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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxca noja HaoawaenueM (VUM), Ha oCHOBe KOJIM4€eCTBA MX TeHOMOB,
AeNOHUPOBaHHBIX B 0a3y naHHbIX GISAID 3a nenearo ¢ 20 mo 26 anpes 2024 r.

@KVH Poccutickuii HayuHO-UcCcie008amenbCKuil npomueouyMuslil uHcmumym « Mukpoo»
Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B 00630pe mpeacTaBiena nHGopmaIius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiseiBaromux uHTepec (VOI) u cyoBapuanToB Omicron,
Haxosmuxcs noa Hadmoaenuem (VUM), reHOMHBIE MOCTEI0BATEILHOCTH KOTOPBIX pa3me-
IICHBI B MeXayHapoaHoi 6a3ze manupix GISAID 3a Henenro ¢ 20 mo 26 anmpens 2024 r.

[To cocrosinuto Ha 26 anpens 2024 r. B cooTBeTcTBUU ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux uaTepec (VOI), oTHECEHBI TSTh CyOBapuaH-
toB: XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. Camnie nocinenaue VUM, a nmenno XBB,
XBB.1.9.1 u XBB.2.3, 6111 COKpalleHbl Ocie TOT0, KaK UX PacpOCTPaHEHHOCTh COCTaB-
nsina meHee 1% B TedeHue Oosee 8-MU SMUIEMUOIOTUYECKUX HEEb BO BCEM MUPE U B pe-
ruonax BO3.

Ha ceromnsmnuii nens B 6a3ze nanubix GISAID Bcero npencrasieno 16 675 716 re-
HoMmoB Bupyca SARS-COV-2 (3a Henemnto aenonrnpoBano 11 319 reHoMHBIX OCIE10BATENb-
HocTel). B Mupe cTpanamu — nuaepaMu 1o KOJIMUECTBY ACOHUPOBAHHBIX T€HOMHBIX MOCJIe-
nosarenbHocTel BUpyca SARS-CoV-2 ocrarorcst CIHA — (5 105 154 renoma — 30,6% ot
Bcex pasmernieHHbIX B GISAID) u BenukoOpuranus (3 151 924 renoma — 18,9%).

Bcero B 6a3y nannbix GISAID nenonuposano 9 169 334 renomoB Bapuanta Omicron,
3a aHAIM3UpPyeMylo Hexenmo pasmenieHo emie 10 727 reHOMHBIX MOCIEI0BATEIbHOCTEH —
94,7% oT Bcex MpeICTaBIEHHBIX 3a TEKYIIYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(ua mpouwnoii Henene — 93,4%). Poccuiickumu nadopatopusiMmu pazmenieHo 86 145 renomoB
SARS-COV-2, B Tom umcie Bapuanta Omicron — 53 783 reHOMHBIX MMOCJIEI0BATEIIBHOCTEH.
Ha cerognsmamii nenp B 6a3e ganubix GISAID 3adukcupoBano nemoHupoBaHUE BapHaHTA
Omicron u3 215 ctpaH ¥ TEPPUTOPHIA.

