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PacnpocTtpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcsa noja HaoawaenueM (VUM), Ha oCHOBe K0JIM4€eCTBA MX T€eHOMOB,
AenoHMpoBaHHbIX B 0a3y naHHbIX GISAID 3a Henesro ¢ 23 ¢espans no 1
mapta 2024 r.
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Pocnompebnaozopa, Capamos, Poccuiickaa ®@edepayus

B o0030pe mpencraBnena nHGpopMaIus Mo MUPKYIUPYIOIIMM B HACTOSIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Omicron Be3siBarommux uatepec (VOI) u HaxoaqImmxcst Mo
HabmoaenueM (VUM), TeHOMHBIE TTOCTIEIOBATEIbHOCTH KOTOPBIX Pa3MeIIeHbl B MEK/yHa-
ponHoit 6aze nanueix GISAID 3a Henemnto ¢ 23 deBpans no 1 mapra 2024 1.

I[To coctosiamio Ha 1 mapra 2024 r. B cooTBeTcTBUU ¢ Kinaccudukanueir BO3 k Bapu-
anTtam Bupyca SARS-COV-2, Bei3biBatomux unrepec (VOI), oTHeceHbI mITh CyOBapHaHTOB:
XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. C 29 saBaps 2024 r. rpynmny OUPKYJIAPYIOLIIX
BapUaHTOB, Haxosmxcs noj HadmoaeHueM (VUM) npeacTaBisioT TpU TeHETUYECKUE JTH-
nun: XBB, XBB.1.9.1, XBB.2.3.

Ha cerogusmuuii nens B 6aze ganubix GISAID Bcero mpeactasiaeno 16 581 910 re-
HoMmoB Bupyca SARS-COV-2 (3a nepento nenonupoBano 14 669 nmocnenoBarensHocTeit). B
MHUpE CTpaHaMH — JINJEPAMHU 10 KOJUYECTBY JETOHUPOBAHHBIX T€HOMHBIX I1OCJIEI0BATENb-
Hocreit Bupyca SARS-CoV-2 ocrarorcst CIHA — (5 702 645 renomoB — 34,4% ot Bcex pas-
mernteHHbIX B GISAID) u BenukoOpuranus (3 146 276 renomos — 18,9%).

Bcero B 6a3y nannusix GISAID nenonupoBano 9 082 266 renomoB BapuanTa Omicron,
3a aHAIM3UPYEMYIO HEJIeN0 pasmenieHo emie 14 556 reHOMHBIX MOCIeI0BaTeIbHOCTEH —
99,2% ot Bcex mpeIcTaBIeHHBIX 32 TEKYILYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(1a mpouuioit Henene — 98,7%). Poccuiickumu naboparopusimu pasmetieHo 84 707 reHoMoB
SARS-COV-2, B Tom uncine Bapuanta Omicron — 52 345 reHOMHBIX NOCIIEI0BATEILHOCTEH.

Ha ceromusimamii nenp B 6a3e nanubix GISAID 3adukcupoBaHo n1emOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha nmpeasiayiien Heaene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHnoppa, Aarona, AH-
turya u bapOyna, Aurunes, Apreutuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bpuranckue Bup-
TUHCKHUE ocTpoBa, byran, Bypynau, bypkuna-®aco, Benukobpuranus, Benecyasna, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, ['ana, ['antu, ['amOus, ["aitana, ['Banenyma, ['BaTe-
mana, ['Bunes, ['epmanus, ['ubpanrap, l'onnypac, I'onkonr, I'penana, I'peuns, I'py3us, ['yam,
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I"abon, Jlanus, [xubytu, Jlomnankanckas Pecryonuka, Jlomunuka, JIPK JlemokpaTuueckas
Pecniy6mka Boctounsiii Tumop, [lemMokpatnueckass Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3amOus, 3umbadse, U3pauns, Unnus, Unnonesus, Mopnanus, Upak, Upan, Upnan-
must, Ucmannus, Ucnanms, Utanus, Ka6o-Bepae, Kazaxcran, KalimanoBsl OctpoBa, Kawm-
o6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kurait, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kiopacao, Jlaoc, JlatBus, JInuGepus,
Jlusan, JIuBus, JInuxtenmreiin, JIutea, Jlecoto (Koponesctso JlecoTo), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaitzus, Maneausel, Manera, Manu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3zam6uk, Moinosa,
Momnako, Monromnus, Montceppar, Mpsitama, Mukponesus, Hamu6us, Hunepnanasi, Hurep,
Hurepus, Henan, HezaBucumoe rocygapctso Camoa, Huy», Hopserusi, HoBast 3enanaus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, [Taparsaii, I[lannya HoBas I'Bunes, Ilepy, [lopryramus, [lonsma, ITyapTo-Puko, Pe-
10HbOH, Pecniyonuka Konro, Pecniybnuka Celimensckue OctpoBa, Pecniyonuka ['Bunes-bu-
cay, Pecnionuka Banyty, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckas ApaBusi, CeBepHas Makenonusi, CeBepusie Mapuanckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakusi, Cnoenusi, Cuaranyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cent-Buncent u ['penanunsl, Cent-JIrocusi, Cunr-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanus, Tepke u
Kaiikoc, Toro, Tonra, Tpununan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, Ykpanna,
Ypyreau, Ounnsaausa, Opannus, Opannysckas ['Buana, @panuysckas [Honunesus, Ouiu-
nuHbl, XopBarus, YepHnoropus, Yexus, Yunu, Yan, AP, eenus, [Ieinapus, pu-
Jlanka, DkBanop, IcToHusA, DcBatuHn, Dduonus, DxkBaropuanbHas [ Buaes, FOAP, IOxnas
Kopes, FOxnbiit Cynan, Snonus, Smaiika.

