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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxca noja HaoawaenueM (VUM), Ha oCHOBe KOJIM4€eCTBA MX TeHOMOB,
AenoHUPoBaHHBIX B 0a3y naHHbIX GISAID 3a Hexeso ¢ 6 mo 12 anpens 2024 r.

@KVH Poccutickuii HayuHO-Uccie008amenbCKuil npomueouyMuslil uHcmumym « Mukpoo»
Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B 00630pe mpeacTaBiena nHGopmaIius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiseiBaromux uHTepec (VOI) u cyoBapuanToB Omicron,
Haxosmuxcs noa Hadmoaenuem (VUM), reHOMHBIE MOCTEI0BATEILHOCTH KOTOPBIX pa3me-
IICHBI B MeXIyHapogHoM 6aze manHbix GISAID 3a Hepemto ¢ 6 mo 12 anpens 2024 r.

I[To coctosinmio na 12 anpenst 2024 r. B cooTBeTcTBUH ¢ Kiaccudukamnueir BO3 k Ba-
puantam Bupyca SARS-COV-2, Be3biBatomux unrepec (VOI), oTHeceHbI NATh cyOBapuaH-
toB: XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. ['pynny mupKyIupyroIlmuxX BapHaHTOB,
Haxonsmuxcsa noj HaomoaeHueM (VUM) npenctaBisioT Tpu TeHeTudeckue Junuu: XBB,
XBB.1.9.1, XBB.2.3.

Ha ceroansiiinuii nens B 6aze qanasix GISAID Bcero npeactasnen 16 657 331 renom
Bupyca SARS-COV-2 (3a Hegenmto genonupoBaHo 11 963 reHOMHBIX [TOCIIEI0BATEILHOCTEN ).
B Mupe crpanamu — nuiepamu o KOJIM4EeCTBY JEMOHUPOBAHHBIX TEHOMHBIX IMOCIEA0BATEb-
HocTteit Bupyca SARS-CoV-2 ocratotes CILIA — (5 098 932 renoma — 30,6% ot Bcex pazme-
mieHHbIX B GISAID) u BenmukoopuTanus (3 150 872 renoma — 18,9%).

Bcero B 6a3y nannbix GISAID nenonupoBano 9 155 248 renomoB Bapuanta Omicron,
3a aHAJIM3UPYEMYI0 Heneno pazmenieHo eme 10 747 reHOMHBIX MOCIEI0BATEIIbHOCTEN —
89,8% 0T Bcex mpeCTaBICHHBIX 32 TEKYIYIO HeIeNo TeHoBapuaHToB Bupyca SARS-CoV-2
(ua mpouwnoii Henene — 99,1%). Poccuiickumu nadopatopusimu pazmenieHo 85 611 reHomoB
SARS-COV-2, B Tom umcie Bapuanta Omicron — 53 249 reHOMHBIX MOCJIEI0BATEIIBHOCTEH.
Ha cerognsmamii nenp B 6a3e ganubix GISAID 3adukcupoBaHo qemoHMpOBAaHUE BapHaHTa
Omicron u3 215 ctpaH ¥ TEPPUTOPHIA.

Ha cerognsmauii nenp B 6aze ganubix GISAID 3adukcupoBaHo AenoHUpPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapbyna, Aurmnbsa, Aprentuna, Apmenusi, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocHus u ['epuerosuna, bonaiipe, bpasunus, bpynen, bpuranckue Bup-
TMHCKHUE OCTpoBa, byraH, Bypynau, bypkuna-®aco, Benukobpuranus, Benecyana, Benrpus,
Buprunckue Octposa (CILIA), Beetnawm, 'ana, I'antn, 'am6us, ["aitana, ['Bagenyna, ['BaTe-
Mmaina, ['Bunes, ['epmanus, ['mbpantap, 'onaypac, 'onkonr, ['penana, I'penus, ['py3us, ['yam,

