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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noa HaooaenueM (VUM), Ha ocHOBe KOJIM4eCTBA X T€HOMOB,
AenoHUPOBaHHBIX B 0a3y naHHbIX GISAID 3a nenenro ¢ 20 no 26 ssuBaps 2024 r.
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B 00630pe mpeactaBiena uHGopmaius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Omicron BeieiBaromux uatepec (VOI) n Haxomsmmxcs mo
HaOmonenueM (VUM), TeHOMHBIE TTOCIIEIOBATEIIbHOCTH KOTOPBIX pa3MelieHbl B MEKIyHa-
poaHoit 6a3e manabx GISAID 3a nHepemnto ¢ 20 mo 26 ssaBapst 2024 r.

I[To coctosinuio Ha 26 ssuBapst 2024 r. B cooTBEeTCTBUU ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BepBatommx uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. B rpynny uupkyiupyromnmx BapuanToB, HaX0-
namuxcs mox HabmoaeHnem (VUM) BimrodeHsl reHermdeckue mumaun: DV.7, XBB,
XBB.1.9.1, XBB.1.9.2, XBB.2.3.

Ha ceromnsmnuii nens B 6a3ze manubix GISAID Bcero npencrasieno 16 488 063 re-
Homa Bupyca SARS-COV-2 (3a "Hepeno aenoHupoBaHo 26 297 mocnenoBarenbHocTe). B
MHUpE CTpaHAMU — JUAEPAMH MO KOJUYECTBY JCMOHUPOBAHHBIX T€HOMHBIX MOCIEA0BATEb-
Hoctelt Bupyca SARS-CoV-2 ocratorcs CIIA — (5 035 900 renomo — 30,5% ot Bcex pas-
merieHHbIx B GISAID) u Benuko6puranus (3 139 133 renoma — 19,0%).

Bcero B 6a3y nannbix GISAID nenonupoBano 8 989 448 renomoB Bapuanta Omicron,
3a aHAIM3UPYEMYIO HEJICIN0 pa3MmelieHo emle 25 442 reHoMHbIe TiocienoBarenbHoct — 96,7
% OT Bcex MpeACTaBICHHBIX 3a TEKYIYIO HeJeo reHoBapuanToB Bupyca SARS-CoV-2 (na
npouwoi Henene — 99,5%). Poccuiickumu nmaGopatopusimu pasmerneHsl 84 468 reHOMHBIX
nocnenoBarenbHocTet SARS-COV-2, B ToM yucne Bapuanta Omicron — 52 107 reHOMOB.

Ha cerogusimamii nenp B 6a3e nanubix GISAID 3adukcupoBaHO emOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyna, Aurunbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocHus u ['epuerosuna, bonaiipe, bpasunus, bpynen, bpuranckue Bup-
TMHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyana, Benrpus,
Buprunckue Octposa (CILIA), Beetnawm, 'ana, I'autn, 'am6us, ["aitana, 'Bagenyna, ['BaTe-
Maina, I'Bunes, 'epmanus, ['ubpanrtap, 'onnypac, 'onkonr, I'penana, I'penus, I'py3us, 'yam,
I"abon, Jlanus, [xubytu, Jlomnaukanckas Pecmyonuka, Jlomunuka, JIPK Jlemokpatudeckas
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Pecniyonuka Boctounsiii Tumop, Jlemokpatuueckas Pecniyonuka Can-Tome u [Tpuncunm,
Eruner, 3am0us, 3umbadse, U3pauns, Unaus, Uunounesus, Mopnanus, Upak, Mpan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OctpoBa, Kawm-
o6omxa, Kamepyn, Kanana, Karap, Kenust, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puka, Kor-n'UByap, Kyba, Kygseiit, Keipreizcran, Kropacao, Jlaoc, Jlatus, JluGepus,
Jlusan, JIuus, Jluxrenmrreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizus, Mansausel, Mansra, Mainu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3zam6uk, Moijosa,
Momnako, Monromnusi, Montceppar, Mbsitnma, Mukponesus, Hamubus, Hunepnanast, Hurep,
Hurepus, Henan, HezaBucumoe rocynapcrso Camoa, Huy»s, Hopserusi, HoBas 3enanmus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, ITaparsaii, [lanya Hosas I'Bunes, [lepy, Ilopryranums, Ilonema, ITyapro-Puxo, Pe-
1oHbOH, Pecriybnuka Konro, Pecniyonuka Ceiimensckue OctpoBa, Pecniyonuka ['Bunes-bu-
cay, Pecionuka Banyty, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckas ApaBusi, CeBepHas Makenonusi, CeBepusie Mapuanckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakus, Cinosenusi, Cunramnyp, Cupus,
CHIA, Cent-Kutc n HeBuc, Cent-Buncent u [ 'penagunsl, Cent-JIrocus, Cuar-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunana, TaitBanb, Tanzanus, Tepkc u
Kaiikoc, Toro, Tonra, Tpununan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, Ykpansa,
VYpyrsaii, Gunnsaaaus, @pannns, Opannysckas ['Buana, @pannysckas [Honmnnesns, Oumnm-
nuHbl, XopBarusd, YepHoropus, Yexus, Yunn, Yan, AP, IlIseuus, lseiinapus, lpu-
Jlanka, DxBanop, Icronus, IcBatnuau, Dpuonusi, JkBatopuanbhas [ Bunes, FOAP, FOxnas
Kopes, FOxunbiit Cynan, Snonus, Smaiika.

3a nocaennue 4 Hepenu 54 crpansl (25,1%) (3a nmpeapiaymme — 53 crpansbl (24,6%)
JOTIOJTHUJIM JaHHBIE O JEMOHUPOBAHWM TEHOMHBIX MOCJea0oBaTelbHOCTe Omicron B
GISAID.