3a nocneanue 4 nHenenu 43 (20%) (3a npeasiaymue — 44 crpansr (20,5%) nomo-
HWJIM JaHHBIC O JICMIOHUPOBAHWU T'€HOMHBIX TocienoBatenbHocTeit Omicron B GISAID.
JlunaMuka pacrpocTpaHeHHUs B MUpe cyOBapuaHTOB Omicron CEeKBEHUPOBAHHBIX U 3arpy-
*eHHbIX B 0a3zy nanHbix GISAID npencraBinena Ha pucyHke 1. Cpeau HUpPKYJIUPYIOLIUX B
HacTosiiee BpeMs mraMMoB SARS-CoV-2 B Mupe AJOMUHHUPYIOT ABE CyOJIMHUHM BapHaHTa
BA.2.86: JN.1 (- 7,71% 3a nocnenuroro meneno) u JN.1.4 (- 2,22%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe (110 COCTOSIHUIO Ha
27.02.2024 1.)
['eneTnyeckoe pa3zHooOpasue HUPKYIUPYIOLIMX B PETMOHAX MHUpa CyOBapHaHTOB

Omicron 3a nmocieaaue 4 Heleau MOKa3aHO Ha pucyHke 2. Ha mpormeaiiei Hemene cpeau

HUPKYJIUPYIOIIHUX HITAMMOB BO BCeX pernoHax (kpome Adpuku) npeobdnagan cyOBapHaHT
JN.1, ynenbHbIi Bec koToporo coctanisut oT 48,29% B EBpone 10 56,1% B Tuxookeanckom

peruone. B ctpanax A¢puxu yarie cekBeHupoaiu cyoBapuant JN.1.18.
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHax Mupa 3a nocieanue 4
Henenu (C 30 suBaps mo 27 ¢pespans 2024 r.)

3a MOCHEeAHIO HENENI0 PacnpoCcTpaHeHHOCTh BapuaHTOB VOI B Mupe ocraercs Jo-
muHupyromei: FOxuoit Amepuke —99,1%, B Tuxookeanckom pernone — 98,9%, B CeBepHoit
Awmepuke — 97,8%, B Azun — 97,1%, B EBpornie — 95,1% (puc. 3).
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See https:/fwww.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions L.
analysis is based.

Pucynoxk 3. Pactipoctpanenue cyoBapuanToB Omicron B pernoHax MHUpa, CEKBEHUPOBaH-
HBIX 32 MTOCIIETHIO Heemto (o coctosiHuio Ha 27 despans 2024 r.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)

[To coctosuuio Ha 1 mapra 2024 r. pacmpoctpaHenue cyoBapuantoB XBB.1.5,
XBB.1.16 cocraBuno menee 1%. Pacnpoctpanenue EG.5 cauzunocs ¢ 5,4% Ha npeasiaymieit
Henene — 10 5,1 % wna Texymeit nenene, BA.2.86 — ¢ 3,7% no 3,3%.

B 6a3y manubsix GISAID EpiCoV mocnenoBarenbHOcTH, OoTHOCsIHecss kK XBB.1.5
(Kraken) nenonupoBansl u3 144 ctpan. 3a nocneanne 4 nenenu naboparopuu llcrpan pas-
mecTrin 55 mocnenaoBarenbHocTel cyoBapuanta (CIIA — 40%).

Cy6Bapuant XBB.1.16 (Arcturus) nenonupoBan u3 129 crpan, 3a nocnennue 4 He-
nenu — 32 mraMmMma u3 / CTpaH.

Cy6Bapuant EG.5 (Eris) cexkBenupoBan nadoparopusmu 110 ctpan (Ha npeabiaymieit
nHeznene — 110 crpan). 3a nocnennue 4 Henenu cyOBapHaHT MPEUMYIIIECTBEHHO BBIJCIISIN B
CIHIA (34,4% ot Bcex EG.5 cexBenupoBanHubix 3a 4 Henenu) u Kanane (30,5%).

Cy6Bapuant BA.2.86 (Pirola) mo coctosuuto Ha 1 mapra 2024 r. uupkynupyet B 89
cTpaHax. 3a nocnennue 4 Heaenu B 6a3y nanueix GISAID nmenmonupoBano 325 reHOMHBIX
nocnenoBarenbHocTel u3 22 crpan (Kanama — 31,4%, BenukoOpurtanus — 24,3%, CIIA —
16,9%, Snonus — 8,3% ot Bcex cekBeHUpOBaHHBIX BA.2.86 B 3TOT mepuon).