1



I"abon, Jlanus, [xubyrtu, Jlomnankanckas Pecyonuka, Jlomunuka, JIPK Jlemokparnueckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3amOus, 3umbadse, U3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
must, Ucnmannus, Mcnanmst, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OcTtpoBa, Kawm-
6omxa, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kiopacao, Jlaoc, JlatBus, JInuGepus,
Jlusan, JIuus, JIuxtenmrelin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaitzusi, Mansausel, Manera, Manu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinjosa,
Momnako, Monromus, Moatceppat, Mbsitama, Mukponesus, Hamu6us, Hunepnanasl, Hurep,
Hurepus, Henan, HezaBucumoe rocynapcrso Camoa, Huy»s, Hopserusi, HoBas 3enannus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, Ilaparsaii, Ilannya HoBas I'Bunes, Ilepy, [lopryramus, [lonsma, ITyapTo-Puko, Pe-
10HbOH, Pecniyonuka Konro, Pecniybnuka Celimensckue OctpoBa, Pecniyonuka ['Bunes-bu-
cay, Pecrionuka Banyty, Pymbinusi, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckas ApaBusi, CeBepHas Makenonusi, CeBepusle Mapuanckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakusi, Cinoenusi, Cuaranyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cent-Buncent u ['penanunsl, Cent-Jlrocusi, Cunr-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanus, Tepke u
Kaiikoc, Toro, Tonra, Tpununan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, YkpaunHa,
Ypyreai, Gunnsuausa, Opannus, Opannysckas ['Buana, @pannysckas [Honunesus, G-
nuHbl, XopBarus, YepHoropus, Yexus, Yunu, Yan, AP, IlIeenus, I[lsenmapus, [pu-
Jlanka, DxBanop, Dcronus, IcBatuH, Dpuonus, DkBatopuanbHas [ Bunes, FOAP, FOxnas
Kopes, FOxnbiit Cynan, Snonus, Smaiika.

3a nocneanue 4 nenenu 38 crpan (17,7%) (3a npeasiayimue — 35 crpan (16,3%)
JOTIOJHUJIM JaHHBIE O JCMOHUPOBAHWHM TEHOMHBIX TMoOcCieaoBaTeabHOCTeH Omicron B
GISAID. /lunamuka pacnpocTpaHeHus B Mupe cyoBapuanToB Omicron CEeKBEHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y ganHbix GISAID npencrasnena Ha pucynke 1. Cpenu nupkyiupyro-
nux B Hactosmiee BpeMs mraMmoB SARS-CoV-2 B Mupe JOMUHUPYIOT TPU CYOJIMHUUN BapH-
anta BA.2.86: JN.1 (- 2,87% 3a nocnennroro meaento), JN.1.4 (+ 0,02%) u JN.1.7 (+ 0,04%).



Omicron sublineages
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+ https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuanToB Omicron B Mupe
(mo coctosinuto Ha 9 anpenst 2024 1.)

['eneTnyeckoe paszHoOOpaszue HUPKYIUPYIOIIMX B PErMOHAX MHUpa CyOBapHaHTOB
Omicron 3a nocneanue 4 HeAeNu MOKa3aHO Ha pucyHke 2. Cpelu HUPKYIUPYIOLUUX HITaM-
MOB yzenbHbIN Bec cyoBapuanta JN.1 cocrasisier ot 37,39% B Asum (-1,68% 3a mporiea-
uryro Hejeno) 1o 8,51% B Adpuke (-7,2% 3a mporireainyio Heieno), cyoBapuanTa JN.1.4 —
ot 19,23% B HOxHoit AMepuke (+5,23% 3a nporeamyro Heaeno) a0 6,91% B TuxookeaH-
ckoM peruone (-1,7% 3a npomeamyro Henenmo), cyoBapuanta JN.1.7 — ot 11,31% B EBpore
(+1,34% 3a mpomeniryro Heaeno) 1o 6,73% B HOxnoit Amepuke (-0,18 3a mporeamnnyro He-
JENI0).
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https://www. who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacipoctpanenue cyoBapranToB Omicron B perioHax MHpa 3a IMocieIHue
4 wenenu (o cocrostauto Ha 9 ampens 2024 r.)

