses of Respiratory
(crabunm3arys Infections, Institut Pasteur, Paris 13 0 0,0
3a0051€Ba€MOCTH)
Xopsatus (CTaOHIH3AINSL Croatian Institute of Public Health 26404 0 0.0
3a00J1eBa€MOCTH)
LIAP (crabum3armst Pathogen Sequencing Lab, National Institute for 15 0 0.0
3a0051eBa€MOCTH) Biomedical Research(INRB) ’
UYepHoropus (cTabunu3anus Charit¢ Universitditsmedizin Berlin, Institut fiir
. . 667 0 0,0
3200JIeBa€MOCTH) Virologie
UYexwus (crabunm3aus The National Institute of Public Health 34902 0 0.0

3a00J1€Ba€MOCTH)




U (cTabunu3anus

Instituto de Salud Publica de Chile

30875 75 100,0
3200JIeBa€MOCTH)
[IBeitapus (cTabumm3arus Department of Biosystems Science and Engineering,
. 59165 0 0,0
3a00JIeBa€MOCTH) ETH Ziirich.
[IBerust (cTabumn3anus The Public Health Agency of Sweden 139096 26 96.3
3200JIeBa€MOCTH)
[Ipu-Jlanka (cTaOuau3arms Centre for Dengue Research and AICBU, Department
- 1192 0 0,0
3a00JIEBACMOCTH ) of Immunology and Molecular Medicine
DkBajop (cTabumsanus Instituto Nacional de Investigacionen Salud Publica, 7572 8 100.0
3200JIeBa€MOCTH) INSPI
DkBaropuaiibHas [ BuHest Swiss Tropical and Public Health Institute
(crabmm3armst 1 0 0,0
3a00J1€Ba€MOCTH )
DcBaTHHHU (CTAOMIU3AIMS Nhlangano Health Centre(National Institute for
3200JICBAEMOCTH ) Communicable Diseases of the National Health 766 0 0,0
Laboratory Service)
DcToHus (cTabuau3anus Laboratory of Communicable Diseases(Estonia);
. : : 8038 0 0,0
3200J1€Ba€MOCTH ) Eurofins Genomics Europe Sequencing GmbH
D¢uomnus (cradbunm3anus International Centre for Genetic Engineering and
3200JIeBAEMOCTH ) Biotechnology(ICGEB) and ARGO Open Lab for 561 0 0,0
Genome Sequencing
FOAP (crabunu3arust KRISP, KZN Research Innovation and Sequencing 29069 8 100,0
3200JIeBAEMOCTH) Platform.
IOxnas Kopes (ctabunuzamus | Division of Emerging Infectious Diseases, Bureau of
3200JIeBAEMOCTH) Infectious Diseases Diagnosis Control, Korea Disease 170034 1 100,0
Control and Prevention Agency
HOxwubiit Cynan (crabunuzanus | MRC/UVRI & LSHTM Uganda Research Unit, South 39 0 0.0
3a00J1eBa€MOCTH) Sudan Ministry of Health, WHO South Sudan ’
SImatika (cTaOuH3arys Carrington Lab, Department of PreClinical Sciences,
3a0051eBa€MOCTH) Faculty of Medical Sciences, The University of the 3426 0 0,0
West Indies
Snonwust (cTabunu3anus Pathogen Genomics Center, National Institute of 500159 231 100,0

3a00J1eBa€MOCTH)

Infectious Diseases




Myoaukanuu:
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Epimaps of the SARS-CoV-2 Receptor-Binding Domain Mutational Landscape:
Insights into Protein Stability, Epitope Prediction, and Antibody Binding

DNHUKapThl MYTAIMOHHOTO JlaHamadTa JoMeHa cBs3biBanus perentopa SARS-CoV-
2: MOHUMAaHue CcTaOUIBLHOCTH 6CJ'IKa, MPOTHO3NPOBAHHSA IIIUTOIA U CBA3bIBAHUS aHTHTCII

