Amutpuena JI. H., Kpacnos 1. M, Uymaukona E.A., I'ycesa H.II., Ocuna H. A.,
3umupona A.A., UBanoBa A.B., Kapunayxos WU. I'., KapaBaesa T.b.,
IllepbakoBa C. A., KyTsipes B. B

PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noa HaooaenueMm (VUM), Ha ocCHOBe KOJIM4eCTBA X T€HOMOB,
JAenoHUPOBaHHBIX B 0a3y 1aHHbIX GISAID 3a nenearo ¢ 10 mo 16 dgeBpans 2024 r.

@KYVH Poccutickuti Hay4HO-UCC1e008amenbCKUll R(pOmMugoyymMuuli uncmumym « Mukpooy
Pocnompebnaosopa, Capamos, Poccuiickas @edepayus

B 00630pe mpeactaBiena uHGopmaius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Omicron Bei3eiBaromux uatepec (VOI) n Haxoasmmxcs mo
HaOmonenueM (VUM), TeHOMHBIE TTOCIIEIOBATEIIbHOCTH KOTOPBIX pa3MelieHbl B MEKIyHa-
poxHoit 6a3e manabx GISAID 3a Henemo ¢ 10 mo 16 pespans 2024 r.

[To coctostuio Ha 16 ¢enpains 2024 r. B cooTBeTcTBUM ¢ Kinaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux uaTepec (VOI), oTHECEHBI TSTh CyOBapuaH-
toB: XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. C 29 suBaps 2024 1. rpynny HupKyJIAPYO-
IIMX BapUAHTOB, HaXo X noj HaobmoaenneM (VUM) npeacTaBisioT TpU FTeHETHUECKHE
nuann: XBB, XBB.1.9.1, XBB.2.3.

Ha ceromnsmnuii nens B 6a3ze nannbix GISAID Bcero npencrasiero 16 547 019 re-
HoMmoB Bupyca SARS-COV-2 (3a nepento nenonupoBano 15 118 mocnenoBarensHocTeit). B
MHUpE CTpaHaMH — JIMJEPAMH MO KOJUYECTBY JACMOHUPOBAHHBIX T€HOMHBIX MOCJIEI0BATENb-
Hoctelt Bupyca SARS-CoV-2 ocrarorcs CIIHA — (5 056 415 renomoB — 30,6% ot Bcex pas-
mernieHHbIX B GISAID) u BenukoOpuranus (3 144 125 renomos — 19,0%).

Bcero B 6a3y nanusix GISAID nenonupoBano 9 047 656 renomoB BapuanTa Omicron,
3a aHAJM3UPYEMYIO HeNeNo pasmenieHo emie 14 577 reHOMHBIX MOCIe0BaTeIbHOCTEH —
96,4% oT Bcex mpeCcTaBIEHHBIX 3a TEKYILYIO HEJeNo reHoBapuanToB Bupyca SARS-CoV-2
(1a mpouwtoit Henene — 96,9%). Poccuiickumu naboparopusimu pasmetieHo 84 707 reHoMoB
SARS-COV-2, B ToM uncine Bapuanta Omicron — 52 345 reHOMHBIX OCIIEI0BAaTEILHOCTEH.

Ha cerognsimauii newp B 6aze ganubix GISAID 3adukcupoBaHo AenoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABctpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, AHnoppa, Anrona, AH-
turya u bapoyna, Aurunbs, Aprentuna, Apmenus, Apyoa, Adranucran, banrnanen, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocHus u ['epuerosuna, bonaiipe, bpasunus, bpynen, bpuranckue Bup-
TUHCKHUE OcTpoBa, byran, Bypynau, bypkuna-®aco, Benukobpuranus, Benecyasna, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Mmaina, I'Bunes, 'epmanus, ['u6panrtap, l'onnypac, 'onkonr, I'penana, ['peuus, ['py3us, 'yam,
I"abon, Jlanus, [xubytu, Jlomnankanckas Pecmyonuka, Jlomunuka, JIPK Jlemokparnueckas
Pecniybnuka Boctounsiii Tumop, Jlemokpatuueckas Pecniyonuka Can-Tome u [Tpuncunm,
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Erumner, 3am6ust, 3umbadBe, M3pawns, Uuaus, Uanonesus, Mopnanus, Upak, Upan, Upnan-
must, Ucmannus, Mcnanms, Utanus, Ka6o-Bepae, Kazaxcran, KalimanoBel OcTtpoBa, Kawm-
o6omxa, Kamepyn, Kanana, Karap, Kenust, Kunp, Kurait, Kupubaru, Konymo6us, Kocoso, Ko-
cra-Puka, Kor-a'Byap, Kyba, Kygseiit, Keipreizcran, Kropacao, Jlaoc, Jlatus, Jlubepus,
Jlusan, JIuus, JIuxtenmretin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukunii, MaBputanus, Makao, Manasu, Manaitzus, Maneausel, Manera, Manu,
Mapoxkko, Maptunauka, MapmamnoBsl OctpoBa, Maiiorta, Mekcuka, Mo3am6uk, MoJoBa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocymgapctBo Camoa, Huy», Hopserusi, HoBast 3enmanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [1akucran, [lanectuna, [Tanama,
[Tanay, Ilaparsaii, [lanya HoBas I'Bunes, [lepy, Ilopryranus, Ilonema, ITyapro-Puxo, Pe-
10HbOH, Pecniyonuka Konro, Pecniyonuka Celimensckue OctpoBa, Pecniyonuka I'Bunes-bu-
cay, Pecrionuka Banyty, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
TeH, CaynoBckas Apasus, CeBepHas Makenonus, CeBepusle MapuaHnckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakus, Cinosenusi, Cunramnyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cent-Buncent u ['penanunsl, Cent-JIrocusi, Cuar-MapteH, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanus, Tepke u
Kaiikoc, Toro, Tonra, Tpuaunan u To6aro, Tynuc, Typrus, Yranna, Y30ekucrtas, YKpauHa,
VYpyrsaii, Gunnsaaaus, @pannns, Opannysckas ['Buana, @pannysckas [Honnnesns, Oumnm-
nuHbl, XopBarus, YepHoropus, Yexus, Ynnu, Yan, HAP, IlIBenus, [lBenmapus, [pu-
Jlanka, DxBanop, Dcronus, IcBatuH, Dpuonus, DkBaTopuanbHas [ Bunes, FOAP, FOxnas
Kopes, FOxnsiit Cynan, AAnonus, Smaiika.