Ha cerognsimauii newp B 6aze ganubix GISAID 3aduxcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyna, Aurunbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocuus u I'epuerosuna, bonanipe, bpasunus, bpynen, bpuranckue Bup-
THHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Bearpus,
Buprunckue Octposa (CILIA), Beetnawm, 'ana, I'antn, 'am6us, ["aitana, ['Bagenyna, ['BaTe-
Mmaina, ['Bunes, 'epmanus, [ mbpantap, 'onaypac, 'onkonr, ['penana, I'penus, ['py3us, ['yam,
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I"abon, Jlanus, [xubytu, Jlomnankanckas Pecmyonuka, Jlomunuka, JIPK Jlemokpatudeckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3amOus, 3umbadse, U3pauns, Unnus, Unnonesus, Mopnanus, Upak, Upan, Upnan-
must, Ucnmannus, Mcnanmst, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OcTtpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kenust, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxka, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, JIuxtenmrelin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukunii, MaBputanus, Makao, Manasu, Manaiizus, Manenusel, Manera, Manu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinjosa,
Momnako, Monromus, Moatceppat, Mbsitama, Mukponesus, Hamu6us, Hunepnanasl, Hurep,
Hurepus, Henan, HezaBucumoe rocynapcrso Camoa, Huy»s, Hopserusi, HoBas 3enannus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, I1aparsaii, [lanya HoBas I'Bunes, Ilepy, [lopryramus, [lonsma, ITyapTo-Puko, Pe-
10HbOH, Pecniyonuka Konro, Pecniybnuka Celimensckue OctpoBa, Pecniyonuka ['Bunes-bu-
cay, Pecrionuka Banyty, Pymbinusi, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckast ApaBusi, CeBepHas Maxkenonusi, CeBepusie Mapuanckue octpoa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakusi, Cnoenusi, Cuaranyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cent-Buncent u ['penanunsl, Cent-Jlrocusi, Cunr-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Tawnann, TaitBans, Tanzanus, Tepke u
Kaiikoc, Toro, Tonra, Tpununan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, Ykpansa,
Ypyreau, Ounisiaus, @panuus, @pannysckas [ Buana, Opannysckas [lonmnnesns, Ounun-
nuHbl, XopBarus, YepHnoropus, Yexus, Yunu, Yan, AP, IIeenus, [senmapus, pu-
Jlanka, DxBanop, Dcronus, IcBatuH, Dpuonus, DkBatopuanbHas [ Bunes, FOAP, FOxnas
Kopes, FOxunbiit Cynan, Snonus, Smaiika.

3a nmocneanue 4 Henenu 23 crpansl (10,7%) (3a npeapiayiue — 31 crpana (14,4%)
JTOTIOJHUJIM JaHHBIE O JEMOHUPOBAHWM TEHOMHBIX TMoOcCieaoBaTenbHOCTeH Omicron B
GISAID. /lunamuka pacnpocTpaHeHus B Mupe cyoBapuanToB Omicron CEeKBEHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y maHHbix GISAID mpencrasnena Ha pucynke 1. Cpenu nupkyiupyro-
mux B HacTosmee BpeMs mramMmmoB SARS-CoV-2 B Mupe JOMUHUPYIOT TSITh CYOJIMHUN Ba-
puanta BA.2.86: JN.1 (19,39%), JN.1.7 (7,79%), JN.1.4 (7,48%), KP.2 (JN.1.11.1.2) - 7,4%
1 JN.1.16 (5,5%).
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Pucynok 1. Pacipoctpanenue cyoBapuanto Omicron B Mupe

I'enetnyeckoe pasHOOOpaszue MUPKYIUPYIOMIMX B PErHOHaX MHUpa CyOBapHaHTOB
Omicron 3a nocieanre 4 Helenu Moka3aHo Ha pucyHke 2. Cpeiu HUPKYIHPYIOMIHX IITaM-
MOB ynenbHbIN Bec cyoBapuanta JN.1 coctaBnsier ot 35,54% B Azum (-1,99% 3a mpomen-
uryro Heneno) 1o 16,31% B FOxHoit Amepuke (+2,6% 3a mpoleainyro Helemw), CyoBapu-
anta JN.1.4 — ot 12,62% B CeBeproit Amepuke (+0,21% 3a mporieairyio Heaeno) 10 5,56%
B Tuxookeanckom peruone (-0,81% 3a mpoieamyro Hemento), cyoBapuanta JN.1.7 — ot
21,63% B IOxHoit Amepuke (+6,54% 3a mpomienmnyto Hepenro) 10 1,39% B TuxookeaHCKOM

peruone (+0,17% 3a mpoIeanIyo Heaesro).

(o coctosinuio Ha 23 amnpens 2024 r.)
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Other Omicron (non-VOC/VOI/VUM)

Sublineages shown here
do not include
any descendant lineages.
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GISAID

Pucynok 2. Pacnpoctpanenue cyOBapranToB Omicron B pernoHax MHUpa 3a MOocJeIHue

4 nenenu (o cocrosiHuio Ha 23 anpens 2024 r.)