Jlunamuka pacripocTpaHeHus: B Mupe cyOBapraHToB Omicron CEKBEHUPOBAHHBIX U 3a-
rpykeHHbIX B 0a3y nanHbix GISAID npeacrasnena Ha pucyHke 1. Cpeau IMpKyIHPYIOLIIX
B Hactosmee Bpems mrtamMmmoB SARS-CoV-2 B Mupe AJOMUHUPYIOT Y€ThIpE CyOBapHaHTa:
JN.1 (+ 2,39% 3a nmocneantoro Heaenio), JN.1.4 (+ 0,5%), JIN.1.1 (+ 1,78%) u moanuHus Ba-
puanta VOI EG.5: HV.1 (- 1,2%).



Omicron sublineages
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

by BII/GIS, A*STAR Singapore
Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuto Ha 23.01.2024 1.)

['eneTnyeckoe paszHooOpaszWe HUPKYIUPYIOIIUX B PErMOHAaX MUpa CyOBapHaHTOB
Omicron 3a nocieanue 4 HeAenu nokazaHo Ha pucyHke 2. B EBpone n Tuxookeanckom pe-
T'MOHE CPeid MUPKYIUPYIOUIUX IITaMMOB JoMuHupyeT cyoBapuant JN.1 (48,8% u 39,82%
cootrBeTcTBeHHO). B CeBepHoit AMepuke yaine cekBenupyroT JN.1 u JN.1.4 (38,6% u 13,48%
cooTBeTcTBeHHO), B IOxno#t Amepuke — JN.1, HV.1 u JN.1.4 (23,58%, 19,21% u 17,03%
cootBeTcTBeHHO), B A3un — JN.1 1 IN.1.4 (34,14% u 17,25% COOTBETCTBEHHO).



Asia (+1,646 sequences)

Africa (+36 sequences)
JN1 38.80% JNA 214%
JN.1.4 —— 27205 JN.1.4 —— 17.25%
I ??.72% JNLT — 11.85%
JN.1.T — 5.565% JN.1.5 e— 8.08%
— 5.56% HK.3 e— 7.24%
BA.2,66,1 mmm— 5.56% BA.2.86.1 mmm 3.34%
HK.3.2 mm 2.81%
EG.5.1.1mm 1.82%
HV.1m 1.46%
JN.3 W 1.09%

North America (+7,327 sequences)

Europe (+7,164 sequences)
JN 48.8% N 38.61%
JN.T.A — 12,125 JN.1.4 e— 13.48%
JN.) — 0.91% HY.| e— 11.0%
BA.2.86,1 EEE 3.53% JNUTT — 5.11%
JN.2 E 2.6B% JG. mm— 4.54%
JG.3mm 19% JN.L2 . 3.7%
Hv.1mm| 155% HK.3 mm 2.29%
JN.1.Bm 145% JD.1.1mm 187%
JD.11m 138% BA.2.86.1m 123% Variants of Interest
HK.3m 112% JD.111m 105% (Omicron XBB.1.5, XBB.1.16,
JNOm 1% EG.5,BA.2.86, JN1,
and all respective sublineages)
Other Omicron (non-VOC/VOI/VUM)
Oceania (+447 sequences) South America (+229 sequences)
JNA 39.82% JN.| —— 73 .58% Sublineages shown here
HK.3 e— 9.62% HV.| — 1.2 1% do not include
JN.1.4 E— 6.25% JD.1.1 —— 7.03% any descendant lineages.
JN.1.T — 6.26% JN.LA — 10.04%
BA.2.86. — 5.04% EG.5.1.1 mum—| 48%
HY. 1 m— 3.8% N1 — 393% We gratefully ackn.m:v.lez{ge
HK.3.2 mamm 3.58% GH.1.1 m— 3.93% the Authors from Originating
EG.5.7.1 M- 3.36% EG.5.1.0 M 2.62% and Submitting laboratories
JN1L5 e 2.68% I . 218% of sequence data on which the
- 2.46% HK.3 mm 218% analysis is based.

EG.5.1.8m 1.57% JN2.5 mm 175% )
Joram 1.34% m 13% . ~
HK.1m 134%

XBC.1.6 W 1.12%
JG.3m 112%

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions. by BII/GIS, A*STAR Singapore

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHAX MUpa 3a nocieanue 4
Henenu (C 26 nexadbps 2023 r. mo 23 suBaps 2024 1.)

3a MoCNeHIO HENET0 pacnpocTpaHeHHOCTh BapuanToB VOI B mupe ocraercs 10-
muHupyromei: B Azun — 94,1%, B CeBeproit Amepuke — 93,7%, B EBporie — 93,1%, B Tuxo-
okeaHckoMm peruoHe — 92,8%, B FOxxnoit Amepuke — 88,8% (puc. 3).
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(+138) (+3,724) (+ 9,065) (+ 594) (+9,579 (+922)

)
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B Variants of Interest (Omicron XBB.1.5, XBB.1.16, EG.5, BA.2.86, JN.1, and all respective sublineages)
North South

Variants under Manitoring (Omicron DV.7, XBB, and all respective sublineages)
Africa Asia Europe Oceania America America

a

58.8%

B Other Omicron (non-VOC/VOI/VUM)
Others
EEl Former VOCs/VOIs/VUMs

% Variants of Interest

(Omicron XBB.1.5, XBB.1.16, 41.18 94.09 93.11 92.76 93.69 88.83
EG.5, BA.2.86, IN.1 and sublineages)

% Variants under Monitoring

(Omicron DV.7, XBB, and all respective 58.82 5.24 6.51 4.88 6.00 11.17
sublineages)
% Other Omicron
(non-VOC/VOI/VUM) 0 0.64 0.39 2.36 0.30 0
% Others 0 0.03 0 0
% Former VOCs/VOIs/VUMs 0 0

We gratefully acknowledge i .
This slide shows NEW data in GISAID on 2024-01-23 submitted since last report 7 days ago the Authors from Originating .
(new by submission date, not collection date) and Submitting laboratories

. o . . L . o of sequence data on which the
See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions f seq analysis Js based.

