JAmutpuena JI. H., YymaukoBa E.A., I'yceBa H.IL., Ocuna H. A.,
3umupona A.A., UBanoBa A.B., Kapunayxos WU. I'., KapaBaesa T.b.,
IllepbakoBa C. A., KyTsipes B. B

PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noa HaooaenueMm (VUM), Ha ocCHOBe KOJIM4eCTBA X T€HOMOB,
AenoHUPOoBaHHBIX B 0a3y 1aHHbIX GISAID 3a Heneato ¢ 2 mo 7 mapta 2024 r.

@KYVH Poccuiickuti Hay4HO-UCC1e008amenbCKUll R(pOMu8oYyMHoll uHcmumym « Mukpooy
Pocnompebnaosopa, Capamos, Poccuiickas @edepayus

B 0030pe npeactaBieHa uHdopmaIus Mo HUPKYIUPYIOLIIUM B HACTOSIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Omicron Bei3eiBaromux uatepec (VOI) n Haxoasmmxcs mo
HaOmonenueM (VUM), TeHOMHBIE TTOCIIEIOBATEIIbHOCTH KOTOPBIX pa3MelieHbl B MEKIyHa-
poxHoit 6a3e manabx GISAID 3a Hegemnto ¢ 2 mo 7 mapta 2024 T.

[To cocrosinuto Ha 7 mapra 2024 r. B cooTBeTCTBUU ¢ Kiaccupukanueit BO3 k Bapu-
aatam Bupyca SARS-COV-2, Be3piBatonux untepec (VOI), oTHeceHBI TISTH CyOBapHaHTOB:
XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. ['pynmy nmupKyIupyromux BapuaHTOB, HAXO/Is-
mmxcs nox Habmogenuem (VUM) mnpenctaBisioT Tpu reHetudeckue juHun: XBB,
XBB.1.9.1, XBB.2.3.

Ha ceromnsmnuii nens B 6a3ze nannbix GISAID Bcero npencrasiero 16 594 150 re-
HomoB BUpyca SARS-COV-2 (3a nenento aenonupoBano 12 882 nocnegoBarensHoctr). B
MHUpE CTpaHaMH — JIMJEPAMH MO KOJUYECTBY JACTIOHUPOBAHHBIX T€HOMHBIX MOCJIEI0BATENb-
Hoctelt Bupyca SARS-CoV-2 ocrarorcs CHIA — (5 077 431 renom — 30,6% ot Bcex pa3me-
nieHHbIX B GISAID) u BenmukoOpuranus (3 147 347 renomoB — 18,9%).

Bcero B 6a3y nanasix GISAID nenonuposano 9 095 487 renomoB BapuanTa Omicron,
3a aHAIM3UPYeMyl Henento pasmernieHo eme 12 503 reHoMHbBIe IOCIIEeIOBAaTEIBHOCTH —
97,1% ot Bcex mpecTaBIEHHBIX 3a TEKYILYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(1a mpouwtoit Henene — 99,2%). Poccuiickumu naboparopusimu pasmetieHo 84 707 reHoMoB
SARS-COV-2, B ToM uncine BapuanTa Omicron — 52 345 reHOMHBIX NOCIIEI0BAaTEILHOCTEH.

Ha cerognsimauii newp B 6aze ganubix GISAID 3adukcupoBaHo AenoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABctpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, AHnoppa, Anrona, AH-
turya u bapbyna, Aurmibs, AprentuHa, Apmenusi, Apy6a, A¢dranucran, banrnanen, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynen, bpuranckue Bup-
TUHCKHUE OcTpoBa, byraHn, Bypynau, bypkuna-®aco, Benukobpuranus, Benecyasna, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Mmaina, I'Bunes, 'epmanus, ['uGpanrtap, 'onnypac, 'onkonr, I'penana, ['peuus, ['py3us, 'yam,
I"abon, Jlanus, [xubyrtu, Jlomnankanckas Pecmyonuka, Jlomunuka, JIPK Jlemokpatudeckas
Pecniybnuka Boctounsiii Tumop, Jlemokpatuueckas Pecniyonuka Can-Tome u [Tpuncunm,
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Erumner, 3am6ust, 3umbadBe, M3pawns, Uaaus, Manonesus, Mopnanus, Upak, Upan, Upnan-
must, Mcmannus, cnanms, Utanus, Ka6o-Bepae, Kazaxcran, KalimanoBel OcTtpoBa, Kawm-
o6omxa, Kamepyn, Kanana, Karap, Kenust, Kunp, Kurait, Kupubaru, Konymo6us, Kocoso, Ko-
cta-Puka, Kor-n'Byap, Kyba, Kygseiit, Keipreizcran, Kropacao, Jlaoc, JlatBus, Jlubepus,
Jlusan, JIuus, JIuxtenmretin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukunii, MaBputanus, Makao, Manasu, Manaiizus, Maneausel, Manera, Manu,
Mapoxkko, Maptunauka, MapmamnioBsl OctpoBa, Maiiorta, Mekcuka, Mo3am6uk, MoJioBa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, HezaBucumoe rocygapctso Camoa, Huy», Hopserusi, HoBast 3enmanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [1akucran, [lanectuna, [Tanama,
[Tanay, Ilaparsaii, [lanya HoBas ['Bunes, [lepy, Ilopryranus, Ilonema, ITyspro-Puxo, Pe-
10HbOH, Pecniyonuka Konro, Pecniyonuka Celimensckue OctpoBa, Pecniyonuka I'Bunes-bu-
cay, Pecrionuka Banyty, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
TeH, CaynoBckas Apasus, CeBepHas Makenonus, CeBepusle MapuaHnckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakus, Cinosenusi, Cunramnyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cent-Buncent u ['penanunsl, Cent-JIrocusi, Cuar-MapteH, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBanb, Tanzanus, Tepke u
Kaiikoc, Toro, Tonra, Tpuaunan u To6aro, Tynuc, Typrus, Yranna, Y30ekucTtaH, YKpanHa,
VYpyrsaii, Gunnsaaaus, @pannns, Opannysckas ['Buana, @pannysckas [Honnnesns, Oumnm-
nuHbl, XopBarus, YepHoropus, Yexus, Ynnmu, Yan, HAP, IlIBenusa, [Iseinapus, pu-
Jlanka, DxBanop, Dcronus, IcBatuH, Dpuonus, DkBaTopuanbHas [ Bunes, FOAP, FOxnas
Kopes, FOxnsiit Cynan, Anonus, Smaiika.