3a moCJeIHIO HEeN0 pacipocTpaHeHHOCTh BapuanToB VOI B Mupe ocraercs 110-
muHHupytomei: B FOxuoit Amepuke — 100%, B CeBeproit Amepuke — 98,8%, B Tuxookean-
ckoM perunone — 98,7%, B Espone — 98%, B Azun — 97,9%, B Appuxe — 91,5% (puc. 3).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Former VOCs/VOIs/VUMs

Pucynok 3. Pacnipoctpanenue cyoBapuanToB Omicron B pernoHax MHUpa, CeKBEHHPOBaH-
HBIX 3a TOCJICTHIOK Heaemto (1o cocTossHuio Ha 9 aanpens 2024 r.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)

ITo cocrosauto Ha 12 anpens 2024 r. pacnpoctpanenue cyosapuanros EG.5, XBB.1.5
u XBB.1.16 crabunusupoanock Ha ypoBHe 12,64%, 0,2% u 0,13% cooTBeTcTBEHHO, CYyOBa-
puanTa BA.2.86 — camsuinock ot 4,9% no 1,1%.

B 6a3y nannbsix GISAID EpiCoV nocnenoBarenbHOCTH, oTHOCsmuUecs k XBB.1.5
(Kraken) nemonupoBansl u3 146 ctpas.

Cy6Bapuant XBB.1.16 (Arcturus) aenonupoBad u3 129 crpan, 3a nocinegnue 4 He-
JeNu — { IITaMMOB U3 S CTPaH.

Cy6Bapuant EG.5 (Eris) cekBeHupoBan abopatopusmu 111 ctpan. 3a nocneanue 4
Hezaenu aenonupoBano 50 renomoB cyOBapuanTta. EG.5 mpenmymiectBeHHO Beiaensnu B Ku-
tae (62% ot Bcex EG.5 cekBeHUpOBaHHBIX 32 4 HEIEIH).

Cy6Bapuant BA.2.86 (Pirola) mo coctostauto Ha 12 anpens 2024 r. uupkynupyeT B 93
cTpaHax (Ha mpomienniei Henene — 93 crpansl). 3a mocnenHue 4 Henenw B 0a3y JaHHBIX
GISAID nenonupoBano 57 reHOMHBIX nocienoBatenbHocTedt 3 11 ctpan (CLHA — 47,4%,
Kanana — 24,5% ot Bcex BA.2.86 cekBeHUPOBaHHBIX B 3TOT NIEPHOT).



['enomuble mocnenoBarenbHOCTH cyOBapuanTa JN.1 mpencrasienst u3 125 crpan (Ha
IpOILIOH Hemene u3 122 crpaH), pacnpocTpaHeHHOCTh cocTaBuia 91,2% (Ha mporuioi He-
nene 94,3%). Y nenpHBIN Bec cyOBapuaHTa CpPeIy CCKBCHHPOBAHHBIX U Pa3MEIICHHBIX B 0a3e
naaubiXx GISAID 3a mocnennue 4 venenu cocraBuin B Mpnannuu u Ha TaiiBane — 100%, B
Ucnmaanm n Ynnm — 98,6%, Mszpaunne — 96,2%, FOxnoi Kopee n Apctpanuu — 95,7%, Cun-
rammype — 94,8%, BemukoOpurannu — 94,7%, CIIA — 94,5%, Kanane — 94,2%, 'epmanuu —
94,1%, Taunaage — 93,8%, Kutae — 91,1%.

Bapuantel, Haxoasinmmecsi noa Haoawaennem (VUM)
Cy6Bapuant XBB.1.9.1 (Hyperion) cekBennpoBan nadopatopusimu 128 crpaH, 3a 1mo-

cienHue 4 Henenu reHOMBI CyOBapuaHTa MpEeCTaBICHBI U3 2 CTpaH. PacmpocTpaHeHHOCTh
BapuaHTa B Mupe coctasiser 0,2%.

Cy6Bapuant XBB.2.3 (Acrux) nenonupoan u3 119 crpan mupa, 3a mocienHue 4 He-
nemu B 6a3e manabix GISAID mabopatopun 3 crpan pazmectwm 10 reHOMHBIX TTOCIIE0BA-
tensHOCTel XBB.2.3, pacnipoctpanernHocts — 0,3%.