Pucynok 3. PacnpocTtpanenue cyOBapranToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-
HBIX 32 MOCJIETHIO Henemto (TIo cocTosHuIo Ha 23 sHBaps 2024 r.)

Bapuanrsl, BbizbiBawnme uarepec (VOI)

ITo coctosiHuto Ha 26 ssHBapst 2024 r. 0OTMEYEHO CHIKEHUE PAaCIPOCTPAHEHUS CyOBa-
puantoB XBB.1.5 (4,05% na mpeasinymieit Hegene — no 3,43% Ha Tekyiei Henmene),
XBB.1.16 (¢ 2,5% no 2,1 %), EG.5 (¢ 19,7% no 17,8 %).

B 6a3y mannwix GISAID EpiCoV mnocnenoBatenbHOCTH, oTHOCsImHecss k XBB.1.5
(Kraken) nenonupoBansl u3 140 crpan. 3a nocnennue 4 Hepenu abopatopusiMu 29 cTpan
cekBenupoBat 531 mramwm (CIIA — 28,2%, Kanaga — 27,7%).

Cy6Bapuant XBB.1.16 (Arcturus) aenonupoBad u3 125 ctpan, 3a nociegHue 4 He-
nenu — 259 mocnenoBaTeNnbHOCTEH cyOBapruanTa u3 21 cTpaHsl.

Cyo6Bapuant EG.5 (Eris) cexkBenupoBan nadoparopusmu 103 ctpan (Ha npeasiaymiei
Henene — 103 crpansr). 3a nocieaHue 4 Heeliu CyOBapHaHT MPEUMYIICCTBEHHO BBIACISIIN B
Kanaze (26%) u CIIIA (16%) u Utamun (20%).

Cyo0Bapuant BA.2.86 (Pirola) mo cocrosauto Ha 26 siuBapst 2024 1. HupKyIupyeT B 72
CTpaHax, ero paclpoCTPAaHEHHOCTh CTaOMIIbHA U 3a TIOCTeIHue 4 Helen cocTaBuia B Benu-
koOpurtanuu — 28%, Kanage — 14%, [lsemnn — 13%, CIIIA —9%.



B 6a3e GISAID renomusbie nocienoBarensHocTH cyOBapuanTa JN.1 npencraBieHsl u3
88 cTpaH, pacpocTpaHeHeHHE CyOBapHaHTa yBeIU4miIoch 10 69,3%. 3a nocnennue 4 Henenu
cyOBapHaHT npeumyiiecTBeHHO Bbiaessin B [lopryranuu (88%), Cunranype (84%), Januu
(78%), Ucnanuu (77%), Upnaunnuu (71%), Uzpaune (71%), Benukobpurtanuu (61%), Uta-
muu (60%) u Unnonesuu (59%). Ilo nanueim CDC B CIIIA B siHBape 2024 1. 0OTMEYEH pOCT
qucia ciaydaeB 3a0oseBanuii, Bei3BaHHBIX JN.1 (85,7% Bcex cnygaece COVID-19).

Pacnipoctpanennocts Bcex BapuantoB VUM cuumxaercsa. CyOBapuant XBB.1.9.1
(Hyperion) cexkBenupoBaH jabopatopusmu 125 crpan. PacnpocTpaHeHHOCTH BapuaHTa B
Mupe coctasisier 1%.

Hupkymsius cyoBapuanta XBB.1.9.2 3adukcuposana B 105 ctpanax mupa ¢ pacipo-
ctpaneHHOCTHIO 0,2%.

Cy6Bapuant XBB.2.3 (Acrux) cexkBenupoBat B 116 cTpaHax mupa ¢ pacipoCTpaHEeH-
HOCTBIO 1%.

Cy6Bapuant XBB (Gryphon) nupkynupyet B 151 crpane. PacnipoctpaneHHocTh cy0-
BapuaHTa B MHUpe cocTaBisieT MeHee 1%.

['enomHBIE MTOCEnOBaTeNbHOCTH cyOBapuanta DV.7 B 6aze nmanueix GISAID npen-
cTaBiieHbl U3 42 cTtpad. 3a mocienHue 4 Henenu CEeKBEHUPOBaHO 15 mraMMoB U3 6 cTpaH
(Uzpauns, lIBaenus, Benukobpuranus, Kanana, CIIIA, ABctpanus).

Nudopmanust mo 0OHOBIEHHBIM JAHHBIM O JIEIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 BapuanTta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabmnuie 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-
JIMYECTBO I'€HO-