['enomHubIe nocnenoBareabHOCTH cyoBapuanTa JN.1 mpencrasnenst u3 116 crpan (Ha
npouuioi Heaene uz 112 crpawn). 3a mocnenHue 4 Heaenu CyOBapHaHT MPEHUMYIIECCTBEHHO
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Beiiessud B Mcanum (71%), Asctpanuu (69%), Hunepnangax (69%), Utamuu (68%), W3-
pauie (62%), IlIBeruu (59%), Benmukoopuranuu (57%), Cunramnype (51%), Kanane (50%),
CIIA (58%).

Bapuantbl, Haxoasmuecsi noa HadoawiaeHueM (VOI)

Cy6Bapuant XBB.1.9.1 (Hyperion) cekBenupoBan nadoparopusmu 127 crpan. Pac-
MPOCTPAHEHHOCTh BapuaHTa B Mupe coctarisieT 0,3%.

Cy6Bapuant XBB.2.3 (Acrux) mupkyaupyet B 118 cTtpanax mupa ¢ pacupocTpaHeH-
Hocteto 0,7%.

Cy6Bapuant XBB (Gryphon) mupkymupyert B 153 ctpanax. PacipoctpanenHocTs cy0-
BapuaHTa B Mupe coctaiset 0,2%.

Wudopmarmst mo 0OHOBJICHHBIM JaHHBIM O JISTOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-

IIpouieHT reno-
MOB, OTHOCSI-

KommuecTBo JIMYECTBO I'CHO- JXCS K BADI-
nenoHupo- | moB Omicron, fe- I;IHT Omicfon
Crtpana YupexaeHue, NpOBOAUBIIEE CEKBEHUPOBAHUE BaHHBIX T'CHO- | ITOHHUPOBAHHBIX M
) (B.1.1.529), ne-
MOB Omicron | 3a nmocieguue 4 HOHIDOBANHLIX
(B.1.1.529) | mememn (03.02. - p
01.03.2024r,) | 3&mocuenune 4
HEICIH
ABctpamms  (cradbmmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 174411 234 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00seBaEMOCTH) Molecular Medicine of the Austrian Academy of 194307 23 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 39 0 0.0
3a00JIeBa€MOCTH) :
AnGanus (crabwmusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
. . . 693 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckne Buprunckue | UW Virology Lab
ocTpoBa (crabunu3aius 3a60- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 157 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyma (crabu- | Carrington Lab, Department of Preclinical Sci-
nu3anus 3a00J1€BaeMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
10199 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
0oyieBaeMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JIEBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnanemr  (cradmnusanus | Child Health Research Foundation
2326 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00s1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 247 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7501 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benbrus (crabumuszaius 3a60- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 99873 14 100,0
JICBACMOCTH) ological Virology
benun (crabunmsanus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bbonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis-
7848 0 0,0
00JIEBaEMOCTH ) eases
bonuBus (crabumusanms 3a- | Laboratory of Respiratory Viruses and Measles, 974 0 0.0
00JIeBaCMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
Bbonsiip (crabmimzanus 3a60- | National Institute for Public Health and the Envi-
1081 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3455 0 0,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmsarust 3a- | Instituto Adolfo Lutz, Interdiciplinary Procedures
. 122630 1 100,0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bpuranckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6371 0 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1S 3a00J1€BAEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobpuranus (cradbmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1ms 3a00JI€BaCMOCTH) tium. Wellcome Sanger Institute for the COVID- 1518990 1695 99,9
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
650 0 0,0
00JIeBaCMOCTH) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
829 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. . . 6558 0 0,0
6oseBaEMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH ) réné¢(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 458 0 0.0
JICBAEMOCTH) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH)
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 697 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4105 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 536 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (ctabunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 583127 39 100,0
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 997 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13869 5 100.0
6oseBaEMOCTH)
I'penana WINDREF/SGU Laboratory 112 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 95508 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2610 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunuzanus 3abome- | Centers for Disease Control and Preven—tion Divi-
: ) : . 505 0 0,0
BAEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBAEMOCTH ) science, Aalborg University. Department of Virus 376378 47 100,0

