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PacnpocTtpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxca noja HaoawoaenueM (VUM), Ha oCHOBe KOJIM4€eCTBA UX TeHOMOB,
AeNnOHUPOBAHHBIX B 0a3y naHHbIX GISAID 3a Henesio ¢ 3 mo 9 geBpans 2024 r.
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B o0030pe mpencraBnena uHGpopMaIus Mo MUPKYIUPYIOIIMM B HACTOSIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Omicron Bei3eiBaromux natepec (VOI) n Haxoasmmxcs mo
HaOmonenueM (VUM), reHOMHBIE MTOCIIEIOBATEIbHOCTH KOTOPBIX pa3MelIeHbl B MEKIyHa-
poanoii 6a3ze nanubix GISAID 3a Hepenro ¢ 3 mo 9 ¢gespans 2024 r.

[To cocrostauio Ha 9 despans 2024 r. B cooTBeTcTBHH ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BesiBatomux uatepec (VOI), oTHECEHBI TSTh CyOBapuaH-
toB: XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. C 29 suBapst 2024 r. B rpyImiy HUpKyIupy-
IOIMX BapUaHTOB, HaxoAsmuxcs noa HaomoaenueM (VUM) BKITIOUEHBI TPU T€HETUYECKUE
muaun: XBB, XBB.1.9.1, XBB.2.3.

Ha cerompnsmnuii nens B 6a3ze nannbix GISAID Bcero npencrasiero 16 531 901 re-
HoMm Bupyca SARS-COV-2 (3a nmenento genonupoBanHo 17 630 mocnemoBaTenbHOCTEH). B
MHUpE CTpaHaMH — JIMJEPAMH M0 KOJUYECTBY JCTIOHUPOBAHHBIX TE€HOMHBIX MOCIIEIOBATEb-
Hoctelt Bupyca SARS-CoV-2 ocratorcs CIIA — (5 051 700 reromo — 30,6% ot Bcex pas-
mereHHbIX B GISAID) u Benukooputanus (3 142 321 renom — 19,0%).

Bcero B 6a3y nannbix GISAID nenonuposano 9 033 079 renomoB Bapuanta Omicron,
3a aHAIM3UPYEeMYI0 HeJento pasmenieHo eme 17 087 reHOMHBIX MOoCieIoBaTeIbHOCTENH —
96,9% ot Bcex mpecTaBIeHHBIX 3a TEKYILYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(na mponwtoit mveaene — 99,7%). Poccuiickumu nabopatopusimu pasmeniero 87 701 renom
SARS-COV-2, B Tom uncne Bapuanta Omicron — 52 345 reHOMHBIX MOCTEA0BATEILHOCTEH.

Ha cerogusimamii nenp B 6a3e nanubix GISAID 3adukcupoBaHO emOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hepene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyna, Aurunbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBus, borcBana, bocHus u ['epuerosuna, bonaiipe, bpasunus, bpynen, bpuranckue Bup-
TMHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyana, Benrpus,
Buprunckue Octposa (CILIA), Beetnawm, 'ana, I'autn, 'am6us, ["aitana, 'Bagenyna, ['BaTe-
mana, ['Bunes, ['epmanus, ['ubpanrap, l'onnypac, I'onkonr, I'penana, I'peuns, ['py3us, ['yam,
I"abon, Jlanus, [xubytu, Jlomnaukanckas Pecmyonuka, Jlomunuka, JIPK Jlemokpatudeckas
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Pecniyonuka Boctounsiii Tumop, Jlemokpatuueckas Pecniyonuka Can-Tome u [Tpuncunm,
Eruner, 3am0us, 3umbadse, U3pauns, Unaus, Uunonesus, Mopnanus, Upak, Mpan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OctpoBa, Kawm-
o6omxa, Kamepyn, Kanana, Karap, Kenust, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puka, Kor-n'UByap, Kyba, Kygseiit, Keipreizcran, Kropacao, Jlaoc, Jlatus, Jlubepus,
Jlusan, JIuus, Jluxrenmrreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizus, Mansausel, Mansra, Mainu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppar, Mbsitnma, Mukponesus, Hamubus, Hunepnanast, Hurep,
Hurepus, Henan, HezaBucumoe rocynapcrso Camoa, Huy»s, Hopserusi, HoBas 3enanmus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, Ilaparsaii, [lanya Hosas I'Bunes, [lepy, Ilopryranums, Ilonema, ITyapro-Puxo, Pe-
1oHbOH, Pecriybnuka Konro, Pecniyonuka Ceiimensckue OctpoBa, Pecniyonuka ['Bunes-bu-
cay, Pecionuka Banyty, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckas ApaBusi, CeBepHas Makenonusi, CeBepusie Mapuanckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakus, Cinosenusi, Cunramnyp, Cupus,
CHIA, Cent-Kutc n HeBuc, Cent-Buncent u [ 'penagunsl, Cent-JIrocus, Cuar-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunana, TaitBanb, Tanzanus, Tepkc u
Kaiikoc, Toro, Tonra, Tpununan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, Ykpansa,
VYpyrsaii, Gunnsaaaus, @pannns, Opannysckas ['Buana, @pannysckas [Honmnnesns, Oumnm-
nuHbl, XopBarusa, YepHoropus, Yexus, Yunn, Yan, AP, IIBeuus, llseiinapus, lpu-
Jlanka, DxBanop, Icronus, IcBatnuau, Dpuonusi, JkBatopuanbhas [ Bunes, FOAP, FOxnas
Kopes, FOxunbiit Cynan, Snonus, Smaiika.

3a nocnennue 4 Hepenu 54 crpansl (25,1%) (3a npenpiayniue — 56 crpan (26%)
JOTIOJTHUJIM JaHHBIE O JETMOHUPOBAHWUM TEHOMHBIX MoOcJienoBaTelbHOCTe Omicron B
GISAID. /Ilunamuka pacnpocTpaHeHus B Mupe cyoBapuanToB Omicron CEeKBEHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y panHbix GISAID npencrasnena Ha pucynke 1. Cpenu nupkyiupyo-
mux B Hactosuiee BpeMsa mraMmoB SARS-CoV-2 B Mupe JOMUHUPYIOT TPU CYOJIMHUU BapH-
anta BA.2.86: JN.1 (+ 2,92% 3a nmocneantoro Heneno), JN.1.4 (+ 2,58%), IN.1.1 (- 0,54%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

by BII/GIS, A*STAR Singapore

Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B mupe (1o COCTOSHHIO Ha
06.02.2024 r.)

