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PacnpocTpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noja HaoawoaenueM (VUM), Ha oCHOBe K0JIM4€eCTBA X T€eHOMOB,
AenoHupPOBaHHBIX B 0a3y naHHbIX GISAID 3a nenemio ¢ 4 mo 10 mas 2024 r.
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B o030pe npencraBineHa nHpopmanus Mo UUPKYJIUPYIOIMIMM B HACTOSIIEE BpPEMS
BapuantaM Bupyca SARS-COV-2 Omicron Bei3biBaromux uarepec (VOI) u Haxoasmmxcs
non HabmonenneM (VUM), TeHOMHBIE MOCIEIOBATEIIBHOCTH KOTOPBIX pa3MEIIEHBl B
MexayHapoHoi 6aze manabix GISAID 3a Hepemto ¢ 4 mo 10 mas 2024 ¢

ITo cocrosuuto Ha 10 mas 2024 1. B cooTBeTcTBHH ¢ Kiaccupukammert BO3 k
BapuanTam BHupyca SARS-COV-2, BebBatomux wuHTepec (VOI), oOTHECeHBI TATH
cyoBapuanToB: XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. B rpynny BapuantoB VUM B
HACTOsIIIIee BpeMSs BKIIIOUEHBI ISITh cyOBapraHToB, a uMeHHo JN.1.7, KP.2, KP.3, JN.1.18.

Ha cerogusmamii nenp B 0aze manHbix GISAID Bcero mpencrarmeno 16 732 000
reioMoB Bupyca SARS-COV-2 (3a Hememo jaenoHupoBaHo 22 458 TEHOMHBIX
MoCJIeIoBaTeNIbHOCTEN). B MHpe cTpaHamMu — nuaepamMu Mo KOJWYECTBY JIETIOHUPOBAHHBIX
TeHOMHBIX TocieaoBaTenbHOcTeld Bupyca SARS-CoV-2 ocrarorcs CIHA — (5119 496
reHoMoB — 30,6% oT Bcex pazmenieHHbIX B GISAID) u Benukobpurtanus (3 154 050 reHomMoB
—18,9%).

Ha cerogusimiauii nens B 0ase maHHbIX GISAID 3aduxcupoBaHO JemOHUpPOBaHUE
BapuaHTa Omicron u3 215 ctpan u Tepputopuii (Ha npenpiaymieit Heaene — 215): Apcrpanus,
ABctpusi, AzepbOaiimkan, AnbGanus, Amkup, Amepukanckoe Camoa, AHaoppa, AHroina,
Anturya u bapOyna, Anrunbsi, Aprentuna, Apmenus, Apy6a, Adranucran, banrnazer,
bap6anoc, baxpetin, benapycs, benwsrusi, bepmynckue Octpoa, benus, benun, bonrapus,
bomuBusa, borcBana, bocuus u I'epueroBuna, bonaiipe, bpasunusa, bpynei, bpuranckue
Buprunckue octpoBa, byran, bypynau, bypkuna-®aco, Benukobpurtanusi, Benecyana,
Benrpusi, Buprunckume OctpoBa (CIIIA), Beernam, ['ana, T'autn, ['amOus, [ aifana,
I'Bagenymna, I'Batemaina, ['Bunes, I'epmanus, ['mOpantap, ['ongypac, ['onkonr, I'penana,
I'pentus, I'pysust, ['yam, I'abon, Janus, [[xubytu, [lomuankanckas Pecriyonuka, Jlomunuka,
JPK Jlemokpatuueckas Pecnybnuka Boctounsiit Tumop, JlemokpaTtuueckas PecnyOnuka
Can-Tome wu Ilpuncunu, Erumer, 3amOus, 3umbabBe, W3pawnb, Wunus, Wunonesus,
WNopnanus, Upak, Upan, Upnannus, Ucnanaus, Ucnanus, Utanusa, Kabo-Bepne, Kazaxcran,
KaitmanoBer OctpoBa, Kambomxka, Kamepyn, Kananma, Karap, Kenus, Kump, Kwuraii,
Kupubatu, Konmymbus, KocoBo, Kocra-Puka, Kor-n'UByap, Ky6a, Kyseiit, Keipreicran,
Kiopacao, Jlaoc, JlarBus, JluGepusi, JluBan, JluBus, Jluxtenmreitn, JlutBa, Jlecoto
(KoponesctBo Jlecoro), JlrokcemOypr, Manarackap, Maspukuii, MaBputanus, Makao,
ManaBu, Manaisua, Mansaussl, Manera, Manu, Mapokko, Maptunuka, MapanioBbl
OctpoBa, Maiiorra, Mekcuka, Mo3zamouk, MomnnoBa, Monako, Monronusi, MoHTCceppar,



Mpbsama, Mukponesusi, Hamubus, Hunepnanasl, Hurep, Hurepus, Heman, He3aBucumoe
rocynapctBo Camoa, Huys, Hopserus, Hosas 3enannusi, HoBass Kanenonusi, Hukaprya,
Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [lanama, Ilamay, [laparsaii, Ilamya
Hogas I'sunes, Ilepy, [lopryranus, [lonema, [TyspTo-Puko, Peronbon, Pecniybnuka Konro,
Pecny6nuka Cetimensckue OctpoBa, Pecmybnuka I'Bunes-bucay, Pecnbnuka Banyty,
Pympinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Mapren, CaynoBckas ApaBusl,
CeBepHas Makenonusi, CeBepHbie Mapuanckue octpoBa, Ceneran, Coro3 Komopckux
OctpoBoB, Coeppa-Jleone, CnoBakusi, Cnosenusi, Cunramyp, Cupus, CILIA, Cenr-Kurc u
Hesuc, Cenr-Buncent wu I'penaaunsi, Cenr-Jltocusi, Cunr-Mapten, ColpyxecTBo
Bbaramckux OctpoBoB, Comanu, Cynan, Taunann, TaliBanb, Tanzanus, Tepkc u Kaiikoc,
Toro, Toura, Tpunugan u TobGaro, Tynuc, Typuus, Yranma, Y30ekucrtaH, YKpauHa,
VYpyrBau, Ounnsaaaus, Ppannusa, Dpanuysckas [Buana, Dpanuysckas I[lonuHesus,
Oununnuuel, XopBatus, YepHoropus, UYexusa, Yunu, Yan, HAP, Uleenus, [lIBeimapus,
[llpu-Jlanka, DxBagop, DcToHus, IcBatuau, DPuonus, JkBatopuanbHas [Bunes, IOAP,
IOxnas Kopes, IOxubiii Cynan, fAnonus, SAmMaiika.

3a mocnegnue 4 negenu 27 crpan (12,6%) (3a mpeapiaymme — 23 ctpansl (10,7%)
JOTIOJTHUJIM JaHHBIE O JEMOHUPOBAHWUM TEHOMHBIX TMoOcienoBaTelbHocTel Omicron B
GISAID. /lunamuka pacnpocTpaHeHus B Mupe cyoBapuanToB Omicron CEeKBEHUPOBAHHBIX U
GISAID Cpenu

HUPKYJIUPYIOMUX B HacTosee Bpems: mrammoB SARS-CoV-2 B Mupe TOMUHHUPYIOT MSATh

3arpyeHHbIX B 0a3zy JaHHBIX MpEeACTaBICHa Ha pPUCYHKE 1.

cyommuuii Bapuanta BA.2.86: JN.1 (- 7,51% 3a mocnennroro Henento), JN.1.7 (- 0,59% 3a
nocieHIo Heneno), KP.2 (+2,04% 3a mocneanroro Heneno), KP.3 u JN.1.6.
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KP.1.1 JN118 Hl N17.2 I XBB.1.5.72 Hl N.146
KP.2 XDV.1 . UN22 N EGSI H N.1A47
JN.1.16 JN1.20 I XBB.116.6 I XCK1 . N.1.42
KP.2.3 JNL113. N ECS.A.3 I XDQ . HV.1
N B UN14S Il EG.5.1.1 N EG.5.1.4 H HK.3.2
JN.L1BA B NS Il XBB.1.16 . FU1 E HK3
KS.1 B UN8A I XBB.1.16.1 I EG5.18 . N19
KpP.3 B UN.24  EEE XKBB.11611  EEE UN.1.2 - N2 We gratefully acknowledge
INLT EE JUN1.327 I XBB.1.16.15 . G3 N HF1 the Authors from Originating
IN.1.4 KP4 N XBB.1.16.17 HEE JN.1.37 H CK.1.1 and Submitting laboratories
N1 B XDK EN XBB.1.5 NI N GK.1 of sequence data on which the
LB.1 m UNAL32 I EG5..6 D11 N BA.288.1 analysis is based.
KP.1.1.1 el UN44 I XBB.1.5.10 . DV.7.1 I Omicron sublineages < 1%
LA.2 . N I XBB.1.5.13 [__QRBAN] EE Other lineages
JN.1.39 m XDQa I XBB.15.7

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacnipoctpanenue cyoBaprianToB Omicron B Mupe (1o COCTOSIHHIO Ha 7 Mast
2024 1.)