3a MOCIIeIHIO HENEeNI0 PacpocTpaHeHHOCTh BapuanToB VOI B Mupe ocraercs 110-
muHHpytomei: B FOxxuoi Ameprke — 100%, B Tuxookeanckom peruone — 99%, B CeBepHoii
Awmepuxke — 98,6%, B EBporie — 98,1%, B A3uu — 95,4% (puc. 3).
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Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHAX MUpPa, CEKBEHUPOBAH-
HBIX 32 MOCIIETHIO Henemo (1o coctosiHuto Ha 23 anpenst 2024 1.)

Bapuaursl, Bei3biBawmme uarepec (VOI)

[To coctosinuto Ha 26 anpenst 2024 r. pacripoctpanenue cyoBapuantoB EG.5, XBB.1.5
u XBB.1.16 B mupe Haxoautcs Ha ypoBHe 2,14%, 0,19% u 0,12% cooTBeTcTBeHHO, CyOBa-
puanta BA.2.86 —1,23%.

B 6a3y ganueix GISAID EpiCoV mnocnegoBaTenbHOCTH, OTHOCsmecs k XBB.1.5
(Kraken) nemonupoBans! u3 146 crpas.

Cy6Bapuant XBB.1.16 (Arcturus) cekBeHupoBas jabopatopusimu 129 ctpas.

Cy6Bapuant EG.5 (Eris) cexkBenupoBan nabopatopusimu 111 ctpan. 3a nocnenanue 4
HEJIeTH JenoHupoBaHo 45 renomoB cyOBapuanTta. EG.5 mpenmymectBeHHO Beiaensnu B Ku-
tae (62,2% ot Bcex EG.5 cekBeHMpPOBAHHBIX 3a 4 HEJCIN).

Cyo0Bapuant BA.2.86 (Pirola) mo cocrostauio Ha 26 anpens 2024 r. nupkynupyet B 94
cTpaHax (Ha mpomienniei Henene — 94 crpansl). 3a mocinenHue 4 Henenu B 0a3y JaHHBIX
GISAID nenonupoBano 36 reHoMHBIX nocnenoBatenbHocTed u3 10 ctpan (Kanama — 27,7%
oT Bcex BA.2.86 cekBeHHUPOBAHHBIX B 3TOT MEPHOL).

['enomHbBIe MOcTen0BaTEILHOCTH cyOBapuanTa JN.1 npencraBiens! u3 126 crpan (Ha
npoiioi Hexenae u3 126 crpan), pacrnpoctpanenHocTs coctaBuia 90,95%. VaenbHbIi Bec



cyOBapuaHTa cpeii CEKBEHMPOBAHHBIX M pa3MelieHHbIX B 06a3e nanabix GISAID 3a mocnen-
Hue 4 "Hexenu coctaBuwi B Upnanauum u I[lakucrane — 100%, Yunu — 97,4%, na TaiiBane —
96,1%, B ABctpamuu — 94,8%, Bemukobputanuu — 94,3%, Ucnannn — 93,2%, Kanane —
87,1%, CIIIA — 85,8%, Kurtae — 85,2%, Hooii 3emanaun — 80,6%.

Wudopmariust 1o 0OHOBICHHBIM JTaHHBIM O JICTTOHUPOBAHHBIX reHOMax Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-