Cy6Bapuant XBB (Gryphon) cexBenupoan naboparopusimu 154 ctpan. 3a nocnen-
HUEe 4 Helenu TeHOMHBIE MOCIICIOBATEIbHOCTH CyOBapuaHTa HE JCMOHHPOBAHBI M3 CTPaH,
pacIpocTpaHeHHOCTh cyOBapuaHTa B Mupe coctaniset 0,13%.

HNudopmanust mo 0OHOBIEHHBIM JTAHHBIM O JIETTIOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabmune 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-

IIpouieHT reno-
MOB, OTHOCSI-

KommuecTBo JIMYECTBO I'CHO- JXCS K BADI-
nenoHupo- | moB Omicron, fe- I;IHT Omicfon
Crtpana YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE BaHHBIX T'CHO- | ITOHHUPOBAHHBIX Y
. (B.1.1-529)) I[e'
MOB Omicron | 3a nocieguue 4 HOHIDOBANHLIX
(B.1.1.529) | nemenwm (16.03. — p
12.04.2024 1) | 38 mocueaune 4
HEICIH
ABctpamms  (cradbmmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 176405 282 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 194345 1 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 39 0 0.0
3a00JIeBa€MOCTH) :
AnGanus (crabwmusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
: . ) 722 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 157 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€eBaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
10302 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanwms | Child Health Research Foundation
2326 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 947 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7501 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0,0

BAEMOCTH )
bensrus (crabunuzanus 3a60- | KU Leuven, Rega Institute, Clinical and Epidemi-

: : 99914 0,0
JICBACMOCTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,

: 210 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bbonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis- 2924 0.0
00JIEBaEMOCTH ) eases ’
bonuBus (crabumusanms 3a- | Laboratory of Respiratory Viruses and Measles, 323 0.0
00JIeBaCMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-

1081 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and 3455 0.0
00JIEBAEMOCTH) Innovation ’
bpasunus (crabunmsarust 3a- | Instituto Adolfo Lutz, Interdiciplinary Procedures
. 125399 100,0

00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6411 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 73 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1us 3a00J1eBa€MOCTH ) tium. Wellcome Sanger Institute for the COVID- 1523601 732 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
674 0 0,0
00JIeBaCMOCTH) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
829 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. . . 6679 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH) réné(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 490 0 0.0
JICBAEMOCTH ) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2410 4 100.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 699 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4365 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 536 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (cTaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 583881 34 100,0
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 997 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13881 1 100.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 112 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 26020 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2610 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 505 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 376959 16 100,0