['enetnueckoe pazHooOpasue MHUPKYIUPYIOIIMX B PETHOHAX MHpa CyOBapHaHTOB
Omicron 3a nocieauue 4 HeIenu MoKa3aHo Ha pucyHke 2. Cpeny HUPKYIUPYIOUIUX IITaAMMOB
yaenbHbIN Bec cyOBapuanTa JN.1 cocraBmsier ot 21,65% B Asuu (-6,39% 3a mpomrenmnnyro
Hezgeno) a0 9,46% B lOxnoit Amepuke (-7,51% 3a mpomeaniyio Heaento), cyoBapruaHTa
JN.1.7 — ot 35,14% B IOxHoit Amepuke (+9,01% 3a npomeauryto nenento) 1o 11,54% B
Esporte (+0,51% 3a npomreninyro Henento), cyoBapuanta JN.1.4 — ot 10,6% B Azuu (-0,19%
3a mpouleamy Henento) m1o 5,41% B Tuxookeanckom peruone (-0,15% 3a mporesnryio
Hezemo), cyoBapuanta JN.1.6 — ot 8,55% B Azum (+0,92% 3a mpomieanryio HEIen) 10
1,35% B IOxnoi#t Amepuxke (+1,35% 3a npomreuryto Heaento), cyoBapuanta KP.2 — ot 8,4%
B EBpomnie (+0,87% 3a mpomenmyio Heaento) a0 3,82% B Aszum (+1,2% 3a mpomienmryto
Hegemo), cyosapuanta KP.3 — or 6,82% B Tuxookeanckom peruone (+2,58% 3a
npouieanyto Heaento) 10 1,35% B Azunm (+1,35 3a nporeninyro Heeto).

Africa (+30 sequences) Asia [+2,668 sequences)
53%

JN.1.18.1 56.67% JN
JN118 40.0% JNA —9.41%
—333% JN..16 — 5.55%
JN.1.33m 1.05%
Europe (+2,453 sequences) North America (+4,795 sequences)
IN.1 13.20% IN.1 18.58%
JN 17— 11.54% JIN1.7 e— 0. 50%
KP.2 ee— 8.4% INLA — 5.01%
IN.1.4 m— 1.85% KP.2 me— 5.57%
JN.1.16.1 m— 4.57% JN.1.8.] e 1.98%
JN.1.76 m— 4.16% P.3 m— 3,98%

KP.3 wemm 3.67%
IN.L32 mem 33%
- 273

Variants of Interest
(Omicron XBB.1.5, XBB.1.16,
EG.5,BA.2.86, JN.1,

2415
N bk WZ'BDE'IEG, and all respective sublineages)
JN.1.38 == 1.88%
KP.11m 139%
IN1,32,1= 1.38%
JN.1.4.6 = 1.35%
JN1.4.4= 1.35%
JN1.9. = 13%
JN1.G = 126%
XDK.1= 118% Other Omicron (non-VOC/VOI/VUM)
KP.1.1.1m 11%

Sublineages shown here
do not include
any descendant lineages.

Qceania (+777 sequences)
18.82%

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories

XD e 3.5% ‘ :
Jﬁ"iw{é - ﬂg:Z 1, 13 ui of sequence data on which the
117 - 183% : w
J:ﬁ‘?é: 123 1 : analysis is based.
KP.1.1 == 18% o 3%
s B A Il
JN.1.20 = 1.42%

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynoxk 2. Pacnipoctpanenue cyoBapuanToB Omicron B peTHOHAX MUPA 32 MOCIEIHNC
4 nenenu (1o coctossHuio Ha 7 mas 2024 1.)

3a MOCHEeNHIO HEENI0 pacrpocTpaHeHHOCTh BapuaHToB VOI B Mupe ocraercs
nomuHupyromieit: B MOxHoit Amepuke — 99,6%, B CeBepHoit Amepuke — 97,6%, B
Tuxookeanckom peruone — 97,4%, B EBponie — 94,4%, B A3uu — 93,6% (puc. 3).



Africa Asia Europe Oceania North America South America
(+21) (+3177) (+924) (+194) (+ 2,008) (+262)

mﬂoe e ——.21% e26)€ e“i%gse’e
3.6%

I Variants of Interest (Omicron XBB.1.5, XBB.1.18, EG.5, BA.2.86, JN.1, and all respective sublineages)
Variants under Monitoring (XBB and all respective sublineages)

I Other Omicron (non-VOC/VOI/VUM)
Others

W Former VOCs/VOIs/VUMs

North South
Africa Asia Europe Oceania America America

% Variants of Interest

(Omicron XBB.1.5, XBB.1.16, 100 93.58 94.37 97.42 97.56 99.62
EG.5, BA.2.86, JN.1 and sublineages)

% Variants under Monitoring

(Omicron XBB, and all respective 0 0.54 3.57 0 0.80 0.38
sublineages)
% Other Omicron
(non-vOC/VOI/VUM) 0 5.89 2.06 2.58 1.65 0
% Others 0 0 0 0 0
% Former VOCs/VOIs/VUMs 0 0 0 0 0

We gratefully acknowledge A .
This slide shows NEW data in GISAID on 2024-05-07 submitted since last report 7 days ago the Authors from Originating .
(new by submission date, not collection date) and Submitting laboratories

of sequence data on which the

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions o
analysis is based.

Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHAX MUpa,
CEKBEHHPOBAHHBIX 32 MOCIIETHIO HeNeNo (o cocTosiHuto Ha 7 mast 2024 1.)

Bapuaunrsl, Bei3biBawmume uarepec (VOI)

[To cocrosnuio Ha 10 mas 2024 r. pacnpoctpanenue cy6BapuantoB XBB.1.5 u
XBB.1.16 B Mupe 3a npouieAllyl0 HEIETI0 OCTaloch CTa0uwibHbIM Ha ypoBHe 0,1%.
Pacnpoctpanenue cyoBapuanta EG.5 camsumnocs ¢ 0,7% mo 0,6%, BA.2.86 —c¢ 1,1% no 0,9%.

B 6a3y mannsix GISAID EpiCoV mnocnenoBarenbHocTH, oTHOCsmMecs k XBB.1.5
(Kraken) nenmonupoBansi u3 148 ctpas.

Cy6Bapuant XBB.1.16 (Arcturus) cekBenupoBan taboparopusimu 130 cTpas.

Cy6Bapuant EG.5 (Eris) cekBenupoBan nabopatopusmu 111 ctpan. 3a nmocnennue 4
Hezenu fenonupoBano 11 renomos cyoBapuanta. EG.5 u3 7 ctpan.

Cy6Bapuant BA.2.86 (Pirola) nmo cocrosinuto Ha 10 mast 2024 r. uupkynupyert B 95
cTpaHax (Ha mporieame Heaene — 95 cTpad). 3a mocneanue 4 Hexenu B 06a3y AaHHBIX
GISAID genonupoBano 20 reHOMHBIX TOcaenoBaTeabHOCTel U3 7 cTpaH (BenukoOpuranus
— 25%, SAnonus — 20% ot Bcex BA.2.86 cekBeHUPOBaHHBIX B 3TOT MEPUON).