IIpouieHT reno-
MOB, OTHOCSI-

KommuecTBo JIMYECTBO I'CHO- JXCS K BADI-
nenoHupo- | moB Omicron, fe- I;IHT Omicfon
Crtpana YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE BaHHBIX T'CHO- | ITOHHUPOBAHHBIX Y
. (B.1.1-529)) I[e'
MOB Omicron | 3a nocieguue 4 HOHIDOBANHLIX
(B.1.1.529) | mememu (23.03. p
10.04.2024 1) | 3amocueaune 4
HEICIH
ABctpamms  (cradbmmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 176823 283 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 194345 0 0,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 39 0 0.0
3a00JIeBa€MOCTH) :
AnGanus (crabmiusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
: . ) 722 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (crabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 157 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsarnus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyma (crabu- | Carrington Lab, Department of Preclinical Sci-
nu3anus 3a00J1€BaeMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
10302 0,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
0oyieBaeMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a60- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnmanemr  (cradwnusarms | Child Health Research Foundation
2326 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 947 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7501 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0,0
BAEMOCTH )
bensrus (crabunuzanus 3a60- | KU Leuven, Rega Institute, Clinical and Epidemi-
: : 99914 0,0
JICBACMOCTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bbonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis- 2924 0.0
00JIEBaEMOCTH ) eases ’
bonuBus (crabumusanms 3a- | Laboratory of Respiratory Viruses and Measles, 323 0.0
00JIeBaCMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1081 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and 3455 0.0
00JIEBAEMOCTH) Innovation ’
bpasunus (crabunmsarust 3a- | Instituto Adolfo Lutz, Interdiciplinary Procedures
. 125820 0,0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6411 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 73 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1us 3a00J1eBa€MOCTH ) tium. Wellcome Sanger Institute for the COVID- 1524180 519 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
674 0 0,0
00JIeBaCMOCTH) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
829 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. . . 6679 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH) réné(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 490 0 0.0
JICBAEMOCTH ) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2410 0 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 699 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4365 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 536 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (cTaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 583989 100,0
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 997 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13881 0.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 112 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 26020 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2610 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 505 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 376959 0.0

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 2138 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 597 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0,0
CTH)
Erumer (crabmmusanmst 3a60- | Main Chemical Laboratories Egypt Army 9793 0.0
JICBAa€MOCTH ) ’
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1269 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmimsanus 3a- | National — Microbiology  Reference  Labora-
) S 316 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 120891 0.0
00JIeBaEMOCTH) Health :
Wunus (crabunmmsanms 3a60- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci- 147106 0.0
ences(NIMHANS).CSIR—Centre for Cellular and ’
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
40841 0,0
3a00J1€Ba€MOCTH) ment
Nopnanus (cradmnusanus 3a- | Andersen lab at Scripps Research, CA, USA 250 0.0
60J1eBaEMOCTH) ’
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 431 0 0.0
GISAID
Wpan (crabmnusanus 3aboine- | National Reference Laboratory for COVID-19,
. 2875 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 62212 49 100.0
00JIEBAEMOCTH )
Wcnmanaust (ctabunm3anus 3a- | Landspitali Department of Clinical Microbiology
11645 0 0,0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 148649 53 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 99407 13 100.0
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
772 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2837 0 0,0
00JIEBAEMOCTH ) tions
Kambomxa (cradunmsanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1999 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1348 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 364727 791 89.3
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1718 9 100.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 6194 1 100.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 79956 262 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., e 16029 0 0,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 946 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
~ - 10210 0 0,0
3a00JIeBaEMOCTH ) Ensefianza en Nutricion y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 310 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory
645 0 0,0
BAEMOCTH )
Kyseiit (cradmmuzamus 3a60- | Virology Unit, Department of Microbiology, Fac-
- . 996 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keiprencran (crabunuzamus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabmmmsanust 3a- | National Institute for Public Health and the Envi-
1308 0 0,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 1040 0 0,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 155 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 940 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAEMOCTH ) ’
JlutBa (ctabmmmsamms 3a60- | Vilnius University Hospital Santaros Klinikos,
. 13438 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmreitn  (ctabunuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' . 38110 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 00
JICBAaEMOCTH ) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7974 0,0
00JIEBAEMOCTH ) SUD
Maspuranus (cradunuszamms | INRSP-Mauritania 7 00
3a00J1€Ba€MOCTH) :
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . . 375 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 35570 0,0
Ministry of Health Malaysia
Manasu (crabunusanus 3a60- | KRISP, KZN Research Innovation and Sequencing 983 0.0
JIEBAEMOCTH) Platform ’
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 160 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
) : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 42 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabminusaius 3a- | Laboratoire de Biotechnologie
1358 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1543 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanus 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 47551 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
. 801 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmsanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) . . 19 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 1069 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabmnmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 166 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 877 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1301 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (crabunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBacMOCTH) fectious Diseases(ACEGID), Redeemer’s Univer- 3474 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 85332 9 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosast 3emanaus (ctadbunusa- | Institute of Environmental Science and Re-
39326 0 0,0
11s1 3a00JIeBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 96 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (cradbunmsanms 3a- | Norwegian Institute of Public Health, Department
: 36309 0 0,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarus 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center
739 0 0,0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Takucran (crabunu3anus 3a- D_eparf[me_nt of Virology, Public Health Laborato- 3599 28 100.0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 17 0.0
[Tanama (crabumuzarus 3a60- | Gorgas memorial Institute For Health Studies 3342 0.0
JIEBAa€MOCTH ) '
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunm3arus 3a- | Laboratorio Central de Salud Publica de Paraguay 9438 0.0
00JIEBAEMOCTH ) ’
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 39153 0,0
de SaludPera
[Tonpma (ctabmmm3aiius 3a00- | genXone SA, Research & Development Laboratory 47265 100.0
JIEBAEMOCTH)
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA)
24409 0,0