3a nocnennue 4 venenu 49 crpan (22,8%) (3a npenpiaymue — 54 ctpanst (25,1%)
JTOTIOJHUJIM JaHHBIE O JECMOHUPOBAHWHM TEHOMHBIX TMoOcCjeaoBaTeabHOCTeH Omicron B
GISAID. /lunamuka pacnpocTpaneHus: B MuUpe cyoBapuanToB Omicron CeKBEHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID mpencraBnena Ha pucynke 1. Cpenu mupKyIupyro-
X B Hactosuiee BpeMsa mraMmoB SARS-CoV-2 B Mupe JOMUHUPYIOT TPU CYOJIMHUU BapH-
anta BA.2.86: JN.1 (+ 3,54% 3a nocieantoro Hepeno), JN.1.4 (- 0,55%), IN.1.1 (- 0,17%).



Omicron sublineages
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

by BII/GIS, A*STAR Singapore

Pucynok 1. Pacnpoctpanenue cyoBaprantoB Omicron B mupe (1o COCTOSHUIO Ha
13.02.2024 1.)

I'enetnueckoe pazHooOOpaszne IUPKYIUPYIOIIUX B PErHoHaX Mupa cyOBapuaHTOB
Omicron 3a nocieanue 4 Helenu MoKa3aHo Ha pucyHke 2. Ha mpomesimiel Hemene BO Bcex
peruoHax npeo0Oanan cyoBapuant JN.1, yIeabHBIA BEC KOTOPOTO CPEIU IUPKYTUPYIOMIUX
mrammoB cocTtaBisut oT 40,09% B Asun 10 60,47% B THXOOKEaHCKOM PETHOHE.



Africa (+20 sequences)
N1 I 550

JN.LA I 10.0%

I I 10.0%
Jn.2 [ 50%
JN.1.6.1 I 5.0%
SN [ 5.0%
BA.2.86.3 I 50%
BA.2.56 N 5.0%

Europe (+4,229 sequences)

N, 1 I, ©0-27%
Jn.a I 14.09%
JN.LT I 6.62%
Jn7 Il 227%

BA.2.86.1 M 2.01%

an1s B 142%
N9l 123%

Jnz2 1%

Oceania (+468 sequences)

N, 1 N GO 47%
JnC1 I 8.76%
JN.1A I G.33%

HIC3 I 385%

BA.2.86.1 I 2.56%
Hv.1 [l 235%
Je.3l 128%

Ba.2.86 1.28%

Asia (+1,155 sequences)
JN.1 I, £0.09%
I T 20.26%
ONL I 6.93%
Jnas I 5%
BA.2.66.1 I 4.5%
He S 4.24%
HK.3.2 Il 4.07%
EG.5.1.10 1.21%
Je.3l 3%
HvA R 113%

North America (+6,675 sequences)
JH.1 I, .69 %
Jnas I 2107
I I 5.45%
H.1 Il 2.94%
INLE I 2.28%
N2 223%
JG.3 Il 219%
JNL7 I 198%
IN.2.50 141%

Variants of Interest

(Omicron XBB.1.5, XBB.1.16,
EG.5,BA.2.86, JN.1,

and all respective sublineages)

JN19l 139%
Other Omicron (non=-VOC/VOI/VUM)

South America (+132 sequences)
JN.1 I <6713
I I 1 36%
Jo..1 I 8.33%

Sublineages shown here
do not include
any descendunt lineages.