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 2132 11 100,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Erunmer (crabmmusanmst 3a60- | Main Chemical Laboratories Egypt Army
2793 0 0,0
JIEBAEMOCTH )
3am6bus (crabwimmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1968 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmimsanus 3a- | National — Microbiology  Reference  Labora-
) S 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 120626 291 97.7
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a60- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 145983 1 100,0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop- 40728 3 100.0
3a00J1€Ba€MOCTH) ment
Hopnanus (cradmmusanus 3a- | Andersen lab at Scripps Research, CA, USA
250 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 431 0 0.0
GISAID
Wpan (crabmnusanus 3aboine- | National Reference Laboratory for COVID-19,
. 2875 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (crabunusanus 3a- | National Virus Reference Laboratory 61793 107 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology 11630 - 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 145804 199 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 98947 176 100.0
JICBACMOCTH ) rology Laboratory
Kabo—Bepne (crabmnmsarus | Institut Pasteur de Dakar
772 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2837 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1999 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1348 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanms 3a60- | Laboratoire de santé publique du Québec 358289 9924 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1692 0 0.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 6045 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 68732 88 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., el 15680 0 0,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 946 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
N . 9887 0 0,0
3a00JICBACMOCTH ) Ensefianza en Nutricion y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 310 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory 631 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmmmsanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 996 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keipreizcran  (cradunuzanus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabmmmsanust 3a- | National Institute for Public Health and the Envi-
1305 1 100,0
0oyeBaeMoCTH) ronment(RIVM)
Jlaoc (crabunmzanus 3aboite- LOMWRU/Mlcroblology Laboratory, Mahosot 1013 4 100.0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 155 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 938 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAEMOCTH ) ’
JlutBa (crabmnmsanus 3a00- | Vilnius University Hospital Santaros Klinikos,
- 12707 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmreitn  (ctabumuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' : 37708 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Maxkao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 00
JICBAaEMOCTH ) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7855 0,0
00JIEBAEMOCTH ) SUD
Maspuranus (cradunuszamms | INRSP-Mauritania 7 00
3a00J1€Ba€MOCTH) :
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . : 375 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBAEMOCTH ) Research Centre, National Institutes of Health, 35217 0,0
Ministry of Health Malaysia
Manasu (crabunusanus 3a60- | KRISP, KZN Research Innovation and Sequencing 983 0.0
JIEBAEMOCTH) Platform ’
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 160 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
) : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 42 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabunu3saius 3a- | Laboratoire de Biotechnologie
1353 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1543 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanms 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 46322 100,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
: 791 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctadmnmmsanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) . . 18 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 1053 100.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabunmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpsama (ctabuausanms 3a60- | DSMRC 166 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 877 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1301 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (cradbunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIEBAEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3329 55 100,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 84853 92 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosas 3emangus (crabunmsa- | Institute of Environmental Science and Re- 39326 204 100.0
111s1 3a00JIEBAEMOCTH) search(ESR)
Hosast Kanenonus (cradbwinu- | Laboratoire de Microbiologie Centre Hospitalier
L 2 70 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabunusanus 3a- Norv_veglan Institute of Public Health, Department 35977 5 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarms 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center 680 32 100.0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
; L 3495 0 0,0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a00- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 103 0 0.0
[Tanama (crabumuzarus 3a00- | Gorgas memorial Institute For Health Studies
3333 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctadbunusarus 3a- | Laboratorio Central de Salud Publica de Paraguay 9382 9 100.0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 38378 0 0,0
de SaludPera
[Tonpma (cTabmmm3aiius 3a00- | genXone SA, Research & Development Laboratory 47116 45 100.0
JIEBAEMOCTH)
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 94355 0 0.0
3a00JIeBa€MOCTH)
[Tyspro Puko (cradbmmusanms | Centers for Disease Control and Prevention Divi-
! . i : 19323 30 100,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
216 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocTti) | CNDR, Departamento de Virologia 335 0,0
Pecrryonmka CanbBamop (cra- | Genomics and Proteomics Departament, Gorgas 587 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctadbumusa- | Pathogen Genomics Lab, National Institute for Bi-
1Us1 3a00JIEBAEMOCTH) omedical Research (INRB), 28 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0,0

00JIEBAEMOCTH) SUD
Poccus (crabunmzanus 3a6o- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 52345 0,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanga (cradbunmsarus 3a60- | GIGA Medical Genomics 197 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 12290 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 408 0 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmmu3zarus 3abose- | sion of Viral Diseases, Pathogen Discovery 2092 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1775 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 107 0 0,0
CTH) of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 990 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1686 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_’ubllc !—Iealth Laboratory, National Centre 35953 148 100,0
6oeBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 919 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

89 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
28743 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 37851 0 0,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIIA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2063313 4736 99,9
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli-
30602 0 0,0
00J1eBaEMOCTH) ance
TaiiBanp (crabunmsanus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaeMOCTH) University Centers of Genomic and Precision Med- 4429 0 0,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 4 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3adomne- | Unité Mixte Internationale TransVIHMI(UMI 233

BacMOCTH ) IRD — U1175 INSERM — Université de Montpel- 519 0.0
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2808 0,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 922 0.0

JIEBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 99552 0.0

JIEBAEMOCTH )

VYranga (crabmmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 834 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 5494 0.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V36ekuctan (cradunmsarus | Center for Advanced Technologies 61 0.0

3a00JIeBa€MOCTH) ’

VYpyrBait (ctabunuzaumsi 3a- | Departamento Laboratorios de Salud Publica 311 00

6oeBaEMOCTH) (DLSP) Ministerio de Salud Publica ’
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®enepaTuBHbIE MTAThl MUK-