3a nocnennue 4 Heaenu 41 crpana (19,1%) (3a npeasinyuue — 43 crpansl (20%)
JTOTIOJHUJIM JaHHBIE O JEMOHUPOBAHWHM TEHOMHBIX TOCJeaOoBaTedbHOCTEH Omicron B
GISAID. /lunamuka pacnpocTpaHeHus B Mupe cyoBapuanToB Omicron CEeKBEHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID mpencraBnena Ha pucynke 1. Cpenu mupKyIupyro-
X B Hactosuiee BpeMsa mraMmoB SARS-CoV-2 B Mupe JOMUHUPYIOT TPU CYOJIMHUU BapH-
anta BA.2.86: JN.1 (- 0,06% 3a mocnenntoro Heneno), JN.1.4 (+ 0,73%) u JN.1.7.



Omicron sublineages
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UNJA3 e UNALS BN XBB.1.1611  EEE BN.13 [ JNGRE the Authors from Originating
and Submitting laboratories
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B mupe (110 COCTOSTHHIO Ha
05.03.2024 r.)

I'enetnueckoe pazHooOpaszwe IUPKYIUPYIOIMIUX B pPEerHoHaX Mupa cyOBapuaHTOB
Omicron 3a mocaennue 4 Heaenu MokasaHo Ha pucyHke 2. Ha mporeameit Henene cpenu
HUPKYJIUPYIOIIHUX HITAMMOB BO BCeX pernoHax (kpome Adpuku) npeobdnagan cyOBapHaHT
JN.1, yaenbHbIil Bec koToporo coctarisut ot 40% B FOxnoit Amepuke 10 59,21% B Tuxo-
OKeaHCKOM pervoHe. B crtpanax Adpuku uyamie cexBeHupoBaiu cyOBapuant JN.1.18

(60,61%).



Africa (+33 sequences)
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Oceania (+277 sequences)
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Regional trends of Omicron variant sublineages
in sequences collected from 2024-02-06 to 2024-03-05

Asia (+662 sequences)
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North America (+4,441 sequences)
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South America (+170 sequences)
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

44.22%

52.11%

Variants of Interest

(Omicron XBB.1.5, XBB.1.16,
EG.5,BA.2.86, JN.1,

and all respective sublineages)

Other Omicron (non-VOC/VOI/VUM)

Sublineages shown here
do not include
any descendant lineages.

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories
of sequence data on which the
analysis is based.
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Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHax Mupa 3a nocieanue 4
Henenu (C 6 ¢pespains o 5 mapra 2024 1.)

3a MOCHEeAHIO HENENI0 PacnpoCcTpaHeHHOCTh BapuaHTOB VOI B Mupe ocraercs Jo-
munupyomei: FOxuoit Amepuke — 99,2%, B Tuxookeanckom peruone — 98,5%, B Azun —
97,1%, B CeBepnoit Amepuke — 96,1%, B Espomne — 95,9%, B Adpuke — 91,8% (puc. 3).



Africa Asia Europe Oceania North America South America
(+110) (+1,640) (+2,008) (+194) (+5,673) (+888)

e ‘ el . 5‘ e G

Il Variants of Interest (Omicron XBE.1.5, XBB.1.16, EG.5, BA.2.86, JN.1, and all respective sublineages)
Variants under Monitoring (XBB and all respective sublineages)

I Other Omicron (non-VOC/VOI/VUM)
Others

Il Former VOCs/VOIs/VUMSs

North South
Africa Asia Europe Oceania America America

% Variants of Interest
{Omicron XBB.1.5, XBB.1.16,

EG.5, BA.2.86, JN.1 and sublineages) 91.82 97.13 95.87 98.45 96.10 95.21
% Variants under Monitoring
(Omicron XBB, and all respective

sublineages) 7.27 1.46 2.94 1.03 3.08 0.79
% Other Omicron
(non-vOC/VOI/VUM) 0.91 1.40 1.20 0.52 0.81 0.00
% Others 0 0 0 0 0 0
% Former VOCs/VOIs/VUMs 0 0 0 0 0 0

We gratefully acknowledge A -
This slide shows NEW data in GISAID on 2024-03-05 submitted since last report 7 days ago the Authors from Originating .
(new by submission date, not collection date) and Submitting laboratories

of sequence data on which the

See https:/fwww.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions L.
analysis is based.

Pucynok 3. Pacnpoctpanenue cyOBapruanToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-
HBIX 32 MOCJIETHION Henemto (1o cocTossHuIo Ha 5 mapta 2024 1.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)

[To cocrostauio Ha 7 mapra 2024 r. pacmpocTpaHeHHEe CyOBapHMaHTOB COCTaBHIIO:
XBB.1.5 - 1,1%, XBB.1.16 — 0,5%. Pacnpoctpanenne EG.5 cuusunocs ¢ 5,1% Ha npensi-
nyien Henene — 1o 4,2 % na texymei nenene, BA.2.86 — ¢ 3,3% no 3,1%.

B 6a3y manubsix GISAID EpiCoV mocnenoBarenbHOCTH, OoTHOCsIHecss kK XBB.1.5
(Kraken) nenonupoBansl u3 145 ctpan. 3a nocnennue 4 Henenu nadboparopuu 10 crpan pas-
mectim 49 nocnenosarenpHOcTel cyoBapuanTa (CLIA — 30,6%).

Cy6Bapuant XBB.1.16 (Arcturus) nenonupoBan u3 129 crpan, 3a mocnenaue 4 He-
7enu — 25 mTaMMOB U3 8 cTpaH.

Cyo6Bapuant EG.5 (Eris) cexkBenupoBan snadoparopusmu 110 ctpan (Ha npeasiaymiei
Hezene — 110 ctpan). 3a nocneanue 4 Hepenu cyOBapHaHT MPEUMYIIECTBEHHO BBIICTSIIN B
CIHIA (36,9% ot Bcex EG.5 cekBenupoBaHHbIX 3a 4 Henenu) u Kanane (27,5%).

Cyo0Bapuant BA.2.86 (Pirola) mo coctosinuto Ha 7 mapra 2024 r. mupkynupyet B 89
cTpaHax. 3a mocneanue 4 Henenu B 6a3y gaHHbIX GISAID nenonupoBanHo 226 reHOMHBIX
nocnenoarenbHocTeit u3 19 crpan (Benmkobpurtanus — 28,8%, Kanana — 28,3%, CIIIA —
18,6% ot Bcex cexkBeHupoBaHHBIX BA.2.86 B 3TOT epuoxn).

['enomHBIC MOCTen0BaTEILHOCTH cyOBapuanTa JN.1 npencraBiens! u3 116 crpan (Ha
nporuiol Hemene u3 116 crpaH), pacnpocTpaHeHHOCTh cocTaBmiia 87,8%. YaenbHbINH Bec
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cyOBapuaHTa CpeJi CEKBEHMPOBAHHBIX 3a MocieaHue 4 Heaenu mrammoB Omicron cOCTaBuII
B Cunramype — 99,2%, CIIA — 94,3%, U3zpaune — 94,3%, Ucmanuu — 92,7%, Kutae — 91,9%,
Kanane — 91,5%, ®pannun — 90,3%, Unmn — 88,4%, Actpanuu — 89,2%, [Isenun — 87%,
Bemukobpurannu — 85,7%.