B »9stoMm wmccienoBanmum monaxoa in  silico ucmonp3oBasics IS M3YYCHUS
MytanuoHHOTO Jauamadra BapuantoB RBD SARS-CoV-2, Birodass MUPKYJIUPYIOIIHE B
HacTosmee Bpems cyOBapuanTtel Omicron. Bcero Obuto oreneHo 40 OZHOTOUEUYHBIX
MyTaluii Ha MpeaMeT UX MOTEHIMAIBHOTO BIUSHUSA Ha CTAOWJIBHOCTh M AUHAMUKY Oejka.
Hecrabunusupytonme 3¢deKTsl ObUIM MpeACKa3aHbl Ui TakuX MyTauui, kak L455S wu
F456L, B To Bpems kak crabwimsupyomue 3PdeKTsl ObUTH TMpeACKa3aHbl IS TaKUX
myTtauui, kak R346T. 3aTem ObUIM BBIOJHEHBI MPOTHO3bI KOHPOPMAIIMOHHBIX SMUTOINOB
B-knerok mist RBD nukoro tuna (WT) u RBD BapuanToB. Myranuu u3 BapuantoB SARS-
CoV-2 OblTu pacmoyiiokKeHbl B Mpejesiax MPOTrHO3UPYEMBIX OCTATKOB SIUTONA, W ObLIO
oOHapy>KeHO, 4TO O00JacTH HMNHUTONA COOTBETCTBYIOT caliTaM, Ha KOTOpbIE HalEIEeHbI
TepaneBTHUeckue anturena. Kpome toro, ObUIM co3nanbl romosorudeckue moaenu RBD
BapranToB SARS-COV-2, KOTOpbIE HCIONB30BATUCH ISl CTHIKOBKH O€lika ¢ aHTHUTEIIOM.
bbutn o1leHeHBl XapaKTEPUCTUKHU CBA3bIBaHUSA 10 MOHOKJIOHANBHBIX aHTUTEN NpoTUB WT u
14 BapuantoB SARS-CoV-2. Ilyrem onenkn ad(GUHHOCTH CBA3BIBAHMS, B3AUMOJCHCTBUN 1
HHEpreTHYecKoro BKJIaga ocTtaTkoB RBD Obui  BBISBIEHBI MyTalMH, KOTOpbIE
CIIOCOOCTBOBAJIM ~ YKJIOHEHHIO BHpyca. Pe3ynpTaThl 3TOro0  HCCIENOBaHUSA  JAlOT
MpEACTaBICHUE O CTPYKTYPHBIX M MOJIEKYJISIPHBIX MeEXaHU3MaX, JeXKalluX B OCHOBE
YKJIOHEHUS OT HEUTpalIu3yronmx aHnturteln. JlanpHeimas pa3paboTka aHTUTEN MOXET OBITh
COCPEIOTOUYECHA HAa HEUTPaNM3YIOMIMX aHTUTENIaX IIMPOKOro CIEKTpa, KOHCTPYUPOBAHUU
AQHTUTENl C TOBBINIEHHOW a(@QUHHOCTHIO CBSA3BIBAHHMS U HAlEIMBAaHUM Ha 00JacTU
IIMTIOBUIHOTO Oenka 3a npenenamu RBD.

2. Front Microbiol.2025Feb 14:16:1503890. doi:10.3389/fmich.2025.1503890.
eCollection 2025.

Elucidating the molecular docking and binding dynamics of aptamers with spike
proteins across SARS-CoV-2 variants of concern

BrisicHeHue JOUHAMHMKKA MOJEKYJISPHOM CTBIKOBKM U CBSI3bIBAHUSI alTaMEepOB C
IUTOBUIHBIMEU OenkaMu B BapuanTax SARS-CoV-2, Bei3bIBaOMMX 00€CTIOKOEHHOCTh

Irwin A Quintela, Tyler Vasse, Dana Jian

ABTOpBl UJSHTU(DHUIIUPOBAIM U CreHepupoBaiu mnociegosatenbHocTn JIHK-
anTamepoB, HareraeHHbIe Ha S-0e1ok SARS-CoV-2 VOCs nocpenctsom metoanku SELEX.
In silico ObpUIO TPOBEACHO MPOTHO3UPOBAHHWE CBSI3BIBAHUS anTaMepa, 3a KOTOPHIM
MOCJIEIOBAJT TIOMIArOBBIM pabounii Tpolecc s ONPEACICHUS BTOPUYHBIX U TPETUUYHBIX
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CTPYKTYp anTaMmepa, MOJEIUPOBAHUS U MOJIEKYJSPHOW CTHIKOBKHM C LIEJIEBBIM S-OE€IKOM.
Crparerus in silico 6puTa OrpaHMyY€Ha TOJBKO MPEJOCTABIECHUEM IPOrHO30B BO3MOMXHBIX
pe3yJabTaTOB Ha OCHOBE OLIEHOK, a PaHXHPOBaHHE OBLIO JOMOJIHEHO XapaKTEPUCTUKON U
aHanm3oM uaeHTuuuuposanublx JHK-antamepoB ¢ ucnosib30BaHMEM MPSMOIO aHaIM3a
OJINTOHYKJIECOTHI0B ¢ (pepMeHTHBIM cBsi3biBaHHEeM (ELONA), koTopblii moka3an KOHCTaHTHI
nuccormanuu (K d) B amanmazone 32 HM-193 HM mo Ttpem 3HauumbiM VOCs. Dt TpH
BbIcokocnennpuunbix anramepa VOCs (Alpha Apt, Delta Apt 1 Omicron Apt) MOryT OBITh
JOTIOJIHUTENIBHO ~ M3y4Y€Hbl B  KauyeCTBE IOTEHUMANbHBIX KaHAMJATOB Kak Ui
JUAarHOCTUYECKUX, TaK U U1 TEPANeBTUYECKUX LIETIEH.