['enomHubIe nocnenoBarenbHOCTH cyOBapuanTa JN.1 npencrasiens u3 129 crpan (Ha
npounutoii Henene w3 128 crpan), pacmpocrpaneHHOCcTh coctaBmina 91,7% (-3,8% 3a
NPONICIIYI0 HEJeN0). YIEeNbHBI BeCc CyOBapHaHTa Cpeaud CEKBCHHPOBAHHBIX U
pa3MenieHHbIX B 6a3e nmanubix GISAID 3a nmocnennne 4 nenenu coctaBui B ['ane — 100%,
Npnanaum — 99%, ABctpanuu — 98,6%, CIIIA — 95,9%, I'epmanuu 95,2%, Poccun — 95,1%,
Ha TaiiBane — 93,4%, B BenukoOputanuu — 92,3%, Kanane — 93,1%, Kutae — 92,9%.



BapuanTtel, Haxoasumecsd noja HaoaoaeaueM (VUM)

Bcemupnasi opranmzanusi 3apaBooxpanenusi (BO3) 3 mas Bximoumiia cyOBapuaHT
KP.2 B cnomcok Haxomsummxcs TOJ HAOMIOJEHUEM BapUAHTOB H3-32 €r0 pacTyIlIeH
pactipoctpanenHoctd. Bapuantel FLIRT — 310 cobuparensnoe nazBanue KP.2 u KP.1.1,
koTopsie sBisitores motomkamu JN.1.11.1, nouepnero Bapuanta JN.1.

Ha pawueiii momeHT wuHGoOpMamus o0 O3TUX BapuaHTaX OrpaHUYCHA, HO
MpeIBapUTEbHBIC HCCIEA0BaHMs TOKa3biBaoT, uTo Y KP.2 ecth Tpu m3MmeHenwus B Oelke-

mune mo cpaBHeHuto ¢ JN.1. [IpenpuntHoe uccienoBanue B SnoHuU, OMyOIMKOBAaHHOE
na BiORXiv, mokaszamo, yto KP.2 u3-3a M3MEHEHMH B €ro IIMIOBHIHOM O€JIKE HMEET
npeumyiectBo mnepen JN.1, KoTopble NO3BOJSAIOT BHUPYCY CBS3BIBATHCS C KIETKAMU M
BBI3BaTh MH(peKIH0. MccaeaoBaTeny NpUIILIN K BBIBOJY, YTO M3-3a CBOSH 0o0Jiee BBICOKOM
BUpyCcHOM npuronnoctr KP.2 moTeHnnanbHO MOKET CTaTh JOMUHHAPYIOLIEH JIMHUEN BO BCEM
mupe [ https://www.biorxiv.org/content/10.1101/2024.04.24.590786v].

[To nanHpiM L{eHTpOB MO KOHTpOIIO U MpodunakTuke 3adoneBanuii CIIA, na KP.2
NpUXOAUTCS OKOoJo 25% HOBBIX cilydaeB 3a0o0iieBaHMI 3a TMOCJIEIHUE [IBE HEIENH,
3akoHuuBLIekcs 27 anpens 2024 r. no Bceil tepputopun CIIIA. OnHako B CTpaHe OH €IIe He
MOTYYHIT TAKOTO pacrnpocTpaHeHUs
(https://economictimes.indiatimes.com/industry/healthcare/biotech/healthcare/what-is-new-
covid-variant-flirt-is-it-dangerous-and-what-are-the-
symptoms/articleshow/109881487.cms). Takke pe3ko Bo3pocio uwucio ciaydaeB FLIRT B
Benuko6puranuu, Oxuoi Kopee u HoBo#i 3enannuu, BO30OHOBUB OMACEHUS 1O MOBOIY

HoBo BoJHBI COVID-19. Ilo coctrostHuto Ha 6 mast MHauKCKHT KOHCOPLIMYM IO T€HOMUKE
SARS-CoV-2 (INSACOG) oOHapyxun 238 cayuae KP.2 u 30 cmyuaes KPI.1,
mupkyupyromux B Wugum (https://www.thehindu.com/sci-tech/health/all-about-flirt-the-
new-covid-19-variants-explained/article68144878.ece).

Nudopmanst mo 0OHOBIEHHBIM JAHHBIM O JIEIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3ze GISAID nana B Tabmnwue 1.


https://www.prevention.com/health/health-conditions/a45710275/jn-1-new-covid-variant/
https://www.biorxiv.org/content/10.1101/2024.04.24.590786v1
https://economictimes.indiatimes.com/industry/healthcare/biotech/healthcare/what-is-new-covid-variant-flirt-is-it-dangerous-and-what-are-the-symptoms/articleshow/109881487.cms
https://economictimes.indiatimes.com/industry/healthcare/biotech/healthcare/what-is-new-covid-variant-flirt-is-it-dangerous-and-what-are-the-symptoms/articleshow/109881487.cms
https://economictimes.indiatimes.com/industry/healthcare/biotech/healthcare/what-is-new-covid-variant-flirt-is-it-dangerous-and-what-are-the-symptoms/articleshow/109881487.cms

Ta6auna 1 — KoinyecTBo 1eMOHHPOBAHHBIX FreHOMOB BapuaHToB Bupyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3ze GISAID

B ToMm uucne

[IponieHT reHoMOB,

KoanuectBo KOJINYECTBO OTHOCAIIUXCA K
JeTIOHUPOBaHH | reHoMoB Omicron, | Bapuanty Omicron
Crpana VYupexenre, TpoBOIMBILICe CEKBEHUPOBAHUE BIX TEHOMOB JIETTOHUPOBAHHBIX (B.1.1.529),
Omicron 3a nocienuue 4 JIETIOHUPOBAHHBIX
(B.1.1.529) nenenn (13.04. — 3a mocienHue 4
10.05.2024 r.) HEIen
ABcTpanus (cradmmuzanus | NSW Health Pathology — Institute of Clinical Pathology
3a00JI€BAEMOCTH) and Medical Research; Westmead Hospital; University 177230 412 100,0
of Sydney
ABctpus (crabwnm3zanus | Bergthaler laboratory, CeMM Research Center for
3200JIeBAEMOCTH ) Molecular Medicine of the Austrian Academy of 194360 7 100,0
Sciences
AsepOaitpkan  (cradbmnusarms | National Hematology and Transfusiology Center
3a0071€Ba€MOCTH) 3 0 00
AnGanust (crabunuszarus | Respiratory Virus Unit, National Infection Service,
3200JIeBaEMOCTH) Public Health England 1018 0 00
Ankup (cradbmnmsarms | National Reference Center for Viruses of Respiratory . 0 0.0

3a0051eBa€MOCTH)

Infections, Institut Pasteur, Paris




AMepUKaHCKHE Buprunckue

UW Virology Lab

0CTpoBa (crabunm3anus 1451 0,0

3200JIeBa€MOCTH)

AMepHUKaHCKOe Camoa | Centers for Disease Control and Prevention Division of

(crabumu3arus Viral Diseases, Pathogen Discovery 157 0,0

3200JIeBa€MOCTH)

AHTWIIBS (crabunumsarus | Carrington Lab, Department of PreClinical Sciences,

3a00JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 54 0,0
West Indies

Amnroina (cradounmsarus | KRISP, KZN Research Innovation and Sequencing 169 0.0

3a00JI€BAEMOCTH) Platform

Awnpoppa (crabmmmsarus | Instituto de Salud Carlos 111

3a00J1€Ba€MOCTH ) 323 00

Anturya u bapOyna | Carrington Lab, Department of Preclinical Sciences,

(cradbmnmsarus 3aboneBaemoctu | Faculty of Medical Sciences, The University of the 131 0,0
West Indies, St Augustine Campus

