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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasmuxcs nox HadaoaenueM (VUM), Ha ocHoBe
KOJIMYeCTBA UX F€HOMOB, J1eNOHMPOBaHHBIX B 0a3y naHHbIX GISAID 3a Henxeio ¢
13.01.2024 r. mo 19.01.2024 r.

@KYH Poccuiickutl Hay4HO-UCCIe008aMeNbCKULL NPOMUBOYYMHBIU UHCmumym « Mukpo6y
Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B 0030pe npencrasiena nHGOpMAIKS IO MUPKYIUPYIONIMM B HACTOSIIEE BpEMs Ba-
puantam Bupyca SARS-COV-2 Be3piBaromux uHTepec (VOI) u cydBapuanToB Omicron,
Haxonsmuxcs noa Hadmoaeruem (VUM), reHOMHBIE MOCTE0BATEILHOCTH KOTOPBIX pa3Me-
IeHBI B MeXayHapoaHou 6a3e maHHbIX GISAID 3a Hepenro ¢ 13 o 19 saBaps 2024 r.

[To cocrosinuto Ha 19 ssHBaps 2024 r. B cooTBeTCTBUU ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux untepec (VOI), oTHeceHbl cyOBapUaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. B rpynmy mupKyIupyoOmuX BapuaHTOB, HAXO-
namuxcs mox HaOmoaeHueM (VUM) BkimrodeHsl TeHeTwdeckue auHuu: DV.7, XBB,
XBB.1.9.1, XBB.1.9.2, XBB.2.3.

Ha cerogusunuii nens B 6a3ze manHbix GISAID Bcero npencrasneno 16 461 766 re-
HoMmoB Bupyca SARS-COV-2 (3a Henento nenonupoBano 34 138 nocienoBarensHocTel). B
MHUpE CTpaHaMU — JUAEPAMH MO KOJUYECTBY JCMOHUPOBAHHBIX T€HOMHBIX MOCIEI0BATEb-
Hocteit Bupyca SARS-CoV-2 ocrarores CIHA — (5 026 623 renoma — 30,5% ot Bcex pazme-
nieHHbiX B GISAID) u BenmukoOputanus (3 137 141 renom — 19,1%).

Bcero B 6a3y nanusix GISAID nenonupoBano 8 964 006 renomoB BapuanTa Omicron,
3a aHAIM3UPYEMYI0 Helelmo pasmenieHo emie 33 969 reHoOMHBIX MOCHIeI0BaTeIbHOCTEH —
99,5% oT Bcex mpeIcTaBIEHHBIX 3a TEKYILYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(ma mpomnwtoit Henene — 93,3%). Poccuiickumu nadoparopusimu pazmenieHsl 84 468 renom-
HbIX nocaenoBaTensHocTelt SARS-COV-2, B Tom uncne Bapuanta Omicron — 52 107 reno-
MOB.

Ha cerognsimauii newp B 6aze ganubix GISAID 3aduxcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyna, Aurmnbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocHus u ['epuerosuna, bonaiipe, bpasunus, bpynen, bpuranckue Bup-
THHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Bearpus,
Buprunckue Octposa (CILIA), Beetnawm, 'ana, I'antn, 'am6us, ["aitana, ['Bagenyna, ['BaTe-
Mmaina, ['Bunes, ['epmanus, ['mbpantap, 'onaypac, 'onkonr, ['penana, I'penus, ['py3us, ['yam,
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I"abon, Jlanus, [xubyrtu, Jlomnaukanckas Pecrryonuka, Jlomunuka, JIPK Jlemokpatudeckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3amOus, 3umbadse, U3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
must, Ucnmannus, cnanmst, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OcTtpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kenust, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kiopacao, Jlaoc, JlatBus, JInuGepus,
Jlusan, JIuus, JIuxtenmrelin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaitzus, Maneausel, Manera, Manu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinjosa,
Momnako, Monromus, Moatceppat, Mbsitama, Mukponesus, Hamu6us, Hunepnanasl, Hurep,
Hurepus, Henan, HezaBucumoe rocynapcrso Camoa, Huy»s, HopBerusi, HoBas 3enannus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, Ilaparsaii, Ilannya HoBas I'Bunes, Ilepy, [lopryramus, [lonsma, ITyapTo-Puko, Pe-
10HbOH, Pecniyonuka Konro, Pecniyonuka Celimnensckue OctpoBa, PecniyOnuka I'Bunes-bu-
cay, Pecrionuka Banyty, Pymbinusi, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckas ApaBusi, CeBepHas Makenonusi, CeBepusle Mapuanckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakusi, CnoBenus, Cuaranyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cent-Buncent u ['penanunsl, Cent-Jlrocusi, Cunr-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanus, Tepke u
Kaiikoc, Toro, Tonra, Tpununan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, Ykpansa,
Ypyreau, Ounnsuausa, Opannus, Opannysckas ['Buana, @pannysckas [Honunesus, G-
nuHbl, XopBarus, YepHoropus, Yexus, Yunu, Yan, AP, IlIeenus, I[lsenmapus, [pu-
Jlanka, DxBanop, Dcronus, IcBatuH, Dpuonus, DkBatopuanbHas [ Bunes, FOAP, FOxnas
Kopes, FOxunbiit Cynan, Anonus, Smaiika.

