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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxca noja HaoawaenueM (VUM), Ha oCHOBe KOJIM4€eCTBA MX TeHOMOB,
AeNOHUPOBaHHBIX B 0a3y naHHbIX GISAID 3a nenenro ¢ 13 mo 19 anpens 2024 r.

@KVH Poccutickuii HayuHO-UCcie008amenbCKuil npomueouyMuslil uHcmumym « Mukpoo»
Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B 00630pe mpeacTaBiena nHGopmaIius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiseiBaromux uHTepec (VOI) u cyoBapuanToB Omicron,
Haxosmuxcs noa Hadmoaenuem (VUM), reHOMHBIE MOCTEI0BATEILHOCTH KOTOPBIX pa3me-
IICHBI B MeXayHapoaHoi 6a3ze manupix GISAID 3a Henenro ¢ 13 mo 19 anmpens 2024 r.

[To coctosinmtio na 19 anpenst 2024 r. B cooTBeTcTBHH ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, Be3biBatomux unrepec (VOI), oTHeceHbI NATh cyOBapuaH-
toB: XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. Camsie mocinenaue VUM, a nmenno XBB,
XBB.1.9.1 u XBB.2.3, Obuti COKpaIllieHsbl MOCcae TOro, Kak UX paclpoCTPaHEHHOCTh COCTaB-
nsa MeHee 1% B TedeHue 0ojiee 8-MHU SMHUIEMHOJIOTHYECKUX HEEIh BO BCEM MHUpPE U B pe-
ruonax BO3.

Ha ceronnsimauii nens B 6a3e qanubix GISAID Bcero npeacrtasnen 16 664 397 reno-
MoB Bupyca SARS-COV-2 (3a Henemnto nenoHupoBaHo 7 066 reHOMHBIX TIOCIIEIOBATEILHO-
cteit). B Mupe ctpanamu — auaepaMu 1o KOJIMYECTBY JEMOHUPOBAHHBIX TEHOMHBIX MOCTIE0-
BatenbHOCTel BUpyca SARS-CoV-2 ocrarorcs CIIA — (5101 931 rerom — 30,6% oT Beex
pasmerieHHbIx B GISAID) u BenukoOpuranus (3 151 304 reroma — 18,9%).

Bcero B 6a3y nannusix GISAID nenonupoBano 9 157 607 renomoB BapuanTa Omicron,
3a aHAIM3UPYEMYIO HEACNI0 pa3MelieHo eme 2 359 reHOMHBIX IMOCIeI0BaTeIbHOCTeH —
33,4% oT Bcex mpeICTaBIEHHBIX 3a TEKYIILYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(1a mpouuioit Henene — 89,8%). Poccuiickumu naboparopusiMmu pasmerieHo 85 611 reHomoB
SARS-COV-2, B Tom uncne Bapuanta Omicron — 53 249 reHOMHBIX MOCIIE0BATEIBHOCTEH.
Ha cerogusmuuii neds B 6aze ganabix GISAID 3adukcupoBano nenmoHupoBaHHE BapHUaHTa
Omicron u3 215 ctpaH ¥ TEPPUTOPHIA.

Ha ceronnsmnmii nens B 6a3e qanubix GISAID 3adukcupoBaHo 1emOHHPOBaHHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha nmpeasiayiiel Hexene — 215): ABctpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, Aunoppa, Anrona, AH-
turya u bapbyna, Aurmnbsa, Aprentuna, Apmenusi, Apyoa, A¢dranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBwus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bputanckue Bup-
TUHCKHE OcTpoBa, byTtan, bypynnu, bypkuna-®daco, Benukoopuranus, Benecyana, Benrpus,



Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, I'epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'penus, ['py3us, ['yam,
I"abown, Janus, J>xulytu, JJlomunukanckas Pecriyonuka, Jlomunuka, JIPK Jlemokpatuueckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OctpoBa, Kawm-
6omxka, Kamepyn, Kanaga, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Koipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizusi, Mansausel, Mansta, Manu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocygapctso Camoa, Huy», Hopserusi, HoBast 3enannus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, Ilaparsaii, Ilannya HoBas I'Bunes, Ilepy, [lopryramus, [lonsma, ITyapTo-Puko, Pe-
1oHbOH, Pecriybnuka Konro, Pecniyonuka Ceiimensckue OctpoBa, Pecniyonuka ['Bunes-bu-
cay, Pecibnuka Banyty, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckast ApaBusi, CeBepHas Makenonusi, CeBepusle Mapuanckue octpoa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakusi, Cinoenusi, Cuaranyp, Cupus,
CHIA, Cent-Kutc n HeBuc, Cent-Buncent u ['penagunsl, Cent-JIrocus, Cuar-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanus, Tepkc u
Kaiikoc, Toro, Tonra, Tpuaunan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, YKpauHa,
Ypyreau, Ounnsaausa, Opannus, Opannysckas ['Buana, @panuysckas [Honunesus, G-
nuHbl, XopBarusa, YepHoropus, Yexus, Yunn, Yan, AP, lIseuus, seitnapus, pu-
Jlanka, DxBanop, Icronus, IcBatuau, Dpuonusi, JkBatopuanshas [ Bunes, FOAP, FOxnas
Kopes, FOxnsiit Cynan, Snonus, Smaiika.