Pohnpei State Hospital,

ponesuu (cTabunmsanus 3a060- | State Laboratories Division, Hawaii State Depart- 90 0 0,0
JICBAEMOCTH) ment of Health
Oumunmuabl  (crabmmmsanus | Philippine Genome Center 15939 0 0.0
3a00J1€Ba€MOCTH)
Ounnsaans  (crabuin3anus Dep{artment of .Vlr.ology, Faculty of Medicine, Uni- 26177 50 100,0
3200JIeBAEMOCTH) versity of Helsinki
Opannus (cradmnusanus 3a- | CNR Virus des Infections Respiratoires — France 407000 169 100,0
00JIEBaEMOCTH) SUD
®pannysckas ['Buana (cradu- | National Reference Center for Viruses of Respira-

. : : 1682 0 0,0
Ju3arys 3a0071€BaeMOCTH) tory Infections, Institut Pasteur, Paris
®dpaHiy3ckas [Tonmuuesus | National Reference Center for Viruses of Respira-
(crabunmsarus 3aboaeBaeMo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsatus (crabwimsanus 3a- | Croatian Institute of Public Health 26036 0 0.0
00J1€BaEMOCTH)
LIAP (crabmnusanus 3abone- | Pathogen Sequencing Lab, National Institute for 80 0 0.0
BAa€MOCTH ) Biomedical Research(INRB) ’
Yepuoropust (crabunuzanus | Charité Universititsmedizin Berlin, Institut fiir Vi- 603 0 00
3200JIeBAEMOCTH) rologie ’
Yexus (crabunmusanms 3a6o- | The National Institute of Public Health 34457 10 100.0
JIEBAEMOCTH)
Yunu (cTabunmsarnms 3aboie- | Instituto de Salud Publica de Chile 28015 69 100,0
BAEMOCTH )
[IBeinapust  (cTabumu3amus Department"o.f Biosystems Science and Engineer- 58196 60 1000
3a00J1eBa€MOCTH) ing, ETH Ziirich.
[Iserus (crabmmsanus 3a00- | The Public Health Agency of Sweden 130995 166 100.0

JIEBAEMOCTH )

23




[pu-Jlanka (crabunuzamnus

Centre for Dengue Research and AICBU, Depart-

1191

0,0

3a00JICBACMOCTH ) ment of Immunology and Molecular Medicine

DkBanop (cTabumiuzarus 3a- In§t1tut0 Nacional de Investigacionen Salud Pu- 6931 24 100.0

00JIEBAEMOCTH ) blica, INSPI

DKBaTOpUaIbHas I'sunes | Swiss Tropical and Public Health Institute

(cTabunuzanus 3ab01eBaeMo- 2 0 0,0

CTH)

Ocatunm (crabmmusanus 3a- | Nhlangano Health Centre(National Institute for

00JIeBaCMOCTH) Communicable Diseases of the National Health La- 676 0 0,0
boratory Service)

Octonus (crabwmmsanms 3a- | Laboratory of Communicable Diseases(Estonia);

. : : 6158 0 0,0

00JIEBaEMOCTH ) Eurofins Genomics Europe Sequencing GmbH

D¢uonus (crabmmusanus 3a- | International Centre for Genetic Engineering and

00J1eBacMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 210 0 0,0
Genome Sequencing

FOAP (cradbunu3arus 3abomne- | KRISP, KZN Research Innovation and Sequencing 97879 29 100.0

BAEMOCTH) Platform.

Oxnas Kopess (crabunmsa- | Division of Emerging Infectious Diseases, Bureau

1Us1 3a00JI€BAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 158631 90 100,0
Disease Control and Prevention Agency

Oxupii Cynan (crabunmsza- | MRC/UVRI & LSHTM Uganda Research Unit,

1Us1 3a00JI€BAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan

SImaiika (crabmimsanus 3a00- | Carrington Lab, Department of PreClinical Sci-

JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The University 3426 0 0,0
of the West Indies

SInonus (crabwnmsanus 3a60- | Pathogen Genomics Center, National Institute of 460903 103 100.0

JIEBAEMOCTH)

Infectious Diseases

24




Myoaukanun:

1. bioRxiv [Preprint]. 2024 Feb 13:2024.02.12.580004.

doi: 10.1101/2024.02.12.580004.

SARS-CoV-2 Omicron XBB lineage spike structures, conformations, antigen-
icity, and receptor recognition

Crpyktyps! munos quaud Omicron XBB SARS-CoV-2, kordopmarius, aHTHTeH-
HOCTb U paCIIO3HABAHUC PCICIITOPOB

Qianyi E Zhang, Jared Lindenberger, Ruth J Parsons, u mp.