IIpouieHT reno-
MOB, OTHOCSI-

KonuuectBo )
MOB OI’I’HCI‘OH, e~ IMUXCA K Bapu-
JIETIOHUPO- .
Crpana YupexieHne, NpoOBOAUBIIEE CEKBEHUPOBAHNE BaHHBIX IT'€HO- HOHHPOBAMHbIX auty Omicron
’ . 3a mocneaHue 4 (B.1.1.529), ne-
MoB Omicron HEOACIIN IIOHHUPOBAHHBIX
(B.1.1.529) (30.12.2023 r. — | 3amocnennue 4
26.01.2024 1.) HEJIeIH
ABctpamms  (cradbmmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 173171 494 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 194101 183 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 39 0 0.0
3a00JIeBa€MOCTH) :
AnGanus (crabwmusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
. . . 635 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 138 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyma (crabu- | Carrington Lab, Department of Preclinical Sci-
nu3anus 3a00J1€BaeMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
9948 0,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a60- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrmamem  (crabmmmsarms | Child Health Research Foundation 9955 100,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 939 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benasrus (poct 3aboneBaemo- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 99601 32 100,0
CTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bonrapus (crabunmmsarust 3a- | National Center of Infectious and Parasitic Dis-
7802 0 0,0
00JIEBaEMOCTH ) eases
bonuBus (cumkenne 3aboie- | Laboratory of Respiratory Viruses and Measles, 934 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1075 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3455 1 100,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmsarust 3a- | Instituto Adolfo Lutz, Interdiciplinary Procedures
. 120723 26 96,3
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6229 0 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1ms 3a00JI€BaCMOCTH) tium. Wellcome Sanger Institute for the COVID- 1511685 3428 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
577 0 0,0
00JIeBaCMOCTH) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
825 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. - . 6490 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH ) réné¢(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 458 0 0.0
JICBAEMOCTH) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 696 1 100.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (poct 3aboreBae-

Asociacion de Salud Integral/Clinica Familiar Luis

‘ , 4044 0 0,0
MOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo-
: . 536 1 100,0
JIEBAEMOCTH) gie Guinée
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (cTaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 581524 65 100,0
hygiene, CaSe—Group.
I'mGpanrap (cradmmu3sanms 3a- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
00JIeBaCMOCTH) Public Health England
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 196 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13843 10 100.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penmst (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 24501 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2603 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 376535 355 100,0

and Microbiological Special Diagnostics, Statens
Serum Institut.

11




JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 2076 89 98,9
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Erumer (crabmmusanmst 3a60- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH )
3amOus (crabunmsarus 3a60- U_nlversny of Zambia, School of Veterinary Medi- 1967 1 100.0
JICBaEMOCTH ) cine
3umbabBe (crabmnusanus 3a- | National — Microbiology  Reference  Labora-
) . 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 119567 181 100.0
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a6o0- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 144495 191 9.5
Molecular Biology
Wunonesus (poct 3abonesae- | National Institute of Health Research and Develop- 40583 145 100.0
MOCTH) ment
Hopnanus (cradunusanus 3a- | Andersen lab at Scripps Research, CA, USA 244 0 0.0

60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 410 0 0.0
GISAID
Upan (crabunusanus 3aboie- | National Reference Laboratory for COVID-19,
. 2852 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 61250 296 100.0
00JIEBAEMOCTH )
Wcnmanaust (ctabunm3anus 3a- | Landspitali Department of Clinical Microbiology
11393 0 0,0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 142432 665 99,7
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 97453 234 99.6
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2837 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge 1994 15 100.0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1320 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 350780 3864 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1692 0 0.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5791 97 100.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 66286 16 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., el 15590 7 100,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
N . 9753 0 0,0
3a00J1€Ba€MOCTH) Ensefianza en Nutricién y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 257 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory 577 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmmmsanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 996 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keipreizcran  (cradunuzanus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabunmsanust 3a- | National Institute for Public Health and the Envi-
1265 0 0,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabummsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 979 0 0,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 155 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 931 0 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (cTabwmmsamms 3ab60- | Vilnius University Hospital Santaros Klinikos,
- 12445 0 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmreitn  (ctabumuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' : 37708 91 100,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (poct 3aboneBaemo- | Centro de Sequenciamento Gendomico 1 0 00
CTH) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7640 0 0,0
00JIEBAEMOCTH ) SUD
Masgpurtanus (cradunmsarus | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . : 373 0 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 33826 87 100,0
Ministry of Health Malaysia
Manasu (cTabumzamus 3a00- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JIEBAEMOCTH) Platform
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 160 0 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
: : 163 0 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 42 0 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabunu3saius 3a- | Laboratoire de Biotechnologie 1353 0 0.0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1547 0 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (cTaOuausaius 3a- _Instltuto de 16iagnostic y Referencia Epidemiolog- 46268 52 100.0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
: 740 0 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmzanms 3a- | ONCOGENE LLC
698 0 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) : . 18 0 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunuzarnus 3a- | National Centre for Communication Disease 1045 0 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabunmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 160 0 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 826 0 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1284 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (cradbunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIEBAEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3209 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 83531 287 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosast 3emanaus (ctadbunusa- | Institute of Environmental Science and Re-
37660 0 0,0
111s1 3a00JIEBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 62 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabunusanus 3a- Norv_veglan Institute of Public Health, Department 35908 36 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarms 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center 613 48 100.0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
: L 3454 12 85,7
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a00- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 103 0 0.0
[Tanama (crabumuzarus 3a00- | Gorgas memorial Institute For Health Studies 3990 47 100,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunu3sarus 3a- | Laboratorio Central de Salud Publica de Paraguay
2231 0 0,0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 38007 35 100,0
de SaludPera
[Tonpma (cTabmmm3aiius 3a00- | genXone SA, Research & Development Laboratory 46770 120 100.0
JIEBAEMOCTH)
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 24268 89 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (crabunmsarus | Centers for Disease Control and Prevention Divi-
! . i . 18703 0 0,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
216 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Hukaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocti) | CNDR, Departamento de Virologia 335 0,0
Pecrryonmka CanbBamop (cra- | Genomics and Proteomics Departament, Gorgas 551 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctabunusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 28 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0,0

00JIEBAEMOCTH) SUD
Poccus (crabmnmzanus 3a6o- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 52107 0,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 197 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 19218 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 408 0 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2091 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1767 5 100,0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 101 1 100,0
CTH) of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci-
221 1 100,0
3200JICBAa€MOCTH ) ences
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1685 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_>ubI|c !—Iealth Laboratory, National Centre 35503 757 100,0
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (ctrabunuzamus | Institut Pasteur 302 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 907 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