['eneTndeckoe paszHoOOpaszve NUPKYIUPYIOIIMX B PErMOHAaX MHUpa CyOBapHaHTOB
Omicron 3a nocieanue 4 Helenu MOKa3aHo Ha pucyHke 2. Ha mpomesimiel Hemene BO Bcex
pernoHax npeobOanan cyoBapuant JN.1, yleabHBIA BEC KOTOPOTO CPEIU IUPKYITUPYIOIIUX
mTamMMoB cocTaBisut oT 37,93% B Asun 110 55,32% B EBpore.



Africa (+6 sequences)
I N 50.0%
INCT I 33.33%
BA.2.86.1 I 1567

Europe (+5,195 sequences)

JN. 1 I, 55-32%
INLa I 13.71%
JN I 7.72%

BA.2.86. 1 2.58%

JN.2 I 177%
JN7 I 16%
JN.1.B W 1.46%

Je.3l 121%
JN.1.9 I 1.04%

Oceania (+700 sequences)
52.57%

N
JN.1.T I 10.71%
JNLA I ©.57%
HK.3 I 4.43%
BA.2.86.1 I 371%
HY. 1 3.43%
HK1 Il 2.14%
JNASH 1.29%
BA.2.86 0 1.29%
JN2 B 4%
B 4%

Asia (+1,909 sequences)
JN.T I G793 %
IN.1.4 I 20.27%
JNLS I 7.07%
JNU1.T I 6.5%
HK.3 I 5.66%
HK.3.2 I 4.03%
BA.2.86.1 I 3.93%
EG.5.1.1 10 1.57%
JG.3 W 1.47%
HV.1 R 1.05%

North America (+8,167 sequences)
JN.1 I, 6. 1%
IN1A I (1%
IN1 I 5.84%
HY. 1 4.44%
JN1.2 I 2.89%
36,3 2.46%
JN1.81 M 187%
JNA7 W 171%

Variants of Interest

{Omicron XBB.1.5, XBB.1.16,
EG.5 BA.2.86 JN1,

and all respective sublineages)

JN.1.2 0 1.09%
Other Omicron (non-VOC/VOI/VUM)
South America (+157 sequences; .
( . ) Sublineages shown here
JNA 26.5% y
do not include

1.1 I 10.83 i
JD.1 10.83% any descendant lineages.

HY.1 I 10.19%
JNLT I 7-54%
JD.1.1.1 I 7.62%
JNLT I 4.46%
GK.1 I 382%
EG.5.1.1 0 2.55%
JN.2.5 W 1.91%
JNAZE 127%
B 127%

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories
of sequence data on which the
analysis is based.
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pactipoctpanenue cyoBaprantoB Omicron B pernoHax Mupa 3a mnocliieaue 4
uenenu (C 9 saBaps mo 6 pespains 2024 r.)

3a MOCIJIETHIOK HEJEII0 paclpocTpaHeHHOCTh BapuaHToB VOI B Mupe ocraercs A0-
MuHupymomei: B FOxHoit Amepuke — 98,6%, B CeBepnoit Amepuke — 97,7%, B Tuxookean-
ckoM peruone — 96,2%, B Epornie — 95,4%, B A3uu — 80,2%, B Adpuke — 76,8% (puc. 3).
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(Omicron XBB.1.5, XBB.1.16, 76.79 82.03 95.38 96.21 97.67 98.60
EG.5, BA.2.86, JN.1 and sublineages)

% Variants under Monitoring
(Omicron XBB and all respective 8.93  14.05 3.99 2.29 1.94 1.40

sublineages)

% Other Omicron
{non-VOC/VOI/NUM) 14.29 3.92 0.63 1.50 0.39 0
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of sequence data on which the

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions L
analysis is based.

Pucynoxk 3. Pactipoctpanenue cyoBapuanToB Omicron B pernoHax MUpa, CEKBEHUPOBaH-
HBIX 32 MOCJICTHIOW Heemo (1o cocTosHuio Ha 6 deBpans 2024 1.)

Bapuaunrsl, Bei3biBawmme narepec (VOI)

[To cocrosinuto Ha 9 ¢enpansa 2024 r. OTMEUEHO CHUYKEHUE PacHpOCTpaHEeHUs cyOBa-
puantoB XBB.1.5 (¢ 2,5% na nmpeasinymei Henene — g0 1,95 % na tekymieit Hemene),
XBB.1.16 (¢ 1,4% no 0,9 %), EG.5 (c 13,4% no 10,7 %), BA.2.86 (¢ 5% no 4,6%).

B 6a3y nmannwsix GISAID EpiCoV mnocnenoBatenbHOCTH, oTHOCsImHecss kK XBB.1.5
(Kraken) nemonmpoBans! u3 142 crpan. 3a nociennue 4 Heaenu nadboparopusimu 20 crpan
JIETOHUPOBAHO 263 CeKBEeHUPOBaHHBIE TTOCe0BaTeNbHOCTeH cyOBapuanTa (CIIA — 34,6%,
Kanana — 15,9%, SInonus — 14,8%).

Cy6Bapuant XBB.1.16 (Arcturus) aenonupoBad u3 127 ctpan, 3a nociegHue 4 He-
nenu — 80 mrammoB u3 10 cTpas.

Cyo6Bapuant EG.5 (Eris) cexkBenupoBan snadoparopusmu 109 ctpan (Ha npeasiaymieit
uHenene — 105 cTpan). 3a mocnennue 4 Henenu cyOBapuaHT MPEUMYIIECTBEHHO BBIJCISIN B
Kanazne (27,7% ot Bcex EG.5 cexBenupoBanubix 3a 4 uemenu), CIIA (25,6%), SInoxuu
(18,2%).

Cy6Bapuant BA.2.86 (Pirola) mo cocrosauio Ha 9 deBpans 2024 r. uupkyaupyeT B 82
cTpaHax. 3a mocnennue 4 Heaenu B 6a3y manHeix GISAID nmenmonumpoBano 827 reHOMHBIX



nocnenoBatenbHocTed U3 32 crpan (BenukoOpuranus — 22,4%, Kanama — 19,6%, Smo-
Hus — 12,3%, Isenus — 10,3%, CIIA — 10% ot Bcex cekBeHHpoBaHHBIX BA.2.86 B 3TOT
MIEPHUON).

['eromHbIe OcTenoBaTeIbHOCTH cyoBapuanTa JN.1 npencrasiens! u3 103 ctpan (Ha
npoILiok Hepene u3 97 crpan), pacpocTpaHeHEHHE CyOBapHaHTa yBeaInIuiaoch ¢ 69,3% o
74,4%. 3a nocneanue 4 Henenu cyOBapuUaHT MPEUMYIIECTBEHHO BbiAeisuin B CUHramype
(85%), Bemukobpurtanuu (80%), Ncnanuu (76%), Uunonesun (71%), Kanane (46%). Ilo
naaasiM CDC B CIIA cpeay ceKBeHHPOBAHHBIX 32 MOCIEIHUE 2 Heneau BapuanToB SARS-
CoV-2 ynenenbiii Bec JN.1 Beipoc ¢ 84,3% mo 93,1% (https://covid.cdc.gov/covid-data-
tracker/#variant-proportions).