3a nmocnennue 4 nHenenau 31 crpana (14,4%) (3a npeasiaymue — 38 crpan (17,7%)
JOTIOJTHUJIM JaHHBIE O JEMOHUPOBAHWM TEHOMHBIX MocieaoBaTeabHOCTe Omicron B
GISAID. /Ilunamuka pacnpocTpaneHus B MuUpe cyoBapuanToB Omicron CEeKBEHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID npencrasnena Ha pucynke 1. Cpenu nupKyiupyro-
mMX B HacTosuiee Bpems mraMMoB SARS-CoV-2 B Mupe JOMUHUPYIOT YeThIpe CYOIMHUU
Bapuanta BA.2.86: JN.1 (25,3%), JN.1.4 (9,38%) u JN.1.7 (7,81%) u KP.2 (JN.1.11.1.2) —
5,56%.
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W Omicron sublineages < 1%

Hl Other lineages
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Pucynok 1. Pacnipoctpanenue cyoBapuanToB Omicron B Mupe

['eneTnyeckoe paszHoOOpaszue HUPKYIUPYIOIIMX B PErMOHAX MHUpa CyOBapHaHTOB
Omicron 3a nocneanue 4 HeAeNu MOKa3aHO Ha pucyHke 2. Cpelu HUPKYIUPYIOLUUX HITaM-
MOB ynenbHblit Bec cyoBapuanta JN.1 cocrasisier ot 37,53% B Asuu (+0,14% 3a mporien-
uryro Hegenio) 1o 11,11% B Adpuke (+2,6% 3a npomeainyro Heaento), cyoBapuanta JN.1.4
—ot 14,78% B A3un (+1,23% 3a npomieainyro Hezaemo) 10 6,37% B THXOOKEaHCKOM pPErroHe
(-0,54% 3a npomenmyto Henento), cyoBapuanta JN.1.7 — ot 15,09% B FOxHOIT AMmepuke
(+8,36% 3a mporreamyro Heaeno) 1o 1,22% B Tuxookeanckom pernone (-2,41 3a nporien-

HIYI0 HEJIEINIO).

(o coctosinuto Ha 16 ampens 2024 r.)
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Asia (+2,734 sequences)
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Variants of Interest

(Omicron XBB.1.5, XBB.1.16,
EG.5,BA.2.86, JN.1,

and all respective sublineages)

Other Omicron (non-VOC/VOI/VUM)

Sublineages shown here
do not include

South America (+424 sequences)
any descendant lineages.

IN.| — 20.52%
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JN.1.21 e— 10.61%
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ttps://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynox 2. Pacnpoctpanenne cyoBapranToB Omicron B pernoHax MHUpa 3a MOCIIeTHUE
4 nenenu (o cocrosiauio Ha 16 anpens 2024 r.)

3a MOCHEeAHIO HENENI0 PacnpoCcTpaHeHHOCTh BapuaHTOB VOI B Mupe ocraercs Jo-

muHHpytomei: B FOxuoit Amepuxe u Adppuxe —100%, B Tuxookeanckom pernone — 98,9%,
B CeBepHoii Amepuke — 98,8%, B Azun — 98,4%, B EBporie — 98,1% (puc. 3).
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Pucynok 3. Pacnpoctpanenue cyOBapruanToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-

Others

Former VOCs/VOIs/VUMs

HBIX 32 MTOCIICTHIO Heemo (o coctosiHuto Ha 16 aanpens 2024 r.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)

ITo cocrosauto Ha 19 anpens 2024 r. pacnpoctpanenue cyosapuanros EG.5, XBB.1.5
u XBB.1.16 B mupe Haxoautcs Ha ypoBHe 7,14%, 0,34% u 0,36% cOOTBETCTBEHHO, CyOBa-
puanTa BA.2.86 — 0,9%.

B 6a3y nannbsix GISAID EpiCoV nocnenoBarenbHOCTH, oTHOCsmuUecs k XBB.1.5
(Kraken) nemonupoBans! u3 146 crpas.

Cy6Bapuant XBB.1.16 (Arcturus) aenonupoBad u3 129 crpan, 3a nocinegnue 4 He-
nenu — 1 mramm u3 1 cTpassbl.

Cy6Bapuant EG.5 (Eris) cekBeHupoBan abopatopusmu 111 ctpan. 3a nocneanue 4
HeJIeNn IETOHNPOoBaHo 54 reHoma cyOBapuanTa. EG.5 mpeumymectBenHo Beiemnsuin B Kutae
(48,1% ot Bcex EG.5 cekBeHMpPOBaHHBIX 32 4 HEJCIH).

Cy6Bapuant BA.2.86 (Pirola) mo coctostauto Ha 19 anpens 2024 r. uupkynupyet B 94
cTpaHax (Ha mpomienniei Henene — 93 crpansl). 3a mocnenHue 4 Henenw B 0a3y JaHHBIX
GISAID nenonuposano 40 reHOMHBIX TiocaenoBarenbHocTe u3 11 crpan (Kanana — 40% ot
Bcex BA.2.86 cekBeHUPOBaHHBIX B 3TOT NEPUO).

I'enomubie ocnenoBatensHoCcTH cyOBapuanTta JN.1 nmpeacraBnens! u3 126 ctpan (Ha
nporioi Heaene u3 125 crpan), pacnpocrpaneHHocts coctaBuiaa 90,95% (Ha mpomwioi He-

nene 91,2%). Y nenpHbIN Bec cyOBapruaHTa CpeId CEKBCHHPOBAHHBIX U pa3MEIICHHBIX B 0a3e
5



manueix GISAID 3a nocaennue 4 nenenu cocrasmwi B Y — 99,1%, na TaitBane — 97,3%, B
[Takuctane — 96,9%, CIIA — 95,7%, Katape — 95,2%, ABctpanuu u Kanage — 94,5%, Cun-
rammype — 94,2%, Ucnanuu — 94%, BenmukoOpurtanuu — 93,8%, FOxuoit Kopee — 92,7%, Ku-
Tae — 87,1%.

Wudopmarust 1o 0OHOBICHHBIM JTaHHBIM O JICTTOHUPOBAHHBIX FreHOMax Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-

IIpouieHT reno-
MOB, OTHOCSI-

KommuecTBo JIMYECTBO I'CHO- JXCS K BADI-
nenoHupo- | moB Omicron, fe- I;IHT Omicfon
Crtpana YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE BaHHBIX T'CHO- | ITOHHUPOBAHHBIX Y
. (B.1.1-529)) I[e'
MOB Omicron | 3a nocieguue 4 HOHIDOBANHLIX
(B.1.1.529) | mememn (23.03. p
10.04.2024 1) | 3amocueaune 4
HEICIH
ABctpamms  (cradbmmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 176493 234 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 194345 1 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 39 0 0.0
3a00JIeBa€MOCTH) :
AnGanus (crabwmusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
: . ) 722 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 157 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€eBaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
10302 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanwms | Child Health Research Foundation
2326 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 947 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7501 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0,0

BAEMOCTH )
bensrus (crabunuzanus 3a60- | KU Leuven, Rega Institute, Clinical and Epidemi-