73 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
28343 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 37747 97 100,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2621241 o848 100,0
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (poct 3aboneBaemo- | COVID-19 Network Investigations(CONI) Alli- 30375 18 100.0
CTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 4256 0 0,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 1 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3adomne- | Unité Mixte Internationale TransVIHMI(UMI 233

BacMOCTH ) IRD — U1175 INSERM — Université de Montpel- 519 0.0
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2798 100,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 859 0.0

JICBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 99192 0.0

JIEBAEMOCTH )

VYranga (crabwmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 822 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 4926 100.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V3o6ekuctan (cradmnmsanus | Center for Advanced Technologies 61 0.0

3a00JIeBa€MOCTH) ’

VYpyrBait (ctabunuzaumsi 3a- | Departamento Laboratorios de Salud Publica 047 00

6oeBaEMOCTH) (DLSP) Ministerio de Salud Publica ’
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®enepaTuBHbIE MTAThl MUK-

Pohnpei State Hospital,

ponesuu (cTabunmsanus 3a060- | State Laboratories Division, Hawaii State Depart- 88 0 0,0
JICBAEMOCTH) ment of Health
Oumunmuabl  (crabmmmsanus | Philippine Genome Center 15903 0 0.0
3a00J1€Ba€MOCTH)
Ounnsaans  (crabuin3anus Dep{artment of -\/II’-Ology, Faculty of Medicine, Uni- 95850 63 100,0
3200JIeBaEMOCTH) versity of Helsinki
Opannus (camxenue 3a6oie- | CNR Virus des Infections Respiratoires — France 405012 285 100,0
BAEMOCTH) SUD
®pannysckas ['Buana (cradu- | National Reference Center for Viruses of Respira-

. : : 1682 0 0,0
Ju3arys 3a0071€BaeMOCTH) tory Infections, Institut Pasteur, Paris
®dpaHiy3ckas [Tonmuuesus | National Reference Center for Viruses of Respira-
(crabunmsarus 3aboaeBaeMo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsarus (crabunmsanus 3a- | Croatian Institute of Public Health 95712 0 0.0
00J1€BaEMOCTH)
LIAP (crabmnusanus 3abone- | Pathogen Sequencing Lab, National Institute for 80 0 0.0
BAa€MOCTH ) Biomedical Research(INRB) ’
Yepuoropust (crabunuzanus | Charité Universititsmedizin Berlin, Institut fiir Vi- 556 0 00
3200JIeBAEMOCTH) rologie ’
Yexus (crabunmusanms 3a6o- | The National Institute of Public Health 34303 5 100.0
JIEBAEMOCTH)
YUunu (cumkenue 3aboineBae- | Instituto de Salud Publica de Chile 97496 84 100,0
MOCTH)
[IBeinapust  (cTabumu3amus Department"o.f Biosystems Science and Engineer- 57710 50 1000
3a00J1eBa€MOCTH) ing, ETH Ziirich.
[Iserus (crabmmsanus 3a00- | The Public Health Agency of Sweden 129976 854 100.0

JIEBAEMOCTH )
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[pu-Jlanka (crabunuzamnus

Centre for Dengue Research and AICBU, Depart-

1188

0,0

3a00JICBACMOCTH ) ment of Immunology and Molecular Medicine

DkBanop (cTabumiuzarus 3a- In§t1tut0 Nacional de Investigacionen Salud Pu- 6790 86 98.9

00JIEBAEMOCTH ) blica, INSPI

DKBaTOpUaIbHas I'sunes | Swiss Tropical and Public Health Institute

(cTabunuzanus 3ab01eBaeMo- 2 0 0,0

CTH)

Ocatunm (crabmmusanus 3a- | Nhlangano Health Centre(National Institute for

00JIeBaCMOCTH) Communicable Diseases of the National Health La- 676 0 0,0
boratory Service)

Octonus (crabwmmsanms 3a- | Laboratory of Communicable Diseases(Estonia);

. : : 6158 0 0,0

00JIEBaEMOCTH ) Eurofins Genomics Europe Sequencing GmbH

D¢uonus (crabmmusanus 3a- | International Centre for Genetic Engineering and

00J1eBacMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 119 0 0,0
Genome Sequencing

FOAP (cradbunu3arus 3abomne- | KRISP, KZN Research Innovation and Sequencing 97546 0 0.0

BAEMOCTH) Platform. ’

Oxnas Kopess (crabunmsa- | Division of Emerging Infectious Diseases, Bureau

1Us1 3a00JI€BAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 155731 80 100,0
Disease Control and Prevention Agency

Oxupii Cynan (crabunmsza- | MRC/UVRI & LSHTM Uganda Research Unit,

1Us1 3a00JI€BAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan

SImaiika (crabmimsanus 3a60- | Carrington Lab, Department of PreClinical Sci-

JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The University 3405 0 0,0
of the West Indies

SInonus (crabwnmsanus 3a60- | Pathogen Genomics Center, National Institute of 455974 495 100.0

JIEBAEMOCTH)

Infectious Diseases
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BO3. Dnuaemuosnorudeckoe ooHosaenue Ne 163 ot 19 ssuBaps 2024 r.
Bapuantsl SARS-Co0V-2, BbI3bIBaIOIINe HHTEPEC U BAPUAHTHI, HAXOAALIHECS
noja Ha0aonenueM. I'eorpaduueckoe pacnpocTpaHenne U pacipoCcTPAHEHHOCTh

Bo BceM mupe 3a 28-aueBnbiii nepuoj ¢ 11 nekadbps 2023 roga no 7 ssaBaps 2024
roga B GISAID 6suto mepenano 33 659 nmocnenoBarensHocteit SARS-CoV-2. [lns cpas-
HEHUS, B IBa IPEABIAYIINX 28-THEBHBIX nepuoja osu10 nepenano 112 909 u 192 222 no-
CJIeI0BATENIBHOCTEN COOTBETCTBEHHO. [[aHHBIE IEPHOIUYECKU PETPOCTIEKTUBHO OOHOBIIS-
I0TCSI, BKJIIOYAs MOCIEeI0BAaTEIBLHOCTH ¢ OoJiee paHHUMHU JlaTaMu cOopa, MOITOMY KOJIH4e-
CTBO 32 OMPEICIICHHBIN MEPUOJ BPEMEHU MOXKET U3MEHHUTHCSI.