BapuanTsl, Haxonasmuecs nox Hadoawaeauem (VOI)

Cy6Bapuant XBB.1.9.1 (Hyperion) cekBeHupoBaH s1abopatopusmu 125 ctpan. Pac-

MPOCTPAHEHHOCTh BapuaHTa B mupe coctasisieT 0,8%.

Cy6Bapuant XBB.2.3 (Acrux) cekBerupoBat B 118 ctpanax Mupa ¢ pacrnpocTpaHCH-
Hocteio 0,9%.

Cy6Bapuant XBB (Gryphon) nupkynupyert B 153 ctpanax. PacripoctpaneHHOCTb Cy0-
BapuaHTa B MHUpe cocTaBisieT MeHee 1%.

Nupopmanust mo 0OHOBIEHHBIM JAHHBIM O JIEIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToMm uucie konu-

[IponieHT reHOMOB,

JIEBAEMOCTH)

Konmnuectso YECTBO 'TCHOMOB OTHOCAIIUXCA K
nernoHupoBaH- | Omicron, genoHu- | BapuaHTy Omicron
Crpana YupexaeHue, NpoBOJMBIIIEE CEKBEHUPOBAHUE HBIX TECHOMOB poBanHbIX 3a mo- | (B.1.1.529), nemo-
Omicron cienHue 4 Hepenu HHPOBAHHBIX 34
(B.1.1.529) (13.01. - nocieaaue 4 He-
09.02.2024 r.) pi (1%
Asctpamus (crabunmsanus 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 173717 432 100,0
of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for Mo-
- . : 194223 63 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
Asepbaiimkan  (cradbmamsanus | National Hematology and Transfusiology Center 39 0 0.0
3200JIeBa€MOCTH) :
AnbGanus (crabwnmsanus 3a6o- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
JIEBA€MOCTH) Public Health England
Amxup (crabunusarms 3abone- | National Reference Center for Viruses of Respiratory
: . . 693 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
ocTpoBa (crabmmm3arus 3adoJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (cradbu- | Centers for Disease Control and Prevention Division of
. . : 138 0 0,0
Jr3arys 3a00J1€BaCMOCTH) Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnrona (crabunmsanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BAGMOCTH ) Platform
Annoppa (crabunmsanus 3ab6o- | Instituto de Salud Carlos 111 323 0 0.0




Amnturya u bapOyna (crabunu3a-

Carrington Lab, Department of Preclinical Sciences,

1Us1 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus

Aprentuna (crabwimmsarms 3a- | Instituto  Nacional — Enfermedades  Infecciosas

1009 7 100,0

00J1eBaCMOCTH ) C.G.Malbran

Apmenus (crabmnmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of

JIEBAEMOCTH) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia

Apy6a (crabmmusamust 3abose- | National Institute for Public Health and the Environ- 1060 0 0.0

BaEcMOCTH) ment(RIVM) ’

Adranucran (cradmimsarus 3a- | Central Public Health Lab 9 0 00

00JIeBaEMOCTH ) ’

baramckue octpoBa (ctabunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0

1St 3a00JIEBAEMOCTH) waldo Cruz Institute, FIOCRUZ :

banrmagem (crabmnumsanus 3a- | Child Health Research Foundation 9984 15 100,0

00J1eBaeMOCTH)

bap6anoc (cradbummsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBA€MOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 247 0 0,0
Medical Sciences, The University of the West Indies

Baxpeiin (cradbunu3zarus 3abone- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0

BAacMOCTH) rectorate ’

Benapych (crabmnusamnus 3a6o- | Laboratory for HIV and opportunistic infections diag-

JIEBa€MOCTH) nosis The Republican Research and Practical Center for 120 0 0,0
Epidemiology and Microbiology(RRPCEM)

benus (crabunmsanus 3abonesa- | Texas Children's Microbiome Center 703 0 0.0

€MOCTH) ’

benbrus (poct 3a0oneBaemoctr) | KU Leuven, Rega Institute, Clinical and Epidemiologi- 99764 0 0.0
cal Virology ’

benun (crabunmsanms 3abone- | Institut fiir Virologie — Institute of Virology — Charite 518 0 0.0

BAEMOCTH)




bepmynckue octpoBa (cTabumim-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 210 0 0.0
Bosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 7848 0 0.0
JIEBAEMOCTH ) ’
bonmBus (camwkenue 3adoneBae- | Laboratory of Respiratory Viruses and Measles, Os- 234 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomiip (crabunuszanus 3abone- | National Institute for Public Health and the Environ-
1081 1 100,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JM3alys 3a00J¢BaEMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanus 3a6o- | Botswana Institute for Technology Research and Inno-
) 3455 1 100,0
JIEBAaCMOCTH ) vation
bpasunus (crabunusanus 3a6o- | Instituto Ac_jolfo Lutz, Interdiciplinary Procedures Cen- 121869 117 99.2
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunm3anus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6305 0 0,0
boratory)
byran (ctabunuzanus 3aboneBa- | AFRIMS 100 0 0.0
€MOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051€eBa€MOCTH) :
bypynau (crabmmuzanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . : 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukobOpurtanus  (cradbuimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1515063 2771 100,0
nomics UK (COG-UK) consortium.
Benrpus (crabunmsanust 3a6o- | National Laboratory of Virology, Szentdgothai Re- 577 0 0.0

JIEBAEMOCTH)

search Centre




Benecynana (crabunuzanus 3a00-

Laboratorio de Virologia Molecular

829 0 0,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. o 6495 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmsanus 3aboneBa- | Centre  de recherches médicales de Lamba- 5 0 0.0
€MOCTH) réné¢(CERMEL) '
I"autu (crabmnusarus 3aboneBa- | Laboratoire National de Santé Publique — LNSP(HAITI
458 0 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) '
I'am6Oust (crabuimsanus 3abone- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3zarms 3a60- | National Reference Center for Viruses of Respiratory
: . . 696 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabummsanus 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An-
. 4044 0 0,0
JIEBAEMOCTH) gel Garcia
I'eunes (crabunmsarust 3abose- | Centre de Recherche et de Formation en Infectiologie 536 0 0.0
BaeMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) '
I'epmanus (crabunmsanus 3a6o- | Charité Universititsmedizin Berlin, Institutfiir Virolo-
JICBAEMOCTH ) gie. Institute of infectious medicine & hospital hygiene, 581908 71 100,0
CaSe—Group.
I'ubpanTap (crabunmzarus 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
JIEBAEMOCTH) Public Health England
Tonnypac (crabunuszanus 3a6o- | Genomics and Proteomics Departament, Gorgas Me-
) . : 227 7 100,0
JIEBAEMOCTH) morial Institute For Health Studies
INonkonr (crabmmmsarms 3a6o0- | Hong Kong Department of Health 13852 0 0.0