: : 99914 0,0
JICBACMOCTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,

: 210 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bbonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis- 2924 0.0
00JIEBaEMOCTH ) eases ’
bonuBus (crabumusanms 3a- | Laboratory of Respiratory Viruses and Measles, 323 0.0
00JIeBaCMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-

1081 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and 3455 0.0
00JIEBAEMOCTH) Innovation ’
bpasunus (crabunmsarust 3a- | Instituto Adolfo Lutz, Interdiciplinary Procedures
. 125409 100,0

00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6411 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 73 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1us 3a00J1eBa€MOCTH ) tium. Wellcome Sanger Institute for the COVID- 1523612 493 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
674 0 0,0
00JIeBaCMOCTH) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
829 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. - . 6679 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH ) réné¢(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 490 0 0.0
JICBAEMOCTH ) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2410 1 100.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 699 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris

10




I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4365 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 536 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (cTaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 583891 28 100,0
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 997 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13881 0 0.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 112 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 26020 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2610 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 505 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 376959 16 100,0

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 2138 0 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 597 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Erunmer (crabmmusanmst 3a60- | Main Chemical Laboratories Egypt Army
2793 0 0,0
JIEBAEMOCTH )
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1269 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmimsanus 3a- | National — Microbiology  Reference  Labora-
) S 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 120891 39 100.0
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a60- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 147106 2 100,0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
40841 0 0,0
3a00J1€Ba€MOCTH) ment
Nopnanus (cradmnusanus 3a- | Andersen lab at Scripps Research, CA, USA
250 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 431 0 0.0
GISAID
Wpan (crabmnusanus 3aboine- | National Reference Laboratory for COVID-19,
. 2875 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 62175 42 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology 11645 1 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 148379 16 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 99312 21 100.0
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
772 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2837 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1999 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1348 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 364176 1042 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1710 18 100.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 6140 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 279541 503 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., e 16029 0 0,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 946 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
~ - 10210 0 0,0
3a00JIeBaEMOCTH ) Ensefianza en Nutricion y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 310 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory
645 0 0,0
BAEMOCTH )
Kyseiit (cradmmuzamus 3a60- | Virology Unit, Department of Microbiology, Fac-
- . 996 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keiprencran (crabunuzamus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabmmmsanust 3a- | National Institute for Public Health and the Envi-
1308 0 0,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 1040 0 0,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 155 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 940 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAEMOCTH ) ’
JlutBa (ctabmmmsamms 3a60- | Vilnius University Hospital Santaros Klinikos,
. 13438 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmreitn  (ctabunuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' . 38110 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 00
JIEBAEMOCTH) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7934 0,0
00JIEBAEMOCTH ) SUD
Maspuranus (cradunuszamms | INRSP-Mauritania 7 00
3200JICBAa€MOCTH ) ’
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . . 375 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 35537 100,0
Ministry of Health Malaysia
Manasu (crabunusanus 3a60- | KRISP, KZN Research Innovation and Sequencing 983 0.0
JIEBAEMOCTH) Platform ’
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 160 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
) : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 42 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabminusaius 3a- | Laboratoire de Biotechnologie
1358 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1543 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanus 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 47551 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
. 801 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmsanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) . . 19 100,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 1069 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabmnmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 166 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 877 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1301 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (crabunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBacMOCTH) fectious Diseases(ACEGID), Redeemer’s Univer- 3472 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 85332 31 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosast 3emanaus (ctadbunusa- | Institute of Environmental Science and Re-
39326 0 0,0
11s1 3a00JIeBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 96 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (cradbunmsanms 3a- | Norwegian Institute of Public Health, Department
: 36309 0 0,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarus 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center
739 0 0,0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Takucran (crabunu3anus 3a- D_eparf[me_nt of Virology, Public Health Laborato- 3580 38 100.0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 17 2 100,0
[Tanama (crabumuzarus 3a60- | Gorgas memorial Institute For Health Studies
3342 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunm3arus 3a- | Laboratorio Central de Salud Publica de Paraguay 9438 5 100.0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 39122 0 0,0
de SaludPera
[Tonpma (cTabmmm3arius 3a00- | genXone SA, Research & Development Laboratory 47253 1 100.0
JIEBAEMOCTH)
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 24409 14 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puko (cradbunusamus | Centers for Disease Control and Prevention Divi-
: . X : 19953 0 0,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
216 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocti) | CNDR, Departamento de Virologia 335 0,0
Pecrryonmka CanwsBamop (cra- | Genomics and Proteomics Departament, Gorgas 587 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctabunusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 28 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0,0

00JIEBAEMOCTH) SUD
Poccus (crabunmzanus 3a6o- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 53249 0,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunmsanus 3a60- | GIGA Medical Genomics 205 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 12316 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1607 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 434 0 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2093 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1779 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 107 0 0,0
CTH) of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 990 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1686 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_>ubI|c !—Iealth Laboratory, National Centre 36145 58 100,0
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 303 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 922 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

91 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
28831 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 37918 4 100,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2691340 1266 9.9
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 31181 16 100.0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 4633 48 100,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 4 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3adomne- | Unité Mixte Internationale TransVIHMI(UMI 233

BacMOCTH ) IRD — U1175 INSERM — Université de Montpel- 539 0.0
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2815 0,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 926 0.0

JICBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 93156 0.0

JIEBAEMOCTH )

VYranga (crabmmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 834 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 5859 0.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V36ekuctan (crabunmsarus | Center for Advanced Technologies 61 0.0

3a00JIeBa€MOCTH) ’

VYpyrBait (ctabunuzaumsi 3a- | Departamento Laboratorios de Salud Publica 311 00

6oeBaEMOCTH) (DLSP) Ministerio de Salud Publica ’
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®enepaTuBHbIE MTAThl MUK-