3a00J1€Ba€MOCTH)
[Tyspro Puxo (crabunmsarus | Centers for Disease Control and Prevention Divi- 20028 0.0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery ’
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense

. 633 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine 216 0.0
3anust 3a607€BaEMOCTH) '
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(crabunm3anus 3a0ojieBaeMo- o7 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocti) | CNDR, Departamento de Virologia 335 0 0,0
Pecnyonuka CansBagop (cta- | Genomics and Proteomics Departament, Gorgas 587 0 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctabunusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 28 0 0,0
Petonron (ctabmmusamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0 0,0

00JIEBAEMOCTH) SUD
Poccus (crabunmzanus 3a6o- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 53249 0 0,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 205 0 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 12397 11 100.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1607 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 434 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2093 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1779 00
JIEBAEMOCTH ) ’
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 107 0,0
CTH) of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 990 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1686 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (cradmmusanus 3a- | National Public Health Laboratory, National Centre
. . 36145 0,0
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunmsanus | Institut Pasteur
303 0,0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 922 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

91 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
28831 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 37918 0 0,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ConmomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2693803 1089 853
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli-
31181 0 0,0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 4727 88 100,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 4 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3adomne- | Unité Mixte Internationale TransVIHMI(UMI 233

BacMOCTH ) IRD — U1175 INSERM — Université de Montpel- 539 0.0
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2822 0,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 926 0.0

JICBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 93156 0.0

JIEBAEMOCTH )

VYranga (crabmmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 834 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 5950 100.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V36ekuctan (crabunmsarus | Center for Advanced Technologies 61 0.0

3a00JIeBa€MOCTH) ’

VYpyrBait (ctabunuzaumsi 3a- | Departamento Laboratorios de Salud Publica 311 00

6oeBaEMOCTH) (DLSP) Ministerio de Salud Publica ’
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®enepaTuBHbIE MTAThl MUK-

Pohnpei State Hospital,

ponesuu (cTabunmsanus 3a060- | State Laboratories Division, Hawaii State Depart- 90 0 0,0
JICBAEMOCTH) ment of Health
Oumunmuabl  (crabmmmsanus | Philippine Genome Center 16192 0 0.0
3a00J1€Ba€MOCTH)
Ounnsaaus  (crabmnmmsanus | Department of Virology, Faculty of Medicine, Uni-

. o 26296 0 0,0
3200JIeBaEMOCTH) versity of Helsinki
Opannus (cradmnusanus 3a- | CNR Virus des Infections Respiratoires — France 408054 13 100,0
00JIEBaEMOCTH) SUD
®pannysckas ['Buana (cradu- | National Reference Center for Viruses of Respira-