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 2138 0 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunumsarus 3a6o- | Main Chemical Laboratories Egypt Army
2793 0 0,0
JIEBAEMOCTH )
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1269 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmimsanus 3a- | National — Microbiology  Reference  Labora-
) S 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 120891 53 100.0
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a60- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 147103 d 100,0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
40841 0 0,0
3a00J1€Ba€MOCTH) ment
Nopnanus (cradmnusanus 3a- | Andersen lab at Scripps Research, CA, USA
250 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 431 0 0.0
GISAID
Wpan (crabmnusanus 3aboine- | National Reference Laboratory for COVID-19,
. 2875 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 62133 24 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology 11645 1 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 148364 69 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 99256 14 100.0
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
772 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2837 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1999 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1348 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 363879 1182 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1692 0 0.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 6140 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 79497 605 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., e 15982 0 0,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 946 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
~ - 10210 0 0,0
3a00JIeBaEMOCTH ) Ensefianza en Nutricion y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 310 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory
645 0 0,0
BAEMOCTH )
Kyseiit (cradmmuzamus 3a60- | Virology Unit, Department of Microbiology, Fac-
- . 996 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keiprencran (crabunuzamus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabmmmsanust 3a- | National Institute for Public Health and the Envi-
1308 0 0,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 1040 0 0,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 155 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 940 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAEMOCTH ) ’
JlutBa (ctabmmmsamms 3a60- | Vilnius University Hospital Santaros Klinikos,
- 13438 100,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmreitn  (ctabunuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' . 38110 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 00
JICBAaEMOCTH ) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7934 0,0
00JIEBAEMOCTH ) SUD
Maspuranus (cradunuszamms | INRSP-Mauritania 7 00
3200JICBAa€MOCTH ) ’
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . . 375 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 35537 100,0
Ministry of Health Malaysia
Manasu (crabunusanus 3a60- | KRISP, KZN Research Innovation and Sequencing 983 0.0
JIEBAEMOCTH) Platform ’
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 160 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
) : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 42 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabminusaius 3a- | Laboratoire de Biotechnologie
1358 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1543 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanus 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 47551 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
. 801 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmsanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) . . 19 100,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 1069 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabmnmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 166 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 877 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1301 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (crabunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBacMOCTH) fectious Diseases(ACEGID), Redeemer’s Univer- 3472 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 85278 17 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosast 3emanaus (ctadbunusa- | Institute of Environmental Science and Re-
39326 0 0,0
11s1 3a00JIeBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 96 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (cradbunmsanms 3a- | Norwegian Institute of Public Health, Department
: 36309 0 0,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarus 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center
739 0 0,0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Takucran (crabunu3anus 3a- D_eparf[me_nt of Virology, Public Health Laborato- 3580 58 100.0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 17 2 100,0
[Tanama (crabumuzarus 3a60- | Gorgas memorial Institute For Health Studies
3342 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunm3arus 3a- | Laboratorio Central de Salud Publica de Paraguay 2495 1 100.0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 39122 0 0,0
de SaludPera
[Tonpma (cTabmmm3arius 3a00- | genXone SA, Research & Development Laboratory 47253 4 100.0
JIEBAEMOCTH)
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 24409 17 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puko (cradbunusamus | Centers for Disease Control and Prevention Divi-
: . X : 19953 0 0,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
216 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocti) | CNDR, Departamento de Virologia 335 0,0
Pecrryonmka CanwsBamop (cra- | Genomics and Proteomics Departament, Gorgas 587 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctabunusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 28 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0,0

00JIEBAEMOCTH) SUD
Poccus (crabunmzanus 3a6o- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 53249 0,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunmsanus 3a60- | GIGA Medical Genomics 205 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 12316 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1607 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 408 0 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2093 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1779 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 107 0 0,0
CTH) of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 990 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1686 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_>ubI|c !—Iealth Laboratory, National Centre 36145 58 100,0
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 303 1 1000
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 919 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

91 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
28831 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 37918 4 100,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2689413 1599 9.8
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 31181 32 100.0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 4625 44 100,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 4 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3adomne- | Unité Mixte Internationale TransVIHMI(UMI 233

BacMOCTH ) IRD — U1175 INSERM — Université de Montpel- 539 0.0
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2815 0,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 926 0.0

JICBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 93156 0.0

JIEBAEMOCTH )

VYranga (crabmmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 834 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 5859 0.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V36ekuctan (crabunmsarus | Center for Advanced Technologies 61 0.0

3a00JIeBa€MOCTH) ’
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Genetic features of SARS-CoV-2 Alpha, Delta, and Omicron variants and their
association with the clinical severity of COVID-19 in Vietnam

['enetnueckue ocobennoctn BapuantoB SARS-CoV-2 Alpha, Delta u Omicron u ux
cBs3b ¢ KinHu4Yeckoi Tskectbio COVID-19 Bo Bretname

Le Van Nam-%, Trinh Cong Dien-%, Le Van Nguyen Bang % u zp.