We gratefully acknowledge

JNL7 I 6.06%
the Authors from Originating
11 . 6.06% and Submitting laboratories
Jp.11 I 6.06% of sequence data on which the
v, B 4.55% analysis is based.
GK.1 I 4.55% -
W 152% ': Ez‘ll.’

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHax Mupa 3a nocieanue 4
Henenu (C 16 suBaps mo 13 despans 2024 r.)

3a MoCNeHIO HENET0 pacipocTpaHeHHOCTh BapuanToB VOI B Mupe ocraercs 10-
munupymomei: B FOxnoit Amepuke — 99,2%, B Epone — 97,1%, B CeBepHoii Amepuke —
96,1%, B Tuxookeanckom peruone — 95,5%, B Azun — 93,7%, B Adpuke —62,8% (puc. 3).



Africa Asia Europe Oceania North America South America
(+ 207) (+1,605) +3,5617) (+ 425) (+ 7,000) (+709)

(
62.8%
9.7 971 955! 96,1
1.4% ”» 2.4% 5%
B Variants of Interest (Omicron XBB.1.5, XBB.1.16, EG.5, BA.2.86, JN.1, and all respective sublineages)

35.7%
Variants under Manitoring (XBB and all respective sublineages)
B Other Omicron (non-VOC/VOI/VUM)
Others
B Former VOCs/VOIs/VUMs

North South
Africa Asia Europe Oceania America America

% Variants of Interest

(Omicron XBB.1.5, XBB.1.16, 62.80 93.71 97.08 95.53 96.06 99.15
EG.5, BA.2.86, JN.1 and sublineages)

% Variants under Monitoring
(Omicron XBB, and all respective 35.75 5.42 2.39 3.53 2.63 0.71

sublineages)

% Other Omicron

(non-VOC/VOI/VUM) 1.45 0.87 0.53 0.94 1.31 0.14
% Others 0 0 0 0 0
% Former VOCs/VOIs/VUMs 0 0 0 0 0

We gratefully acknowledge A .
This slide shows NEW data in GISAID on 2024-02-13 submitted since last report 7 days ago the Authors from Originating .
(new by submission date, not collection date) and Submitting laboratories

. R ) . . . . . of sequence data on which the
See https://fwww.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions f seq L
analysis is based.

Pucynok 3. PacnpocTtpanenue cyOBapranToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-
HBIX 32 MOCJIEHIO Henento (1o coctosiHuio Ha 13 deBpans 2024 r.)

Bapuaunrsl, Bei3biBawmume uarepec (VOI)

ITo cocrostamro Ha 16 deBpanst 2024 r. oTMEUeHO CHUKEHHE PacIpOCTpaHEHHUs CyOBa-
puanToB XBB.1.5 (¢ 1,95% na npenpiayuieit nenene — 1o 1,19 % na texymeit nenene), EG.5
(c 10,7% mo 7,9 %).

B 6a3y mannbsix GISAID EpiCoV mnocnenoBatenbHOCTH, oTHOCsImHecss Kk XBB.1.5
(Kraken) nenonupoBansl u3 143 crpan. 3a nociennue 4 Henenu nadopatopusimu 19 ctpan
AeToHNpoBaHo 165 cekBeHMpoBaHHBIX MocieaoBaTenbHocTel cyoBapuanTa (CILIA — 30,9%,
Yunu — 14,5%, SAnouus — 12,7%, bpasumust — 11,5%, Kanana — 11,5%).

Cy6Bapuant XBB.1.16 (Arcturus) genonupoBad u3 127 ctpan, 3a nociegHue 4 He-
nemu — 38 mraMMoB u3 9 cTpaH.

Cy6Bapuant EG.5 (Eris) cexkBennpoBan naboparopusimu 109 ctpan (Ha npeabiayuieit
nenene — 109 ctpan). 3a mocnennue 4 Heneau cyOBapuaHT MPEUMYIIECTBEHHO BBIJCISIN B
Kanazne (30,9% ot Bcex EG.5 cekBenupoBanHbiX 3a 4 Henmenu), CLIA (23,9%), SInoHun
(16,9%).