JIEBAEMOCTH)
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I'penana WINDREF/SGU Laboratory 112 2 100,0
I'penmst (crabmmuzanus 3aboie- | Greek Genome Center, Biomedical Research Founda- 95934 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-

BaEMOCTH) nome Research, R. G. Lugar Center for Public Health 2610 1 100.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunusarus 3aboneBac- | Centers for Disease Control and Preven—tion Division 490 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 376719 96 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunmszanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — PecmyOnuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3abomeBaemo- | trol and Prevention, USA 2106 31 100,0

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6osesa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncumu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abose- | Main Chemical Laboratories Egypt Army 9789 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1268 0 0.0

BAEMOCTH) ’

3umbabBe (cTabunmsanus 3a60- | National Microbiology Reference Laboratory(Quadram 316 0 0.0

JIEBAEMOCTH)

Institute Bioscience)

11




W3paunp (crabunmzanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

120206 427 98,6
JIEBAEMOCTH )
WNunus (crabunusanus 3abome- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 145250 24 100,0
Centre for Cellular and Molecular Biology
Wunonesus (crabmnmzanus 3a- | National Institute of Health Research and Development 40628 31 100,0
00J1eBaEMOCTH)
Nopnanus (crabunusanus 3a00- | Andersen lab at Scripps Research, CA, USA 244 0 0.0
JIEBAEMOCTH ) '
Upak (ctadbunmsanus 3adoneBae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 429 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2852 0 0,0
€MOCTH) Institute of Iran
Wpnangus (crabunmsanus 3a60- | National Virus Reference Laboratory 61527 244 100,0
JIEBAEMOCTH )
Wcnanmust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology
11475 0 0,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 144282 388 100,0
JIEBAEMOCTH)
Uranus (crabunuszanus 3abose- | Army Medical Center, Scientific Department, Virology 98383 363 100,0
BacMOCTH) Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
746 0 0,0
00J1eBaeMOCTH)
Kazaxcran (cradunu3zarus 3a00- | Reference laboratory for the control of viral infections 9837 0 0.0
JIEBAEMOCTH) '
Kam6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1999 0 0.0
JIEBAEMOCTH) '
Kamepyn (cradwnmsanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
. 1320 0 0,0
JIEBAEMOCTH) Emergentes et Ré—¢mergentes)
Kanama (crabmnmsanus 3abomne- | Laboratoire de santé publique du Québec 353990 2841 1000

BAEMOCTH)
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KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusanus 3adosnesa- | Biomedical Research Center(BRC), Qatar University /
. 1692 0 0,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (crabmnumszarms 3abone- | KEMRI-Wellcome Trust Research Pro- 5747 0 0.0
BaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
Kunp (cradbmm3zanus 3a6onesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craObunmsamnus 3aboie- I\_latlonal Institute for Viral Disease Control and Preven- 66612 98 100.0
BaEMOCTH) tion
Konym6us (cradbunusarus 3a60- | Instituto Nacional de Salud— Direccion de Investigacion
1 15590 0 0,0
JIEBAEMOCTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 946 3 100.0
BacMOCTH) gie '
Kocra—Puka (crabmnmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9831 0 0,0
00J1eBa€MOCTH) Enseflanza en Nutricion y Salud
Kot I'MByap (crabunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 271 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory '
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory 577 0 0.0
MOCTH) '
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 996 0 0,0
BaE€MOCTH) Medicine, Kuwait
Keipreizcran (crabmimzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment '
Kropacao (crabmmmsamust 3a60- | National Institute for Public Health and the Environ-
1297 2 100,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3adosieBac- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 981 0 0.0
MOCTH) tal ’
JlatBus (crabunuzamus 3aboie- | Latvian Biomedical Research and Study Centre 14445 0 0.0

BAEMOCTH)
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Jlecoro (crabmnuzanus 3aboie-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 155 0 0.0
Jlubepus (cradbunmsarms 3a6o- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmnusaius 3abose- | Laboratory of Molecular Biology and Cancer Immunol- 931 0 0.0
BAEMOCTH) ogy, Lebanese University Public Health England ’
JluBust (crabmnuzanus 3abone- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ,
Jlutsa (crabunu3zarust 3abonesa- | Vilnius University Hospital Santaros Klinikos, Center
. 12532 0 0,0
€MOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabmnmsarms | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (ctabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 37708 1 100,0
00JIeBaCMOCTH ) Genomics Platform
Maxkao (crabunmzanusi 3aboine- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Maspukwuii (ctabmnusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 7855 0 0.0
JIEBAEMOCTH ) ’
Maspurtanus (crabmiuzanus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory
: . . 375 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (crabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry of 34669 10 100,0
Health Malaysia
Managu (cradunusamus 3abone- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
BACMOCTH ) Platform
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
: : . . 160 0 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (crabunm3aius 3a60- | Indira Gandhi Memorial Hospital 333 0 0.0

JIEBAEMOCTH)
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Manpra (cTabunuzanus 3aboie-

Molecular Diagnostics Pathology Department Mater

BacMOCTH) Dei Hospital Malta 163 0.0
MaprrayutoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 42 0.0
JU3arys 3a00J1¢6Ba€MOCTH) of Health ’
Mapokko (crabmimsainus 3a0o0- | Laboratoire de Biotechnologie 1353 0.0
JIEBAEMOCTH ) ’
Maprunuka (crabmnmsainus 3a- | CNR Virus des Infections Respiratoires — France SUD 1547 0.0
00J1eBaeMOCTH) ’
Mekcuka (crabunusamust 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos
46309 100,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (ctabunmsanus 3a060- | KRISP, KZN Research Innovation and Sequencing
i 740 0,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzanus 3a60- | ONCOGENE LLC 698 0.0
JIEBAaCMOCTH ) ’
Momnaxko (cradbunmsanus 3a6oie- | National Reference Center for Viruses of Respiratory
: ) . 18 0,0
BAacMOCTH) Infections, Institut Pasteur, Paris
Mouromnust (crabunmsarus 3a60- | National Centre for Communication Disease (NCCD)
: 1045 0,0
JICBAEMOCTH) National Influenza Center
Monutceppar (crabunusarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsiama (crabunuzanums 3a6one- | DSMRC 164 0.0
BAEMOCTH)
Hamubus (crabmmusamms 3a6o- | National Institute for Communicable Diseases of the
: . 826 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1301 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0.0
€MOCTH) ease Control ’
Hurepust (crabmmusamus 3a00- | African Centre of Excellence for Genomics of Infec- 3991 0.0