3a nocnenuue 4 Henenu 53 crpansl (24,6%) (3a npeapiaymme — 45 crpan (20,9%)
JOTIOJHUJIM JaHHBIE O JCMOHUPOBAHWHM TEHOMHBIX TMoOcCieaoBaTeabHOCTeH Omicron B
GISAID.

Jlunamuka pacripocTpaHeHus: B Mupe cyOBapraHToB Omicron CEKBEHUPOBAHHBIX U 3a-
rpyxeHHbIX B 06a3y nanueix GISAID npencrasnena Ha pucynke 1. Cpeau IUPKYITHPYIOITIX
B HacTosmee Bpemsi mramMmmMoB SARS-CoOV-2 B Mupe TOMUHUPYIOT YeThIpe CyOBapuaHTa:
JN.1 (40,96%), JN.1.4 (13,06%), JN.1.1 (6,85%) u mommuuus Bapuanta VOI EG.5: HV.1
(5,8%).



Timecourse of Omicron variant sublineage distribution
2024-01-16
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JN.1 I JF1 BN XBB 11611 WM XEB.19.1 . FY3i
IN14 mEm XBB.1.16.15 N XBB 15 BN XEB.7192 EEE GE1
INAA BN XBB.1.16.17 WEE HF1 BN XEE232 WM GJ12
HV.¢ B EG5.16 BN XBB 1.16 BN XEE.233 WM BAS2
BA.2.86.1  WEE UN.2.1 BN XBB1.161  EEE BF7 . G2
JG.3 . FL.1.51 W BA52.1 . BQ.11 . =G
IN2 N GS44 BN XBB 1 EEE BN.13 . DV2
GE.1.2 B EG5.13 B BFS5 . BQ.1 E CH11.1 We gratefully acknowledge
IN.1E B UN.13 BN XBB 1422 WEM EGS5.14 B CH1.1 the Authors from Originating
HK.3 R NS BN XBB 1.166  EEE FL10.1 . 8012 and Submitting laboratories
JD.1.1 M DV.7.1 BN BN.12 - L2 . 20114 of sequence data on which the
INA2 - D111 BN XBB 1610 NN FL23 . 501118 analysis is based.
EG.5.1 BN EG5.18 BN XBB 1513 EEE FL4 |Gl
HK.3.2 B GK.1.1 BN XBB 157 . LS BB Omicron sublineages < 1%
INALTA B EG6.1 N XBB 1572 EEE FU1 B Other ineages
EG.5.1.1 EEE XBB.2.3

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuanToB Omicron B Mupe
(mo coctosinmio Ha 16.01.2024 1.)

['eneTnyeckoe pasHooOpaszWe HUPKYIUPYIOIIUX B PErMOHAaX Mupa CyOBapHaHTOB
Omicron 3a nociennue 4 Heaenu nokasano Ha pucyske 2. CyoBapuant JN.1 sBisercs 1omMu-
HUpyOIHM B ctpaHax EBpombr (46,63%), Tuxookeanckoro perunona (38,63%), CeBepHoit
Awmepuku (32,55%) u Asum (32,54%). B ctpanax FOxHO# AMEpUKH Cpein UPKYITUPYIOIIUX
mramMMoB npeobnanaet cyoBapuant HV.1 (18,52%).