Pohnpei State Hospital,

ponesuu (cTabunmsanus 3a060- | State Laboratories Division, Hawaii State Depart- 90 0 0,0
JICBAEMOCTH) ment of Health
Oumunmuabl  (crabmmmsanus | Philippine Genome Center 16173 0 0.0
3a00J1€Ba€MOCTH)
Ounnsaaus  (crabmnmmsanus | Department of Virology, Faculty of Medicine, Uni-
. o 26248 0 0,0
3200JIeBaEMOCTH) versity of Helsinki
Opannus (cradmnusanus 3a- | CNR Virus des Infections Respiratoires — France 407968 53 100,0
00JIEBaEMOCTH) SUD
®pannysckas ['Buana (cradu- | National Reference Center for Viruses of Respira-
. : : 1682 0 0,0
Ju3arys 3a0071€BaeMOCTH) tory Infections, Institut Pasteur, Paris
®dpaHiy3ckas [Tonmuuesus | National Reference Center for Viruses of Respira-
(crabunmsarus 3aboaeBaeMo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsarus (crabunmsanus 3a- | Croatian Institute of Public Health 26083 0 0.0
00J1€BaEMOCTH)
LIAP (crabmnusanus 3abone- | Pathogen Sequencing Lab, National Institute for 86 1 100.0
BAa€MOCTH ) Biomedical Research(INRB) ’
Yepuoropust (crabunuzanus | Charité Universititsmedizin Berlin, Institut fiir Vi- 603 0 00
3200JIeBAEMOCTH) rologie ’
Yexus (crabunmusanms 3a6o- | The National Institute of Public Health 34493 0 0.0
JIEBAEMOCTH)
Yunu (cTabunmsarnms 3aboie- | Instituto de Salud Publica de Chile 29059 108 100,0
BAEMOCTH )
[Isesinapus  (crabunmsanus | Department of Biosystems Science and Engineer-
: . 58286 0 0,0
3a00J1eBa€MOCTH) ing, ETH Ziirich.
[Iserus (crabmmsanus 3a00- | The Public Health Agency of Sweden 131349 9 100.0

JIEBAEMOCTH )
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[pu-Jlanka (crabunuzamnus

Centre for Dengue Research and AICBU, Depart-

1192

0,0

3a00JICBACMOCTH ) ment of Immunology and Molecular Medicine

DkBanop (cTabumiuzarus 3a- In§t1tut0 Nacional de Investigacionen Salud Pu- 2108 11 100.0

00JIEBAEMOCTH ) blica, INSPI

DKBaTOpUaIbHas I'sunes | Swiss Tropical and Public Health Institute

(cTabunuzanus 3ab01eBaeMo- 2 0 0,0

CTH)

Ocatunm (crabmmusanus 3a- | Nhlangano Health Centre(National Institute for

00JIeBaCMOCTH) Communicable Diseases of the National Health La- 676 0 0,0
boratory Service)

Octonus (crabwmmsanms 3a- | Laboratory of Communicable Diseases(Estonia);

. : : 6252 0 0,0

00JIEBaEMOCTH ) Eurofins Genomics Europe Sequencing GmbH

D¢uonus (crabmmusanus 3a- | International Centre for Genetic Engineering and

00J1eBacMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 210 0 0,0
Genome Sequencing

FOAP (cradbunu3arus 3abomne- | KRISP, KZN Research Innovation and Sequencing 98039 0 0.0

BAEMOCTH) Platform. ’

Oxnas Kopess (crabunmsa- | Division of Emerging Infectious Diseases, Bureau

1Us1 3a00JI€BAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 162868 236 100,0
Disease Control and Prevention Agency

Oxupii Cynan (crabunmsza- | MRC/UVRI & LSHTM Uganda Research Unit,

1Us1 3a00JI€BAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan

SImaiika (crabmimsanus 3a60- | Carrington Lab, Department of PreClinical Sci-

JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The University 3426 0 0,0
of the West Indies

SInonus (crabwnmsanus 3a60- | Pathogen Genomics Center, National Institute of 467291 15 100.0

JIEBAEMOCTH)

Infectious Diseases
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Bapuantsl SARS-Co0V-2, BbI3bIBaOIINie HHTEPEC U BAPUAHTHI, HAXOASIIHECS
1nojA Ha0/0/1eHneM

Feorpaq)nqecxoe pacnpocrpaHeHUuE U PaAaCIPOCTPAHEHHOCTD

Bo BceM mupe 3a 28-gHeBHBIN nepuo ¢ 4 mo 31 mapta 2024 romga B GISAID 6su10
nepeaano 8396 nocnenoBarensHocTeit SARS-CoV-2. [y cpaBHeHuUs, B IBa PEIBIYIIIUX
28-nmueBHBIX eproaa 0su10 33 925 1 62 364 mocnenoBaTeNbHOCTEH COOTBETCTBEHHO.

JlaHHbBIE TIEPUOANYECKH PETPOCIIEKTUBHO OOHOBIISIOTCS, BKJIIOYAs MOCJIEA0BATENb-
HOCTU ¢ Ooyiee paHHUMH JlaTaMu cO0pa, TOITOMY KOJIMYECTBO 3asBOK 3a OMPEIEICHHBIN
NEPUOJ] BPEMEHH MOXKET U3MEHUTHCSI.

B nacrosimee Bpemst BO3 otciiexuBaet Heckonbko BapuanToB SARS-CoV-2, B Tom
qHCIe:

* Ilate BeI3BIBatomux uHTepec BapuanToB (VOI): XBB.1.5, XBB.1.16, EG.S,
BA.2.86 u JN.1.

* BapuanTtsl, Haxomsuiuecs noa Hadmoaenuem (VUM): Her

Cawmple mocienane VUM, a umenno XBB, XBB.1.9.1 u XBB.2.3, 6butH cokparieHbl
MocJIe TOro, KaK UX paclpoCTpaHEHHOCTh coCcTaBisuia MeHee 1% B TeueHue 0osiee BOCbMHU
AIUJIEMHUOJIOTUYECKUX HEJIEIb BO BCEM MUpE U B pernoHax BO3.