ApreHTuHa (cradbmnmsarms | Instituto  Nacional ~ Enfermedades  Infecciosas 10302 0.0

3200JIeBaEMOCTH) C.G.Malbran

Apmenus (cradbunmsarus | Institute of Molecular Biology NAS RA, Republic of

3200JIeBaEMOCTH) Armenia, Department of Bioengineering, 17 0.0

Bioinformatics Institute and Molecular Biology IBMPh
RAU, Republic of Armenia




Apy0a (crabmmuzanus | National Institute for Public Health and the 1060 0.0
3a00JIeBa€MOCTH) Environment(RIVM)
Adranucran (crabmmm3zarus | Central Public Health Lab
3200J1€Ba€MOCTH ) 2 00
baramckue octpoBa | Laboratory of Respiratory Viruses and Measles,
(crabunm3arus Oswaldo Cruz Institute, FIOCRUZ 109 0,0
3200JIeBa€MOCTH)
Banrnanem (crabmmuzanus | Child Health Research Foundation
3200JIeBa€MOCTH) 2320 00
bap6amnoc (cradbmmumzanust | Carrington Lab, Department of PreClinical Sciences,
3a00JI€BAEMOCTH) Building 36, First Floor Biochemistry Unit, Faculty of 247 0,0

Medical Sciences, The University of the West Indies
baxpeiin (cradmmuzarust | Communicable Disease Laboratory, Public Health T501 0.0
3200J1eBAEMOCTH) Directorate
benapychb (crabunmszarus | Laboratory for HIV and opportunistic infections
3200JIeBaEMOCTH ) diagnosis The Republican Research and Practical 120 0,0

Center for Epidemiology and Microbiology(RRPCEM)
benus (cradbunmsarms | Texas Children's Microbiome Center
3a0051eBa€MOCTH) 03 00
Benprus (cradbmnmmzarmst | KU Leuven, Rega Institute, Clinical and

99914 0,0

3a00J1€eBa€MOCTH)

Epidemiological Virology




benun (crabmnmsarms | Institut fiir Virologie — Institute of Virology — Charite

3a00JIeBa€MOCTH) °18 00
bepmyackue octpoBa | Respiratory Virus Unit, National Infection Service,

(crabumu3arus Public Health England 210 0,0
3200J1€Ba€MOCTH )

Bosrapus (cradommuzarus | National Center of Infectious and Parasitic Diseases 2924 0.0
3200JIeBa€MOCTH)

bonuBus (cradbmnmsarms | Laboratory of Respiratory Viruses and Measles,

3200JICBAEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ 323 0.0
Bomnoiip (cradbunmsarms | National Institute for Public Health and the 1081 0.0
3a00JI€BAEMOCTH) Environment(RIVM)

Bocuus u I'epuerouna | University of Sarajevo, Veterinary Faculty, Laboratory

(crabumu3arus for Molecular Diagnostic and Research Laboratory 263 0,0
3a00J1€eBa€MOCTH)

borcBana (crabunuzamust | Botswana Institute for Technology Research and

3200JIeBaEMOCTH ) Innovation 3455 00
Bpazumnust (crabmnm3arus | Instituto Adolfo Lutz, Interdiciplinary Procedures

3a0051eBa€MOCTH) Center, Strategic Laboratory 120243 00
Bbpuranckue Buprunckue | Caribbean Public Health Agency

OctpoBa (crabunm3arnus 46 0,0

3a00J1€eBa€MOCTH)




bpyneit (cradbmmmsarms | National Public Health Laboratory, National Centre for

3200JICBAEMOCTH ) Infectious Diseases(National Virology Reference 6411 0 0,0
Laboratory)

byran (crabunmuzamus | AFRIMS

3200J1€Ba€MOCTH ) 100 0 00

bypkuna-®daco (cradbunusarms | Laboratoire bacteriologie virologie CHUSS 13 0 0.0

3200JIeBa€MOCTH)

Bypynau (crabmmmszarms | MRC/UVRI & LSHTM Uganda Research Unit, 03 0 0.0

3200JICBAEMOCTH ) National Institute of Public Health

BenukoOpuranus COVID-19 Genomics UK (COG-UK) Consortium.

(crabumu3anus Wellcome Sanger Institute for the COVID-19 1525009 844 100,0

3200JIeBAEMOCTH ) Genomics UK (COG-UK) consortium.

Benrpus (crabunuzanus | National Laboratory of Virology, Szentagothai 574 0 0.0

3200J1eBAEMOCTH) Research Centre

Benecyana (crabunu3zanus | Laboratorio de Virologia Molecular

3a0051eBa€MOCTH) 823 0 00

BoretHam (cradbunmsarms | National Influenza Center, National Institute of 6679 0 0.0

3a0051eBa€MOCTH) Hygiene and Epidemiology(NIHE)

I'abon (crabmmmzanus | Centre de recherches médicales de ) 0 00

3a00J1€eBa€MOCTH) Lambaréné(CERMEL)

lautn (crabunm3arus | Laboratoire National de Santé Publique — LNSP(HAITI 490 0 0.0

3a0051eBa€MOCTH)

_LNSP)




Iaiiana (cradbmmmsarms | CNR Virus des Infections Respiratoires — France SUD

3a00JIeBa€MOCTH) % ° 00

["amOust (cradbunusarms | MRCG at LSHTM Genomics lab

3200J1€Ba€MOCTH ) 333 0 00

I'ana (cradbunmsarms | Department of Biochemistry, Cell and Molecular

3200JICBAEMOCTH ) Biology, West African Centre for Cell Biology of 2424 14 100,0
Infectious Pathogens(WACCBIP), University of Ghana

I'Bagenyna (craommuzanus | National Reference Center for Viruses of Respiratory 699 0 0.0

3200JICBAEMOCTH ) Infections, Institut Pasteur, Paris

I'BaTemana (crabunmm3anus ésociaci(’)n de Salud Integral/Clinica Familiar Luis 4516 0 0.0

3200J1€Ba€MOCTN) Angel Garcia

I'Bunes (crabunusarus | Centre de Recherche et de Formation en Infectiologie

3a00J1€Ba€MOCTH ) Guinée >3 0 00

I'Bunes-bucay (cradbmnusarms | MRCG at LSHTM, Genomics lab 20 0 0.0

3a0051eBa€MOCTH)

I'epmanus (crabunmuzamus | Charit¢  Universititsmedizin ~ Berlin,  Institutfiir

3200JIeBAEMOCTH) Virologie. Institute of infectious medicine & hospital 584075 32 100,0
hygiene, CaSe—Group.

I'uGpanrap (cradbunmsarus | Respiratory Virus Unit, National Infection Service, 122 0 0.0

3200JIeBa€MOCTH) Public Health England

Ionmypac (cradbunmsarms | Genomics and Proteomics Departament, Gorgas 997 0 0.0

3a0051eBa€MOCTH)

Memorial Institute For Health Studies




I'oHKOHT (cradbmnmsarms | Hong Kong Department of Health

3a00JIeBa€MOCTH) 13590 100.0

I'penana WINDREF/SGU Laboratory 112 0,0

I'penust (crabmnmsarms | Greek  Genome  Center, Biomedical Research 26020 0.0

3200JI€BAEMOCTH) Foundation of the Academy of Athens(BRFAA)

['py3us (crabwnm3zanus | Department for Virology, Molecular Biology and

3a00JI€BAEMOCTH) Genome Research, R. G. Lugar Center for Public Health 2610 0.0
Research, National Center for Disease Control and
Public Health(NCDC) of Georgia.

I'yam (cradommuszarust | Centers for Disease Control and Preven—tion Division 505 0.0

3200J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery

Janus (crabunuszarus | Albertsen lab, Department of Chemistry and

3a00JIEBACMOCTH ) Bioscience, Aalborg University. Department of Virus
and Microbiological Special Diagnostics, Statens 376936 100.0
Serum Institut.