Regional trends of Omicron variant sublineages
in sequences collected from 2023-12-19 to 2024-01-16
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www. who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

ps;

Pucynok 2. Pactipoctpanenue cyoBapuanToB Omicron B pernoHax Mupa 3a mnocieasue 4
Henenu (C 19 nexadOpst 2023 . mo 16 saBaps 2024 r.)

3a nocneaHue 4 HeAEIM B MUPE pacpocTpaHeHHOCTh BapuaHToB VOI Bo Bcex peruo-

Hax OCTaeTcs NOMUHHUpYIoleh: B Adpukanckom peruone — 100%, B TuxookeaHCKOM peru-
ore — 96,55%, B IOxHoit Amepuke — 96,19%, B A3un — 93,14%, B CeBepHOli AMEpHUKE —

88,22%, B EBpormie — 88,16% (puc. 3).



Regional distribution of variants in new sequences
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This slide shows NEW data in GISAID on 2024-01-16 submitted since last report 7 days ago the Authors from Originating .
(new by submission date, not collection date) and Submitting ’UbOTUfO’iES
See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions of sequence data on which the

analysis is based.

Pucynok 3. Pacnpoctpanenue cyOBapruanToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-
HBIX 32 nocyiegHue 4 Heaenu (o coctosiHuio Ha 16 stuBapst 2024 r.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)

ITo coctosinuto Ha 19 ssHBaps 2024 r. 0OTMEYEHO CHIMIKEHUE PACIIPOCTPAHEHUS CyOBa-
puantoB XBB.1.5 (¢ 4,34% wna npensinymeit venene — no 4,05% na tekymieit Hemene),
XBB.1.16 (¢ 3,3% 1o 2,5%), EG.5 (¢ 23,1% no 19,7%).

B 6a3y mannsix GISAID EpiCoV mnocnenoBarenbHOCTH, oTHOCsmuecs Kk XBB.1.5
(Kraken) nenonupoBanbl u3 140 ctpan. PacnpoctpaneHHOCTh cyOBapuaHTa cOCTaBUjIA B
[Tonwmie, Upnannuu, Utanuu, Kanane, CIIA, ®panuun u Benukooputanun— 7%, 7%, 5%,
4%, 3%, 2% u 2% COOTBETCTBEHHO.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 125 crpan. 3a mocnennue 4 He-
JIeN CyOBapuaHT npeumyiiecTBeHHo Bbiessuin B [Tonbine (10%) u CIIA (4%).

Cyo6Bapuant EG.5 (Eris) cexkBenupoBan snadoparopusmu 103 ctpan (Ha npeasiaymiei
nenene — 100 cTpan). 3a mocnennue 4 Henenu cyOBapruaHT MPEUMYIIECTBEHHO BBIJCISIN B
Kurae (71%), Kanane (29%), Asctpanuu (27%), CIHIA (21%) u Utanuu (20%).

Cy6Bapuant BA.2.86 (Pirola) mo coctostauto Ha 19 suBaps 2024 r. uupKyaupyeT B 65
CTpaHax, ero pacnpoCTPaHEHHOCTh PACTET U 3a nocieaHue 4 Hepenu coctaBuia B Mcnanuu



— 83%, Upnananu — 76%, BenmukoOpuranuu — 69%, Urtammuu — 58%, Uuanonesnn — 57%,
Asctpanuu — 57%, Uaanu — 56% u Opanmuu - 56%.

B 6a3e GISAID npencrasneno 48 513 reHoMHBIX TIOCTIeTOBaTENIbHOCTEN CyOBapHaHTa
JN.1 u3 81 ctpansbl. 3a mocnenHue 4 Helenu CyOBapUaHT MPEUMYIIESCTBCHHO BBIICISUIA B
Wcnanuu (81%), Jdanuu (80%), Upnaumuu (72%), Uaauu (55%), Benukoopurtanuu (55%),
Wunonesuu (54%) u Utamuu (54%).