JIEBAEMOCTH)

tious Diseases(ACEGID), Redeemer’s University
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Hunepnanae! (crabmimzanus 3a-

National Institute for Public Health and the Environ-

00J1eBaEMOCTH ) ment(RIVM) 84408 175 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enanaus (cradbunmsanus | Institute of Environmental Science and Research(ESR) 38738 324 100.0
3a00JIeBa€MOCTH) ’
Hosas Kanemonus (cradbunmsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 70 0 0.0
11s1 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a00- | Norwegian Institute of Public Health, Department of 35967 29 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3zarus 3abonesae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center 614 0 0.0
€MOCTH) ’
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
IMakucran (crabunmsanus 3a6o- | Department of Virology, Public Health Laboratories

JICBAEMOCTH) Division 3476 15 100,0
[Manay (ctabunuzanus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabunmsanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunu3arust 3a6omae- | Gorgas memorial Institute For Health Studies 3301 4 100.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (crabunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a11us 3a00JICBACMOCTH ) '
[MaparBaii (crabunusaius 3a6o- | Laboratorio Central de Salud Publica de Paraguay 9953 0 0.0
JIEBAEMOCTH) ’
[Tepy (crabunuzarmms 3aboneBae- | Laboratorio de Referencia Nacional de Biotecnologia y 38372 1 1000
MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru '
[Monsira (cradbunu3arius 3a6oie- | genXone SA, Research & Development Laboratory 47017 69 100.0
BAEMOCTH) ’
[Mopryranus (crabmimsanus 3a- | Instituto Nacional de Saude(INSA) 24268 0 0.0

00J1€Ba€MOCTH)
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[Tyspro Puko (crabunmzanus 3a-

Centers for Disease Control and Prevention Division of

00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery 18864 17 100,0
Pecniyoniuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0 0.0
3a1us 3a00JIEBAEMOCTH) atory (MDU-PHL) ’
Pecniyonmuka JlxuoOyru (cradbu- | Naval Medical Research Center Biological Defense Re-
. 633 0 0,0
Jr3arys 3a00JIeBAaCMOCTH ) search Di-rectorate
Pecniyonmuka Kupubaru (crabu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0 0.0
JM3aIys 3a00J1€BA€MOCTH) atory (MDU-PHL) :
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine
216 0 0,0
115 3200J1EBaEMOCTH)
Pecniyonuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaEMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
TU3anus 3a00J1eBaEMOCTH) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CanbBagop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 551 0 0,0
JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 28 0 0,0
Peronbon (cradbummsanus 3a60- | CNR Virus des Infections Respiratoires — France SUD
12132 0 0,0
JIEBAEMOCTH)
Poccus (crabunmsanus 3abone- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic Tech-
nologies for Biomedicine, Pirogov Medical University,
Moscow, Russian Federation. Federal Budget Institu-
tion of Science, State Research Center for Applied Mi- 59327 21 100.0

crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
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Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. . : 12226 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaynoBckass Apasus (cradbuiu- | Infectious Diseases, King Faisal Hospital Research
1381 0 0,0
3a1us 3a00JICBACMOCTH ) Center
CeBepHass Maxkenonusi (cradbu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J€BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 408 0 0,0
tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunmsarst  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2092 0 0,0
CTH)
Cetimrenbl (crabmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1767 0 0.0
BAEMOCTH)
Cent—Buncenr u [I'penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabwnmzarus  3aboseBaemo- | Faculty of Medical Sciences, The University of the 107 0 0,0
CTH) West Indies
Cent—Kurc u Hesuc (crabumu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences 290 0 0.0
00JIeBa€MOCTH ) ’
CepOus (crabmnmsamus 3abose- | Institute of microbiology and Immunology, Faculty of
. L 1686 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (cradbunusarus 3a6o0- | National Public Health Laboratory, National Centre for 35796 549 100.0

JIEBAEMOCTH)

Infectious Diseases
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Cen-MaptuH (cTabunuzanus 3a-

Institut Pasteur

302 0 0,0
00JIeBa€MOCTH )
Cunt—Mapren (crabunmsanus | National Institute for Public Health and the Environ-
907 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupust (crabmnuzanus 3abomne- | CASE-2021-0266829 88 0 0.0
BAaEMOCTH) ’
CrnoBakus (crabunmsanus 3ab6o- | Faculty of Natural Sciences, Comenius University 28538 4 100,0
JIEBAEMOCTH )
CrnoBenus (cradbmnmszanus 3a6o- | Institute of Microbiology and Immunology, Faculty of
. . . - 37851 74 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBbsl  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumusarus 3a6ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) :
Cynan (crabmnumsarust 3abosie- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CIIA (poct 3a0051€Ba€MOCTH ) Colorado Department of Public Health & Environment.
Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2642611 5719 100,0
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a0051€eBa€MOCTH) :
Tannann (cradbunmsamust 3a60- | COVID-19 Network Investigations(CONI) Alliance 30533 30 100.0
JIEBAEMOCTH)
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . - 4428 7 100,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwnmsarus 3a6o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc n Kaiikoc (cTtabunuzanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus

Tumop-Jleturn  (crabunmsanus | Microbiological Diagnostic Unit— Public Health Labor- 4 0 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunuzanus 3adoneBae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM — Universit¢ de Montpellier) 519 0 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0 0,0

Tpununan u Tobaro (cradbumu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2802 0 0,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 868 5 100.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 99192 0 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 899 0 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a60- | Department of Respiratory and other Viral Infections of

JICBAEMOCTH ) L.V.Gromashevsky Institute of Epidemiology & Infec- 5169 4 100,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (crabunusarus 3a- | Center for Advanced Technologies 61 0 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 247 0 00

JIEBAEMOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabumsanus 3abonesa- | State Laboratories Division, Hawaii State Department 88 0 0,0

€MOCTH) of Health

dununmuael (ctabunusarus 3a- | Philippine Genome Center 15923 0 0.0

00J1eBaeMOCTH) '

Gunnsnaus (cradbunmsanus 3a- | Department of Virology, Faculty of Medicine, Univer- 26022 66 100.0

00J1eBaeMOCTH)

sity of Helsinki
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@paHuus (CHUXEHHE 3a00J€eBa-