JloMuHHKA (crabunmuszarus | Carrington Lab, Department of PreClinical Sciences,

3200JIeBAEMOCTH) Faculty of Medical Sciences, The University of the 10 0,0
West Indies, St Augustine Campus

Jomunukanckas  PecnyOnuka | Respiratory Viruses Branch, Centers for Disease

(crabumu3arus Control and Prevention, USA 2138 0,0

3a00J1€eBa€MOCTH)




JlemokpaTtudeckass PecryOnmka

Pathogen Sequencing Lab, National Institute for

Komnro (crabmmmzarus | Biomedical Research(INRB) 597 0 0,0
3200J1eBa€MOCTH)
JIP Cenr Tome u Ilpuncunu | LNR-TB
(crabunuzarus 1 0 0,0
3200JIeBa€MOCTH)
Eruner (crabmmzarus | Main Chemical Laboratories Egypt Army

2793 0 0,0
3200J1€Ba€MOCTH )
3aMOus (cradbunusarms | University of Zambia, School of Veterinary Medicine 1269 0 00
3200JIeBa€MOCTH) ’
3umbabBe (crabunuzarust | National Microbiology Reference Laboratory(Quadram 316 0 00
3200JIeBAEMOCTH ) Institute Bioscience) ,
W3panin (craomnusarus | Central Virology Laboratory, Israel Ministry of Health

120891 0 0,0
3a00J1€eBa€MOCTH)
WNunus (crabmmusarus | Department of Neurovirology, National Institute of
3200JIeBaEMOCTH ) Mental Health and Neurosciences(NIMHANS).CSIR— 147200 10 100,0

Centre for Cellular and Molecular Biology

Nunonesus (cradounmsarms | National Institute of Health Research and Development

40841 0 0,0
3a0051eBa€MOCTH)
Hopnanus (cradbmmmsarms | Andersen lab at Scripps Research, CA, USA 250 0 00

3a00J1€eBa€MOCTH)




Hpak (cradbunmsarus | Biology, College of Education Department of Virology,
3200JICBAEMOCTH ) Faculty of Medicine, University of Helsinki, Helsinki, 431 0 0,0
Finland generated and submitted to GISAID

Hpan (cradbmnmsarms | National Reference Laboratory for COVID-19, Pasteur 2875 0 00
3200J1€BAEMOCTH) Institute of Iran ,
Wpnangus (cradbunmsarms | National Virus Reference Laboratory

62304 94 100,0
3200JIeBa€MOCTH)
Wcnanaus (cradbmnmsarus | Landspitali Department of Clinical Microbiology

11645 0 0,0
3200JIeBa€MOCTH)
Wcnanus (cradbunmsarms | Hospital Universitario 12 de Octubre

148780 61 100,0
3200J1€Ba€MOCTH )
Uramus (crabmmuszarus | Army Medical Center, Scientific Department, Virology

99411 0 0,0
3a00JIEBACMOCTH ) Laboratory
Ka6o—Bepne (cradbmmmsarms | Institut Pasteur de Dakar

772 0 0,0
3a0051eBa€MOCTH)
Kazaxcran (cradbunmsarus | Reference laboratory for the control of viral infections 2837 0 00
3a00J1€BAEMOCTH) ’
Kambomxka (cradoumusarms | Virology Unit, Institut Pasteur du Cambodge
1999 0 0,0

3a0051eBa€MOCTH)
Kamepyn (cradmmuzamnust | CREMER(Centre de Rechercherches sur les Maladies 1348 0 00

3a00J1€eBa€MOCTH)

Emergentes et Ré—¢mergentes)




Kaunana (crabunuzarus

Laboratoire de santé publique du Québec

365828 1045 100,0
3200JIeBa€MOCTH)
KaiimaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbmnmsarus | Biomedical Research Center(BRC), Qatar University / 1718 0 00
3200JI€BAEMOCTH) Qatar Genome Project(QGP) ,
Kenwust (cradbmmmzanus | KEMRI-Wellcome Trust Research

o 6196 0 0,0
3a00JI€BAEMOCTH) Programme/KEMRI-CGMR-C Kilifi
Kunp (crabunusanus | Department of Molecular Virology, Cyprus Institute of 2405 0 00
3a60J1eBAEMOCTH) Neurology and Genetics '
Kuraii (crabunm3zarms | National Institute for Viral Disease Control and
) 74334 347 100,0

3200J1€Ba€MOCTH ) Prevention
Komymbus (crabmnm3zarus | Instituto Nacional de Salud— Direccion de Investigacion

16029 0 0,0
3a0071€Ba€MOCTH) en Salud Publica
Komopckue octpoBa | KEMRI-Wellcome Trust Research
(crabunu3arus Programme/KEMRI-CGMR-C Kilifi 11 0 0,0
3a00J1€eBa€MOCTH)
Kocoso (crabmmmzarus | Charit¢  Universitditsmedizin - Berlin, Institut fiir " 0 0.0
3a0051eBa€MOCTH) Virologie '
Kocra—Puxa (crabunmzarus | Inciensa, Instituto Costarricense de Investigacion y

10210 0 0,0
3a00J1€eBa€MOCTH) Ensefianza en Nutricion y Salud
Kor 'MByap (cradbunmsarms | Molecular diagnostic unit for viral haemorrhagic fevers 310 0 0.0

3a0051eBa€MOCTH)

and emerging viruses, Bouaké CHU Laboratory




Kyba (cradbmnmsarms | Respiratory Infections Laboratory 645 0.0

3200JIeBa€MOCTH)

Kygeiit (cradounusarms | Virology Unit, Department of Microbiology, Faculty of 996 0.0

3200J1€BAEMOCTH) Medicine, Kuwait

Ksipreizcran (crabumuzarust | SRC VB “Vector”, “Collection of microorganisms”

3200JIeBa€MOCTH) Department 45 00

Kropacao (crabmmuzanus | National Institute for Public Health and the 1308 0.0

3a00JI€BAEMOCTH) Environment(RIVM)

Jlaoc (cradbmmuzamnust | LOMWRU/Microbiology Laboratory, Mahosot 1040 0.0

3a00JIEBACMOCTH ) Hospital

JlatBus (cradbmnmsarus | Latvian Biomedical Research and Study Centre

3a0051eBa€MOCTH) 1445 00

Jlecoto (cradbmmuzarust | National Institute for Communicable Diseases of the 155 0.0

3200JIeBAEMOCTH) National Health Laboratory Service

JIuGepus (crabwnmzarus | Center  for Infection and Immunity, Columbia 23 0.0

3200JIeBaEMOCTH) University

JluBan (cradbunusarms | Laboratory of Molecular Biology and Cancer

3a0051eBa€MOCTH) Immunology, Lebanese University Public Health 940 0,0
England

JIuBus (cradomnmsarus | Reference Lab for Public Health, NCDC 31 0.0

3a00J1€eBa€MOCTH)




JlutBa (cradbmmmsarms | Vilnius University Hospital Santaros Klinikos, Center

3a60J1eBaEMOCTH) of Laboratory Medicine Lt 00

Jluxtenwreitn  (crabunusanus | Bergthaler laboratory, CeMM Research Center for

3200J1€BAEMOCTH) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences

JlrokcemOypr  (crabwmusarus | Laboratoire national de santé, Microbiology, Microbial 38121 0.0

3200JIeBaEMOCTH) Genomics Platform

Makao (crabunmzamus | Centro de Sequenciamento Gendmico

3200JIeBa€MOCTH) . 00

Magpukuii (cradounmsarms | CNR Virus des Infections Respiratoires — France SUD 1980 0.0

3200J1€Ba€MOCTH )

MaspuTaHus (cradbmmmsarms | INRSP-Mauritania

3a00J1€Ba€MOCTH ) ! 00

MaitorTa (cradounusarms | National Reference Center for Viruses of Respiratory

3200JIeBaEMOCTH ) Infections, Institut Pasteur, Paris 37 00

Manaiizus (crabwnm3zanus | Institute for Medical Research, Infectious Disease

3200JIeBAEMOCTH) Research Centre, National Institutes of Health, Ministry 35623 0,0
of Health Malaysia