BapuaHntbl, Haxoasmmecsi noa HadoawaeHueM (VOI)

Cy6Bapuant XBB.1.9.1 (Hyperion) cexBenupoBan naboparopusimu 128 ctpan, 3a mo-

cieqiHre 4 HeJeu TeHOMBI cyOBapHaHTa MpeAcTaBiIeHbl 3 6 cTpaH. PacmnpocTpaHeHHOCTH
BapuaHTa B Mupe coctasisier 0,2%.

Cy6Bapuant XBB.2.3 (Acrux) nenmonuposan u3 118 crpan mupa, 3a nmocnennue 4 He-
nenmn B Oasze naHHbIXx GISAID naGoparopuu 5 crtpan pasmectwin 40 TEHOMHBIX
nocnenoBarenbHocTet XBB.2.3, pacnpocTtpanennocts — 0,7%.

Cy6Bapuant XBB (Gryphon) cekBenupoBan abopatopusamu 154 ctpas. 3a mocnen-
HUE 4 HelleIM TeHOMHBIE TI0CJIeIOBATeIILbHOCTH CyOBapraHTa ISNOHUPOBAHbI U3 6 CTpaH, pac-
MPOCTPAHEHHOCTh cyOBapuanTa B Mupe coctaniseT 0,3%.

HNupopmanust mo 0OHOBIEHHBIM JAHHBIM O JIEIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 BapuanTta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabmnue 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToMm uucie koau-

[IponieHT reHOMOB,

JIEBAEMOCTH)

Konmnuectso YECTBO 'TCHOMOB OTHOCAIIUXCA K
nernoHupoBaH- | Omicron, genoHu- | BapuaHTy Omicron
Crpana YupexaeHue, NpoBOJMBIIIEE CEKBEHUPOBAHUE HBIX TECHOMOB poBanHbIX 3a mo- | (B.1.1.529), nemo-
Omicron cienHue 4 Hepenu HHPOBAHHBIX 34
(B.1.1.529) | (16.02. —7.03.2024 | mnocneanue 4 He-
r.) pi (1%
Asctpamus (crabunmszanus 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 174626 204 100,0
of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for Mo-
- . : 194307 9 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
Asepbaiimkan  (cradbmamsanus | National Hematology and Transfusiology Center 39 0 0.0
3200JIeBa€MOCTH) :
Anbanus (crabuimsanms 3a0o0- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
JIEBA€MOCTH) Public Health England
Amxup (crabunuzarms 3abone- | National Reference Center for Viruses of Respiratory
: . . 693 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
ocTpoBa (crabmmm3arus 3adoJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (cradbu- | Centers for Disease Control and Prevention Division of
. . . 157 0 0,0
Jr3aIms 3a00J€Ba€MOCTH ) Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnrona (crabunmsanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BAGMOCTH ) Platform
Annoppa (crabunmsanus 3ab6o- | Instituto de Salud Carlos 111 323 0 0.0




Amnturya u bapOyna (crabunu3a-

Carrington Lab, Department of Preclinical Sciences,

1Us1 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 131 0,0
West Indies, St Augustine Campus
Aprentuna (crabwimmsarms 3a- | Instituto  Nacional — Enfermedades  Infecciosas
10199 0,0
00J1eBaCMOCTH ) C.G.Malbran
Apmenus (crabmnmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of
JIEBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apy6a (crabmmusamust 3abose- | National Institute for Public Health and the Environ- 1060 0.0
BaEcMOCTH) ment(RIVM) ’
Adranucran (cradmimsarus 3a- | Central Public Health Lab 9 00
00JIeBaEMOCTH ) ’
baramckue octpoBa (ctabunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0.0
1St 3a00JIEBAEMOCTH) waldo Cruz Institute, FIOCRUZ :
banrmagem (cradbmmusanus 3a- | Child Health Research Foundation 9396 0.0
00J1eBaeMOCTH) ’
bap6anoc (cradbunmsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JICBA€MOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 247 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (cradbunu3zarus 3abone- | Communicable Disease Laboratory, Public Health Di- 7501 0.0
BAacMOCTH) rectorate ’
Benapych (crabunusanms 3a6o- | Laboratory for HIV and opportunistic infections diag-
JIEBa€MOCTH) nosis The Republican Research and Practical Center for 120 0,0
Epidemiology and Microbiology(RRPCEM)
benus (crabunmsanus 3abonesa- | Texas Children's Microbiome Center 703 0.0
€MOCTH) ’
benbrus (cradunusanus 3abone- | KU Leuven, Rega Institute, Clinical and Epidemiologi-
. 99888 100,0
BACMOCTH ) cal Virology
benun (crabunmsanms 3abone- | Institut fiir Virologie — Institute of Virology — Charite 518 0.0

BAEMOCTH)




bepmynackue octpoBa (cTabuiu-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 210 0 0.0
Bosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 27908 0 0.0
JIEBAEMOCTH ) ’
bonmBus (crabwmusanust 3a0o- | Laboratory of Respiratory Viruses and Measles, Os- 974 0 0.0
JICBAEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
Bomiip (crabunuszanus 3abone- | National Institute for Public Health and the Environ-
1081 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JM3alys 3a00J¢BaEMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanus 3a6o- | Botswana Institute for Technology Research and Inno- 3455 0 0.0
JIEBAEMOCTH ) vation ’
bpasunus (crabunusanus 3ab6o- | Instituto Ac_jolfo Lutz, Interdiciplinary Procedures Cen- 123158 36 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunm3anus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6371 0 0,0
boratory)
byran (ctabunuzanus 3aboneBa- | AFRIMS 100 0 0.0
€MOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051€eBa€MOCTH) :
bypynau (crabmmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukobOpurtanus  (cradbuimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1520076 1333 99,9
nomics UK (COG-UK) consortium.
Benrpus (crabunmsanust 3a6o- | National Laboratory of Virology, Szentdgothai Re- 650 0 00