CNR Virus des Infections Respiratoires — France SUD

406140 445 100,0
€MOCTH)
®panmysckas ['Buana (ctadbuu- | National Reference Center for Viruses of Respiratory 1682 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Ouu3arys 3a00J¢BaEMOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 95953 14 100.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsarnus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 80 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabmmuzanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 576 1 100.0
00JIeBaCMOCTH ) gie ’
Yexwus (cradbunmsanms 3adonesa- | The National Institute of Public Health 34303 0 0.0
€MOCTH) ’
Yunu (cHmxkenue 3aboneBaemo- | Instituto de Salud Publica de Chile
cru) 27496 0 0,0
[IBerinapus (cradbunusarus 3a- | Department of Biosystems Science and Engineering, 58014 55 100.0
00JIeBa€MOCTH ) ETH Ziirich. :
[IBerus (crabmmzarus 3abose- | The Public Health Agency of Sweden 130611 565 100.0
BAEMOCTH) ’
[Ipu-Jlanka (crabunuzarus 3a- | Centre for Dengue Research and AICBU, Department 1191 0 0.0
00JIeBaEMOCTH ) of Immunology and Molecular Medicine ’
OkBanop (crabwnmsanus 3a6o- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 6820 39 100,0
OxBatopuanbHas ['Bunest (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Ounuzanus 3a00J1€BaeMOCTH) ’
Oceatunu (cTabunmsanus 3a6o0- | Nhlangano Health Centre(National Institute for Com-
JIEBAEMOCTH) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

Octonus (cradbunmsanms 3abo- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH)

rofins Genomics Europe Sequencing GmbH
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O¢uonus (crabunmsanus 3a00-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Genome 155 0 0,0
Sequencing

FOAP (crabmnmsarnus 3ab6oneBa- | KRISP, KZN Research Innovation and Sequencing 97777 20 100,0

E€MOCTH) Platform.

HOxnass Kopest (crabmnmsanms | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 156930 23 100,0
Control and Prevention Agency

IOxupiii Cynan (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumuzanus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3426 0 0,0
West Indies

Snonwus (crabmusaius 3aboie- | Pathogen Genomics Center, National Institute of Infec- 459819 766 100.0

BaEMOCTH)

tious Diseases
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Myoaukanun:

1. Cureus . 2024 Feb 5;16(2):e53654.
doi: 10.7759/cureus.53654. eCollection 2024 Feb.
Temporal dynamics and genomic landscape of sars-cov-2 after four years of evolution
Bpemennas auaamuka u reHoMHbIH TapamapT SARS-CoV-2 nocie yeTpIpex JIeT 3BOII0-
19505
Abdelmounim Essabbar 12, Safae EI Mazouri u np.

B »TOM HCcnenoBaHuM MCHOIB3YIOTCSA NEPEIOBBIE METOIbI OMOMH(POPMATUKH IS

OIICHKU BPEMEHHOH M peruoHaJIbHOM T€HOMHOM 3BOMIOIUH BHUpyca ¢ nekadps 2019 rona
no okTsa0pp 2023 roma. B ananu3 BkmtoueHbl 16 575 mOdHBIX MOCIENOBATENbHOCTEN
SARS-CoV-2, cobpannsix u3 214 crpan. Ot 00pa3isl ObUTH MOBEPTHYTH CPAaBHUTEIb-
HOMY aHaJIM3y C MOJPOOHON XapaKTePUCTUKON MyTallui, TMHUMA, pacIipe/IeICHHs 1 3aK0-
HOMEPHOCTEN 3BONIOLMHU B TEYEHHE KAXKJOr0 rojia ¢ UCIoJib30BaHHEeM mTamma Wuhan-
Hu-1 B kadectBe 3TanmoHa. BeisiBiaeHo B oOmiel cioxxHocTd 21 580 myTtaruii, KOTOphie
KJIacCU(UITMPOBAIIA HA BpEMEHHBIE MYTallUU, KOTMYECTBO KOTOPHIX YMEHBIIAIOCH C TEUe-
HUEM BPEMEHH, U CTOMKHE MYTallud C MOCTOSIHHO YBEIWYHUBAIOIICHCS YacCTOTOH. DTOT
JaHaAmadT MyTalil TPUBEN K 3aMETHOMY CKauKy CKOPOCTHU BOJIIOIUU: KOJIUYECTBO MY-
Tanuii Ha obpaszery Beipociio ¢ 13 B 2020 roay 1o 96 x 2023 roay ¢ HEOOIBITUMHU TeOTrpa-
¢buyeckrumu BapuanusiMu. OUIOreHeTUYECKUI aHAIN3 BBISIBUJI TPU OTACIHHBIE SBOJIOIH-
OHHBIE BETBU, KaXKJasd U3 KOTOPBIX MPEJCTABIAECT YHUKAJIbHBIEC ITyTH 3BOJIIOIMU BUpYCa.
OTU JUHUU JEMOHCTPUPOBAIN TEHCHIIMIO K YMEHBIICHUIO MPOOJDKUTEIILHOCTH JJOMHU-
HUPOBAHUS C COKpAIICHHEM IE€pUOJia PACHPOCTPAHEHHOCTH C TEUEHUEM BpPEMEHH, IO-
CKOJIBKY JOMHUHHUPYIOIINE TUHUH MTOCIIEIOBATENHHO 3aMEHSUIUCH 00Jiee MOIXOSIINMHE Ba-
puantamu. [IpuMeuaTensHO, 4TO 3a MosiBieHHeM BapuaHToB Anbda u [Jensta B 2021 roay
MOCJIEI0BANIO TIOMUHUPOBAHKE BapUaHTOB Kiaabl OMUKpPOH, KoTopkle B 2022 romy pa3Ber-
BUJIUCh Ha HECKOJIBKO PEKOMOWHAHTHBIX BapUAHTOB, YTO O3HAMEHOBAJIO 3HAYMTEIIbHBIN
CIIBUT B BUPYCHOM cpejnie. ITO UCCIeA0BaHUE MPOJIMBACT CBET HA JUHAMUYHBIA XapaKTep
spomon SARS-CoV-2, moguepkuBasi BaXXHOCTh HEMTPEPHIBHOTO M OTUTEIBHOTO TEHOM-
HOTO Haj30pa. JJoMuHHpOBaHNE pEKOMOMHAHTHBIX JTJUHUN B COUETAaHUU C UCUC3HOBEHHEM
MECTHBIX BapHUaHTOB MOUYEPKUBAET aJaTUBHOCTh BHpYCa.

2. J Appl Lab Med. 2024 Feb 6:jfad127.

doi: 10.1093/jalm/jfad127. Online ahead of print.