ManaBu (craommuzamus | KRISP, KZN Research Innovation and Sequencing

3200JIeBaEMOCTH) Platform 263 00

Maiu (cradomnmsarmst | Northwestern  University — Center for Pathogen 160 00

3a0051eBa€MOCTH)

Genomics and Microbial Evolution




MaubauBbl (cradbmnmsarms | Indira Gandhi Memorial Hospital

3a00JIeBa€MOCTH) 333 00
Maibta (cradbunusarms | Molecular Diagnostics Pathology Department Mater

3200J1€BAEMOCTH) Dei Hospital Malta 103 00
MapramioBsl octpoBa | State Laboratories Division, Hawaii State Department

(crabunm3arus of Health 42 0,0
3200JIeBa€MOCTH)

Mapokko (crabmnmsarus | Laboratoire de Biotechnologie

3200JIeBa€MOCTH) 1398 00
Maptunuka (crabmmm3zarms | CNR Virus des Infections Respiratoires — France SUD 1543 0.0
3200J1€Ba€MOCTH )

Mekcuka (crabunmusarus | Instituto de iagnostic y Referencia Epidemiologicos

3200JIeBaEMOCTH) (INDRE) 47Tio 0.0
Mo3zamouk (crabwnmzarus | KRISP, KZN Research Innovation and Sequencing

3200JIeBaEMOCTH ) Platform, South Africa %01 00
MonnaBus (crabmmmsarmst | ONCOGENE LLC

3a00J1€Ba€MOCTH) 098 00
Monako (cradounmsarms | National Reference Center for Viruses of Respiratory

3200J1€Ba€MOCTH ) Infections, Institut Pasteur, Paris 19 0.0
Mowroust (cradwm3zarus | National Centre for Communication Disease (NCCD) 1069 0.0

3a00J1€eBa€MOCTH)

National Influenza Center




MomuTtceppar (cradbmnmsarms | Carrington Lab, Department of Preclinical Sciences,

3200JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies

MpbsaMa (crabunmuzamus | DSMRC

3200J1€Ba€MOCTH ) 100 00

Hamu6ust (crabmmmzarms | National Institute for Communicable Diseases of the 877 0.0

3200JICBAEMOCTH ) National Health Laboratory Service

Heman (crabmmuzanus | Molecular and Genomics Research Lab, Dhulikhel

3200JICBAEMOCTH ) Hospital, Kathmandu University Hospital School of 1301 0,0
Public Health, The University of Hong Kong

Hurep (cradbmnmsarms | National Reference Laboratory, Nigeria Centre for

3200JIeBAEMOCTH ) Disease Control 128 00

Hurepus (crabwmmzarus | African  Centre of Excellence for Genomics of 3474 0.0

3a0071€Ba€MOCTH) Infectious Diseases(ACEGID), Redeemer’s University

Hunepnanst (crabmnmsarms | National Institute for Public Health and the

3200JIeBaEMOCTH ) Environment(RIVM) 85360 100.0

Huy»s Institute of Environmental Science and Research (ESR) 39 0,0

Hosas 3enannus (cradunusarms | Institute of Environmental Science and Research(ESR)

3a0051eBa€MOCTH) 39912 00

Hosas Kanemonus | Laboratoire de Microbiologie Centre Hospitalier

(crabumu3arus Territorial de Nouvelle-Calédonie 96 0,0

3a0051eBa€MOCTH)




Hopserus (crabmmuzarus | Norwegian Institute of Public Health, Department of 36309 0.0
3a00JIeBa€MOCTH) Virology

OAD (cradbwmmzanust | Wellcome  Sanger  Institute  for the COVID-19

3200J1€BAEMOCTH) Genomics UK(COG-UK) Consortium s 00
Owman (crabmmuzanus | Oman—National Influenza Center

3200JIeBa€MOCTH) 139 00
OctpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0,0
[Takucran (cradbmnmsarms | Department of Virology, Public Health Laboratories

3200JIeBa€MOCTH) Division 3599 100.0
[Mamay (crabmmuzamust | Can Ruti SARS-CoV-2  Sequencing  Hub - 0.0
3a00J1€BAEMOCTH) (HUGTIP/IrsiCaixa/IGTP)

[ManecTrna (cradbmmuzamus | Biochemistry and Molecular Biology Department— 117 0.0
3200JIeBAEMOCTH) Faculty of Medicine, Al-Quds University

[Tanama (crabumumzarst | Gorgas memorial Institute For Health Studies 3342 0.0
3a0051eBa€MOCTH)

[Mamya Hogas I'sunes | Queensland Health Forensic and Scientific Services

(craOunmuzarus 924 0,0
3a0051eBa€MOCTH)

[Taparsaii (cradbunusarus | Laboratorio Central de Salud Publica de Paraguay 2438 0.0
3a00J1€eBa€MOCTH)

Ilepy (cradbunuzanus | Laboratorio de Referencia Nacional de Biotecnologia y 39187 00
3200J1€Ba€MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru




[Tosnbima (crabmnmsarms | genXone SA, Research & Development Laboratory

47268 3 100,0
3200JIeBa€MOCTH)
[Mopryramus (crabmm3zanus | Instituto Nacional de Saude(INSA)

24409 0 0,0
3200J1€Ba€MOCTH )
ITyspro Puxo (cradbmnmsarms | Centers for Disease Control and Prevention Division of

] ) ) 20233 50 100,0

3a00JIEBACMOCTH ) Viral Diseases, Pathogen Discovery
Pecmy6nuka Banyary | Microbiological Diagnostic  Unit - Public  Health
(crabumu3anus Laboratory (MDU-PHL) 100 0 0,0
3200JIeBa€MOCTH)
PecmyOnuka Jxuoytu | Naval Medical Research Center Biological Defense
(crabumu3anus Research Di-rectorate 633 0 0,0
3a0051eBa€MOCTH)
PecmyOnuka Kupubaru | Microbiological Diagnostic Unit - Public Health
(crabumu3arus Laboratory (MDU-PHL) 136 0 0,0
3a0051eBa€MOCTH)
Pecmy0Onuka Kowro | Institute of Tropical Medicine
(crabwm3arust 216 0 0,0
3a00J1€eBa€MOCTH)
Pecriybnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(crabumm3arus 57 0 0,0

3a00J1€eBa€MOCTH)




PecnyOnuka Hukaparya | MSHS Pathogen Surveillance Program,
(crabmmm3arnust CNDR, Departamento de Virologia 335 0,0
3200J1eBa€MOCTH)
PecnyOnnka CanbBagop | Genomics and Proteomics Departament, Gorgas
(crabumu3arus Memorial Institute For Health Studies 587 0,0
3200JIeBa€MOCTH)
Pecniy6niuka Yan (cradbunusarus | Pathogen Genomics Lab, National Institute for
3a00JI€BAEMOCTH) Biomedical Research (INRB), 28 0,0
Peronbon (cradbummsarms | CNR Virus des Infections Respiratoires — France SUD 12132 0.0
3200J1€Ba€MOCTH )
Poccus (crabmwmmzarms | WHO National Influenza Centre Russian Federation.
3a00JIEBACMOCTH ) Center for Precision Genome Editing and Genetic

Technologies for Biomedicine, Pirogov Medical

University, Moscow, Russian Federation. Federal

Budget Institution of Science, State Research Center for

Applied Microbiology & Biotechnology. Group of 53783 100,0

Genetic Engeneering and Biotechnology, Federal
Budget Institution of Science ‘Central Research
Institute of Epidemiology’ of The Federal Service on
Customers’ Rights Protection and Human Well-being

Surveillance. State Research Center of Virology and




Biotechnology VECTOR, Department of Collection of

Microorganisms.

Pyanna (crabmmmzamus | GIGA Medical Genomics

205 0 0,0
3200J1€Ba€MOCTH )
Pymbiaus (cradbmnmsarms | National Institute of Infectious Diseases—Prof. Dr.