. : : 1682 0 0,0

Ju3arys 3a0071€BaeMOCTH) tory Infections, Institut Pasteur, Paris
®dpaHiy3ckas [Tonmuuesus | National Reference Center for Viruses of Respira-
(crabunmsarus 3aboaeBaeMo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsarus (crabunmsanus 3a- | Croatian Institute of Public Health 26083 0 0.0
00J1€BaEMOCTH)
LIAP (crabmnusanus 3abone- | Pathogen Sequencing Lab, National Institute for 86 0 0.0
BAa€MOCTH ) Biomedical Research(INRB) ’
Yepuoropust (crabunuzanus | Charité Universititsmedizin Berlin, Institut fiir Vi- 603 0 00
3200JIeBAEMOCTH) rologie ’
Yexus (crabunmusanms 3a6o- | The National Institute of Public Health 34493 0 0.0
JIEBAEMOCTH)
Yunu (cTabunmsarnms 3aboie- | Instituto de Salud Publica de Chile 99133 45 100,0
BAEMOCTH )
[IBeinapust  (cTabumu3amus Department"o.f Biosystems Science and Engineer- 58310 13 1000
3a00J1eBa€MOCTH) ing, ETH Ziirich.
[Iserus (crabmmsanus 3a00- | The Public Health Agency of Sweden 131426 32 100.0

JIEBAEMOCTH )
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[pu-Jlanka (crabunuzamnus

Centre for Dengue Research and AICBU, Depart-

1192

0,0

3a00JICBACMOCTH ) ment of Immunology and Molecular Medicine
DkBanop (crabunuzarusa 3a- | Instituto Nacional de Investigacidnen Salud Pu-
) 7108 0 0,0
00JIEBAEMOCTH ) blica, INSPI
DKBaTOpUaIbHas I'sunes | Swiss Tropical and Public Health Institute
(cTabunuzanus 3ab01eBaeMo- 2 0 0,0
CTH)
Ocatunm (crabmmusanus 3a- | Nhlangano Health Centre(National Institute for
00JIeBaCMOCTH) Communicable Diseases of the National Health La- 676 0 0,0
boratory Service)
Ocronms (crabunmsanus 3a- | Laboratory of Communicable Diseases(Estonia);
. X : 6252 0 0,0
00JIEBaEMOCTH ) Eurofins Genomics Europe Sequencing GmbH
D¢uonus (crabmmusanus 3a- | International Centre for Genetic Engineering and
00J1eBacMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 210 0 0,0
Genome Sequencing
FOAP (cradbunu3arus 3abomne- | KRISP, KZN Research Innovation and Sequencing 98039 0 0.0
BAEMOCTH) Platform. ’
Oxnas Kopess (crabunmsa- | Division of Emerging Infectious Diseases, Bureau
1Us1 3a00JI€BAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 163368 31 100,0
Disease Control and Prevention Agency
Oxupii Cynan (crabunmsza- | MRC/UVRI & LSHTM Uganda Research Unit,
1Us1 3a00JI€BAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan
SImaiika (crabmimsanus 3a60- | Carrington Lab, Department of PreClinical Sci-
JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The University 3426 0 0,0
of the West Indies
SInonus (crabwnmsanus 3a60- | Pathogen Genomics Center, National Institute of 463689 161 100.0

JIEBAEMOCTH)
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1. ACS Nanosci Au. 2024 Mar 8;4(2):136-145. doi: 10.1021/acsnanosci-
enceau.3c00060. eCollection 2024 Apr 17.

Single-Molecule Investigation of the Binding Interface Stability of SARS-CoV-
2 Variants with ACE2

MOHOMOJIEKYJIIPHOE UCCIICI0OBaHNE CTAOMIBHOCTH HHTEp(elica CBSI3bIBaHUS BapH-
anTtoB SARS-CoV-2 ¢ ACE2

Ankita Ray, Thu Thi Minh Tran , Rita Dos Santos Natividade u ap.