SARS-CoV-2 Variants Genotyping and Diagnostic Performance of a 2-Genes Detec-
tion Assay

['enotunupoBanue BapuantoB SARS-CoV-2 u nuarnocruyeckas 3ppeKTHBHOCTh METO/1A
0OHapyXeHUs IBYX TCHOB

Cyrus Matheka L, Joshua Kilonzo L, Ephantus MbuguaXu mp.

[{enbro 3TOTO HIccTeaoBanHwMs ObLIa orieHKa Y dexruBHOCTH aHam3a FluoroType® SARS-

CoV-2 plus gyis o6Hapykenust SARS-CoV-2, a Takxke onrcanre oOHapyKeHUSI BApUAaHTOB
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SARS-CoV-2 c ucnonp3oBannem Habopa FluoroType® SARS-CoV-2 varlD Q. B uccie-
JIOBaHUM OBLJIO UCIOJIB30BAHO 679 apXUBHBIX 00PA30B U3 HOCOIJIOTKU. AHAJIUTUYECKAs
apdexTrBHOCTh M AuarHocTuueckas ¢ dextuBHOCTh TecTa FluoroType® SARS-CoV-2
plus ObTM ompeneneHsl ¢ ucnosib3oBaHHEM 320 00pa3loOB M 3TAJOHHOIO MaTepuala.
Wnentudukanus BapuantoB ¢ nomoimisio aHanmsa FluoroType® SARS-CoV-2 varlD Q
Oblma mpoBeneHa Ha 359 obpasmax. Ilpenen obnapyxenus FluoroType® SARS-CoV-2
plus coctaBmi 1,2 koruii/mxi. [Ipu unenrndukanum Bapuantos 12,3%, 49% u 6ostee 90%
0o0pa31oB BO BpeMs BOJIH, BbI3BaHHBIX Aubda, Jlenbta 1 OMHUKPOH, COOTBETCTBEHHO,
uMenu ooHapyxuBaembie myTanuu. AHanu3 FluoroType® SARS-CoV-2 plus mpoaemoH-
CTPUPOBAJ aHATUTHYECKYIO APPEKTUBHOCTD, CPABHUMYIO C ATAJIOHHBIM METO/IOM, C JIHa-
THOCTUYECKOM YYBCTBUTEIBHOCTHIO U crieUPUUHOCTBIO >99%. Ananuz FluoroType®
SARS-CoV-2 varID Q no3Bout ObICTpO 00HAPYKUTH HUPKYTUPYIOIINE BAPHAHTHI.

3. J R Soc Interface . 2024 Feb;21(211):20230614.

doi: 10.1098/rsif.2023.0614. Epub 2024 Feb 7.

Predicting potential SARS-CoV-2 mutations of concern via full quantum mechanical
modelling

[IporHo3upoBanue MOTEHIUATBHBIX BBI3BIBAIOIINX OOECIMOKOEHHOCTh MyTaruii SARS-
CoV-2c¢ IIOMOIIBIO ITOJHOI'O KBAHTOBO-MCXaHNYCCKOI'O MOJACINPOBAHNA

Marco Zaccaria-, Luigi Genovese 2, Brigitte E Lawhorn-1, u np.

ABTOpBI MOJECTUPYIOT 3JEKTPOHHYIO CTPYKTYpy u3 npumepHo 13 000 atomoB, 4TOOBI

npeicka3aTh U 0XapaKTeprU30BaTh CBs3bIBaHUE MMIOB BapuanTtoB SARS-CoV-2 ¢ penern-
topoM ACE2 uenoseka (hACE2), ucronb3ys KBAaHTOBOMEXaHUYECKUH MOJIX0]] YMEHbIIIe-
Hus cnoxaoctn (QM-CR). B cBoem aHaim3e OHU CpaBHUBAJIM YEThIPE BAPHAHTA IIHITOB:
VYxanp, OMUKPOH U /iBa BapuaHTa Ha ocHOBe OMHKpoHa. YTOOB! OIICHUTH CBS3bIBAHUE,
OHM MEXAHUYECKH XapaKTEPU3YIOT DHEPreTUYECKHM BKJIAJ KaKJIOH 3aJ1eHCTBOBAaHHOMN
AMMHOKHUCIJIOTHl M TMPOTHO3UPYIOT 3()(PEKT OTACNbHBIX MyTalMid OJHOW aMHHOKHCIIOTHI.
OHU MOATBEPKIAIOT CBOM BBIYMCIUTENIBHBIE MPOTHO3bI 3KCIEPUMEHTAIbHO, CPaBHHUBAs
3¢ (EeKTUBHOCTD CBSI3bIBAHUS IIUIIOB y BapHUAHTOB C KJIETKaMH, IKCIPECCHUPYIOUIUMHU
hACE2. Ha momeHT npoBeniernst MoietupoBanus (nexkadps 2021 r.) myranus A484K, ko-
TOpasi, IO MPOrHO3aM UX MOJIENH, Oblia O4eHb Mosie3Hou 1 cBa3biBanust ACE2, He Oblia
BBISIBJICHA B AMHIEMHUOJIOTMYECKUX MCCIEOBAHUAXK; JUIIb B aBrycte 2023 r. oHa MosBU-
nach B Bapuante BA.2.86. ABTOpBI CUMTAIOT, YTO MX BbIUMcCIUTENbHAs Monenb QM-CR
MOJKET BBISIBISITh MYTAllMM, KPUTUYECKU Ba)KHBIC ISl MEKMOJEKYJISIPHBIX B3auUMOJICH-
CTBHI U CITy’>Kalie OCHOBOH ISl pa3pabOTKH BBICOKOCTICIIU(UIHBIX HHTEPAKTOPOB.

4, Microbiol Spectr. 2024 Feb 6:e0364523.

doi: 10.1128/spectrum.03645-23. Online ahead of print.