3. Microorganisms. 2025 Jan 31;13(2):311. doi:
10.3390/microorganisms13020311.

Tracing Emergence of SARS-CoV-2 Variants: Insights from Comprehensive
Assessment Using Reverse Transcription Polymerase Chain Reaction and Whole
Genome Sequencing

OrcnexxuBanue mosBiaeHUs BapuaHToB SARS-COV-2: BBIBOIBI W3 KOMIUICKCHOU
OIICHKU C MCIIOIh30BAaHUEM IMMOJIMMEPA3HOH 1IETTHON peakiuu ¢ OOpaTHON TPaHCKPHUIMIIHEH U
MOJITHOTEHOMHOTO CEKBEHUPOBAHUS

Duyeon Na, Yuna Hong, Chaeyeon Lee u ap.

B »tomM wucciaepoBanum oneHuBanach 3(QPEKTUBHOCTH MOJMMEPA3HON IIETTHOM
peakiuu ¢ obpatHou Tpanckpunuue (OT-IILP) u mOTHOr€HOMHOTO CEKBEHHPOBAHMS
(WGS) B obHapyxeHun u xapaktepuctuke BapraHToB SARS-CoV-2 ¢ ucnoib3oBaHueM
624 o6pa3nos, cobpannbeix B lOxnoit Kopee ¢ cepenunnl 2021 roga no cepeauny 2022
roja. /[ga ananuza reHorunupoBanuss metogoM OT-IILP npoaeMoHcTpupoBanu BBICOKUM
ypoBeHb KoHKopaanTHocTH (90,4%) npu unentuduxanmu Bapuanta Delta Bo Bpems ero
nomunupoBanusa. Hanpotus, WGS BbISIBUIIO 0OLIMPHOE TEHETHYECKOE PA3HOOOpa3ue cpeau
cyonmuauit  Omicron, wuneHTUGUIUPOBaB 29 OTAENbHBIX CYOJIMHHM, BKIIOYas JBa
cneruuynbix A KOxuoi Kopeun Bapuanta (BA.1.1.5 u BA.2.3.8). Knacrepusiii ananus
naHHblx WGS BeIABUIT OTAENbHBIE TIpynnupoBku nognuHuid BA.1, BA2 u BAS ¢
MEPEKPHITUEM OOMIMX MYTAlHMi, YTO MPEANOJAraeT 3BOJIONUOHHYIO KOHBEPTEHITHIO.
Pa3nooOpa3ue moanuHuii pacmpsioch BO BpeMs OBICTPBIX (a3 mepenadn v BIOCIEACTBUN
KOHCOJMJMPOBAJIOCH TIO0 MEpe TMOSBICHUS JOMUHUPYIOIIMX JUHUN. OTH PE3yIbTaThl
MOJAYEPKUBAIOT B3auMojononHsomue cuibHbie cTopoHsl OT-IIHP u WGS u BaxxkHOCTH
WHTETPAIlMU dTUX METONONOTUN 1 3(P(HEKTUBHOTO MOHUTOPHHTA BAapUAHTOB U MeEp
pearupoBaHus OOIIECTBEHHOTO 3/IPAaBOOXPAHCHHUSI.

4. Viruses. 2025 Jan 31;17(2):204. doi: 10.3390/v17020204.

Genetic Diversity and Spatiotemporal Distribution of SARS-CoV-2 Variants in
Guinea: A Meta-Analysis of Sequence Data (2020-2023)

I'eneTnueckoe paSHOO6paSI/Ie H IPOCTPAHCTBCHHO-BPCMCHHOC PACIHPCACIICHHUC
BapuaHToB SARS-CoV-2 B ['BuHee: MeTaaHam3 JaHHBIX O MocienoBaTebHOCTIX (2020-

2023)



Thibaut Armel Chérif Gnimadi, Kadio Jean-Jacques Olivier Kadio, Mano Joseph
Mathew u ap.