ABTOpBI UCHIOJIB3YIOT aTOMHO-CUJIOBYIO MUKPOCKOIIMIO U MOJEITUPOBAHHUE YIIPAB-
JSIEeMOM MOJICKYJISIPHOM JMHAMUKH ISt m3y4deHust y BapuantoB SARS-CoV-2 nomeHna cBs-
3piBaHus penentopa (RBD) u anrnorensunnpespaniaromniero pepmenta 2 (ACE2), uzyuas
BIIUSTHUE MYTallii B KJIFOUEBBIX OCTaTKax Ha apUHHOCTH CBs3bIBaHUA. VX pe3ynbTaThl
MoKa3bIBaloOT, 4To BapuaHThl Omicron u Delta o6namatoT moBbIieHHOW ah(HUHHOCTHIO
CBSI3BIBAHMSI 110 CpaBHEHUIO ¢ BapuaHToM MU. Kpome Toro, ucmomnb3yst ChIBOPOTKY BaKIIH-
HUPOBAHHBIX JIUI] UJIH JIUI] C TPUOOPETEHHBIM UMMYHHUTETOM I1OCJIE 3apaKEHUS IITAMMOM
Delta, onu oneHnIM BIMsIHHE MMMYHHUTETa Ha 00pa3oBanue komiuiekca RBD/ACE2. Ana-
JIN3 CUJIOBOM CHEKTPOCKOIUU OJUHOYHBIX MOJIEKYJ MOKa3bIBAET, YTO BaKIMHALIUA /10 3a-
pakeHUsI MOXKeT 00ecrieuuTh 0oJiee CHITbHYIO 3aIlIUTY OT Pa3HbIX BAPUAHTOB. DTH PE3YJib-
TaThI MOYEPKUBAIOT HEOOXOIUMOCTH MOHUTOPUHTA AHTUTEHHBIX U3MEHEHUH JIs POJI0JI-
YKEHUS pa3padOTKN HHHOBALMOHHBIX U 3P (EKTUBHBIX cTpaTeruil 6oprosl ¢ SARS-CoV-2.