_ ) ) 12327 11 100,0

3a00JIEBACMOCTH ) Matei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaymoBckast Apasus | Infectious Diseases, King Faisal Hospital Research
(crabmm3arnmst Center 1607 0 0,0
3200JIeBa€MOCTH)
CesepHas Makenonus | Institute of Public Health of Republic of North
(crabumu3anus Macedonia Laboratory of Virology and Molecular 434 0 0,0
3200J1eBAEMOCTH) Diagnostics
Cesepubie Mapuanckue octpoa | Centers for Disease Control and Prevention Division of
(crabumu3anus Viral Diseases, Pathogen Discovery 2093 0 0,0
3a0051eBa€MOCTH)
Ceiimrenst (crabmmmzarus | KEMRI- Wellcome Trust Research Programme, Kilifi 619 0 0.0
3a0051eBa€MOCTH) ’
Ceneran (cradbmmmzamus | IRESSEF GENOMICS LAB

1779 0 0,0

3a00J1€eBa€MOCTH)




CenTt—BuncenT u ['peHanuHbl

Carrington Lab, Department of PreClinical Sciences,

(crabunm3arus Faculty of Medical Sciences, The University of the 107 0,0
3200JICBAEMOCTH ) West Indies

Cent—Kurc u Hesuc | Carrington Lab, Department of Preclinical Sciences,

(crabumu3arus Faculty of Medical Sciences, The University of the 22 0,0
3200JICBAEMOCTH ) West Indies

Cent-Jlrocuss  (cradbmnmsanus | Carrington Lab, Department of PreClinical Sciences 290 0.0
3200J1€Ba€MOCTH )

CepOust (cradbunmsarms | Institute of microbiology and Immunology, Faculty of 1686 0.0
3200JICBAEMOCTH ) Medicine, University of Belgrade

Cunrarmyp (cradbmnmzanums | National Public Health Laboratory, National Centre for 36145 0.0
3200JIeBAEMOCTH ) Infectious Diseases

Cen-Maptun  (crabunmsanus | Institut Pasteur

3a0071€Ba€MOCTH) 303 00
Cunr—Mapren (crabunmsanus | National Institute for Public Health and the 922 0.0
3200JIeBaEMOCTH ) Environment(RIVM)

Cupus (cradmmmszarms | CASE-2021-0266829 o1 00
3a0051eBa€MOCTH)

CrnoBakust (cradbunmsarus | Faculty of Natural Sciences, Comenius University

3a00J1€Ba€MOCTH) 20832 00
CroBenus (cradbmnmsarus | Institute of Microbiology and Immunology, Faculty of 37918 0.0

3a0051eBa€MOCTH)

Medicine, University of Ljubljana




C0JIOMOHOBBI octpoBa | Microbiological Diagnostic Unit - Public Health
(crabunm3arus Laboratory (MDU-PHL) 247 0 0,0
3200J1eBa€MOCTH)
Comanu (cradbmmmsarms | National Public Health Lab- Mogadishu 1 0 00
3200J1€Ba€MOCTH ) ,
Cynan (cradbmnmsarms | National Institute for Communicable Diseases of the 208 0 00
3200JICBAEMOCTH ) National Health Laboratory Service '
CypuHam (crabmnmsarms | National Institute for Public Health and the 154 0 00
3200JIeBa€MOCTH) Environment(RIVM) ’
CIOA (cradbunusarus | Colorado Department of Public Health & Environment.
3a00JI€BAEMOCTH) Maine Health and Environmental Testing Laboratory.
o _ 2700241 1502 99,9
California Department of Public Health. UCSD
EXCITE.
Creppa—Jleone (crabmnmsanus | Central Public Health Reference Laboratory . 0 00
3a0051eBa€MOCTH) '
Tannann (crabumuzarms | COVID-19 Network Investigations(CONI) Alliance
31231 0 0,0
3a00J1€eBa€MOCTH)
TaiiBanb (cradbunusarms | Microbial Genomics Core Lab, National Taiwan
o _ o o 4771 75 100,0
3a0051eBa€MOCTH) University Centers of Genomic and Precision Medicine
Tauzanus (cradbunmsarus | Jiaxing Center for Disease Control and Prevention 1 0 00

3a00J1€eBa€MOCTH)




Tepkc n Kaiikoc (crabumuzamms

Carrington Lab, Department of Preclinical Sciences,

3200JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus

Tumop-Jletrrn  (crabunmzanus | Microbiological Diagnostic Unit — Public Health A 0 0.0

3200J1€BAEMOCTH) Laboratory (MDU-PHL)

Toro (crabmmm3zarus | Unité Mixte Internationale Trans VIHMI(UMI 233 IRD

3200JIeBaEMOCTH) — U1175 INSERM - Universit¢ de Montpellier) 539 0 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0 0,0

Tpunuman u Toobaro | Carrington Lab, Department of PreClinical Sciences,

(crabumu3anus Faculty of Medical Sciences, The University of the 2822 0 0,0

3a00J1IeBaAEMOCTH) West Indies

Tynuc (cradbunusarms | Laboratoire de linique linique — Institut Pasteur de 905 0 0.0

3200JIeBaEMOCTH) Tunis

Typuus crabumusanusa | Ministry of Health Turke

3:6p0neBaeM00TH)( ' ' 23156 0 00
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Myonukanum:

1. Elife. 2024 May 7:12:RP92063.

doi: 10.7554/eLife.92063.

Some mechanistic underpinnings of molecular adaptations of SARS-COV-2 spike protein
by integrating candidate adaptive polymorphisms with protein dynamics

HekoTopble MEXaHUCTUYECKHE OCHOBHI MOJIEKYJISIPHON aJamnTally MUTOBUIHOTO OelKa
SARS-COV-2 myTteM HWHTErpali TOTCHIIMATBHBIX AJallTUBHBIX IMOTMMOP(PHU3MOB C
IUHAMHUKOM Oelka

Nicholas James Ose 1, Paul Campitelli 1, Tushar Modi u np.

ABTOpBI HACHTU(DUIIUPOBAIM KaHIUAaTHbIE afganTtuBHble moauMopdumel (CAP) S-6enka
SARS-CoV-2 u onenmnmm Bimstaue 3tix CAP mocpencTBoM nuHaMudeckoro aHanm3a. OHu
HE TOJbKO oOHapyxuiau, yto CAP dYacto mepekpbhiBalOTCS ¢ XOpOIIO H3BECTHBHIMU
(GYHKIIMOHAIBHBIMHU CalTaMH, HO TaK)Ke, UCIOJIb3YsI HECKOJIBKO PAa3IMUHBIX MTOKa3aTeNe,
OCHOBAaHHBIX Ha JUHAMUKE, BBISBUIN KPUTHYECKOE aUIOCTEPHUECKOE B3aMMOJICHCTBUE
Mexay CAP SARS-CoV-2 u cailitamm cBsi3biBaHUs S-Oenka ¢ uenmoBedecknm ACE2
(hACE2). CAP coBepmicHHO TO-pa3HOMY B3aMMOJICHCTBYIOT C OCTaTKaMH caiita
csizpiBanusl NACE2 B OTKpBITOH KOHpOpMaIuu Oeiika S 1Mo cpaBHEHUIO ¢ 3aKpbITOd. B
4acTHOCTH, caiiTbl CAP KOHTPOIHUPYIOT JTUHAMUKY CBSI3BIBAIOIIUX OCTATKOB B OTKPHITOM
COCTOSTHHH, YTO YKa3bIBaeT Ha AJJIOCTCPUUCCKUI KOHTPOJb cBsi3biBaHuss hACE2. Takxke
HCCJIEAOBAIM XapaKTepHbIE MyTalMK pa3IMdHbIX mTaMMoB SARS-CoOV-2, yTo0b HalTH
TUHAMUYECKUE MPU3HAKU U TOTEHIMAIbHbIE TIOCIEACTBUS OyAyHIMX MyTaluid. AHamu3
MoKas3bIBaeT, 4To crenududnbie i mramma Delta BappanTel IMEIOT HealIUTUBHBIC (T.€.
AMUCTATHYECKHE) B3ammojelicTBus ¢ cartamu CAP, Torma kak MeHee NaTOTCHHBIS
mraMMbl  OMICION MMEIT B OCHOBHOM aJUTHBHBIC MyTanuu. Hakownern, aHaius,
OCHOBAHHBIN Ha JIMHAMHKE, TTOKA3bIBACT, YTO HOBBIC MYTAIlUH, HAOJIFOJaeMbIe Y IMITaMMa
Omicron, smuctatuyecku B3auMoJneHCTBYtoT ¢ caiitamu CAP, momoras u30exarb
CBSI3BIBAHMSI AaHTUTEI.