Pacnipoctpanennocts Bcex BapuantoB VUM cuumxaercsa. CyOBapuant XBB.1.9.1
(Hyperion) cexkBenupoBaH jabopatopusmu 125 crpan. PacnpocTpaHeHHOCTH BapuaHTa B
Mupe coctasisier 1%.

Hupkymsius cyoBapuanta XBB.1.9.2 3adukcupoana B 104 ctpanax Mupa ¢ pacipo-
cTpaHeHHOCThIO 1%.

Cy6Bapuant XBB.2.3 (Acrux) cekBenuposas B 115 cTpanax mupa ¢ pacpocTpaHeH-
HOCTBIO 1%.

Cy6Bapuant XBB (Gryphon) nupkynupyet B 151 crpane. PacnipoctpaneHHocTh cy0-
BapuaHTa B Mupe coctaBisieT menee 0,5%.

['enomHBIE MTOCIEOBaTeNbHOCTH cyOBapuanta DV.7 B 6aze manueix GISAID npen-
ctaByieHbl U3 11 cTpan (32).

HNudopmanust mo 0OHOBIEHHBIM JTAHHBIM O JISTIOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabmune 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B Tom umcie xoiu-

IIpouieHT reHOMOB,

KommnuectBo YCCTBO T'€HOMOB | OTHOCAIIUXCA K Ba-
nernonupoBan- | Omicron, nemnonu- | puanty  Omicron
Crtpana VYupexaenue, mpoBOAUBIIIEE CEKBEHUPOBAHHUE HBIX TEHOMOB | poBaHHBIX 3a mo- | (B.1.1.529), nemo-
Omicron clieqHue 4 HeNeNu | HUPOBAaHHBIX 34
(B.1.1.529) (23.12.2023 — | mocnenaue 4 He-
19.01.2024 r.) e
Asctpamus (crabunmszanus 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 172586 384 100,0
of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for Mo-
- . ) 194008 185 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
Asepbaiimkan  (cradbmamsanus | National Hematology and Transfusiology Center 39 0 0.0
3200JIeBaEMOCTH) ’
Anbanus (crabunmsanus 3abo- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
JIEBA€MOCTH) Public Health England
Amxup (crabunuzarms 3abone- | National Reference Center for Viruses of Respiratory
: . . 635 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
octpoBa (crabmmm3arus 3aboire- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (cradbu- | Centers for Disease Control and Prevention Division of
. . : 138 0 0,0
Jr3aIms 3a00J€Ba€MOCTH ) Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnrona (crabunmsanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BAGMOCTH ) Platform
Annoppa (crabunmsanus 3ab6o- | Instituto de Salud Carlos 111 323 0 0.0

JIEBAEMOCTH)




Amnturya u bapOyna (crabunu3a-

Carrington Lab, Department of Preclinical Sciences,

1Us1 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus

Aprentuna (crabwimmsarms 3a- | Instituto  Nacional — Enfermedades  Infecciosas

9935 0 0,0

00J1eBaCMOCTH ) C.G.Malbran

Apmenus (crabmnmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of

JIEBAEMOCTH) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia

Apy6a (crabmmusamust 3abose- | National Institute for Public Health and the Environ- 1060 0 0.0

BaEcMOCTH) ment(RIVM) ’

Adranucran (cradmimsarus 3a- | Central Public Health Lab 9 0 00

00JIeBaEMOCTH ) ’

baramckue octpoBa (ctabunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0

1St 3a00JIEBAEMOCTH) waldo Cruz Institute, FIOCRUZ :

banrmagem (cradbmmusanus 3a- | Child Health Research Foundation 9950 0 0.0

00J1eBaeMOCTH) ’

bap6anoc (cradbunmsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBA€MOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies

Baxpeiin (cradbunu3zarus 3abone- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0

BAacMOCTH) rectorate ’

Benapych (crabunusanms 3a6o- | Laboratory for HIV and opportunistic infections diag-

JIEBa€MOCTH) nosis The Republican Research and Practical Center for 120 0 0,0
Epidemiology and Microbiology(RRPCEM)

benus (crabunmsanus 3abonesa- | Texas Children's Microbiome Center 703 0 0.0

€MOCTH) ’

benwrus (poct 3a6oneBaemoctu) | KU I__euven, Rega Institute, Clinical and Epidemiologi- 99599 115 100,0
cal Virology

benun (crabunmsanms 3abone- | Institut fiir Virologie — Institute of Virology — Charite 518 0 0.0