JIEBAEMOCTH)

search Centre




Benecynana (crabunuzanus 3a00-

Laboratorio de Virologia Molecular

829 0 0,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. o 6596 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmsanus 3aboneBa- | Centre  de recherches médicales de Lamba- 5 0 0.0
€MOCTH) réné¢(CERMEL) '
I"autu (crabmnusarus 3aboneBa- | Laboratoire National de Santé Publique — LNSP(HAITI
458 0 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) '
I'amOust (crabuimsanus 3abone- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3zarms 3a00- | National Reference Center for Viruses of Respiratory
: . . 699 1 100,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabummsamus 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An-
. 4183 0 0,0
JIEBAEMOCTH) gel Garcia
I'eunes (crabunmsarus 3abose- | Centre de Recherche et de Formation en Infectiologie 536 0 0.0
BaeMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) '
I'epmanus (crabunmsarust 3a60- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JICBAEMOCTH ) gie. Institute of infectious medicine & hospital hygiene, 583175 24 100,0
CaSe—Group.
I'ubpanTap (crabunmzarus 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
JIEBAEMOCTH) Public Health England
Tonnypac (crabunuszanus 3a6o- | Genomics and Proteomics Departament, Gorgas Me-
) . : 227 0 0,0
JIEBAEMOCTH) morial Institute For Health Studies
INonkonr (crabmmmsarms 3a6o0- | Hong Kong Department of Health 13869 5 100,0

JIEBAEMOCTH)
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I'penana WINDREF/SGU Laboratory 112 0 0,0
I'penmst (crabmmuzanus 3aboie- | Greek Genome Center, Biomedical Research Founda- 95708 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-

BaEMOCTH) nome Research, R. G. Lugar Center for Public Health 2610 0 0.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunmsanus 3adoneBac- | Centers for Disease Control and Preven—tion Division 505 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 376878 20 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunusanus 3a60- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — PecmyOnuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3abomeBaemo- | trol and Prevention, USA 2138 8 100,0

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6osesa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncumu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abone- | Main Chemical Laboratories Egypt Army 9793 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1268 0 0.0

BAEMOCTH) ’

3umbabBe (cTabunmsanus 3a60- | National Microbiology Reference Laboratory(Quadram 316 0 0.0

JIEBAEMOCTH)

Institute Bioscience)
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W3paunp (crabunmzanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

120685 234 96,3
JIEBAEMOCTH )
WNunus (crabunusanus 3abome- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 146224 0 0,0
Centre for Cellular and Molecular Biology
Wunonesus (crabmmmsamus 3a- | National Institute of Health Research and Development 40734 3 100,0
00J1eBaEMOCTH)
Nopnanus (crabunusanus 3a00- | Andersen lab at Scripps Research, CA, USA 250 0 0.0
JIEBAEMOCTH ) '
Upak (cradbunmsanus 3adoneBae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 431 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2875 0 0,0
€MOCTH) Institute of Iran
Wpnangus (crabunmsanus 3a60- | National Virus Reference Laboratory 61894 89 100,0
JIEBAEMOCTH )
Ucnanust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology 11630 6 100,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 146064 180 100,0
JIEBAEMOCTH)
Uranus (crabunuszanus 3abone- | Army Medical Center, Scientific Department, Virology 99005 126 100,0
BacMOCTH) Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
772 0 0,0
00J1eBaeMOCTH)
Kazaxcran (cradunu3zarus 3a00- | Reference laboratory for the control of viral infections 9837 0 0.0
JIEBAEMOCTH) '
Kamb6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1999 0 0.0
JIEBAEMOCTH) '
Kamepyn (crabmnmsanus 3a6o- | CREMER(Centre de Rechercherches sur les Maladies
. 1348 0 0,0
JIEBAEMOCTH) Emergentes et Ré—¢mergentes)
Kanama (crabmnmsanus 3abomne- | Laboratoire de santé publique du Québec 359275 1756 1000

BAEMOCTH)
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KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusanus 3abosneBa- | Biomedical Research Center(BRC), Qatar University /
. 1692 0 0,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (crabmnumszarms 3abone- | KEMRI-Wellcome Trust Research Pro- 6098 0 0.0
BAaE€MOCTH) gramme/KEMRI-CGMR-C Kilifi '
Kump (crabunuzanus 3abonesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craObunmsamnus 3aboie- I\_latlonal Institute for Viral Disease Control and Preven- 699087 157 100.0
BaEMOCTH) tion
Konym6us (cradbunusamus 3a60- | Instituto Nacional de Salud— Direccion de Investigacion
1 15732 0 0,0
JIEBAEMOCTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 946 0 0.0
BacMOCTH) gie '
Kocra—Puka (crabmnmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9887 0 0,0
00J1eBaeMOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 310 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory '
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory 631 0 0.0
MOCTH) '
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 996 0 0,0
BaE€MOCTH) Medicine, Kuwait
Keipreizcran (crabmimzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment '
Kropacao (crabmmmsamust 3ab6o- | National Institute for Public Health and the Environ-
1305 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3adosieBac- | LOMWRU/Microbiology Laboratory, Mahosot Hospi-
1013 4 100,0
MOCTH) tal
JlatBus (crabunusaius 3aboie- | Latvian Biomedical Research and Study Centre 14445 0 0.0

BAEMOCTH)
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Jlecoro (crabmnuzanus 3aboie-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 155 0.0
JIubepus (cradbunmsanms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmnusaius 3abose- | Laboratory of Molecular Biology and Cancer Immunol- 940 0.0
BacMOCTH) ogy, Lebanese University Public Health England ’
JluBust (crabmnuzanus 3abone- | Reference Lab for Public Health, NCDC 31 0.0
BAEMOCTH) ’
Jlutsa (crabunmzanus 3abonesa- | Vilnius University Hospital Santaros Klinikos, Center
.. 12716 0,0
€MOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabunmsarms | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (ctabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 37985 0,0
00JIeBaCMOCTH ) Genomics Platform
Maxkao (crabunmzanusi 3aboine- | Centro de Sequenciamento Gendmico 1 00
BAEMOCTH) ’
Maspukwuii (ctabunusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 7912 0.0
JIEBAEMOCTH ) ’
Maspurtanus (crabmiuzanus 3a- | INRSP-Mauritania - 0.0
00J1eBa€MOCTH) ’
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory 375 0.0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris ’
Manaiizus (ctabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry of 35249 100,0
Health Malaysia
Managu (cradunusamus 3abone- | KRISP, KZN Research Innovation and Sequencing 283 0.0
BaE€MOCTH) Platform ’
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
. . . . 160 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (crabunm3aius 3a60- | Indira Gandhi Memorial Hospital 333 0.0

JIEBAEMOCTH)
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Manpra (cTabunuzanus 3aboie-