B Tabnuie 4 mokazaHo KOJUYECTBO cTpaH, coobmmBimx o VOI, u ux pacnpoctpa-
HEHHOCTS ¢ 10-# sanmnemuonorunueckoit Henenu (4—10 mapta 2024 r.) 1o 13-i Henmenu (25—
31 mapra 2024 r.). VOI, neMoHCTpUpyIOLIMe TEHASHINIO K YBEIMYEHUIO, BbIJICICHBI JKeJl-
TBIM I[BETOM, T€, KOTOpPbIE OCTAINCh CTAOMJIHHBIMH, BBIICIIEHBI CUHUM, a T€, KOTOpbIE
MMEIOT TEHACHIMIO K CHUKEHHUIO, BblENIeHbl 3elieHbIM. Bo Bcem mupe JN.1 sBisercs
Haubosee yacto peructpupyembeiM VOI (B HacTosimiee Bpems B 121 cTpane), Ha HEro npu-
xoautcsa 95,1% nocnenoBarenbHocTerd Ha 13-i Henene no cpaBHeHuto ¢ 93,0% wa 10-i1
Henene (puc. 10, Tabnauna 4). Ero poaurensckas auaus, BA.2.86, crabuibHa M COCTaBIIsSET
1,6% nocnenoBatenpHOCTel Ha 13-it u 10-i Henene (puc. 10, Tabnuna 4). Ouenka prucka
11t JN.1 6b11a onyosinkoBana 9 deBpans 2024 1., mpu 3ToM 00111ast OIeHKa HU3KOT'0 PUCKa
TS 37IOPOBbsI HACENICHHSI Ha T100aJIbHOM YPOBHE OCHOBaHA Ha MMEIOIUXCS (DAKTUIECKUX
naHHbIX. [obanbHas pacnpoctpaneHHocTs npyrux VOI, XBB.1.5, XBB.1.16 u EG.5,
00 CHU3UJIACK, TM00 OCTaBajlach CTAOMIILHOM B TEUEHHE TOTO e nepuoaa: XBB.1.5 He
peructpupoBanu Ha 13 Henene, cumxenue ¢ 0,3% na 10 nenene; anga XBB.1.6 nabmona-
nock Hebonboe yBenudyenue ¢ 0,2% (7 nocnenoBarensHocTeil) Ha 10-it Henene mo 0,4%
(1 mocnenoBatenbHOCTB); st EG.5 He Ob110 3aperucTpupoOBaHO HUKAKUX NIOCIIE0BATENb-
HocTelt Ha 13 nHenene, cHmkenue ¢ 1,2% na 10 venene (Pucynok 10, Tabnuna 4).

JlocTaTOuHO JaHHBIX CEKBEHUPOBAHUS JJISl pacyeTa paclpOoCTPaHEHHOCTH BapHUaH-
TOB Ha PETMOHAJILHOM ypoBHE B TeueHue 10—13 Hexenb ObIIO JOCTYITHO U3 TPEX PETHOHOB
BO3: AmepukaHnckoro peruona, 3anagHo-Tuxookeanckoro peruona u EBponeiickoro pe-
ruona (tabmuna 7). Cpeau VOI Haubonee wacto coobmanock o Bapuante JN.1, KoTopsrit
JIEMOHCTPUPOBAJI TEHJEHIUIO K YBEJIIMUECHUIO BO BCEX TpeX pervoHax. s ocTanbHBIX
VOI Bo Bcex Tpex peruoHax HaOIIOAATUCh TSHISHIIUU K CHIDKCHUIO WM CTAaOUITN3allnu.
B ycroBusix CHM>KEHUSI TEMIIOB TECTUPOBAHUS M CEKBEHUPOBaHMs BO BceM mupe (puc. 10-
A) CTaHOBUTCS BCE CIIOXHEE OLICHUTh CEPhE3HOE BO3/ICHCTBUE HOBBIX BapuaHTOB SARS-
CoV-2. B Hacrosimiee BpeMst HET JJA0OPATOPHBIX WIH STTUAEMHOJIOTHIECKUX OTUYETOB, YKa-
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3BIBAIONINX Ha KaKyr0-1n00 cBsi3b Mexay VOI/VUM u noBbIIIEHHON TSKECTBIO 3a0071e-
BaHusA. Kak noka3ano Ha pucyHkax 9 u 10, HM3KHe U Hepenpe3eHTaTUBHBIE YPOBHU F'€HOM-
Horo Ham3opa 3a SARS-CoOV-2 mnpomomkarT co3maaBaTh MPOOJIEMBI IS aleKBaTHOU
OLICHKHU CUTYalluu C BApHAHTAMHU.

Ta6muma 4. ExxenenenvHas pactpoctpaneHHocth VOI 1 VUM SARS-CoV-2, ¢ 10
1o 13 negemro 2024 r.

Countries§ Sequences§ 2024-10 2024-11 2024-12 2024-13
XBB.1.5 143 377893 0.3 0.0 0.1]-
XEB.1.16 131 126744 0.2 0.2]- 0.4
EG.S 112 214112 1.2 1.1 1.1 (=
BA.2.86 a1 2131 1.8 1.3 1.4 1.6
JML1 121 162773 893.0 93.2 93.7 85.1

§ KonnuecTBo cTpaH M NOCIEA0BATEIbHOCTH YKa3aHbl C MOMEHTA IIOSIBJICHUS Bapu-
aHTOB. * BKitouaeT MOTOMKH, 32 UCKIIOYEHHEM TE€X, KOTOPbIE HHANBUAYAIbHO YKa3aHbI B
npyrux mectax Tabmuusl. Hanpumep, XBB* ne Bxmowaer XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1 1 XBB.2.3.