HccnenoBany reHETHYECKHE pa3inyus anbda-, NeapTa- U OMUKPOH BAapUAHTOB
SARS-C0V-2 1 ux cBs3b ¢ KIIMHUYECKUM CTATyCOM H pe3yIbTaTaMH JICUCHHUS Y TTAIlUEHTOB
¢ COVID-19. MiSeq ucrnonp3oBanu Jjisi CEKBEHUpPOBaHUS TeHOMOB Aunbda, enpta u
Omukpon, a MEGA 6.6 ucrnionb3oBanu Jyisl ONpeeieHus: Bapuanuili HykineotuaoB. Omnpe-
JieJieHa CBA3b MEXY TSHKECThIO KIIMHUYECKON KapTUHBI M pe3yJIbTaTaMH JICUCHUS JIJIsl Ba-
puantoB SARS-CoV-2. Jluauu BA.1.1 u BA.2 Bapuanta OMukpoHn umenu 57-59 myra-
Ui, 4to B 2-2,7 paza Boitie, uem y B.1.1.7 (Anbda), B.1.617.2 u AY. .57 (enbTa) nuHuii.
Oo6napyxensl oTaenbHble MyTanuu B SARS-CoV-2: e B Alpha (C26305T, G26558T,
G7042T, C14120T u C27509T); cemp B Delta (C26408T, C1403T, C5184T, C9891T,
T11418C, C11514T u C22227T); u Tpu B Omicron (C26408T, C8991T u C25810T). I1a-
[IUEHTHI C BapUaHTOM JleibTa UM TSOKeTblid KIMHu4Yeckuit craryc B 23,8%, kputuue-
ckuii — B 53,7% u cmepTHOCTh 38,9%, 4TO OBLIIO 3HAYUTEIHHO BBIIIE, YEM y MAITUEHTOB C
Bapuantamu OMuKpoH u Anbda. Bapuantel Anbda, Jlensra 1 OMUKPOH B 3TOM HCCIIEI0-
BaHUU UMEJIM TEHETUYECKOE pa3HO0Opa3ue M OTINYAIIMCH OT IITAMMOB, 3apETUCTPUPOBAH-
HBIX B JIPYTHX CTpaHax, Mpu4yeM BapuaHT [[eiapTa BhI3bIBAT 3HAUUTEIHHO OOJIBIIYIO KIU-
HUYECKYIO TSDKECTh U CMEPTHOCTh, UeM BapuaHThl Anb(a 1 OMUKPOH.

2. mBio. 2024 Apr 9:e0075124. doi: 10.1128/mbio.00751-24. Online ahead of print.

Distinct patterns of SARS-CoV-2 BA.2.87.1 and JN.1 variants in immune eva-
sion, antigenicity, and cell-cell fusion

OtrmnuutenpHble 0cobeHHOCcTH BapuanToB SARS-CoV-2 BA.2.87.1 u JN.1 B ykiio-
HCHUHU OT MMMYHUTCTA, aAHTUTCHHOCTH WU MCKKJICTOYHOM CIIMIHHUN

PeiLi 1 2,YajieLiu 1 2,JuliaN Faraone 1 2 3w ap.

ABTOpBI IPOBEIM BCECTOPOHHEE MCCIEAOBAHNUE ABYX HEABHO IOSBMBILMXCS Ba-
puanToB, BA.2.87.1 u JN.1, ynenuB oco60oe BHUMaHuE UX YCTOMUMBOCTH K HEHUTpasin3a-
1M, NH(OEKINOHHOCTH, aHTUT€HHOCTH, MEKKIETOYHOMY CIIHSHHIO M MPOLIECCUHTY CTIai-
KOB. Paznuunas nH(EKIIMOHHOCTh M aKTUBHOCTH MEXKIJIETOUHOTO CIIUSHUS CPENIN STUX Ba-
PUAHTOB MPEINOAraloT NOTEHUUAIbHbIE Pa3uyMsi B UX CIOCOOHOCTH HH(PUIIMPOBATH
KJIETKA-MUIICHH U, BO3MOXHO, B MAaTOreHe3e BbI3bIBaeMOil umMu HHpexuu. OTMedeHo,
yro BA.2.87.1 nemoHcTpupyer Oosiee BHICOKHE YPOBHH MH(EKIIMOHHOCTH, aKTUBHOCTHU
CIIMSHUSA KJIETOK U 2P PeKTUBHOCTHU pacuierieHus: GpypuHom, yem BA.2.86/IN.1. B antu-
reHHoM oTHoueHun BA.2.87.1 Gmmke k npenkoBomy BA.2 mo cpaBHEHHUIO C JIpyrUMH,
HE/IaBHO MOSIBUBIIMMUCS cyOBapuanTamu Omicron, Bkimtouyast BA.2.86/JN.1 u XBB.1.5. B
IIEJIOM 3TH PE3yJbTAaThl MOIYEPKUBAIOT CBOMCTBA YCKOJIb3aHHUS OT HMMMYHHUTETA, a TAKKe
OMOJIOTHIO HOBBIX BAPUAHTOB M OTMEUYAIOT BaKHOCTH MOCTOSIHHOT'O HAOJIO/ICHUS U TIPUHS-
THS 00OCHOBAHHBIX pPEIICHUH TP pa3padboTke 3P(HEeKTUBHBIX BAKIIMH.
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Analysis of SARS-CoV-2 omicron mutations that emerged during long-term
replication in a lung cancer xenograft mouse model