Cy6Bapuant BA.2.86 (Pirola) mo cocrostnuto Ha 16 deBpans 2024 r. uupkynupyer B
84 ctpanax. 3a nocnegnue 4 Hepenu B 6a3y nanubix GISAID genonupoBano 558 reHOMHBIX
nocnenoBarenbHocTe 3 30 ctpan (Bemukobpurtanus — 25,9%, Kanaga — 25,8%, Smno-
Hus — 15,2%, CILHA — 7,7% ot Bcex cekBeHnpoBaHHbIX BA.2.86 B 3TOT mepuon).
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['enomuble mocnenoBarenbHOCTH cyOBapuanTa JN.1 mpencrasienst u3 109 crpan (Ha
nponutoi Henene u3 103 crpan), pactpocTpaHeHeHHE CyOBaprUaHTa Ha MPOIIEAIICH Heeme
cTtabmnmn3upoBaioch Ha ypoBHe 81%. 3a mociennue 4 Hedenu CyOBapuUaHT IMpEUMYIIIe-
crBeHHO Bbiesud B M3pamne (90%), Ucnanuu (90%), CIIA (84%), Cunranype (83%),
Uranuu (82%), Benmukobopurtanuu (79%), [lseruu (71%), Kanane (71%).

Bapuantsl, Haxoasimmecsi noa Haoawaenuem (VOI)

Cy6Bapuant XBB.1.9.1 (Hyperion) cekBenupoBan s1abopatopusmu 127 ctpan. Pac-

MPOCTPAHCHHOCTh BapuaHTa B Mupe coctarisieT 0,6%.

Cy6Bapuant XBB.2.3 (Acrux) mupkymupyer B 118 cTtpanax Mupa ¢ pacripocTpaHeH-
Hocteio 0,7%.

Cy6Bapuant XBB (Gryphon) mupkymupyert B 153 ctpanax. PacipoctpaneHHOCTB Cy0-
BapuanTa B mupe coctaniser 0,4%.

Wudopmariust 1o 0OHOBICHHBIM JJAHHBIM O JCTIOHUPOBAaHHBIX TeHOMax Bupyca SARS-
COV- 2 BapuanTta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabmnue 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

KomxnuectBo
JENOHUPO-

B ToM 4ncnie xo-
JIMYECTBO I'€HO-
MoB Omicron, Jie-

IIpouieHT reno-
MOB, OTHOCS-
IMXCcs K Bapu-
anty Omicron

Crtpana YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE BaHHBIX IT'CHO- | ITOHHMPOBAHHBIX
. (B.1.1-529)) I[e'
MOB Omicron | 3a nocieguue 4 HOHIDOBANHLIX
(B.1.1.529) | mexem (20.01.— | ¥ Holc” e
16.02.2024 1.) e
HEICIH
ABctpanus (poct 3aboneBae- | NSW Health Pathology — Institute of Clinical Pa-
MOCTH) thology and Medical Research; Westmead Hospi- 174006 345 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 194275 60 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 39 0 0.0
3a00JIeBa€MOCTH) :
AnGanus (crabwmusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
. . . 693 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 157 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies

7




Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€eBaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
10090 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanwms | Child Health Research Foundation 9326 100,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 947 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benbrus (crabumuszaius 3a60- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 99816 5 100,0
JICBACMOCTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bonrapus (crabunmmsarust 3a- | National Center of Infectious and Parasitic Dis-
7848 0 0,0
00JIEBaEMOCTH ) eases
bonuBus (cumkenne 3aboie- | Laboratory of Respiratory Viruses and Measles, 938 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1081 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3455 0 0,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmzarus 3a- | Instituto Adolfp Lutz, Interdiciplinary Procedures 121913 82 100.0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6305 0 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1us 3a00J1eBa€MOCTH ) tium. Wellcome Sanger Institute for the COVID- 1516801 2651 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
632 0 0,0
00JIeBaCMOCTH) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
829 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. . . 6542 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH) réné(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 458 0 0.0
JICBAEMOCTH ) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 696 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (poct 3aboreBae-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4044 0 0,0
MOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 536 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (cTaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 581909 15 100,0
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 997 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
IC;TOI/II{)KOHF (poct 3aboneBaemo- | Hong Kong Department of Health 13866 7 100.0
I'penana WINDREF/SGU Laboratory 112 0 0,0
I'penst (crabunmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 95057 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2610 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 505 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 376785 43 100,0