PexomOunanTHast muamst Bapuanta SARS-CoV-2 Omicron, monydrBias Ha3BaHHUE

XBB, nosiBunace B koH1e 2022 roaa v npuBesa K HOSIBJIEHUIO TIOTOMKOB, KOTOPBIE TIOCIIE-
JIOBATEJIBHO PACIPOCTPAHUIUCEH cpean HaceneHus. Ynensl muHuu XBB Obuin M3BECTHBI
YIIYYIIEHHON CIOCOOHOCTBIO YKJIOHSATHCA OT MMMYHHUTETa U TPAaHCMHCCHUBHOCTHIO. AB-
TOPBI OMPENETUIN Kpuo-OM-CTpYKTypbl 3KToAOMEHOB cnaiikoB XBB.1.5, XBB.1.16 u
EG.5 (S), 4To0b! BBIIBUTH MOBBILIEHHYIO «3arpy’K€HHOCTBY» pPELENTOpa B HEIOCTYITHOM
3aKpPBITOM COCTOSIHUU. B3auMoAeicTBHS MEXIPOTOMEPHOTO PELENTOP-CBA3BIBAIOLIETO
nomeHa (RBD), panee mabmonapmmecs B BA.1 u BA.2, OblIu COXpaHEHBI 711 YCHUIICHUS
cocrostaus 3-RBD-down. Iossimennas crtadbuiabHocTs RBD XBB.1.5 u XBB.1.16 xom-
MIEHCUPOBaJa MOTEPI0 CTAOMIBHOCTH, BBI3BAHHYIO PAaHHUMH MyTanusiMu Omicron, TOTa
kak 3ameHa F456L camxaina crabunbHocTh RBD EG.5. Jlonrocpounoe Bo3nelcTBrUe My-
Taui cyobeAMHULB S1 MOBIUAIO HA KOHPOPMALIMIO U MPE3EHTALMIO SIUTONA B CyOb-
enuHuLe S2. B COBOKYITHOCTH 3TH pe3yNbTaThl OTPAXatT TEMY UTEPATUBHON ONTHUMM3a-
[IMU CTAaOMIIBHOCTHU S-0elka 1o Mepe Toro, kak Omicron mpo10KaeT IBOTIOIMOHUPOBATS,
COXpaHsis IPH ATOM BBICOKYIO ah(pUHHOCTD CBSI3BIBAHUS C PELENTOPAMU U YCHUIIUBAs YKJIIO-
HEHUE OT UMMYHUTETA.

2. Gene. 2024 Feb 26:148291.
doi: 10.1016/j.gene.2024.148291. Online ahead of print.

Geometric Analysis of SARS-CoV-2 Variants
I'eomerpuueckuii ananus BapuantoB SARS-CoV-2

Mengcen Guan 1, Nan Sun 2, Stephen S-T Yau 3

B 3TOM HccienoBaHuu aBTOPBI MOCTPOUIIM T€OMETPUUECKOE MPOCTPAHCTBO
JUTSI TIPEAICTABJICHUS BCEX MOCIEOBATEILHOCTEH pa3nudHbix BapuantoB SARS-CoV-2.
Jlnst onpeniesieHus MpoCTPaHCTBAa TeHOMa UCIOJIb30BAJICS METOJT €CTECTBEHHBIX BEKTOPOB.
[TpoctpancTtBo renoma SARS-CoV-2 Obu10 MOCTPOEHO Ha OCHOBE 24-MEPHOTO MPUPO-
HOT'0 BEKTOpa, a COOTBETCTBYIOIIAsi METpHKa ObLIa onpeziesieHa MNoCpeACTBOM MPOBEICHUS
¢dunoreHernueckoro aHanuza. GuUIoreHeTHYEeCKUe IePeBbsl Pa3HbIX JIMHUIA, TOCTPOCHHBIE
110 BEIOpaHHOMY IPUPOJTHOMY BEKTOPY M METPHKE, COBIIAJANIN CO CTaHIapTaMU HAUMEHO-
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BaHUS JIMHU, YTO 03HAYAET KIACTEPU3AIMIO TUHUHN C OJJUHAKOBBIM a1()aBUTHBIM MTPePUK-
COM B (pMJIOTEHETHUYECKUX JepeBbax. boiee TOro, OTHOMIEHUS MEXITy Pa3IMYHBIMHU Kia-
namu B GISAID, n3zo6pakeHHbIE €CTECTBEHHBIM I'pa)OM, B OCHOBHOM COOTBETCTBOBAIIU
ONMCAHMIO, MPUBEJIEHHOMY B HauMeHoBaHuU kiajg GISAID. JlocToBepHOCTH 3TOrO reo-
METPUYECKOT0 MPOCTPAHCTBA OBLIA MPOJEMOHCTPUPOBAHA Pe3yabTaTaMu (HUIOTCHETHYE-
CKOTo aHaiu3a. TakuMm 00pa3oM, aBTOPHI MOCTPOUIIN T€OMETPUUECKOE MPOCTPAHCTBO IS
rearomoB SARS-CoV-2, xoTopoe mo3BossieT CpaBHUBATh pa3NdHbIe BapuaHThI. J{7s Ba-
puanta OmukpoH B.1.1.529 + BA wuccnenoBano 6osee 3 ThiC. ocieaoBaTeapHOCTENH. B
I1€JI0OM, 3TO HCCIEIOBAHUE OIMpPEEIIIO reoMeTpruaeckoe mpoctpanctBo SARS-CoV-2 ¢
WCTIOIH30BAHUEM TI0/IX0/1a €CTECTBEHHBIX BEKTOPOB. B KauecTBe moampoCTpaHCTBa B €B-
KJIUJOBOM MPOCTPAHCTBE PACCTOSHUS MEKIY TOUYKAMH, COOTBETCTBYIOIIMMH Pa3INUYHbIM
nocienoBarenbHOCTIM SARS-COV-2, oTpakaroT ux OMoJI0rHIecKne paccTosHus, 3hdex-
TUBHOCTH U HA/IGKHOCTH 3TOTO TEOMETPUIECKOTO MPOCTPAHCTBA, & PACCTOSHUS OBLIH J10-
kazaHbl ¢unoreHeTrHaeckuM u 1-NN(1-Ommkaiimuiicocen) KiacCuPpUKaIMOHHBIM aHAJIH-
3aMH. DTO TMPOCTPAHCTBO TAKXKE MO3BOJISIECT MPUMEHATH B JAJbHEHITUX HCCIEIOBAHMIX
MaTeMaTHYECKHE METO/IbI, TAKUE KaK JIMHEWHOE POrpaMMHUPOBAHUE.