BAEMOCTH)




bepmynackue octpoBa (cTabuiu-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 210 0 0.0
Bosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 7802 0 0.0
JIEBAEMOCTH ) ’
bonmBus (camwkenue 3adoneBae- | Laboratory of Respiratory Viruses and Measles, Os- 996 5 100.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomiip (crabunuszanus 3abone- | National Institute for Public Health and the Environ-
1074 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JM3alys 3a00J¢BaEMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanus 3a6o- | Botswana Institute for Technology Research and Inno- 3454 0 0.0
JIEBAEMOCTH ) vation ’
bpasunus (crabunusanus 3ab6o- | Instituto Ac_jolfo Lutz, Interdiciplinary Procedures Cen- 120294 31 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunm3anus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6149 0 0,0
boratory)
byran (ctabunuzanus 3aboneBa- | AFRIMS 100 0 0.0
€MOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051€eBa€MOCTH) ’
bypynau (crabmmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukobOpurtanus  (cradbuimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1509885 3219 100,0
nomics UK (COG-UK) consortium.
Benrpus (crabunmsanust 3a6o- | National Laboratory of Virology, Szentdgothai Re- 577 0 0.0

JIEBAEMOCTH)

search Centre




Benecynana (crabunuzanus 3a00-

Laboratorio de Virologia Molecular

825 0 0,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. o 6490 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmsanus 3aboneBa- | Centre  de recherches médicales de Lamba- 5 0 0.0
€MOCTH) réné¢(CERMEL) '
I"autu (crabmnusarus 3aboneBa- | Laboratoire National de Santé Publique — LNSP(HAITI
446 0 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) '
I'amOust (crabuimsanus 3abone- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3zarms 3a00- | National Reference Center for Viruses of Respiratory
: . . 695 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabummsamus 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An-
. 4044 0 0,0
JIEBAEMOCTH) gel Garcia
I'eunes (crabunmsarus 3abose- | Centre de Recherche et de Formation en Infectiologie 596 0 0.0
BaeMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) '
I'epmanus (crabunmsarust 3a60- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JICBAEMOCTH ) gie. Institute of infectious medicine & hospital hygiene, 581264 44 100,0
CaSe—Group.
I'ubpanTap (crabunmzarus 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
JIEBAEMOCTH) Public Health England
Tonnypac (crabunuszanus 3a6o- | Genomics and Proteomics Departament, Gorgas Me-
) . : 196 0 0,0
JIEBAEMOCTH) morial Institute For Health Studies
INonkonr (crabmmmsarms 3a6o0- | Hong Kong Department of Health 13805 13 100,0

JIEBAEMOCTH)
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I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penms (crabmmuzamus 3aboie- | Greek Genome Center, Biomedical Research Founda- 24501 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-

BaEMOCTH) nome Research, R. G. Lugar Center for Public Health 2603 0 0.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunmsanus 3adoneBac- | Centers for Disease Control and Preven—tion Division 490 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 376369 663 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunmszanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — PecmyOnuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3abomeBaemo- | trol and Prevention, USA 2042 63 95,5

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6osesa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncumu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abose- | Main Chemical Laboratories Egypt Army 9789 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1267 4 100,0

BAEMOCTH)

3umbabBe (cTabunm3anus 3a00- | National Microbiology Reference Laboratory(Quadram 316 0 0.0

JIEBAEMOCTH)

Institute Bioscience)
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W3paunp (crabunmzanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