Tabnuma 5. Exxenenenpuas pacnpoctpaneHHocTs VOI 1 VUM SARS-CoV-2 mo pe-
ruonam BO3, ¢ 10 no 13 menemo 2024 r. * BxirouaeT
Lineage
(week 10-2024 to 13-2024) AMRO AFRO* EMRO* EURO SEARO* | WPRO
VOIs
XBB.1.5%
XBB.1.16*
EG.5*
BA.2.86*
JN.1*

p = — — —

1‘ Increasing trend Insufficient Data
] Decreasing trend

+» Stable trend Most Prevalent variant(s)

* BkIItouaeT MOTOMKH, 32 UCKIIFOUEHHUEM TeX, KOTOPhIe WHANBUAYATbHO YKA3aHbI B
npyrux mectax Tabnuusl. Hanpumep, XBB* ne Bxmowaer XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1 u XBB.2.3. ¥ u3-3a He0OJBIIOTO0 KOJUYECTBA MOCJIEIOBATEILHOCTEH, MPEI-
CTaBJICHHBIX B 3TUX PETHOHAX, HE yAaloch ompeaenuts TeHaeHuu st VOl u VUM B
ATUX PETHOHAX; 3TO TAKXKE MPEACTABICHO 3alITPUXOBAHHBIMHU STYEHKaMU B TaOJIHIIE.
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Pucynox 9. I'mobGambnas 28-mgHeBHast pacmpoctpaneHHocTh EG.5, XBB.1.5,

XBB.1.16, BA.2.86 u JN.1, ¢ 4 mo 31 mapra 2024 r. *+

25-day prevalence per country
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Puc 10. Konuuectso (A) u npouent (B) nocnenoatensuocteit SARS-CoV-2, ¢ 4 o

31 mapra 2024
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[Tanenb A moka3bpIBaeT KOJIMYECTBO, a MaHelb B — MPOIEHT BeeX MUPKYITUPYIOIINX
BapuaHToB ¢ Hegenu 10 no nenento 132024. IlokazaHHbie 3/16Ch BApUAHTHI BKIFOUAIOT M0-
TOMKH, 32 HUCKJIIOYEHUEM IEpPEUUCICHHBIX 37ech MoToMKOB. Karteropus «Hena3znaueHn-
HBIE» BKJIIOYAET JIMHHUM MEepeIaun, OKuAaronme npucBoenust umenu mauu PANGO, To-
rja Kak kareropus «Jlpyrue» BKItouaeT JMHUY Mepe/ladd, KOTOpble HA3HAYEHBI, HO HE T1e-
peurciiensl 37eck. Mictounuk: ganabie o nocienoBatenbHocTd SARS-CoV-2 u meranan-

Hbie GISAID, ¢ 4 o 31 maprta 2024 .
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Hyoaukanun

1. Annu Rev Virol . 2024 Apr 17. doi: 10.1146/annurev-virology-093022-013037.
Online ahead of print.

The Emergence and Evolution of SARS-CoV-2

Bosuuknosenne u 3Bomonust SARS-CoV-2

Edward C Holmes 1

[Mpoucxoxnenne SARS-CoV-2 BI3BaNO ropsymne CIOpPHl U pEHINTEIbHBIE OOBUHE-
HUs, HO, TOX0X€E, OKOHYATEILHOTO peIlIeHHs HeT. B 1aHHOM 0030pe aBTOp paccMaTpUBaeT
Hay4yHble JaHHbIe 0 mpoucxoxaeHuun SARS-CoV-2 u ero nocnenyromemM pacnpocTpaHe-
HUU cpenu mojaei. Meromuecs JaHHbBIE SCHO yKa3bIBAIOT HA €CTECTBEHHOE IOSBICHUE
300HO3HBIX 3a00JIEBaHUI Ha ONTOBOM pPBIHKE MOPENPOAYKTOB XyaHaHb B YXaHE WU
TECHO ¢ HUM cBs3aHHoe. [IpsamMbIx gokazaTenbCcTB cBsizu nosineHust SARS-CoV-2 ¢ nabo-
paTopHbIMU paboTamMu, MPOBOJUMBIMHU B YXaHBCKOM MHCTUTYTE BHpPYCOJOTUH, HET. [lo-
cnenyrorniee riaobdansHOe pactpoctpanerre SARS-CoV-2 xapakTepru30Baioch OCTEIICH-
HOM ajanTaiedl K 4eJOBEKY C JABOMHBIM YBEIMYECHHEM 3apa3HOCTH U BUPYJICHTHOCTH
BIUTOTh 710 NOsiBJIeHUs1 BapuanTa OMukpoH. Cieayer oTMETUTh YacTyro nepenauy SARS-
CoV-2 ot mrofielt ApyruM >KUBOTHBIM, YTO YKa3bIBa€T HA TO, YTO OH SIBJISIETCSI BUPYCOM
IIUPOKOTO CIIEKTpa ACHCTBUS C CUIILHBIM X035MHOM. Eciii He OyAyT U3BJICUYCHBI YPOKH U3
nosiBnieHuss SARS-CoV-2, Hacenenne 3emin HEM30€KHO OyleT cTpagaTh OT HOBBIX 30-
OHO3HBIX COOBITUH, BEAYITUX K OOJIbIIEMY KOJUYECTBY SMUAEMUN U MTaHIEMUH.

2. BMC Genomics. 2024 Apr 17;25(1):378. doi: 10.1186/s12864-024-10246-w.

Comprehensive genomic analysis of the SARS-CoV-2 Omicron variant BA.2.76
in Jining City, China, 2022

KommnekcHeiit reHomMHbIN aHanu3 Bapuanta SARS-CoV-2 Omicron BA.2.76 B ro-
poae 1[3unun, Kuraii, 2022 1.

Qiang Yin 1, Wei Liu 1, YajuanJiang 1, wu ap.