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 2106 24 100,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Erumner (ctadbunuzanus 3a060- | Main Chemical Laboratories Egypt Army
2793 0 0,0
JIEBAEMOCTH)
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1268 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmimsanus 3a- | National — Microbiology  Reference  Labora-
) S 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 120285 296 100.0
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a60- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 145665 8 100,0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop- 40718 44 100.0
3a00J1€Ba€MOCTH) ment
Hopnanus (cradmmusanus 3a- | Andersen lab at Scripps Research, CA, USA
244 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 431 0 0.0
GISAID
Wpan (crabmnusanus 3aboine- | National Reference Laboratory for COVID-19,
. 2863 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 61644 216 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology
11475 0 0,0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 145167 353 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 98587 163 100.0
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
772 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2837 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1999 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1340 20 95,2
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 355738 2773 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1692 0 0.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5978 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 66781 66 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., el 15590 0 0,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 946 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
N . 9887 0 0,0
3a00JICBACMOCTH ) Ensefianza en Nutricion y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 271 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory 577 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmmmsanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 996 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keiprencran (crabunuzamus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabmmmsanust 3a- | National Institute for Public Health and the Envi-
1303 4 100,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabummsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 990 3 100,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 155 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 931 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAa€MOCTH ) ’
JlutBa (crabmnmsanus 3a00- | Vilnius University Hospital Santaros Klinikos,
- 12532 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmreitn  (ctabumuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' : 37708 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 00
JIEBAEMOCTH) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7855 0,0
00JIEBAEMOCTH ) SUD
Maspuranus (cradunuszamms | INRSP-Mauritania 7 00
3200JICBAa€MOCTH ) ’
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . : 375 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 34924 100,0
Ministry of Health Malaysia
Manasu (crabunusanus 3a60- | KRISP, KZN Research Innovation and Sequencing 983 0.0
JIEBAEMOCTH) Platform ’
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 160 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
) : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 42 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabunu3saius 3a- | Laboratoire de Biotechnologie
1353 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1547 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanms 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 46311 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
: 740 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmsanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) . . 18 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 1045 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabunmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 166 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 877 100.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1301 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (cradbunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIEBAEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3221 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 84563 112 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosas 3emangus (crabunmsa- | Institute of Environmental Science and Re- 38738 116 100.0
111s1 3a00JIEBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 70 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabunusanus 3a- Norv_veglan Institute of Public Health, Department 35967 ; 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarms 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center
614 0 0,0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
: L 3476 5 100,0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a00- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 103 0 0.0
[Tanama (crabumuzarus 3a00- | Gorgas memorial Institute For Health Studies
3301 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunu3sarus 3a- | Laboratorio Central de Salud Publica de Paraguay 9954 4 100.0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 38377 1 100,0
de SaludPera
[Tonpma (cTabmmm3aiius 3a00- | genXone SA, Research & Development Laboratory 47056 30 100.0
JIEBAEMOCTH)
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 94355 62 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puko (cradbmmusanms | Centers for Disease Control and Prevention Divi-
. . X . 18864 0 0,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
216 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocTti) | CNDR, Departamento de Virologia 335 0,0
Pecrryonmka CanbBamop (cra- | Genomics and Proteomics Departament, Gorgas 550 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctadbumusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 28 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0,0

00JIEBAEMOCTH) SUD
Poccus (crabunmzanus 3a6o- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 52345 0,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 197 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 12996 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 408 0 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2092 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1774 3 100,0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 107 0 0,0
CTH) of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 990 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1686 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_>ubI|c !—Iealth Laboratory, National Centre 35863 344 100,0
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 912 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

88 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University 28645 14 100,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 37851 31 100,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2647111 4508 100,0
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 30533 9 100.0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 4428 0 0,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 4 0 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3adomne- | Unité Mixte Internationale TransVIHMI(UMI 233

BacMOCTH ) IRD — U1175 INSERM — Université de Montpel- 519 0 0.0
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2808 3 100,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 922 10 100.0

JICBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 99192 0 0.0

JIEBAEMOCTH )

VYranga (crabwmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 822 0 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 5205 0 0.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V3o6ekuctan (cradmnmsanus | Center for Advanced Technologies 61 0 0.0

3a00JIeBa€MOCTH) ’

VYpyreait (ctabmnmmszanusi 3a- | Departamento Laboratorios de Salud Publica 047 0 00

6oeBaEMOCTH) (DLSP) Ministerio de Salud Publica ’
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®enepaTuBHbIE MTAThl MUK-

Pohnpei State Hospital,

ponesuu (cTabunmsanus 3a060- | State Laboratories Division, Hawaii State Depart- 90 1 100,0
JICBAEMOCTH) ment of Health
Oumunmuabl  (crabmmmsanus | Philippine Genome Center 15923 0 0.0
3a00J1€Ba€MOCTH)
Ounnsaans  (crabuin3anus Dep{artment of }/l(ology, Faculty of Medicine, Uni- 96116 77 100,0
3200JIeBaEMOCTH) versity of Helsinki
Opannus (camxenue 3a6oie- | CNR Virus des Infections Respiratoires — France 406293 169 100,0
BAEMOCTH) SUD
®pannysckas ['Buana (cradu- | National Reference Center for Viruses of Respira-

. : : 1682 0 0,0
Ju3arys 3a0071€BaeMOCTH) tory Infections, Institut Pasteur, Paris
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Myoaukanun:

1. ADAPTIVE ADVANTAGE OF DELETION REPAIR IN THE N-
TERMINAL DOMAIN OF THE SARS-COV-2 SPIKE PROTEIN IN VARIANTS
OF CONCERN

AJTanTUBHOE TIPEUMYIIIECTBO BOCCTAHOBJICHUS JieIeIny B N-KOHIIEBOM JJOMEHE IIIH-
noBuHOTO Oeka SARS-C0V-2 B BeI3bIBAIOIMNX OCCITOKONCTBO BapUaHTaxX

Miguel Alvarez-Herrera, Paula Ruiz-Rodriguez, Beatriz Navarro-Dominguez u ap.