A photocontrolled one-pot isothermal amplification and CRISPR-Casl12a assay for
rapid detection of SARS-CoV-2 Omicron variants

doToKOHTpOIMpYeMas H30TEPMHUUECKask aMIUTH(UKALUS B OJJHOM COCYZIE€ U aHAJIN3

CRISPR-Cas12a mst 6eicTporo obHapyskenus BapuantoB SARS-CoV-2 Omicron.
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Qian Sun#<, Hongqging Lin*<, Yuan LiL, u np.
ABTOpBI UCIIOJIB30BAIM HOBYIO (hoToakTHBUpYyeMyto crpareruto CRISPR-Casl2a, unTe-

TPUPOBaHHYIO ¢ aMIUTMpuKanue pekomOuHa3zHoi noaumepassl (RPA), nis pazpaboTku
tecta ogHonotoyHoro reHotunupoBanusi RPA/CRISPR-Casl2a ans o6Hapyxenus cyo0-
muanid SARS-CoV-2 Omicron. Hosas cuctema mpeo 10JieBaeT MOTEHIIMAIBHOS HHTHOUPO-
BaHue RPA u3-3a panneit aktuBanun CRISPR-Casl2a u pacuierieHus 11ejeBoid MaTpHILhI
B TPaJUIMOHHOM OJIHOMOTOYHOM aHAJIM3E€ C HUCIOJIb30BaHHEM (hoTopaciieriieMo -
PHK, xommiementapHoii omnorienoueunoit PHK, kotopas crnenmduyeckn CBsS3BIBACT
crPHK u Touno 6nokupyet aktuBanuio Casl2a. Jletexuuns MoxeT ObITh 3aBeplieHa B OJ1-
HoOM npobupke npu temneparype 39 °C B Teuenue | yaca u umeeT HU3KUI npenen oOHa-
pyxenust — 30 konuii Ha peakuuio. Pe3ynpTaThl mokasaiu, 4To (POTOKOHTPOIUPYEMBIH 0/1-
HonoTouHblil ananu3 RPA/CRISPR-Casl2a moxer 3¢ heKTUBHO UAeHTU(ULIUPOBATH TPU
XapakTepHble MyTallud B MMIOBOM reHe Bapumanta Omicron SARS-CoV-2, a mMmeHHO
R346T, F486V n 49X, u otimmunts Omicron BA.1, mogmuaun BA.5.2 u BF.7. Kpowme Toro,
aHaNMu3 AOCTUT uyBcTBUTEIbHOCTU 97,3% u cnieunduunoctu 100,0% u mokasan cooTBeT-
ctBue Ha 98,3% pe3ynbraram cekBeHUupoBaHus 1o CaHrepy.

5. Nat Commun. 2024 Feb 8;15(1):1176.

doi: 10.1038/s41467-024-45274-3.

Virological characteristics of the SARS-CoV-2 Omicron XBB.1.5 variant
Bupyconornueckue xapakrepuctuku Bapuanta SARS-CoV-2 Omicron XBB.1.5

@uIoreHeTHYECKU aHaJIn3 nokasbiBaeT, yTo XBB.1.5 npouzomen ot XBB.1 nmyrem nmpu-
obperenus mytanuu S486P B spike (S) mocne npuodperenust HonceHc-myTaru B ORFS.
AHanu3sl HeMTpaIM3aluy MOKa3aJId CX0KHE CIIOCOOHOCTH K UMMYHHOMY YCKOJIB3aHHUIO
Mexay XBB.1.5 u XBB.1. Onpenenena ctpykrypHasi OCHOBAa B3aUMOJEHCTBHS MEKTY Ue-
noBedeckuM ACE2 u 6enkom S XBB.1.5. IIpogeMoHCTprUpOBaHbI CXOKHE OOITUE CTPYK-
Typbl Mexay Oenkamu S XBB.1 u XBB.1.5. Iloka3ana maroreanocts XBB.1 u XBB.1.5
11 XoMsikoB. OTMmedeHo, uyTo HoHceHc-myTanuss ORF8 XBB.1.5 npuBena k HapyiieHuto
nogasienus ['KI'. DkcrepuMeHTs! in Vivo ¢ HCTIOJIb30BaHUEM PEKOMOMHAHTHBIX BUPYCOB
MoKa3bIBaloT, yTo MyTanuu XBB.1.5 cnocoOcTByt0T CHIKEHUIO BUpyleHTHOCTH XBB.1.5.
B coBoKkymHOCTH 3TO Hccae0BaHUE UICHTU(DUIIMPYET IBe BUPYCHbIE (QYHKLMHU, OIpeie-
nsromue pasHuny mexay XBB.1 nu XBB.1.5.

6. Virol Sin. 2024 Feb 3:51995-820X(24)00010-5.

doi: 10.1016/j.virs.2024.01.010. Online ahead of print.

Quantitative and qualitative subgenomic RNA profiles of SARS-CoV-2 in respira-
tory samples: a comparison between Omicron BA.2 and non-VOC-D614G
KonnuectBennblie u kauectBeHHbIe poduian cyorenomHoit PHK SARS-CoV-2 B o6pa3-
1ax JpIxaTenbHBIX MyTel: cpaBHeHre Omicron BA.2 u He-VOC-D614G

Zigui Chen L, Rita Way Yin Ng -1, Grace Lui-2, u ap.
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B stom nccnegoBannu npumensiica merol RNA-seq s onpenesieHus: KOJIM4eCTBEHHbBIX
U KayecTBEeHHBbIX npoduieit kanonnyeckod crPHK B 118 pecnnparopusix oOpasmax, co-
OpaHHBIX y MalMEHTOB, HHGUIIMPOBaHHBIX Omicron BA.2, B cpaBHeHun ¢ 338 marueH-
TaMH, HHOUITUPOBAHHBIMU HE BBI3BIBAIOIINM 00CCHOKOECHHOCTH BapuanToM (non-VOC)-
D614G. YHuKanbHBINA XapaKTEPUCTUICCKHUNA MPO(UITH, OTPpaXKAIOMINA OTHOCUTEIFHOE CO-
nepxkanue 9 kanonnaeckux sgRNA, BocriponsBoauics kak BA.2, Tak u He-VOC-D614G,
HE3aBUCHUMO OT T10JIa X031HAa, BO3pacTa U Haau4usl mHeBMoHuU. [IpuMeuarensHo, 4TO Ta-
KOH npoduiib ObUT TOTEPSIH B 00pa3liax ¢ HU3KOM BUPYCHON HArpy3Koil, 4To Mpearnoiaraet
NOTEHIIMAJbHOE TpUMeHeHne narrepHa SgRNA g ykazaHusi BUpYCHOM aKTUBHOCTH OT-
JIETTbHOTO MAlMEHTa B OINPEICICHHBII MOMEHT BPEMEHH. XapaKTEPHbIM Ka4eCTBEHHBIN
npoduins kaHoHHYeckux SgRNA Tarxke BocmpoumsBomuics kak BA.2, tak u He-VOC-
D614G. Hannume momHOro Habopa kaHOoHMYeckHX SgRNA mMmeno mociienoBaTelbHYIO
Koppensnuio ¢ obmiei BupycHoit Harpyskoit (AUC = 0,91, 95% U 0,88—0,94), a sgRNA
ORF7b 6b1na mpu3HaHa JTy4IIIM CyppOraTHBIM MapKepoM, JOMYCKAOIINM PYTUHHOE TPHU-
MEHEHHE JIJISl XapaKTEPUCTUKH CTaTyca MHPEKINHN Y OTACIHHOTO MaI[MeHTa.
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