119567 294 99,7
JIEBAEMOCTH )
WNunus (crabunusanus 3abose- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 144401 277 98,2
Centre for Cellular and Molecular Biology
Wunonesus (crabmmmsamus 3a- | National Institute of Health Research and Development 40489 141 100,0
00J1eBaEMOCTH)
Nopnanus (crabunusanus 3a00- | Andersen lab at Scripps Research, CA, USA 244 0 0.0
JIEBAEMOCTH ) '
Upak (cradbunmsanus 3adoneBae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 410 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2852 0 0,0
€MOCTH) Institute of Iran
Wpnangus (crabunmsanus 3a60- | National Virus Reference Laboratory 61186 362 100,0
JIEBAEMOCTH )
Wcnanust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology
11314 0 0,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 141708 743 99,5
JIEBAEMOCTH)
Uranus (crabmmuszanus 3adbomne- | Army Medical Center, Scientific Department, Virology 97318 983 99,6
BacMOCTH) Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
746 0 0,0
00J1eBaeMOCTH)
Kazaxcran (cradunu3zarus 3a00- | Reference laboratory for the control of viral infections 9837 0 0.0
JIEBAEMOCTH) '
Kam6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1971 v 100.0
JIEBAEMOCTH)
Kamepyn (crabmnmsanus 3a6o- | CREMER(Centre de Rechercherches sur les Maladies
. 1320 0 0,0
JIEBAEMOCTH) Emergentes et Ré—¢mergentes)
Kanama (crabunmsarust 3a6ose- | Laboratoire de santé publique du Québec 348677 3631 1000

BAEMOCTH)
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KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusanus 3abosneBa- | Biomedical Research Center(BRC), Qatar University /
. 1692 0 0,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (crabmnmsarms 3abone- | KEMRI-Wellcome Trust Research Pro- 5589 0 0.0
BaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
Kunp (cradbmm3zanus 3a6onesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craOunmsanus 3aboJe- I\_latlonal Institute for Viral Disease Control and Preven- 66112 63 100.0
BaEMOCTH) tion
Konym6us (cradbunusamus 3a60- | Instituto Nacional de Salud— Direccion de Investigacion
1 15435 8 100,0
JIEBAEMOCTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1us 3a00JIEBAEMOCTH) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BacMOCTH) gie '
Kocra—Puka (cradbunmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9753 0 0,0
00J1eBa€MOCTH) Enseflanza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 957 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory '
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory 577 0 0.0
MOCTH) '
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 996 4 100,0
BaE€MOCTH) Medicine, Kuwait
Keipreizcran (crabmiumzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment '
Kropacao (crabmmmsamust 3a60- | National Institute for Public Health and the Environ-
1265 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3adosieBac- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 979 0 0.0
MOCTH) tal ’
JlatBus (crabunusamus 3abose- | Latvian Biomedical Research and Study Centre 14445 0 0.0

BAEMOCTH)
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Jlecoro (crabmnuzanus 3aboie-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 155 0 0.0
Jubepus (cradbunmsarms 3a6o- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmnusaius 3abose- | Laboratory of Molecular Biology and Cancer Immunol- 931 0 0.0
BAEMOCTH) ogy, Lebanese University Public Health England ’
JluBust (crabmnuzanus 3aboise- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ,
Jlutsa (crabunuzarus 3abonesa- | Vilnius University Hospital Santaros Klinikos, Center
. 12230 0 0,0
€MOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabunmsarms | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (ctabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 37436 0 0,0
00JIeBaCMOCTH ) Genomics Platform
Maxkao (crabunmzanusi 3aboine- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Maspukwuii (ctabunusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 2620 0 0.0
JIEBAEMOCTH ) ’
Maspurtanus (crabmiuzanus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory
: . . 373 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (ctabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry of 33456 50 100,0
Health Malaysia
Managu (cradunusamus 3abone- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
BACMOCTH ) Platform
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
: : . . 160 0 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (crabunm3aius 3a60- | Indira Gandhi Memorial Hospital 333 0 0.0

JIEBAEMOCTH)
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Manpra (cTabunuzanus 3aboie-