B nacrosmee Bpems BO3 otrcnexuBaeT Heckoabko BapuanTtoB SARS-CoV-2, B Tom
507 (W (S

* [IaTe mpeacraBnstonux uaTEepec BapuantoB (VOI): XBB.1.5, XBB.1.16, EG.5,
BA.2.86 u JN.1.

* [latp BapuanTOB, Haxojmsamuxcs noj Habmoaennem (VUM): DV.7, XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

B Tabmmie 6 mokazaHo Koan4yecTBO cTpaH, coobmmBiux o VOI u VUM, a takxke
WX pacIpOCTPAaHEHHOCTH B mepuoj ¢ 48-i snmumeMuonorunieckoi neaenu (27 nosiops — 3
nekabpst 2023 r.) mo 52-10 Henemo (¢ 25 aexadbps no 31 nexabpst 2023 r.). VOl u VUM,
JIEMOHCTPHUPYIOIIHNE TEHICHIIUIO K YBEIIMUEHUIO, BBIJICTICHBI JKEJITHIM I[BETOM, T€, KOTOPHIS
OCTQJINCh CTaOMJIBLHBIMU, BBIJICTIEHBI CHHUM, a T€, KOTOPbIE UMEIOT TCHACHIIUIO K CHUXKE-
HUIO0, BbIJIeNICHbI 3elieHbIM. Bo BceM mupe JN.1 B Hacrosiiee BpeMst SIBISI€TCS JOMUHHUPY-
oM upkynupyomuM VOI (o nanHeiM 71 ctpaHsbl), Ha ero ao:to npuxoaures 65,5%
MocJieIoBaTeNIbHOCTEN Ha 52-i Hezene no cpaBHeHUIO ¢ 24,8% Ha 48-it Henene (puc. 10,
tabnuna 6). Ero ponurensckas nuHusA, BA.2.86, cTabuibpHa, M Ha €€ JIOJIO TIPUXOIUTCS
7,8% mocnenoBaTenbHOCTEHN Ha 52-1 Henene o cpaBHeHUIo ¢ 7,0% Ha 48-i Henene (puc.
10, Tabnuna 6). IlepBonauanbhas onienka pucka st JN. 1 6b11a omyonukoBana 19 nexkaGps
2023 r., ipu 3TOM 0011121 OIIEeHKa HU3KOT'O pUCKA TSI 3I0POBbsI HACEJIICHUSI Ha TII00aIbHOM
YpOBHE OCHOBaHA Ha UMEIOIIUXCS (DAKTUYECKUX JTAHHBIX.

I'moGanbHas pacnpoctpanennocts apyrux VOI, XBB.1.5, XBB.1.16 u EG.5, 3a Tot
ke nepuoj cHuzmiack: Ha XBB.1.5 npuxonunock 3,3% mnocnenoBarenbHOCTENH Ha S52-i
Hegnene, uto MeHble 8,3% Ha 48-i Henene; Ha XBB.1.6 npuxoaunock 1,5% nocnenosa-
TeIbHOCTEN Ha 52-i Henene, uTo MeHble 6,3% Ha 48-i1 Hepene; Ha nonto EG.S npuxoau-
sock 16,6% mocnemoBaTenbHOCTEH Ha 52-11 Heaele, 4To MeHbIe, ueM 43,6% na 48-i1 He-
nene (puc. 10, rabnuna 6). Bce VUM 3a oT4eTHBIN nepuoa MpoAeMOHCTPUPOBAIH TEH-
JEHIINIO K cHIKeHuto (Tabmuma 6).

JlocTaTouHble TaHHBIE CEKBEHUPOBAHMS ISl pacueTa paclpoCTPAaHCHHOCTH BapH-
aHTOB Ha PETMOHAILHOM YPOBHE B TeueHHe 48—52 Henmenu ObLUTH JTOCTYITHBI U3 YEThIPEX
pernonoB BO3: AmMepukaHCKoOro pervosa, 3anagHo-THX00KEaHCKOTO pernoHa, Pernona
FOro-Bocrounoii A3uu u EBpornetickoro pernona (tabnuima 7). Cpeau VOI BapuanT JN.1
ObLT HanOoJIee U3BECTHBIM M UMEI TEHICHIIUIO K YBEIIMUEHUIO BO BCEX YETHIPEX PETHOHAX.

3a uckmouenneMm XBB.1.16, KoTopslil MpoAeMOHCTPpUPOBAT HEOOBION POCT B 3ama HoO-
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Tuxookeanckom perunosne, B Apyrux VOI u Bcex VUM Bo Bcex 4eThIpeXx pernoHax HaOIro-
JAIACh TEHACHIIMH K CHIDKEHHIO WM CTAOMIIbHBIE TEHICHIIUY.