2. medRxiv [Preprint]. 2024 Apr 19:2024.04.16.24305882.
doi: 10.1101/2024.04.16.24305882.

Emergence of SARS-CoV-2 Omicron Variant JN.1 in Tamil Nadu, India - Clinical
Characteristics and Novel Mutations

ITossnenne SARS-CoV-2 Omicron JN.1 B Tamuwianane, WHaus — KINHUYECKHE
XapaKTEPUCTUKHU U HOBbIE MyTallUH

Sivaprakasam T Selvavinayagam, Sathish Sankar, Yean K Yong, u np.

B nexabpe 2023 roga nabmronanu 3ametHbIi caBur B cutyarnuu ¢ COVID-19, korna JN.1
cran mnpeoOmamatonmM BapuantoM SARS-CoV-2 ¢ wacroroit 95%. ABTOpHI
OXapaKTEePH30BAIM KIWHUYCCKUN Mpodwmiib U reHeTrdeckue usmeHenus JN.1, HoBoro



npeacTasistomero uatepec Bapuanta SARS-CoV-2. [lomHOTeHOMHOE CEKBEHUPOBAHHUE
Opl10  mpoBeneHo Ha oOpasmax  SARS-CoV-2 ¢ mocnenyoomuM — aHAJIM30M
nocienoBarenbHocTH. [locmenoBarensHocTH TeHa S 66 uccmeayembix mTammoB JN.1
ObUTM TIPOAHAIM3UPOBAHBI C HCIOJIB30BAHUEM pA3JIMYHBIX JTAJIOHHBIX TE€HOMOB U
BBISIBJICHO HECKOJIbKO YHUKAJIbHBIX MyTalldil B pa3IMYHBIX JOMEHAaX Oenka S, BKIouas
penientop-cesa3biBatomuii joMeH (RBD), curnanensiii mentun (SP) nu N-KoHIIEBO# TOMEH.
MyTanuu B MOCIEIOBATEIbHOCTAX OENKOB-IIUIOB OBUIM CPAaBHEHBI C MPEIbIIyIIUMU
muauAMA 1 cyOonuHusMu SARS-COV-2, 9TOOBI OMpenenuTh MOTCHIUATBHOE BIHMSHHE
ATUX YHUKATBHBIX MyTallUi Ha CTPYKTYPY O€IKa U BO3MOXKHYIO ()yHKIIMOHAIBHOCTE. DTH
JTAaHHBIE JAI0T KJIIFOYEBOE MPEICTABICHHE O MOSBICHIUN HOBBIX BapuaHToB SARS-CoV-2 B
JTAHHOM PETHOHE U TMOAYECPKUBAIOT HEOOXOJAMMOCTh HAJIEKHOTO W YCTOWYHUBOTO
reHoMHoro Haazopa 3a SARS-CoV-2.

3. medRxiv [Preprint]. 2024 Apr 19:2024.04.18.24306052.
doi: 10.1101/2024.04.18.24306052.

Early Detection of Novel SARS-CoV-2 Variants from Urban and Rural Wastewater
through Genome Sequencing and Machine Learning

Pannee oOHapykeHne HOBBIX BapuaHTOB SARS-COV-2 B ropoACKHX M CEITbCKUX CTOYHBIX
BOJIaX C TIOMOIIIbIO CEKBCHHUPOBAHUS T€HOMA M MAIlIMHHOTO O00YYCHHUS

Xiaowei Zhuang, Van Vo, Michael A Moshi, u ap.

CexBennpoBanue renoma oopaszioB SARS-CoV-2 u3 cTouHBIX BOJ CTa0 TOYHBIM U
HKOHOMHYECKH (P (HEKTUBHBIM MHCTPYMEHTOM JUIsl UAeHTU(UKAIMK BapuaHToB. OHAKO
CYIIECTBYIOLIME METOJbl aHaJIW3a JAHHBIX CEKBEHHpPOBAHUS CTOYHBIX BOJ HE
npelHa3HaueHbl A1 OOHApyKEHHs HOBBIX BApUAHTOB, KOTOpPbIE HE OBLIM OMHCAHBI Y
arofeil. ABTOpBI NIPEJICTaBISAIOT MOAXOJ K MAIIMHHOMY OOy4YeHHuio 0e3 HpucMoTpa,
KOTOPBIM I'PyNIUPYET U3MEHSIOLMECS BO BPEMEHM MOJAEIU MYTalUid, YTO IMPUBOJUT K
unentudukanuu BapuantoB SARS-CoV-2. UToObI MOCTPOUTH CBOIO MOJEIb, aBTOPHI
ceKBeHHPOBaIH 3659 mpoO cTOYHBIX BOJ, COOpaHHBIX 3a O0yiee YeM J1Ba Tojia B TOPOJICKHUX
u cenbckux paiionax HOxxHoit HeBazapl. 3arem oHU pa3paboTaiv KOHBeWep Ha OCHOBE
MHOTOMEPHOI'O aHalu3a He3aBUCUMBIX KoMIOHEeHTOB (ICA) mist mpeobpa3oBaHus 4acTOT
MYTallMi B HE3aBUCUMBIE HCTOUYHUKH C KO-BaPbUPYIOLIMMHU U MEHSIOLIMMUCS BO BPEMEHU
3aKOHOMEPHOCTSAMHM M CpPaBHUJIM NpeJcKa3zaHusi BapuaHToB ¢ > 5000 KIMHUYECKUMU
renoMaMu SARS-CoV-2, BeineneHHsiMu y skuteneid Heaawl. Mcmonb3yst McxoaHble
1a0JIOHBl B KAaueCTBE 3TAJOHHBIX «IITPUX-KOJOB», YHPABISEMBIX JaHHBIMH, aBTOPHI
MPOJIEMOHCTPUPOBATIM TOYHOCTh MOJICIH, YCIEIHO 0OHapykuB BapuaHT Delta B koHIe
2021 roxga, Bapuaatel Omicron B 2022 roay v HOBble peKOMOMHAHTHEIC BapuaHThl XBB B
2023 rony. OTOT OJXO/1 BBISIBUII IPOCTPAHCTBEHHYIO U BPEMEHHYIO TUHAMUKY BApUAHTOB
KaK B FOPOJICKHUX, TaK M B CEIbCKUX PErMOHaX; oOecreumn Oosee paHHee oOHapyKeHHUE
OOJIBIITMHCTBA BAPUAHTOB IO CPABHEHUIO C IPYTUMH BBIUNCIUTEIbHBIMI HHCTPYMEHTAMU;



U TMO3BOJIMII OOHAPYKUTh YHUKAJIbHbIE MATTEPHBl MyTallMi, HE CBSI3aHHBIE HU C OJHUM
U3BECTHBIM BapuaHTOM. MHOTO(aKkTOPHBIM XapakTep STOro KOHBeWepa IMOBBIIIAET
CTATUCTHYECKYI0O MOIIHOCTh ¥ MOXET CIIOCOOCTBOBATH TOYHOMY U paHHEMY
obHapyxeHuto BapuantoB SARS-CoV-2. OTo mpemyiaraeT yHUKaJIbHYIO BO3MOXKHOCTH
oOHapy>KeHUsI HOBBIX BAapUAHTOB W MATOTCHOB JaKe MPU OTCYTCTBUHM KIMHUYECKUX
WCTIBITAHU .