[penpunrt doi: https://doi.org/10.1101/2024.01.23.575696

Myraiuu B N-konniesoM gomene (NTD) 6enka-muna (S) urparoT KIIOUEBYIO POJIb
B TIOSIBJICHUH ycTemHbIX JuHuii Bupyca SARS-CoV-2. M3yuanu BiausiHME Ha «yCHEI-
HOCTbH» BUPYCa HOBbIX KOMOMHAIIMI MyTalui, onpeaenstomux duauo NTD, obHapyxeH-
HBIX B BapuaHTax Ainbda, Jleapta 1 OMukpon. Merogamu cpaBHUTENIbHON T€HOMUKH HC-
cienoBanbl 6osiee 10 MUTTHOHOB 001IeOCTYIMHBIX 00pa3iioB SARS-CoV-2, utoOs! omnpe-
JIEJIUTh YCIEIIHOCTh MEpPEeAayu MpU pa3InyHbIX KomMOuHanusx mapkepoB NTD. Kpome
TOT0, 0XapaKTePU30BaJIu BUPYCHBIN (DEHOTHUI TAKMX MAapPKEPOB B CYppPOTaTHOM CUCTEME in
vitro. Anbda-Bupycsl, Hecymue BocctanoBieHHbIe aeneruu S:AH69/V70 u S:AY 144 na
anbda-(oHe, ObUIH CBSA3aHBI C MOBBIIIEHHON Mepenayell Mo CpaBHEHUIO C APYTUMU KOM-
ounanusmu MmapkepoB NTD. [Tocne nosiBnenust muauu Omicron BA.1 ansda-Bupycsl, co-
neprkaniie o0e BOCCTaHOBJICHHBIE JENIEHUH, TO-TIPEKHEMY I€MOHCTPUPOBAIH MOBBIIIECH-
HYIO0 IIEpeIady o CpaBHEHMIO ¢ uxX aHasioramu BA.1. bonee Toro, penapupoBaHHBIE €iIe-
IIUU Yalie HaOII0Jannuch y MOXKWIBIX JIoel, nHpuimpoBanubix Alpha, Ho ne BA.1. buo-
JIoTUYEeCKasi XapaKTePUCTHKA in Vitro Mojieeil BOCCTAaHOBICHUS AeNIeNH UIoB Omicron
BA.1 Taxxke BwIsIBUIA cyniecTBeHHbie pazmuuuss ¢ Alpha. B BA.1 pemapanus
S:AV143/Y 145 noBbimana ¢y30reHHOCTh U BOCIIPUUMYHMBOCTD K HEHTpaIM3alMK ChIBO-
POTKO BaKIIMHUPOBaHHBIX Jinll. HanpoTus, penapauusa S:AH69/V70 cymiecTBeHHO He U3-
MEHMJIA 3TU MPU3HAKH, HO CHU3WJIA BUPYCHYIO HH(PEKIMOHHOCTh. OTHOBpEMEHHOE BOC-
CTaHOBJICHHE 00€UX JeNIeIUil IPUBEJIO K CHIYKEHUIO (PYy30T€HHOCTH. DTH Pe3yNbTaThl MO~
YEpKHUBAIOT CIOXKHBIN reHoTur-penotunuieckuit nanamadt nuka NTD y SARS-CoV-2,
KOTOPBIH BIKSAET Ha OMOJOTHIO BUpYyCca, 3P(HEKTUBHOCTD MEPeaun U BOCIIPUUMYUBOCTD K
HelTpanuzauuud. B nenoMm, 3To uccieqoBaHue paciupsieT Halle MOHWMaHUEe SBOIIOIUU
SARS-CoV-2, 4ro umeeT nociaeACTBUs Al OOIIECTBEHHOTO 3/IpaBOOXpaHeHUs U Oyay-
[IUX HUCCJICIOBAHUI.