[lenpro TaHHOTO HWCCIIEIOBaHUS SIBISETCS aHAIM3 MOJEKYJSIPHBIX XapaKTepH-
ctuk SARS-CoV-2 Omukpon BA.2.76 B ropose [3unun, Kuraii. [TotHOreHOMHOE CeKBe-
HUPOBaHUE OBLIO MPOBEJEHO B 87 cilydasiX. DBOJIOLUOHHBIE IEPEBbS ObLIIU MOCTPOCHBI C
UCIIOJIb30BaHUEM OMOMH(POPMATHIECKOTO MPOTPAMMHOTO OOECTICUCHHMsI ISl aHallu3a To-
MOJIOTHH TIOCTIEAOBATEILHOCTEH, CaliTOB N-TTTMKO3UIUPOBAHUS U caliTOB (pochopummpo-
Banusa. Bece 87 momHorenomMHbIX nocienosareabHocteil SARS-CoV-2 Obut OTHECEHBI K
HBOJTFOIIMOHHOM BeTBH BapuanTa Omicron BA.2.76. MIX cX0ACTBO ¢ ATAJIOHHBIM IIITAMMOM
Wuhan-Hu-1 kone6anocs ot 99,72 1o 99,74%. Ilo cpaBaenuto ¢ Wuhan-Hu-1, 87 mocie-
JIOBAaTEJIbHOCTEN MMeENU pa3nuuusi B 77-84 HYKICOTHAOB M jAelielnH 27 HYKICOTHOB.
Bcero B 18 Genkax Obu10 HaeHTUGUIMPOBAHO 69 BapUaHTOB CaiTOB aMUHOKHUCIOT, 9 ne-
Jenuii aMUHOKUCIOT M 1 Myramusi cron-kogoHa. Cpenu HuX Oenok cmaiik (S) mmen
HauOOJbIIee KOJMUYECTBO BapuaHTOB, a Oemok ORF8 nemoHcTpupoBan CTOM-MyTaIuio
Q27. MHorue 6enKu 1eMOHCTPUPOBAIM Pa3IMuUsl B calTax MIMKO3UIUpoBaHus u pocdo-
punupoBanusi. SARS-CoV-2 mnponmomkaeT >BONIOIMOHUPOBATh, IOPOXKIas HOBBIC
ITaMMBI C YIY4IlIEHHOU Tiepeaayueii, 001ee CUIIbHBIMU CIIOCOOHOCTSAMU YKJIOHEHHUS OT UM-
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MYHUTETA U IOHMKEHHON IaTOT€HHOCTHIO. [[pMeHenne TEXHOIOTHI BBICOKOITPOU3BOIN-
TEJIBHOTO CEKBEHUPOBAaHMs JUIsl MpodunakTuky snugemun u 6opsosr ¢ COVID-19 naer
pemaroniee NIOHMMaHuE 3BOJIIOLIMOHHBIX U BADUAHTHBIX XapaKTEPUCTHK BUPYCA HA TEHOM-
HOM YPOBHE, YTO UMEET BaXXHOE 3HaUeHUe A npeaoTBpaiienus nanaemun COVID-19 n
OOpBOBI ¢ HEH.

3. Horm Mol Biol Clin Investig. 2024 Apr 17. doi: 10.1515/hmbci-2023-0088. Online
ahead of print.

JN.1 variant in enduring COVID-19 pandemic: is it a variety of interest (Vol)
or variety of concern (VoC)?

Bapuant JN.1 B ycnoBusix npoaosmkatomieiics nanaemuu COVID-19: 3To paznoo6-
pasue untepecoB (Vol) unu paznoodpaszue npodiem (VoC)?

Prafull Kamble 1, Vandana Daulatabad 2, Anish Singhal 1, u np.

O030p. ITosiBnenue B HOostOpe 2021 roxa Bapuanta SARS-CoV-2 Omicron, kiac-
cu(UUIMPOBAHHOIO KaK BBI3BbIBAIOIINN 00ecriokoeHHOCTh BapuaHT (VoC), 03HaMeHOBaIO
3HA4YMUTENbHBIA cABUT B cutyaunu ¢ COVID-19. B aTom uccnenoBanuu n3y4aercst nocie-
nyroliee pa3BuTue HOBOM cyonuuun OMUKpoHOB, JN.1, KoTOpasi IeMOHCTPUPYET Xapak-
TepHbIE MyTaluu B Oenke-mune. MccnenoBanue yrayomiseTcs B (GUIOTeHETHYECKUE pas-
YU MEXAY STUMU BapHaHTaMU M MX TMOTEHIUAJbHBIE TOCIEICTBHUSA. bbul mpoBeneH
KOMIUIEKCHBIM aHajIn3 TeHOMHBIX mpoduneit u monenei mytamuit JN.1 u BA.2.86 ¢ uc-
noJsib3oBaHueM 0a3bl qaHHBIX SARS-C0OV-2. U3yueHbl yHUKaNIbHBIE MYyTallUU, TaAKHE KaK
S:L.455S B JN.1, cBsi3aHHBIE C MOBBIIIEHHON TPAHCMUCCUBHOCTBIO M YCKOJIB3aHUEM OT M-
MyHHuTeTa. bonee Toro, cpaBHEHHE C pacHpOCTPAaHEHHBIMU IITAMMaMH, TaKUMH Kak
XBB.1.5 u HV.1, noguepkuBaer cyuiecTBeHHOE reHeTndeckoe pacxoxaenue JN.1. JN.1,
BIIEpBbIe OOHApYKEeHHBIN B aBrycte 2023 roga, AEMOHCTPUPYET 3aMETHBIN MPOQPUIIb MY-
Talui MUIOBUIHOTO OeKa, BKIII0Yas MOBTOPHOE MOSABIIEHWE MYyTallMi 0ojiee paHHHUX Ba-
puanToB (E484K u P68 1R). IloBbillieHHAs 3apa3HOCTh 3TOr0 BapuaHTa U MOTEHIUAJ YKJIIO-
HEHUSI OT UMMYHHUTETa OOBSICHSIOTCS CleNU(DUUECKUMHU MYTAIllUSIMU IIUTTOBUIAHBIX Oell-
KoB, TakuMu Kak R21T, SS0L, V127F, R158G u npyrumu. Takke u3y4eHO pacnpocTpa-
Henue JN.1 Bo BceM Mupe, C aKIIEeHTOM Ha POCT 4YHclia ciiydaeB 3abosneBanust B Hauu.
JN.1 mpencramnsieT co00ii yHUKAIBHYIO IPOOJIeMY KaK OAMH U3 Hanboee yKIOHSIOMUXCS
OT UIMMYHUTETA BAPUAHTOB, YTO MOTEHIIMAJILHO MOXKET npuBecTH Kk nepenaye COVID-109.
HccnenoBanue moauepkuBaeT BAXKHOCTh MOHUTOPUHTA U TIOHMMaHHUS HOBBIX BapHUaHTOB,
0COOEHHO C OTYETIMBBIMU MYTAIMSIMU MIUIOBHIHOTO Oenka. Habmonaemeie cirydan B H-
JTUY TIOTYEPKUBAIOT HEOOXOIMMOCTH OTUTEIIHHOCTH U ONIEPATUBHBIX MEP OOIIECTBEHHOTO
3npaBooxpanenus. Ilockonbky JN.1 mnpogomkaeT SBONIONUOHUPOBATH, MOCTOSHHBIN
HAA30p, CTPATETMU BaKIMHAIIMU U COOJI0/IeHNE MPOPUIaAKTHUECKUX MEpP UMEIOT pellaro-
11ee 3Ha4YeHUe I CMSTUCHHSI €ro MOTeHIMAIbHOTO BO3ICHCTBUS Ha II00aibHOE 00IIIe-
CTBEHHOE 3/IpaBOOXPaHEHHUE.