Molecular Diagnostics Pathology Department Mater

BacMOCTH) Dei Hospital Malta 163 0 0.0
MapmaiioBsl octpoBa (ctadbu- | State Laboratories Division, Hawaii State Department
42 0 0,0
JU3arys 3a00J1¢6Ba€MOCTH) of Health
Mapokko (crabmimsainus 3a0o0- | Laboratoire de Biotechnologie 1353 0 0.0
JIEBAEMOCTH )
Maptunuka (cradbunmsanus 3a- | CNR Virus des Infections Respiratoires — France SUD
1543 0 0,0
00J1eBaeMOCTH)
Mekcuka (crabunusamust 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos
46322 0 0,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (crabunmsanus 3a060- | KRISP, KZN Research Innovation and Sequencing
i 797 0 0,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzarus 3a60- | ONCOGENE LLC 698 0 0.0
JIEBAEMOCTH )
Momnaxko (cradbunmsanus 3a6oie- | National Reference Center for Viruses of Respiratory
: . . 18 0 0,0
BAacMOCTH) Infections, Institut Pasteur, Paris
Mouromust (crabunmsanus 3a60- | National Centre for Communication Disease (NCCD)
: 1053 5 100,0
JICBAEMOCTH) National Influenza Center
Moutceppar (crabunuzarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpbsiama (crabunuzanums 3a6one- | DSMRC 166 0 0.0
BAEMOCTH)
Hamubus (crabmmusamms 3a6o- | National Institute for Communicable Diseases of the
: . 877 0 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1301 0 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0 0.0
€MOCTH) ease Control ’
Hurepust (crabmmusamus 3a60- | African Centre of Excellence for Genomics of Infec- 3329 29 100,0

JIEBAEMOCTH)

tious Diseases(ACEGID), Redeemer’s University
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Hunepnanae! (crabmimzanus 3a-

National Institute for Public Health and the Environ-

00J1eBa€MOCTH ) ment(RIVM) 84921 66 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enanmus (crabunmsanus | Institute of Environmental Science and Research(ESR) 39326 119 100.0
3a00JIeBa€MOCTH) ’
HoBas Kanenonus (cradbuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 70 0 0.0
11s1 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a00- | Norwegian Institute of Public Health, Department of 35977 3 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3anus 3aboneBae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center

emocTi) 680 16 100,0
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
IMakucran (crabunmsanus 3a60- | Department of Virology, Public Health Laboratories 3501 1 100.0
JICBAEMOCTH) Division ’
[Manay (cradbunum3arus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabwnusanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunu3arust 3a6omae- | Gorgas memorial Institute For Health Studies 3333 0 0.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (crabumu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a1ust 3a00J1€Ba€MOCTH) ’
[Maparsaii (cradbunm3anus 3a6o- | Laboratorio Central de Salud Publica de Paraguay 9382 1 100.0
JIEBAEMOCTH) ’
[Tepy (crabunuzarmms 3aboneBae- | Laboratorio de Referencia Nacional de Biotecnologia y 38541 0 0.0
MOCTH) Biologia Molecular. Instituto Nacional de SaludPera '
[Monpmia (cradbunu3aius 3abome- | genXone SA, Research & Development Laboratory 47140 19 100.0
BAEMOCTH) ’
[Mopryranus (crabmimsanus 3a- | Instituto Nacional de Saude(INSA) 24355 0 0.0

00J1€Ba€MOCTH)
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[Tyspro Puko (cTrabunusanus 3a-

Centers for Disease Control and Prevention Division of

00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery 19323 0.0
Pecniyoniuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0.0
3anus 3a00J1eBaEMOCTH ) atory (MDU-PHL) ’
Pecniyonmuka JlxuoOyru (cradbu- | Naval Medical Research Center Biological Defense Re- 633 0.0
JU3arys 3a00J1¢6Ba€MOCTH) search Di-rectorate ’
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0.0
JM3aIys 3a00J1€BA€MOCTH) atory (MDU-PHL) :
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine 216 0.0
115 3200J1EBaEMOCTH) :
Pecniyonuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0.0
Omn3anus 3a00J1IeBaCMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
Tu3anus 3a00J1eBaMOCTH) CNDR, Departamento de Virologia 335 0,0
Pecniyonuka CanbBanop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 587 0,0

JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 28 0,0
Peronbon (cradbummsanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 12132 0.0
JIEBAEMOCTH ) ’
Poccus (crabunmsanus 3abone- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic Tech-

nologies for Biomedicine, Pirogov Medical University,

Moscow, Russian Federation. Federal Budget Institu-

tion of Science, State Research Center for Applied Mi- 59345 0.0

crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
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Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. . : 12290 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaynoBckass Apasus (cradbuiu- | Infectious Diseases, King Faisal Hospital Research
1381 0 0,0
3a1us 3a00JICBACMOCTH ) Center
Ceseprass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1eBa€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 408 0 0,0
tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunmsarust  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2092 0 0,0
CTH)
Cetimrenbl (crabmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1775 0 0.0
BAEMOCTH)
Cent—Buncenr u ['penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabunuzaruss  3aboseBaemo- | Faculty of Medical Sciences, The University of the 107 0 0,0
CTH) West Indies
Cent—Kurc u Hesuc (cradbunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences 290 0 0.0
00JIeBa€MOCTH ) ’
CepOus (crabunmzarus 3abose- | Institute of microbiology and Immunology, Faculty of
. L 1686 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (cradbunusarus 3a6o0- | National Public Health Laboratory, National Centre for 35994 138 100.0

JIEBAEMOCTH)

Infectious Diseases

18




Cen-MaptuH (cTabunuzanus 3a-

Institut Pasteur

302 0 0,0
00JIeBa€MOCTH )
Cunr—Mapren (crabunmsanus | National Institute for Public Health and the Environ-
919 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupust (crabmnuzanus 3abomne- | CASE-2021-0266829 91 0 0.0
BAaEMOCTH) ’
CrnoBakus (crabunmsanus 3a6o- | Faculty of Natural Sciences, Comenius University
28743 0 0,0
JIEBAEMOCTH )
CrnoBenus (cradbmnmszanus 3a6o- | Institute of Microbiology and Immunology, Faculty of
_ L A 37851 0 0,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBbsl  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumusarus 3a6ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) :
Cynan (crabmnumsarust 3abosie- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CHIA (crabunusarnus 3abonesa- | Colorado Department of Public Health & Environment.
€MOCTH) Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2666472 3543 9.9
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a0051€eBa€MOCTH) :
Tanmnann (cradbunmsamust 3a60- | COVID-19 Network Investigations(CONI) Alliance 30828 15 100.0
JIEBAEMOCTH)
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . - 4504 0 0,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwnmsarus 3a06o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc u Kaiikoc (crabunusanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus

Tumop-Jletrrn  (crabunmsanus | Microbiological Diagnostic Unit — Public Health Labor- 4 0 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunuzanus 3adoneBae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM - Universit¢é de Montpellier) 519 0 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0 0,0

Tpununan u Tobaro (cradbumu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2808 0 0,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 930 0 0.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 99552 0 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 834 0 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a6o- | Department of Respiratory and other Viral Infections of

JICBAEMOCTH ) L.V.Gromashevsky Institute of Epidemiology & Infec- 5522 0 0,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (crabwnusarus 3a- | Center for Advanced Technologies 61 0 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 311 0 00

JIEBAEMOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabumsanus 3abonesa- | State Laboratories Division, Hawaii State Department 90 0 0,0

€MOCTH) of Health

dununmuael (ctabunusarus 3a- | Philippine Genome Center 16000 0 0.0

00J1eBaeMOCTH) '

Ounnsnaus (cradbunmszanus 3a- | Department of Virology, Faculty of Medicine, Univer- 26177 17 100.0

00J1eBaeMOCTH)

sity of Helsinki
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@pannus (crabunuzanus 3a00-

CNR Virus des Infections Respiratoires — France SUD

407232 168 100,0
JIEBAEMOCTH )
®panmysckas ['Buana (ctadbuu- | National Reference Center for Viruses of Respiratory 1682 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 26036 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsarnus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 80 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabmnuzanus 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 603 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (cradbunmsanms 3abonesa- | The National Institute of Public Health 34457 10 100.0
€MOCTH) ’
Yunu (crabuamsanus 3abonesa- | Instituto de Salud Publica de Chile 28102 147 100.0
€MOCTH) ’
[IBerinapus (cradbumuzarus 3a- | Department of Biosystems Science and Engineering, 58196 23 100.0
00JIeBa€MOCTH ) ETH Ziirich. :
[IBerus (crabmmzarus 3abose- | The Public Health Agency of Sweden 131183 161 100.0
BAEMOCTH) ’
[Ipu-Jlanka (cradbmnuzaius 3a- | Centre for Dengue Research and AICBU, Department 1191 0 0.0
00JIeBaEMOCTH ) of Immunology and Molecular Medicine ’
OkBanop (crabunusanms 3a60- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 6931 18 100,0
OxBatopuanbHas ['Bunest (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Ounuzanus 3a00J1€BaeMOCTH) ’
Oceatunu (cTabunmsanus 3a6o0- | Nhlangano Health Centre(National Institute for Com-
JIEBAEMOCTH) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

Octonus (cradbunmsanms 3abo- | Laboratory of Communicable Diseases(Estonia); Eu- 6252 0 0.0

JIEBAEMOCTH)

rofins Genomics Europe Sequencing GmbH

21




O¢uonus (crabunmsanus 3a00-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Genome 210 0 0,0
Sequencing

FOAP (crabunu3zanus 3aboneBa- | KRISP, KZN Research Innovation and Sequencing 97879 11 100,0

E€MOCTH) Platform.

HOxnass Kopest (crabmnmsanms | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 159249 35 100,0
Control and Prevention Agency

IOxupiii Cynan (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumusamus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3426 0 0,0
West Indies

Snonus (crabmiusaius 3aboie- | Pathogen Genomics Center, National Institute of Infec- 460957 62 100.0

BaEMOCTH)

tious Diseases
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Myoaukanun:

1. Cureus. 2024 Feb 3;16(2):e53496.

doi: 10.7759/cureus.53496. eCollection 2024 Feb.

Molecular Epidemiology of Omicron CH.1.1 Lineage: Genomic and Pheno-
typic Data Perspective

Mounekynspaass snunemuonoruss juaud Owmmkpon CH.1.1: mepcnekTUBHOCTH
T€HOMHBIX U (DEHOTHUIIHYECKHUX JaHHBIX

Yasir Mohammed A Al Qurashi 1, Jawaher A Abdulhakim 1, Samia S Alkhalil
2, u 1p.

B sTom nccnenoBaHuy JaHHBIE O TEHOMHOM U TeorpaduueckoM pacipoCTpaHeHUU
CH.1.1 6b1mu cobpanbl U3 6a3 JaHHBIX [ TT00aTBHOM MHUITMATUBBI 10 OOMEHY JTaHHBIMU O
rpunne nrtur;  (GISAID), PANGOLIN, CoV-Spectrum wu NextStrain. W3-3a
HEJOCTYNMHOCTU 3MHUAEMHUOJIOTMYECKUX U TeHOMHBbIX JaHHbIX JuHuU CH.1.1 B kauectBe
UCTOYHUKOB Hcnoip3oBamuck PubMed u ScienceDirect. BapuanTbl aMHUHOKHCIIOT,
HCIIOJIb30BaHHBIE MTPHU cOOpe NaHHbIX, BKitodanu S:R346T, S:K444T, S:L452R u S:F486S.
Tekymue »snugeMUOIOTHYECKME JaHHbIe TMoKkas3bpiBaloT, uyto CH.1.1 ¢ Oonbioit
BEPOSITHOCTBIO CTAaHET OJHOM W3 JOMUHUPYIOIIMX JHUHUW pacrpoCTpaHEHHUS B
CoenunennoMm KoponesctBe, Hopoii 3enanaun, ABctpanuu u CIIA, ucxoas wus
npeumyiecTBa pocra B 32%, Hacrosmero yucia ciaydaeB aunun CH.1.1, u BnusHue
Bapualui aMUHOKHUCIOT. OKUIaeTCs 3HAYUTEIBHBIN POCT BHOBb OOHAPYKEHHOW JIMHUU
CH.1.1. VYBenuuenue koiudecTBa OOHApYKEHHBIX mMocienoBatenbHocTeld ¢ 13231 mo
coctosiHuto Ha 21 sHBaps 2023 r. mo 23 181 mo cocrosiHuio Ha 6 ¢epans 2023 r.
MOJITBEPIKIACT ITO. YBEIHMUECHUE TPAHCMUCCUBHOCTH BUPYCA, BBI3BAHHOE 00JIee BEICOKIUM
cpoactBoM k perientopaM ACE2 u yKJIOHEHHWEM OT MMMYHHUTETA, BBIBEJICHO Ha OCHOBE
Bapualiii aMUHOKHUCIIOT, MPOaHATU3UPOBAHHBIX B UCCIICTOBAHUH.

2. Infect Disord Drug Targets. 2024 Mar 5.

doi: 10.2174/0118715265279242240216114548. Online ahead of print.