2. Front Immunol. 2024 Jan 29:15:1341906.
doi: 10.3389/fimmu.2024.1341906. eCollection 2024.

Bioinformatic analysis of defective viral genomes in SARS-CoV-2 and its im-
pact on population infection characteristics
buoundopmarnueckuii ananus AedeKTHBIX BUPYCHbIX TeHOMOB SARS-CoV-2 u
€ro BJIMSHUC HA TTOITYJAIUOHHBIC XapaKTCPUCTUKA I/IH(I)CKHI/II/I
Zhaobin Xu 1, Qingzhi Peng 1, Jian Song 1, u ap.
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DVG (aedexTHbie BUpYCHBIE TEHOMBI) IIUPOKO PACIIPOCTPAHEHBI IPU UH(PEKIUSAX,
BbI3BaHHbIX PHK-Bupycamu. IIpoBenen anann3 JaHHBIX BBICOKOIIPOU3BOAMUTEIBHOTO CE-
KBEHHPOBaHUS M BBIIBICHO mupokoe npucyrcteue DVG B SARS-CoV-2. CpaBHutemns-
ueiid aHanmu3 SARS-CoV-2 u pasnuunbix JIHK-BupycOB BBISIBIII MOBBIIICHHYIO BOCIIPH-
MMYHBOCTb K TOBPEXKICHUSAM U MOBBIIICHHYIO F€TEPOre€HHOCTh 00pa31l0B CEKBEHUPOBAHUS
B reHoMe SARS-CoV-2. Ananu3 riryOnHbI BapraOeTbHOCTH MOJTHOT€HOMHOTO CEKBEHHPO-
BaHMS TMOKa3aj Oosiee BhICOKMM Koddduiment Bapuanuu mais SARS-CoV-2, toraa kak
aHanu3 DVG BbIBIII 3HAYUTEIBHYIO JIOIK0 CAUTOB pEeKOMOMHAINY, YTO YKa3bIBaeT Ha 3a-
METHYIO T€TEpOr€HHOCTh F'€HOMa M IMO3BOJIIET MPEANOJI0KHUTh, YTO OOJbIIAsl 4acTh CO-
OpaHHBIX BUPYCHBIX YaCTHUI[ COAEPKUT HemousiHble mnocienoareabHocTd PHK. Kpome
TOT0, U3y4YEHBI pazuyusl B TIyOMHE CeKBEHHpPOBaHUs U conepxkanun DVG mexnay pasz-
JUYHBIMU IITaMMaMu. Pe3ynbTaThl OKa3aiu, 4ToO 110 MEpe SBOJIIOLUYU BHpyca HabIo1a-
€TCsl 3aMETHOE YBEIMYEHUE JI0JIM MHTAKTHBIX T€HOMOB BHYTPU BUPYCHBIX YacCTHULl, O YEM
CBUJIETENIbCTBYIOT JaHHBIE CEKBEHUPOBAHUS TPETHET0 MOKOJIEHUs. B yacTHOCTH, 1071s1 UH-
TAKTHOTO TeéHoMa y mramMma OMHKpPOH NPEBOCXOJWIa TAaKOBYIO y mTamMMmoB /[lenbTta n
Anbda. OT0 HabmoneHne 00bSICHAET NOBBIIICHHYI0 HH(PEKIIMOHHOCTh MTaMMOB OMHUK-
POH I10 CpaBHEHMIO cO mTamMMmamu Jlenbta u Anbda. [Ipennonaraercs, 4To 3TO CBA3aHO C
YIAYUYIIEHHON COCOOHOCTBIO COOPKHM BUpPYCa, MOCKOJIBKY Y ITaMMOB OMUKpPOH 00Jier-
yeHo cBs3piBaHue PHK u kancunnoro 6enka, yTo cokpaiiaer BpeMsi BO3IEUCTBUS Ha ys3-
BUMYIO BUpYycHYI0 PHK B cpene X03sMHa ¥ 3HAUUTENBHO CMSTYaeT €€ Jerpajanuto. AB-
TOpBI cMojienupoBaiu BiusiHue 3¢dekroB DVG npu paznuuHbIX (pakTopax oKpyKaroien
Cpellbl Ha XapaKTepUCTUKH MHPEKIHUU U HBOJIIOLMIO Monyasuuu. VX pe3ynbrarsl Aat0T
00BSICHEHHE TECHOM CBSI3U MEXKY TSXKECThIO CUMIITOMOB U CTETIEHBIO BUPYCHOM MHBA3UH,
a TaKXKe CYIIECTBEHHOMY HECOOTBETCTBHIO MOMYJISIIMOHHBIX XapaKTEPUCTUK MH(DEKIINH,
BbI3BAHHOM OJIHUM M TE€M K€ IITaMMOM B Pa3HbIX YCJIOBUSX OKpY’Karollel cpeabl. ITo
UCCIIeZIOBaHUE MPEACTABISET HOBBIM MOAX0] K OyAyIeMy U3y4eHHUIO BUPYCOB U pas3pa-
OOTKE BaKI[MH.

3. SARS-CoV-2 Omicron XBB lineage spike structures, conformations, anti-
genicity, and receptor recognition

Crpykrypsl munoB guHEE Omicron XBB SARS-CoV-2, kondopmarius, aHTUTeH-
HOCTBb U paCliO3HABAHUC PCICTITOPOB

Qianyi E. Zhang, Jared Lindenberger, Ruth J. Parsons u ap.