2. Bioinform Adv. 2024 Apr 8;4(1):vbae053. doi: 10.1093/bioadv/vbae053. eCol-
lection 2024.

Changes in total charge on spike protein of SARS-CoV-2 in emerging lineages

N3menenus obmiero 3apsna 6enka-mumna SARS-CoV-2 B HOBBIX JTUHUAX

Anze Bozi¢, Rudolf Podgornik

brut0o nokaszaHo, 4To 3apsHKeHHBIE aAMUHOKHUCIIOTHBIE OCTaTKHM Ha Oenke-tmmne SARS-
CoV-2 BAUSIOT Ha €0 CBSI3bIBAHUE C PA3IMYHBIMU PELENTOPAMHU KJIETOYHOM MOBEPXHO-
CTH, €ro HecnenupuUuecKre IEKTPOCTATUUECKUE B3aUMOJCHCTBUS C OKPYXKAIOIIEH cpe-
JIOM U CTPYKTYpHBbIE CBOICTBa, CTAOMIBHOCTh U KOH(popManuio. [1o3ToMy BaXKHO MMETh
npeACTaBleHNe 00 aMUHOKHCIOTHBIX MYTAlMAX, BIMSIOMIMX Ha OOmMid 3apsan Oenka-
IINIIA, KOTOPbIE BO3HUKIIH B pa3nuyHbIX TUHUIX SARS-C0OV-2 B X0/1€ 3BOJIOIUH BHpYCA.
ABTOpBI TPOAHATUZUPOBAIN U3MEHEHHE KOJIMYECTBA HOHU3UPYEMbIX AMHUHOKHCIIOT U CO-
OTBETCTBYIOILIETO 00IIEro 3apsaa mMUnoBsix 6enkoB y noutu 2200 munuit SARS-CoV-2,
BO3HUKIIIMX 32 MEPUOJ MaHAeMHUH. Pe3ynbTaThl MOKa3bIBAIOT, YTO HAOIIOAABIIASCS paHee
TEHJICHIIUSI K YBEIUYCHUIO TIOJIOKHUTEIBHOTO 3apsiaa Ha Oenke-mune VOC SARS-CoV-2
10 CYILIECTBY MpEKpaTUiIach ¢ MOSIBJICHUEM paHHUX BapruaHToB OMukpoH. bosee Toro, He-
JTABHO TIOSIBUBIIHUECS JIMHUU JIEMOHCTPHPYIOT OOJjblliee pa3HooOpaszue Mo cOCTaBy HOHU-
3UpyEMbIX aMUHOKUCIIOT. Takxke MoKa3aHo, YTO 3aKOHOMEPHOCTH U3MEHEHUS KOJINYECTBA
MOHHM3UPYEMbIX aMUHOKHUCIIOT B OENKe-IIUIE XapaKTepHBI JJIs POJCTBEHHBIX JTUHUN B
paMkax OoJiee MMPOKOTO MOApa3AesieH!s] Ha KiIaasl puiioreneTudeckoro nepesa SARS-
CoV-2. Dtu pe3ynbTaThl aKTyaJIbHBI JJIS IIUPOKOT0 KPyra MCCIIeI0BAaHUH, MOCBSIIEHHBIX
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cTpykTypHO# cTabmisHOoCcTH SARS-COV-2 1 ero B3anMOAEHCTBUIO C OKPYKAIOIIEH cpe-
OM.

3. Microbiol Resour Announc. 2024 Apr 24:e0013524. doi: 10.1128/mra.00135-24.
Online ahead of print.

Coding-complete genomes of 18 SARS-CoV-2 Omicron JN.1, JN.1.4, and
JN.1.11 sub-lineages in Bangladesh

[Tonusle koaupyromue renomsl 18 mommuuii SARS-CoV-2 Omicron JN.1, JN.1.4
n JN.1.11 B baurnmazenmnr.

Anika Tahsin, Mahin Hasan, Saikt Rahman u p.

Coobmraercs o 18 MoTHBIX KOAUPYIOIMIHMX MOCIEI0BATEILHOCTAX T€HOMa HOBBIX CyOJIH-
Huii SARS-CoV-2 Omicron JN.1, JN.1.4 u JN.1.11 u3 banrnagem. O6pa3iibl Ma3KOB M3
HOCOTJIOTKH ObLITH MoJydeHsl oT jiul] ¢ cumnromamu COVID-19 B nepuon ¢ nexadps 2023
rojaa no stuBapb 2024 rona. IloTHOreHOMHOE CEKBEHHPOBAHUE MPOBOJAMIOCH B COOTBET-
ctBUM ¢ mpoTokonoMm Ha 0Oa3e cetn ARTIC ¢ mcmonmb3oBanmeM TtexHosoruu Oxford
Nanopore. JN.1.4 u JN.1.11 aBasarorcs noroMkamu JN.1 ¢ pa3snuuHBIMH aMHUHOKHCIIOT-
HeiMu BapuarusiMu B 6enke ORFla (T17011) u Genke-mumne (V1104L) cOOTBETCTBEHHO.
B banrnazei pacnpocTpaHeHUE 3TUX BAPUAHTOB B CTOJIb KOPOTKUE CPOKU MOKET yKa3hl-
BaTh Ha WX BHEJPEHHE Uepe3 He3aBHUCHUMBbIE MCTOYHUKHA. COOTBETCTBEHHO, HEOOXOIUMO
TIPOI0JDKATh TEHOMHBIN HAA30p JUTI MOHUTOPHHTA MosBIIsTIonuXxcs mramMmmoB SARS-CoV-
2 s 3p¢GeKTUBHOTO TUIAHUPOBAHMS U PEATM3allMK TOJUTHKH OOIIECTBEHHOTO 3/IpaBO-
OXpaHECHUS.
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