B ycnoBHSX CHM)KEHUS TEMIIOB TECTUPOBAHMS U CEKBEHMPOBAHUSA BO BCEM MHpE
(puc. 10) cTaHOBUTCSI BCE CIIOKHEE OIEHUTh CEPbE3HOE BO3/ICUCTBUE HOBHIX BapHUAHTOB
SARS-CoV-2. B HacTosmee BpeMs HET J1a00paTOPHBIX WX SMUAEMUAOIOTUIECKIX OTUe-
TOB, YKa3bIBAIOIINX HA KaKyl0-Tn00 cBsa3b Mexay VOI/VUM u NMOBBIIIEHHOHN TSKECTHIO
3a0oneBanus. Kak nmoka3zano Ha pucyHkax 9 u 10, HU3Kue U Hepenpe3eHTaTUBHbIE YPOBHU
reHoMHOro Haj3opa 3a SARS-CoV-2 npopomkator co3aBaTh Ipo0OaeMbl 71 aJJIeKBaTHOU
OLICHKHU CUTYalluu C BapUAHTAMHU.

Tabmuna 6. Exxenenenvuas pacnpoctpaneHHocth VOI 1 VUM SARS-CoV-2, ¢ 48
no 52 negento 2024 r.

Lineage Countries® Sequences® 2023-48 2023-49 2023-50 2023-51 2023-52

VOIs

XBB.1.5* 138 368017 8.3 6.8 5.5 4.6 3.3
XBB.1.16* 125 120423 6.3 4.7 3.3 2.7 1.5
EG.5* 102 187160 43.6 371 30.7 23.3 16.6
BA.2.86* 62 12848 7.0 78 8.6 6.9 7.8
JN.1* 71 37804 24.8 34.9 45.1 56.8 65.5
VUMs

DV.7* 49 5275 0.5 0.4 0.2 | 0.2 0.2
XBB* 141 73870 1.5 1.5 1.5 1.2 0.8
XBB.1.9.1* 126 95843 4.2 3.6 2.3 1.6 1.8
XBB.1.9.2* 106 40567 0.4 0.2 0.2 0.1 0.1
XBB.2.3* 116 48863 3 3 1.7 1 0.9
Unassigned 66 29247 0.2 0.2 0.1 0.2 0.8

§ KonmuecTBo CTpaH M MOCIIEIOBATSIIBHOCTH YKa3aHbl C MOMEHTA IOSBJICHUSI BAPUAHTOB.
* BkirrouaeT MOTOMKH, 32 UCKITFOYCHUEM TeX, KOTOPBIC MHIUBUIYATBHO YKa3aHbI B IPYTUX
Mmectax Tabmuiel. Hampumep, XBB* ne Brmouaer XBB.1.5, XBB.1.16, EG.5, XBB.1.9.1,
XBB.1.9.2 u XBB.2.3.
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Tabmuna 7. ExxenenenpHas pactpoctpaneHHocth VOI 1 VUM SARS-CoV-2 no pe-
ruonaM BO3, ¢ 48 o 52 nexgemro 2023 1.

Lineage

(week 2023-48 to 2023-52) AMRO AFRO* EMRO* EURO SEARO WPRO
VOIs .
XBB.1.5* [ 4 1 1
XBB.1.16* {1 1 1

EG.5* ' 4 4
BA.2.86* - 1 P

JN.1* T T

VUMs

DV.7* 1 N/A i

XBB* 1 1 i !
XBB.1.9.1* 1 1 -
XBB.1.9.2* | 4 N/A -
XBB.2.3* 1 1 i

Insufficient Data

1 Increasing trend
1 Decreasing trend

25 Stable trond Most Prevalent variant(s)

* BrirroyaeT MOTOMKH, 32 UCKITFOUEHHEM T€X, KOTOPBIE MHINBUIYATbHO YKa3aHbI B IPYTUX
Mectax Tabnuubl. Hanpumep, XBB* ne Bkmouaer XBB.1.5, XBB.1.16, EG.5, XBB.1.9.1,
XBB.1.9.2 u XBB.2.3. ¥ u3-3a HeOOJBIIOT0 KOJUYESCTBA IOCIICIOBATEILHOCTEH, TPEI-
CTaBJICHHBIX B ATUX PETHOHAX, HE yAaloch ompeaenuth TeHaeHuu st VOl u VUM B
ATUX PETHOHAX; ATO TAKXKE MPEJICTABIICHO 3alITPUXOBAHHBIMU sTYeKaMH B TaOIHIIE

Pucynok 9. I'mobGanbhas 28-mHeBHas pacnpoctpaneHHocTs EG.5, XBB.1.5,
XBB.1.16, BA.2.86 u JN.1 ¢ 11 nexabps 2023 r. o 7 ssuBaps 2024 r. *+

\ ¥

pgre

XB8. 15

X116

(R e o

* OT4eTHbIN NepuoA IS yueTa 3aJep>KKH B MPEACTABICHUN MTOCIIEI0OBATEIILHOCTH B
GISAID. + Ucropuieckoe MpUCyTCTBUE YKA3bIBAET HA CTPAHbI, paHEe COOOIIABIINE O TO-
cnenoBatenbHOCTAX VOI, HO He coobmaBiue 06 3ToM B nepuo/i ¢ 4 HosAOpst 1o 3 nekadps
2023 1.
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Pucynox 10. KomnaectBo (A) u mpouent (b) mocnenosarensHocteit SARS-CoV-2 ¢
3 uronst o 31 mekabpst 2023 1.
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Myoaukanun:

1. Cell Biol Int. 2024 Jan 23. doi: 10.1002/cbin.12130. Online ahead of print.

What makes SARS-CoV-2 unique? Focusing on the spike protein

Urto nenaet SARS-CoV-2 yaukansabeiM? CocpeioToueHre BHUMaHUs Ha Oelke-
1112018

Jingbo Qian, Shichang Zhang, Fang Wang u ap.