[Mpenpunt doi: https://doi.org/10.1101/2024.02.12.580004

PexomOunanTHbie uHuu Bapuanta SARS-CoV-2 Omicron, xapakTepu3oBainch
YIY4IIEHHON CIOCOOHOCTBIO YKJIOHSATHCS OT MMMYHHUTETa U TPAaHCMHUCCHUBHOCTBHIO. AB-
TOPBI ONpeneausiu Kpuo-OM-cTpyKTypsl 3kToA0MeHOB cnaiikoB XBB.1.5, XBB.1.16 u
EG.5 (S), 4ToObI BBISIBUTH NOBBIIIEHHYIO 3arPyKEHHOCTh PELIENTOPA B HEAOCTYIIHOM 3a-
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KPBITOM COCTOSIHMM. B3aumoielicTBUs MEXIPOTOMEPHOIO PELIENTOP-CBA3BIBAIOIIETO J0-
meHa (RBD), panee nabmonasmuecs B BA.1 u BA.2, Ob11u coxpaHeHsl UIsl yCUIIEHUS
cocrosinus 3-RBD-down. IloBbimennas crabmibHocts XBB.1.5 1 XBB.1.16 RBD kom-
NIEHCUPOBaJa MOTEPIO CTAOMIIBHOCTH, BBI3BAHHYIO PAaHHUMH MyTanusMu Omicron, Torjaa
Kak 3ameHa F456L camxana crabunbHocTh RBD EG.5. [lonrocpounoe Bo3nelcTBUE My-
Tanuil cyObeanHuIBl S1 MOBIMAIO HA KOH(POPMALIMIO U MPE3EHTALUIO 3MUTONA B CyOh-
enuHuLe S2. B COBOKYITHOCTH 3TH pe3yNbTaThl OTPAXKAIOT TEMY UTEPATUBHON ONTHUMM3A-
IIUH CTAOMIIBHOCTH S-0eka 1o Mepe Toro, kak Omicron npoJobKaeT 3BOJIIOLIMOHUPOBATb,
COXpaHsis IPH ATOM BBICOKYIO ah(pUHHOCTD CBSI3bIBAHMS C PELENTOPAMU U YCUIINBAs YKJIIO-
HEHUE OT UMMYHHTETA.

4. Spike N354 glycosylation augments SARS-CoV-2 fitness for human adapta-
tion through multiple mechanisms

I'mukosunupoBanne Spike N354 moseimaer npucnoco6nennocts SARS-CoV-2 k
aJlanTanyu K 94C€JIOBCKY MOCPCACTBOM MHOKECTBA MCXaHU3MOB

Pan Liu, Can Yue, Bo Meng, u ap.
[Ipenpunt doi: https://doi.org/10.1101/2024.01.29.577677

B xoxae nponommkutensHoro teuenus nanaeMun COVID-19 cenekTuBHOE NaBiieHUE
MIPUBEJIO K MOsABJICHUIO psna BapuaHToB SARS-CoV-2. HenaBHO BO3HHKIIIME BapUaHThHI
OTJIMYAIOTCS OT MPEAKOB JOMOJHUTENbHBIM TIMKO3UWINPOBAHUEM B JIOMEHE, CBS3bIBAIO-
niem peuentop munoBugHoro 6enka (RBD). [letanu toro, kak mpruoOpeTeHne TIIMKO3HU-
JUPOBAHUS BIUAET HA MPUCTIOCOOIICHHOCTh BUPYCa U aJIalTAIIUIO YEI0BEKa, 10 KOHIA He
M3y4YeHbl. ABTOPBI TPOAHAIU3UPOBAIH POJib N354-CBSI3aHHOTO TJIMKO3UIUPOBAHUS, MIPHU-
oOpeteHHoro cyonunusmu BA.2.86, kak anemenTa koHpopmarmonHoro koHTposist RBD B
ocnabyiieHnu BUPYCHOW WH(peKnrnoHHOCTH. CHUXEHHas MH(EKIIMOHHOCTh MOXKET OBITh
BOCCTaHOBJIEHA B TPUCYTCTBUHM Cylb(dara remapuHa, KOTOPBIM HAIleIeH Ha «KapMaH
N354», 4T00BI 00JETYUTh OrPaHUYEHUS] KOHPOPMATMOHHOTO MEePex0/ia, MPUBOISAIIETO K
cocrosiuuto «RBD-up», Tem caMbiM obecrieunBasi peryinupyeMyr0 HHQPEKIIMOHHOCTb.
Kpowme Toro, rmuko3unupoBanue N354 ynydmiuio pacuierieHue CailkoB U CIAUsTHUE Kile-
TOK U, B YaCTHOCTH, MTO3BOJIUJIO YKJIIOHUTBCS OT ofHOM nmoarpymnmsl antuten ADCC. Bme-
CTE CO CHUKCHHOW MMMYHOTEHHOCTHIO Ha (JOHE THOPUIHOTO UMMYHHUTETA 3TO YKA3bIBAET
Ha TO, YTO TJIMKO3WIMPOBAHUE EIUHUYHON aMHUHOKHCIOTHI 00ECIEUUBACT CEEKTUBHOE
MIPEUMYIIIECTBO MOCPEICTBOM MHOXKECTBA MEXAHU3MOB.
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