Ananuz mytanuii SARS-CoV-2 Omicron, BO3HUKIIINUX B XOJ€ IJTUTEIHLHOMN pernKa-
[[MY Ha MBIIITMHOM MOJIeNIM KCEHOTPAHCIIAHTATa paKa JIETKUX

Kyeongbin Baek # 1, Dongbum Kim # 2, Jinsoo Kim # 2 u mp.

ABTOpBI paHee CO3/1aIu JOITOCPOUYHYIO MOJIENb PEIUIMKALUMY 1N VIVO, 3apa3uB
KCEHOTpaHcIIaHTaTHble onyxoiu Calu-3 y Mbliiel ¢ UMMYHOIE(DUIIUTOM POIUTENBCKUM
SARS-CoV-2, 1 o6HapyKUJIH, YTO BO BPEMsI PaCITUPEHHOM PETUITMKAIIUA B OCHOBHOM IIPO-
UCXOJST pa3Iu4Hble MyTalluu B Oeske-1ure. YToObl BBISICHUTD, CYIIECTBYIOT JIU Pa3Jin-
9usl B CIIEKTPE W 4aCTOTE MyTanuil Mexay poautenbckum SARS-CoV-2 u Omicron, oHH
OpUMEHWIN 3Ty Mojienb K Omicron. Yepes 30 muelt mocne 3apaxkeHusi 0OHAPYKUIH, YTO
BUPYC MPUCYTCTBYET B BBICOKUX THUTPAX B OIMYXOJIEBHIX TKAHSIX M Y HEro BO3HMKIIO He-
CKOJIbKO PEIIKMX CIOpaandeckux MyTaiuid, B ocHoBHOM B ORFlab ¢ mononHuTEIbHBIMEI
HE3HAYUTEIIbHBIMU MYTAIlUAMH OesKa-1una. MHOTHE U3 MyTaHTHBIX U30JISITOB UMEINH 00-
Jiee BBICOKYIO PEITUKAaTUBHYIO aKTUBHOCTD B KJieTkax Calu-3 mo cpaBHEHUIO ¢ UCXOAHBIM
BupycoM SARS-CoV-2 Omicron, 4To MO3BOJSET MPEIANOI0KUTh, YTO HOBBIE MYTAIlUU
CIOCOOCTBYIOT YCWJICHHUIO perumnkanuu Bupyca. CepuitHoe pacmpoctpaHeHue SARS-
CoV-2 Omicron B KynbTUBHpYeMbIX KileTkax Calu-3 npuBeno K HECKOIBKUM PEIKUM CIIO-
paiuecKUM MYTAIUsIM B Pa3IMYHbIX BUPYCHBIX Oelikax 6e3 MyTaruii B 6enke-mmure. Ta-
kUM 00pazoM, reHoM SARS-CoV-2 Omicron kaxeTcsi B 3HaUUTEIbHON CTENEHH CTa0UIIb-
HBIM TI0 CPaBHEHHIO ¢ TeHOMOM poautenbckoro SARS-CoV-2 Bo BpeMs pacmmpeHHOH
perutnkanyu B kiietkax Calu-3 u Ha Moenu kceHoTpaHcIuianTara. Criopainyeckue MyTa-
IIUU U U3MEHEHHBIE CBOICTBA pocTa, HaOmogaembie y Omicron, MOTYT OOBSICHUTH TOSIB-
aeHue ero cyonuHuil. OHAKO HeNb3sl UCKIIOUYUTHh BO3MOXKHOCTh HEKOTOPBIX Pa3IHunid
IIPU €CTECTBEHHOM 3apa)KEHUH.
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