Lenpto 3TOro uMccienOBaHUS SABIAETCA OMUCAHHE pacHpelieleHHsl, TeHETHYECKOTo
pa3HooOpa3ust u mpoucxoxaeHus nuHuit SARS-CoV-2, mupkymupyromux B ['BuHee BO
BpeMs manaemuun COVID-19. Ananu3 murpanuu ObUI HPOBENEH MyTeM OTOOpa Bcex
MOCIIEZIOBATENIbHOCTEM, CreHepupoBaHHBIX B ['BUHee, AJisi BapUAHTOB, MPEACTABIISIONIMX
untepec. C mapra 2020 roma no aexadbpp 2023 roma B I'BuHee Obuio momydero 1038
MOCIIEZIOBATENILHOCTEW, KOTOphle OBbUIM OTHpaBieHbl B 0a3y [aHHbIX [J00anbHON
UHUIMATUBEL TI0 oOMeHy BcemMu JnaHHbiMH o rpunne (GISAID). M3 wux 73,1%
cooTtBeTcTBOBaM BapuantaM SARS-C0V-2, BBI3bIBaIOIIMM HHTEPEC, KOTOPHIE OBLIN Janee
crpynnupoBanbl B OmukpoH (69,4%), Henvra (21,9%), Anbda (6,6%) u Dta (2,1%).
Hpyrue Bapuantbl cocTtaBwid 26,9% ot oOmero uyucia. Cpeau oOmero yucia
MPOAHAIM3UPOBAHHBIX BAPUAHTOB OBLIO BHISBICHO 75 CiiydaeB 3aBo3a B [ BUHEIO U3 pa3HBIX
ctpan Mupa. bonbmas wacte 3aBo3a (40%) mpunuiach Ha cTpaHbsl AQpuKH, 32 HUMH T10
3HAUUMOCTH CHeAyloT crpanbl EBpombr (25,3%) u Asum (18,6%). 3HauuTeabHBIN
MUTPAIMOHHBIN MOTOK Habmtonancs B ['BuHee. [ eHOMHBIN HAA30p, MPEACTABICHHBIN B TOM
WCCJIEIOBAaHUY, BBISBUI pasHooOpasue BapuaHToB SARS-COV-2, mupkynupyomux B
['BuHee, 4TO MOAYEPKUBAET BAXKHOCTh KPYITHOMACIITAOHBIX aHAIM30B CEKBEHUPOBAHUS JJIS
MOHUMAaHMsI TMHAMUKH TTaH/IEMUU.

5. Viruses. 2025 Jan 27;17(2):182. doi: 10.3390/v17020182.

Evaluation of Genomic Surveillance of SARS-CoV-2 Virus lIsolates and
Comparison of Mutational Spectrum of Variants in Bangladesh

Onenka TeHOMHOTO Haazopa 3a u3onstamu Bupyca SARS-CoV-2 u cpaBHeHue
MYTaIIMOHHOTO CIIEKTPa BapuaHTOB B banrmanenr

Abeda Sultana, Laila Anjuman Banu, Mahmud Hossain u ap. ,

I'enombr BupycHoit PHK, u3BneueHnwie u3 25 cimydailHO COOpaHHBIX OOpasIoB
MAlUEeHTOB C MOJIOKUTEIbHBIM pe3ynbraTtoM Tecta Ha COVID-19 ¢ mapra 2021 rona mno
deBpans 2022 rona, ObUTH CEKBEHUPOBAHBI C UCIIOIB30BaHKeM mpoTokofa [llumina COVID
Seq u 00pabOTKM TEHOMHBIX JTaHHBIX, a TAK)KE OIEHOK, BBHITIOJHEHHBIX B MPOTPAMMHOM
obecrieuennn  DRAGEN COVID Lineage. B »3ToM wuccienoBaHuM  MPOLIEHT
UACHTUPUIIMPOBAHHBIX BapuaHToB Delta, Omicron u Mauritius coctaBun 88%, 8% u 4%
cooTBeTcTBeHHO. Bee 25 ob6pasmoB umenu 23 403 myranuun A>G (D614G, ren S), 3037
mytauuii C>T (nsp3) u 14 408 myranuit C>T (nspl2), roe 23 403 myranuun A>G Oblu
OTBETCTBEHHBI 3a TOBBIINIEHHYIO mnepenady. ¥ Omicron ObuI0 HauOoOIbIIEe KOIMYECTBO
YHUKaJIbHBIX MyTanuii B Oenke mummna (T. €. 3aMEH, JeJelMil W BCTaBOK), YTO MOXKET
OOBSACHUTH €ro 0oJiee BBICOKYIO TPAHCMHCCHUBHOCTh U CIIOCOOHOCTh YKJIOHSATHCA OT
uMMyHuTeTa, 4eM y Delta. Bcero Obu10 BeIsIBIIEHO 779 MyTanuii, U3 KOTOPHIX HAOIIOJAINCh
691 3amena, 85 genernuit u 3 MyTalUMu-BCTaBKU. [1oBOMISI UTOT, MOKHO CKa3aTh, YTO 3TO
uccieoBaHue 000OraTUT TeHOMHYI 0a3y naHHbix SARS-CoV-2, momoras B pa3paboTke
CTpaTeruil JieueHHsl, a TaKK€ MOHUMAHUU CTPATETUH BBDKUBAHUSA BHOBb IMOSBUBILIUXCS
BHUPYCOB U, TAKUM 00pa3oM, B MOATOTOBKE K MPOTUBOJECHCTBUIO UM.