3. Gene. 2024 Feb 24:909:148306.
doi: 10.1016/j.gene.2024.148306. Online ahead of print.

PHDtools: A platform for pathogen detection and multi-dimensional genetic
signatures decoding to realize pathogen genomics data analyses online

PHDtools: miardopma st oOHapy»KEHUSI MaTOT€HOB U MHOTOMEPHOTO JIEKOAUPO-
BaHUs TEHETUYECKUX CUTHATYD /ISl POBEACHUS OHJIaliH-aHaIN3a IAaHHBIX T€HOMUKH T1a-
TOTCHOB.

Dongyan Xiong 1, Xiaoxu Zhang 2, Bohan Xu 3,

B »TOM mccnenoBanuu aBTOpbI pa3paboTaid MHTEPAKTUBHYIO OHJIAWH-IIIAT-
dbopmy nox HazBarueM PHDtools ¢ 15 GpyHKIusaMu 11 aHam3a METareHOMHBIX JTAHHBIX
C LEJbI0 MICHTU(UKAIMU MOTEHIIMATBHOTO MMaTOT€Ha U JACKOJAUPOBAHUS MHOTOMEPHBIX
TeHeTUYECKUX CUTHATYp, BKIIOYas Bapuallid BHYTPU/MEXIY XO35SMHOM M BapHallMd Ha
ypoBHe nuHuH. [Tnardopma Obuta mpuMeHeHa 17 aHajdn3a METareHOMHBIX JTaHHBIX 00-
pasnoB, cobpanHbix OoT 172 3aBo3nbix ciaydaeB COVID-19. Ilo pe3ynbpratam aHamuza
mNGS y 27 nanuenToB BeisiBieHa konHpekunus SARS-CoV-2 mbo ¢ Bupycom rpunmna (n
= 9), mubo ¢ nukoOupHaBHpycoM uenoBeka (n = 19). JloctaTOYHOE MOKPBITHE BCEX CO-
OpanHbix reHoMOB SARS-C0oV-2 BoisiBHII0 cyOnuHuM BapuanTa OMUKPOH, a KOJIMYECTBO
MyTaliil B HECTPYKTYPHBIX TeHaxX U reHe M ObIJIO yBEIHUYEHO, TaK)Ke Bapualliil BHYTPU
X03siMHa npou3onuti B E, a ren M Haxoauics 1o MoJ0XuTelIbHbIM oTOopoM (Ka/Ks >
1). OTu nanHble 00 yBeNTUYEHUH WU U3MeHeHUU MyTanuii B renome SARS-CoV-2 xapak-
TEPU30BAIM TEKYILLME MOJAEIN aJalTUBHOMN 3BOMOLMH cyOnnHUi OMHUKPOHA U MOKA3aJIH,

26



YTO CKOPOCTH BOJIOIUH 3THX CYOIMHUN MOXKET yBenuunuThes. ClieJoBaTeNnbHO, MPUME-
HeHue PHDtools nokasaino, uro 3ta miargopma TouHa, yao0OHa U IPUMEHUMA JUIsl KIIMHU-
YECKHX 10JIb30BaTelIel, He BIaICIOLINX METOIaMU OMOMH(POPMATHKH, a KITMHUYECKUI MO-
HuTOopuHr reHOoMOB SARS-CoV-2, mpoBenennsiii ¢ ucnons3zoBaaunem PHDtools, Taxoke
BBISIBUJI TIOTEHITHATBHBIC 0cOOeHHOCTH ABONIOINN SARS-COV-2 Ha TeKymuii MOMEHT U
yKa3zai, 4To pa3paborka areHToB npoTuB SARS-COV-2 u HOBBIX BaKIMH JOJKHA BKIIIO-
YyaTh BapHUalluy F'€HOB, OTJINYHBIX OT I'eHa S.