Comparison of Omicron and Delta Variants of SARS-CoV-2: A Systematic
Review of Current Evidence

CpaBuenue BapuanToB SARS-COV-20MUKpPOH U JIeTbTa: CUCTEMAaTHYECKUN 0030p
TEKYIINX JaHHBIX

SeyedAhmad SeyedAlinaghi 1, Amir Masoud Afsahi 2, Pegah Mirzapour 3,

B sTom cucremarndeckom 0030pe OblTM M3ydeHbl HOBbIe BapuaHThl SARS-CoV-
Omicron Ha OCHOBE TeKyIIUX uccienoBanuii. [louck B onnaitH-6a3ax JaHHBIX TIPOBOIHIICS
no coctosinuto Ha 3 sstHBaps 2023 roga. OT6op myOnauKanuii mpeacTaBIIsl cOOOM IByX3Tarl-
HBIH TPOIIecC: 3arojIOBOK/aHHOTALMSA U TIOJHOTEKCTOBAs OI[EHKA 10 KPUTEPHSIM OTOOpA.
CooTBeTCTBYIOIIME JaHHBIE U3 BKIIIOUEHHBIX CTaTel OBLIM CUCTEMAaTHYECKH COOpaHbI U
OpPraHM30BaHbI B CHEIMAIBbHYIO TaOIuIy Juist aHanu3a. /g obecnieueHus kayecTsa o630pa
UCIIOJIB30BANIMCh KOHTPOJIbHBINA criucok PRISMA u mikana onenku kauectBa Herokacna-

OtraBel (NOS). Beutn npoananu3upoBaHbl TaHHbBIE, U3BJICUEHHbIE U3 58 cTaTei, B TOM
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grcne 10003 gokazarenscTB. Coobmanocs o 0ojiee HU3KOM PUCKE TOCTIUTAIU3AINH, T10-
CTYIUICHUS B OT/ICJICHHE HHTEHCUBHOW TEPAMK M CMEPTHOCTH TTOCII€ BaKIIMHAIIMHN JIJIS Ba-
puanTa OMUKPOH IO CpaBHEHUIO ¢ BapuanTtoM [lenpTa. Kpome Toro, Bapuant [lenbTa npu-
BOIWI K Oo0Jiee TSHKENbIM KIMHUYECKUM CUMIITOMaM MO CpaBHEHUIO ¢ BapuaHTOM OMUK-
pon. Bapunaat SARS-CoV-2 OMUKpOH MPUBOAUT K MEHEE TsDKEIIBIM HCX0JaM 3a0oJeBa-
HUS 110 CpaBHEHMIO ¢ BapuaHToM [lenbra. TeM He MeHee, MO-TIpeKHEMY KpailHe BaKHO
MOJIIEP>KUBATH TIOCTOSTHHBI MOHUTOPHHT, OCYIIECTBIISITh MEPHI CIACPKUBAHUS U a/IalITH-
pOBaTh MPOTOKOJIBI BAaKIIMHALUU JUIs 3P PeKTUBHONU OOPHOBI ¢ pa3BUBAIOLIUMUCS BapHaH-
TaMHu.

3. Microbiol Res. 2024 Feb 21:282:127659.

doi: 10.1016/j.micres.2024.127659. Online ahead of print.

SARS-CoV-2 Membrane protein regulates the function of Spike by inhibiting
its plasma membrane localization and enzymatic activity of Furin

Memb6pannsiii 6enok SARS-CoV-2 perynupyet ¢pynkuuto Craiika, ”HTHOHPYS €T0
JIOKaJIM3alIo Ha MJIa3MaTHYecKoi MeMOpaHe U (hepMEHTAaTUBHYIO AKTUBHOCTH (PypHUHAa.

Qi Xiang 1,Jie Wu 1, Yuzheng Zhou 2 u np.

Hanmnune MHOTOOCHOBHOTO caiita pacmierieHus B 6enke Spike SARS-CoV-2 ne-
JIAeT ero CHoCOOHBIM K paciierieHnio GypuHom B mecte coeauHenus S1/S2 (a.o. 685-
686), uto ycunuBaeT ucronbzoBanne TMPRSS2 st ctumynupoBanusi MEXKIETOUHOTO
B3aHMOJICHCTBUS C 00pa3oBaHUEM CHHIUTHSA. CHHIIMTAN MOTYT CIIOCOOCTBOBATh pa3BH-
THUIO TIATOJIOTUH, CITIOCOOCTBYS paCIPOCTPAHEHHIO BUpPYCa, IUTONATUHN, YKIIOHEHHUIO OT M-
MYHHTETa U BocmajneHuto. OTHAKO POJIb IPYTUX BUPYCHBIX O€NKOB, Koaupyembix SARS-
CoV-2, B popMHUpOBaHUM CHUHIIUTUEB OCTACTCS B 3HAUUTEIHHOW CTETICHU HEU3BECTHOM.
ABTODBI MOKa3bIBAIOT, 4TO 0e1ok M SARS-CoV-2 s3¢dexktuBHO HHTHOUpYET 00pa3oBaHue
CUHIUTHS, BbI3BaHHOE Spike mim ero Bapuantamu (Anbda, enbra, OMUKPOH U T. 11.), U
npenoTBpamaer pacuieruienne Spike Ha S1 u S2 Ha ocHOBe CKpMHMHrOBOro aHanuza 20
BUPYCHBIX O0elkoB. Mexanuctudecku 0einok M B3auMozieicTByeT ¢ pypruHOM ¥ UHTHOU-
pyeT ero ¢GepMEHTAaTUBHYIO aKTHMBHOCTb, MpenoTBpamias pacmieruienue Spike. Kpome
Toro, M B3aumoselcTByeT co Spike HE3aBUCHMO OT €ro IUTOIIa3MaTHYECKOro XBOCTA,
yIIepKUBasi €r0 BHYTPH ITUTOILIA3MBI U YMEHBIIIAs JIOKAIM3AIHIO HA KIIETOYHON MeMOpaHe.
OTU pe3yibTaThl JAal0OT HOBOE MpEACTaBICHHE O poiu Oenka M B perynsunu (QyHKIUU
Spike ¥ MOMYEPKHUBAIOT BAXKHOCTH (HYHKIIMOHATHHOTO B3aWMOJICHCTBHUS MEXKIY BUpPYC-
HBIMH O€TTKaMH, MOJAYEPKUBas TOTEHIIMATbHBIC BO3MOKHOCTH JIJIsi pa3paboTKu Tepanuu

SARS-CoV-2.

4. Phys Chem Chem Phys. 2024 Feb 29.

doi: 10.1039/d3cp04997c. Online ahead of print.