Molecular Diagnostics Pathology Department Mater

BacMOCTH) Dei Hospital Malta 163 0.0
MaprrayutoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 42 0.0
JU3arys 3a00J1¢6Ba€MOCTH) of Health ’
Mapokko (crabmimsainus 3a0o0- | Laboratoire de Biotechnologie 1353 0.0
JIEBAEMOCTH ) ’
Maprunuka (crabmnmsainus 3a- | CNR Virus des Infections Respiratoires — France SUD 1547 0.0
00J1eBaeMOCTH) ’
Mekcuka (crabunusamust 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos
46138 0,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (crabunmsanus 3a060- | KRISP, KZN Research Innovation and Sequencing
i 737 100,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzarus 3a60- | ONCOGENE LLC 698 0.0
JIEBAaCMOCTH ) ’
Momnaxko (cradbunmsanus 3a6oie- | National Reference Center for Viruses of Respiratory
: ) . 18 0,0
BAacMOCTH) Infections, Institut Pasteur, Paris
Mouromust (crabunmsanus 3a60- | National Centre for Communication Disease (NCCD)
: 997 100,0
JICBAEMOCTH) National Influenza Center
Moutceppar (crabunuzarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsiama (crabunuzanums 3a6one- | DSMRC 160 1000
BAEMOCTH)
Hamubus (crabmmusamms 3a6o- | National Institute for Communicable Diseases of the
: . 826 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1284 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0.0
€MOCTH) ease Control ’
Hurepust (crabmmusamus 3a60- | African Centre of Excellence for Genomics of Infec- 3209 0.0

JIEBAEMOCTH)

tious Diseases(ACEGID), Redeemer’s University
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Hunepnanae! (crabmimzanus 3a-

National Institute for Public Health and the Environ-

00J1eBa€MOCTH ) ment(RIVM) 83200 421 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enanmus (crabunmsanus | Institute of Environmental Science and Research(ESR) 37660 0 0.0
3a00JIeBa€MOCTH) ’
HoBas Kanenonus (cradbuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11s1 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a00- | Norwegian Institute of Public Health, Department of 35888 43 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3anus 3aboneBae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center 559 0 0.0
€MOCTH) ’
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
IMakucran (crabunmsanus 3a60- | Department of Virology, Public Health Laboratories 3448 12 85 7
JICBAEMOCTH) Division ’
[Manay (cradbunum3arus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabwnusanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunu3arust 3a6omae- | Gorgas memorial Institute For Health Studies 3263 20 100.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (cradbunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a1ust 3a00J1€Ba€MOCTH) ’
[Maparsaii (cradbunm3anus 3a6o- | Laboratorio Central de Salud Publica de Paraguay 9931 0 0.0
JIEBAEMOCTH) ’
[Tepy (crabunuzarmms 3aboneBae- | Laboratorio de Referencia Nacional de Biotecnologia y 37691 0 0.0
MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru '
[Monpmia (cradbunu3aius 3abome- | genXone SA, Research & Development Laboratory 46735 142 100.0
BAEMOCTH) ’
[Mopryranus (crabmimsanus 3a- | Instituto Nacional de Saude(INSA) 24268 177 99.4

00J1€Ba€MOCTH)
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[Tyspro Puko (cTrabunusanus 3a-

Centers for Disease Control and Prevention Division of

00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery 18662 13 100,0
Pecniyoniuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) atory (MDU-PHL) ’
Pecniyonuka Jxubytu (cradbu- | Naval Medical Research Center Biological Defense Re-
. 633 0 0,0
Jr3arys 3a00JIeBAaCMOCTH ) search Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0 0.0
JM3aIys 3a00J1€BA€MOCTH) atory (MDU-PHL) :
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine
216 0 0,0
115 3200J1EBaEMOCTH)
Pecniyonuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaEMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
Tu3anus 3a00J1eBaMOCTH) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CanbBagop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 551 0 0,0
JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 28 0 0,0
Peronbon (cradbummsanus 3a60- | CNR Virus des Infections Respiratoires — France SUD
12132 0 0,0
JIEBAEMOCTH)
Poccus (crabunmsanus 3abone- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic Tech-
nologies for Biomedicine, Pirogov Medical University,
Moscow, Russian Federation. Federal Budget Institu-
tion of Science, State Research Center for Applied Mi- 52099 0 0.0

crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
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Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. . : 12218 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaynoBckast ApaBusi (cradbwiu- | Infectious Diseases, King Faisal Hospital Research
1381 0 0,0
3a1us 3a00JICBACMOCTH ) Center
Ceseprass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1eBa€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 408 8 100,0
tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunmsarust  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2091 0 0,0
CTH)
Cetimrenbl (crabmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1763 7 100,0
BAEMOCTH)
Cent—Buncenr u ['penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabunuzaruss  3aboseBaemo- | Faculty of Medical Sciences, The University of the 101 1 100,0
CTH) West Indies
Cent—Kurc u Hesuc (cradbunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences
221 1 100,0
00J1€Ba€MOCTH)
CepOus (crabunmzarus 3abose- | Institute of microbiology and Immunology, Faculty of
. L 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (cradbunusarus 3a6o0- | National Public Health Laboratory, National Centre for 35226 798 100.0