4. Int J Mol Sci. 2024 Feb 16;25(4):2351.
doi: 10.3390/ijms25042351.

SARS-CoV-2 ORF7a Mutation Found in BF.5 and BF.7 Sublineages Impacts
Its Functions

Myramms ORF7a SARS-CoV-2, obnapyxennas B moanuausx BF.5 u BF.7, snusier
Ha ero PyHKIUH

Uddhav Timilsina 1, Emily B Ivey 1, Sean Duffy 1, u gp.

Ocobennoctsio cyoBapuantoB SARS-CoV-2 Omicron BF.5 u BF.7, kotopsie
B [IOCJIE/THEE BpeMsl LIUPKYJIMPOBAIM NpenMyliecTBeHHO B Kutae u SInonuu, Obi1a BbICO-
Kas pacnpoctpaneHHoCcTh MmyTanuu ORF7a:H47Y, npu koTopoii 47-i1 octatok ORF7a my-
tupoBan u3 ructuanHa (H) k Tupo3uny (Y). ABTOpBI OLIEHWIN BIUSHUE 3TOW MyTallud Ha
TpH OCHOBHbIE (pyHKIMH, npunuckiBaemblie 6enky ORF7a SARS-CoV-2. VX pe3ynbTaTsl
nokasbiBaroT, uro mytarus H47Y yxyamaer cnocoonocts ORF7a SARS-CoV-2 npotu-
BojieiicTBOBaTh peakiuu natepdepona I tuna (IFN-I) 1 mogaBnsiTh ypoOBHH TTTaBHOTO KOM-
miekca ructocoBMecTuMocTd I (MHC-I) Ha mOBEpXHOCTH KJIETOK, HO HE OKa3bIBa€T HUKA-
Koro BinusHUA Ha ero Gpynkuuio antu-SERINCS. B 11e5om 3Tu pe3ynbrarhl MOKa3bIBaIoOT,
yro myTtanus H47Y ORF7a Bnusier Ha BaxkHble (YHKIIMHU 3TOTO O€NKa, 4TO MPUBOIUT K
WU3MEHEHUSM B IATOTEHE3E.

5. Trop Med Infect Dis. 2024 Feb 15;9(2):50.
doi: 10.3390/tropicalmed9020050.

Spike S2 Subunit: Possible Target for Detecting Novel SARS-CoV-2 Variants
with Multiple Mutations

Cybobenununa Spike S2: Bo3MoxkHas 1eib 11 0OHApYKEHHsI HOBBIX BapHAHTOB
SARS-CoV-2 ¢ MHOKE€CTBEHHBIMU MYTaIlUSIMU

Teerada Ponpinit 1, Yutthana Joyjinda 1, Weenassarin Ampoot 1, u mp.
beuto nposeneno cpaBuerne 694 oopasos SARS-CoV-2 (2019-2022 rr.) B Ta-

WJIaHJIe ¢ UCTOJb30BaHueM Kommepueckoro Habopa anst RT-PCR u Habopa B coueranuu
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¢ mpaiimepamu S2 u 30H10M. 3ameieHHas amrumdukainus B ORF1ab Obuta oOHapykeHa
B OJIHOM IITamMmMe OMUKpOH BA .4, Torja kak B MuiiieHd S2 npobiieM ¢ amruindukanuei He
BO3HUKIIO. He ObLII0 cTaTUCTUYECKH 3HAUMMBIX pa3iuuuii B cpeHeM 3HaueHnn Ct Mexay
nenesbiMu reHamu (E, N, ORFlab u S2. Kpowme toro, 230821 HykiieoTHaHas OCIEA0Ba-
TEIBHOCTD, (IHBAPH-OKTAOPH 2022 r.), ObUIa MpOBEpPEHA HA HAIMYME MYyTallui B IpaiiMe-
pax u 3oH1ax S2 ¢ momompio PrimerChecker; BeposiTHOCTh BOSHHUKHOBEHUS MTPOOIIEM C
IPOU3BOJIUTENBHOCTEIO OYeHb Maiia. [Ipaitmepsl u 30HA S2 mo-npeKHEMY NPUBSI3aHbI K
[T OCHOBHBIM BapuaHTaM, LHUPKYJIUPYIOIIUM B HACTOSIIEE BpeMs BO BCEX CTpaHax U
Taunanzae, 6e3 pacrmo3HaBaHHs HECOBITAICHUH (MIOHB-HOSIOpb 2023 T.). DTO Hccae0BaHUE
MOKa3bIBaE€T BO3MOXKHBIE MIPEUMYIIECTBA OOHApYX)EHUS S2 B COYETAHUHU C OJHOBPEMEH-
HBIM OOHapYy’KEHHUEM TPeX T'eHOB B HaOope Oe3 BiausHus Ha 3HaueHue Ct Kaxa0i MUIICHH.
Cyobeauauna S2 MOXET ObITh MHOTOOOECIIAIONIEH MUIIICHBIO JIJIsi OOHAPYKEHUS BapUaH-
ToB SARS-C0OV-2 ¢ MHOKECTBEHHBIMU MYTAIHSIMH.
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