B saTom 0630pe aBTOpHI 00pHcoBanu yHukanbHOCTh SARS-COV-2 ¢ Tpex Touek 3pe-
HUs. Bo-niepBhIX, OHU OMHUCANX MOAPOOHYIO CTPYKTYpY Oenka-mmura (S), KOTOpbIi 0YeHb
YYBCTBUTEJIEH K MYTaLUSIM M CIOCOOCTBYET UeTKOMY MH(EKIIMOHHOMY ITUKITYy BUpyca. Bo-
BTOPBIX, OHU CUCTEMATHICCKU 0000IIHIN SnuTonbl nMMmyHoTIo0ymmaa G k SARS-CoV-
2 ¥ MOAYEPKHYJIU LIEHTPAIbHYIO POJIb HEKOHCEPBATUBHBIX oOsiacTel Oenka S B a/lalTUB-
HOM YCKOJIb3aHUU OT UMMYHHTETa. B-TpeThuX, OHU MpeacTaBUiu 0030p BaKIIMH, Halle-
JIEHHBIX Ha 0eNoK S, u 00CyIUIN BIMSHHE HEKOHCEPBATUBHBIX obyacTedl Ha 3 eKTus-
HOCTh BaKIMHBI. XapaKTePUCTUKA U UIACHTU(UKALINS CTPYKTYPbl U TEHOMHOM OpraHu3a-
1uu SARS-COV-2 momMoryT BBISICHUTh MEXaHU3MbI MyTallUU BUPYCa U 3apakeHust u odec-
revyaT OCHOBY JJIsl BRIOOpa ONTUMANIBHBIX METO10B JieueHus. Ckayku B mporpecce B 00Jia-
CTH YIIY4YILIEHUS TUATHOCTUKH, TAPTETHBIX BAKIMH U TEPANEBTUYECKUX CPEJICTB IMPEJ0-
CTaBJIIOT BECKHUE JTOKA3aTEIbCTBA TOTO, YTO HAYYHOE NTOHMMAHUE, UCCIEIOBAHUS U TEX-
HOJIOTUU Pa3BUBAIIUCH CO CKOPOCTHIO AHAEMHUH.

2. J Med Virol. 2024 Jan;96(1):e29425. doi: 10.1002/jmv.29425.

Generation of SARS-CoV-2 spike receptor binding domain mutants and func-
tional screening for immune evaders using a novel lentivirus-based system

Co3nanne MyTaHTOB JIOMEHA, CBSI3BIBAIONIETO MIUTIOBLIN perientop SARS-CoV-2,
U QYHKIMOHAJIBHBIA CKPUHUHT YKJIOHSIOIUXCS OT UMMYHHOTO OTBETA, C UCIIOJIb30Ba-
HUEM HOBOM CHUCTEMBI Ha OCHOBE JIEHTUBUPYCA

Junli Jia, Emanuela Garbarino, Yuhang Wang u np.

HemnpepbiBHOE TOsiBIEHHE MyTanuii cnaiikoBoro raukonporenHa SARS-CoV-2,
KOTOpBIE€ YBEJIIMYUBAIUCH MPHU MOSBICHUU BapuaHTa OMUKpPOH, YKa3bIBa€T HA HEOOXO/IU-
MOCTb IIPEJIBUJIETh TAKME MYTALIMU JJIs1 pa3pabO0TKH ceU(UYECKUX U aJalTUPYEMBIX Me-
TOJIOB JICYEHHMS, YTOOBI N30€KaTh HOBOM MaHaeMUH. Ba)kHel el MUIIIEHBIO 1)1 JICUECHUS
aHTUTENaMU M pa3pabOTKH BaKIUH SBJISETCS pelentop-cBs3piBatonmii n1omeH (RBD)
mmrmna SARS-CoV-2. Oto Taxke y4acTok, r71e BUPYC IPOAEMOHCTPUPOBAI CBOIO BHICOKYIO
CHocOOHOCTH MYTHPOBATh U, CIEI0BATEIbHO, H30eraTh UMMYHHOTO OTBETa. ABTOPHI pa3-
paboTany HaJeKHbIA U MPOCTON METO/ co3AaHus OOJIBIIOTrO KOJMYeCcTBa (DYHKIIMOHAb-
HeIX MyTaHTOB RBD SARS-CoV-2 ¢ nomomisio I1I[Pc ucnons3oBanrnem ommobaromeics
MIOJIMMEPA3bl U HOBYIO HEPEIIMLIUPYIOLIYI0 CUCTEMY Ha OCHOBE JieHTuBHpYyca. OHuU moy-
YUK TOJIMKIIOHANIbHBIE aHTuTena npotuB RBD aukoro tuna (WT) u ucnonb3oBaiiv ux
JUIA CKPHUHHUHTA W OTOOpa OMONMOTEK MYTaHTOB, KOTOpPbhIE M30€raloT MHTHOMPOBAHUS
BX0/1a BUPUOHA B KJIIETKU-PELIMITUEHTHI, SKCIPECCUPYIOIINE aHTMOTEH3UHIIPEBPAILIAFOIINI
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depMeHT uenoBeka 2 u TpaHCMEeMOPaHHYIO CepUHOBYIO ITpoTeasy 2. OHU BBIICINIH, KO-
HUPOBAJIM U CEKBEHUPOBAJIM LIECTh MYTaHTOB, B OOIIEHN CIIOKHOCTH HECYIIHX JIEBITH Caii-
TOB MyTanuii. Bocemb MyTanmii 66111 0OHapyKEHBI B TIOC/IEI0BaTeIbHBIX BapuaHTax WT,
BKJItoUass OMHUKPOH U JIpYyTUX peKOMOMHAHTaX, MPUYEM OJIHA SABJIAETCS HOBOM. OTH pe-
3yJlbTAThl BMECTE C MOAPOOHBIM (YHKIMOHAIBHBIM aHAJIU30M JIBYX MyTaHTOB HOCTYKUIU
NOJATBEPKICHUEM KOHLIETIIMY JaHHOTO MOAXO0AA.
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