4. JVirol. 2024 Apr 16:e0178423. doi: 10.1128/jvi.01784-23. Online ahead of print.
Genes involved in the limited spread of SARS-CoV-2 in the lower respiratory

airways of hamsters may be associated with adaptive evolution
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['ensl1, 3aeficTBOBaHHbBIE B OTpaHUYeHHOM pacnpoctpaneHnu SARS-CoV-2 B Huk-
HUX JbIXAaTEIbHBIX MYTSIX XOMIKOB, MOTYT OBITh CBSI3aHbI C aJJalITUBHOMN 3BOIOLMEN

Kosuke Takada 1, Yasuko Orba 2 3 4, Yurie Kida 1, u np.
Ilo cpaBHEeHMIO ¢ peabIIyIMMHU ITaMMaMu, OMUKpPOH 3aMETHO MEHEE MHBA3U-
BEH B JIETKUX U BBI3BIBAET MEHeEE TspKenble 3a0oneBanust. OHa U3 MPUYMH 3TOTO 3aKIIIO-
YaeTcsl B TOM, YTO JIIOJU MPUOOPETAIOT UMMYHUTET B PE3YNbTATE MPEBIIYIIErO 3apake-
HUS U BaKIIMHALMY, HO NIPUPOJA CaMOT0 BUpPYyCa TaKXKe MEHSAETCA. ABTOPBI MOKa3bIBAIOT,
yro mtaMmMm OMUKPOH MeHee 3((EKTUBHO pacpOCTPaHsIETCs B JIETKUX XOMSIKOB IO CPaB-
HEHUIO ¢ 0oJjiee paHHUM IITaMMOM M3 YxaHs. KpoMe Toro, oxapakTepru3oBaB XUMEPHbIE
BUpYChI ¢ reHaMu OMHMKpPOH B T€HOME IITaMMa Y XaHb U HA000pOT, OHU OOHAPYKHWIIH, YTO
BHUPYCHBIE I'eHbl, pacnoyiokeHHble Hke ORF3a, HO He reH S, OTBETCTBEHHBI 3a OIpaHu-
YEeHHOE pacnpocTpaHeHue mraMMa OMUKPOH B HUKHUX AbIXaTelbHBIX MyTAX. bosee Toro,
MOJICKYJISIPHO-IBOIONMOHHBIN aHam3 SARS-C0V-2 BEISBUII TIOJIOKUATEIBHBIA OTOOD Te-
HOB, pacnonokeHHbIX Hke ORF3a (renst M 1 E). DT pe3ynpTaThl 1al0T NpeACcTaBICHUE
00 aJanTUBHON 3BOMIOIMH BUpYyCa Y JI0iel BO BpeMsl (a3bl MaHJEMUUECKON KOHBEpPIeH-
1uu. [lo cpaBHEHUIO ¢ MpepIIYyIIMMHU [ITaMMaMu, ITaMM OMHKPOH MEHEE NHBA3UBEH U
BBI3bIBAET MEHEE TsKeoe 3a00sIeBaHNe; OJJHAKO MEXaHUCTUYECKas OCHOBA €ro OrpaHu-

YEHHOMN PEIUIMKALIMY B HUKHUX JIBIXaTEIbHBIX MYTAX IIOX0 U3YYEHA.

5. Nat Commun . 2024 Apr 16;15(1):3284. doi: 10.1038/s41467-024-47393-3.

Emerging variants develop total escape from potent monoclonal antibodies in-
duced by BA.4/5 infection

Hosrle BAapWaHThI ITOJHOCTBIO YCKOJB3al0T OT MOIIHBIX MOHOKJIOHAJIBHBIX aHTHUTCII,
UHAYIUPOBaHHBIX HH(eKueid BA.4/5.

Chang Liu# 1 2,RakshaDas# 2, Aiste Dijokaite-Guraliuc # 2, u ap.

brictpas sBomonust SARS-CoV-2 otuactu 00ycioBiieHa HEOOXOJUMOCTBIO YKIIO-
HATHCS OT PEAKIIMU AaHTUTEN B YCIOBHUSAX BBICOKOTO YPOBHSI UMMYHUTETA. ABTOPHI U30JIU-
PYIOT MOHOKJIOHAJIbHBIE aHTUTeNa (MmAD), cBs3pIBaroNMe craik (S), OT BaKIIMHUPOBAH-
HBIX, TMEPEHECIINX MPOPHIBHbIE MH(EKIMU, BhI3BAHHBIE BaKIMHOW CyOnuHUN Omicron
BA.4 wnun BA.S. JIBaanaTe BOCEMb MOULIHBIX @HTUTEN BBIJACICHBI U OXapaKTEPU30BAHbI
(GYHKIIMOHANIBHO, @ B HEKOTOPBIX CiIy4asx U cTpyKTypHO. C MomeHTa nosiBienust BA.4/5
SARS-CoV-2 nmpoaokan HakarInBaTh MyTauu B 6enke S. YToObl MOHSTH 3TO, aBTOPbI
OXapaKkTEePU30BAIM HEUTpAIH3AIUIO OOJIBIION TMaHEeNd BApUAHTOB U IMPOJEMOHCTPUPO-
BaJIM MOCTOSTHHOE COKpalleHue HelTpanmmuzanuu rpynmnoii BA. 4/5 mAb, uto mpuseno
MOJIHOW ToTepe (yHKIMH ¢ HenaBHUMHU BapuanTtamu XBB.1.5.70, coaepkamumu Tak
HasbiBaeMble MyTanuu «FLip» B monoxenusix 455 u 456. UHTepecHO, UTO aKTUBHOCThH He-
KOTOPBIX MADb BoccTaHaBIMBaeTCs B HEIaBHO BO3HUKIIEM Bapuante BA.2.86.

31