Insights from in silico study of receptor energetics of SARS-CoV-2 variants

PesynbTaThl ccnenoBanus in silico S3HEPreTUKH perenTopoB y BapuaHToB SARS-
CoV-2

Lokendra Singh Dhami 1, Prabin Dahal 1, Bidhya Thapa 1 2, u ap.
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[TosiBnenne HOBBIX BapuaHToB SARS-COV-2 ¢ moBbimeHHONH MH(PEKIIMOHHOCTHIO,
BUPYJICHTHOCTBIO, BBICOKOW TPAHCMUCCHUBHOCTBIO M CIIOCOOHOCTBIO K HMMYHHOMY
YCKOJIb3aHUIO TMPOJIEMOHCTPUPOBAIO aJAaNTUBHOCTh M HBOJIIOIMOHHYIO MPUCIOCOOJICH-
HOCTh BUpyca. Borpoc oTHocuTenbHOro nopsiaka ahp@uUHHOCTH CBSI3bIBAHUS BapUaHTOB
SARS-CoV-2 ¢ peneniropom ACE2 uenoseka (hACE2) ropsigo o0Ccyk1aeTcsi, ¥ ero pelie-
HUE UMEET 3HAYCeHHE JIJIs AU3aiiHa U pa3paboTKH JiekapcTB. B nanHoit pabote aBTOpPHI UC-
CJeI0BAJIM DHEPreTUKY CBS3BIBAHUA perenTtop-cBs3biBaromero gomeHa (RBD) VOCs
SARS-CoV-2: Beta (B.1.351), Delta (B.1.617.2), Omicron (B.1.1.529), u VOI: Bapuant
Kappa (B.1.617.1) u Delta Plus (B.1.617.2.1) c yenoBeueckum penentopom ACE2, ¢ nc-
MOJIb30BAaHUEM MeToja 30HTHYHOro oTdopa nmpod (US ot umbrella sampling). Ilokazano,
gyto BapuaHThl Delta u Delta Plus umerot Gosiee BEICOKHE 3HAUYCHHS CBOOOTHON SHEPTUU
ces3piBanust US, yem aukwmii tTun (WT), Torna xak Bapuantsl Beta, Kappa u Omicron
UMEIOT OoJiee HU3KME 3HaUeHUs. J(anpHelmmii aHann3 BOJOPOIHBIX CBSI3€H, COJIEBBIX MO-
CTHKOB, PHEPTHH HECBSI3aHHOTO B3aUMOJICHCTBUS M IUIOIIAU KOHTAKTHOW MOBEPXHOCTH
Ha rpanune pasgena RBD-hACE2 ycranosuin, uto Delta siBiasieTcss BappaHToM ¢ caMoit
BBICOKOW ahPUHHOCTBHIO CBSI3BIBAHUS CPENId ATUX BAPUAHTOB.

5. PLoS One

. 2024 Mar 6;19(3):e0299082.

doi: 10.1371/journal.pone.0299082. eCollection 2024,

Genomic characterization of SARS-CoV-2 in Guinea, West Africa

I'enomuas xapakrepuctuka SARS-CoV-2 B I'Bunee, 3anagnas Adpuka

Mamadou Saliou Sow 1, Josue Togo 2 3, Lacy M Simons 4 5,

HecMoTpss Ha TO, YTO HEKOTOPBIC BBI3BIBAIONINE OOECIIOKOSHHOCTh BapUAHTHI
SARS-CoV-2 Gepyt cBoe Hauano ¢ appUKaHCKOTO KOHTHHEHTa, Bkitouas Beta, Eta u
Omicron, 60JBIIUHCTBO CTPaH APPUKU MO-MIPEKHEMY HEJIOCTATOUYHO OXBaY€HBI II100aJTb-
HBIMH YCWJIMSIMH 110 TEHOMHOMY Han30py. CTpeMsch 3alOJHUTh 3TH MPOOEIbl B 3HAHUSIX,
aBTOPBI IPOBEITU PETPOCIIEKTUBHOE BUPYCHOE TeHOMHOE HaboieHre B [ BuHee ¢ OKTa0ps
2020 roga no aBryct 2021 roga. Ouu oOHapyxwin, uyto kiaasl SARS-CoV-2 20A, 20B u
20C nomunupoBanu Ha npotskennn 2020 roja, moka 0JJHOBPEMEHHO HE MOSIBUINCH U Ba-
puanTthl Eta B suBape 2021 roga. BapuanTt Alpha ocraBancs TOMUHUPYIOIUM B T€UEHUE
Havana 2021 roga no nosiBnenus Bapuanta Delta B urosne. Y TUBUTENBHO, HO, HECMOTPS Ha
HEeOOoJBIION pa3Mep BEIOOPKHU 3TOTO UCCIIEAOBAHNUS, aBTOPHI TAKKE OOHAPYKHIIN COXpaHe-
Hue panaeit kiaapl 19B SARS-CoV-2 yxe B anpene 2021 roga. B coBokymHOCTH TH J1aH-
HBIC TIOMOTAIOT JIOTIOJTHUTH Hallle TOHUMaHue nTuHaMuku nomnysaun SARS-CoV-2. B 3a-
nagHoit A¢dpuke B Hauane nanaemun COVID-109.

6. Sci Rep. 2024 Mar 4;14(1):5325.

doi: 10.1038/s41598-024-55599-0.

Molecular characterization of SARS-CoV-2 Omicron clade and clinical
presentation in children
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Monekynsipaas xapakrepuctuka knaasl Omukpon SARS-CoV-2 u ximHuveckas
KapTHUHA Yy ACTEN

Rossana Scutari 1 2 3, ValeriaFox 1 2, VanessaFini 1,

[TokazaHo, yTo no KpaiiHel Mepe yeTbipe TMHUM OMUKpOHA HUPKYIUPOBAIH CPEIU
neteit ¢ nexadpst 2021 roga u 1o Hosops 2022 rona: BA.1 (33,6%), BA.2 (40,6%), BA.S
(23,7%) u BQ.1 (2,1%). He menee 70% unHdekumii kacanuce Aetei B Bo3pacte a0 1 rona,
npuyeM OONBIIMHCTBO U3 HUX ObUIH MH(pULKpoBaHbl tuHuEer BA.2 (n =201, 75,6%). [1pu
paccMOTpeHUHU TeHeTHdeckoi n3MeHunBoctu SARS-CoV-2 Obuio oOHapykeHo, uyTo 69
SNP 3naummo cBsi3anbl B mapax (phi <-0,3 wim > 0,3 u 3Hadenue p <0,001). 16 SNP Obutn
BOBJIEUEHBI B 4 OT/ENBHBIX KJacTepa (HavaabHbI ypoBeHb > 0,75). OuH U3 3TUX Ki1acTe-
poB (A23040G, A27259C, T23617G, T23620G) Takxe ObUT MOJIIOKUTEITHHO CBA3aH C yMe-
peHHBIM/TspKenbIM TposiBieHueM COVID-19. B nenom, 3t pe3yapTaThl HOIUYEPKUBAIOT
mmpokyto mupkymsinnio SARS-CoV-2 OMUKpoH y neTei, B OCHOBHOM B Bo3pacte < 1
rojia, M JAloT MPEICTaBICHUE O BUPYCHOM NUBepcU(UKAIINY TaKe C y4eTOM HEOOJIBIIIOTO
konunuectBa SNP, uto, HaKOHEll, TO3BOJISIET TPEANONIOKUTh, YTO BUPYCHAs TUBEpPCU(PHUKa-
111 TOTEHIIUAJIBHO BIUAET Ha TSHKECTh 3a00J1eBaHUS.
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