JIEBAEMOCTH)

Infectious Diseases
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Cen-MaptuH (cTabunuzanus 3a-

Institut Pasteur

302 0 0,0
00JIeBa€MOCTH )
Cunr—Mapren (crabunmsanus | National Institute for Public Health and the Environ-
907 2 100,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupust (crabmnuzanus 3abomne- | CASE-2021-0266829 79 0 0.0
BAaEMOCTH) ’
CrnoBakus (crabunmsanus 3ab6o- | Faculty of Natural Sciences, Comenius University 28343 3 100,0
JIEBAEMOCTH )
CrnoBenus (crabuamsanms 3a00- Instl'gu'_[e of M_lcroplology _and_lmmunology, Faculty of 37747 167 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBbsl  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumusarus 3a6ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) :
Cynan (crabmnumsarust 3abosie- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CHIA (crabunusarnus 3abonesa- | Colorado Department of Public Health & Environment.
€MOCTH) Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2618059 5844 100,0
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a0051€eBa€MOCTH) :
Tanmnann (cradbunmsamust 3a60- | COVID-19 Network Investigations(CONI) Alliance 30375 42 100.0
JIEBAEMOCTH)
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . - 4248 0 0,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwnmsarus 3a06o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc u Kaiikoc (crabunusanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0,0
West Indies, St Augustine Campus

Tumop-Jletrrn  (crabunmsanus | Microbiological Diagnostic Unit — Public Health Labor- 1 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunuzanus 3adoneBae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM - Universit¢é de Montpellier) 519 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0,0

Tpununan u Tobaro (cradbumu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2798 100,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 859 0.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 99192 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 899 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a6o- | Department of Respiratory and other Viral Infections of

JIEBa€MOCTH) L.V.Gromashevsky Institute of Epidemiology & Infec- 4829 100,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (cradbunmsanus 3a- | Center for Advanced Technologies 61 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 247 00

JIEBAEMOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabumsanus 3abonesa- | State Laboratories Division, Hawaii State Department 88 0,0

€MOCTH) of Health

dununmuael (ctabunusarus 3a- | Philippine Genome Center 15903 0.0

00J1eBaeMOCTH) '

Ounnsnaus (cradbunmszanus 3a- | Department of Virology, Faculty of Medicine, Univer- 25659 100.0

00J1eBaeMOCTH)

sity of Helsinki
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@paHuus (CHUXEHHE 3a00J€eBa-

CNR Virus des Infections Respiratoires — France SUD

403498 382 100,0
€MOCTH)
®panmysckas ['Buana (ctadbuu- | National Reference Center for Viruses of Respiratory 1682 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 25712 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsarnus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 80 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabmnuzanus 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 550 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (cradbunmsanms 3abonesa- | The National Institute of Public Health 34042 1 100.0
€MOCTH) ’
Yunu (cHmxkenue 3aboneBaemo- | Instituto de Salud Publica de Chile
cru) 27496 132 99,2
[IBerinapus (cradbumuzarus 3a- | Department of Biosystems Science and Engineering, 57349 0 0.0
00JIeBa€MOCTH ) ETH Ziirich. :
[IBerus (crabmmzarus 3abose- | The Public Health Agency of Sweden 127850 416 100.0
BAEMOCTH) ’
[Ipu-Jlanka (cradbmnuzaius 3a- | Centre for Dengue Research and AICBU, Department 1188 0 0.0
00JIeBaEMOCTH ) of Immunology and Molecular Medicine ’
OkBajop (crabunm3anmst 3a00- | Instituto Nacional de Investigacidnen Salud Publica, 6715 48 980
JIEBA€MOCTH ) INSPI ’
OxBatopuanbHas ['Bunest (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Ounuzanus 3a00J1€BaeMOCTH) ’
Oceatunu (cTabunmsanus 3a6o0- | Nhlangano Health Centre(National Institute for Com-
JIEBAEMOCTH) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

Octonus (cradbunmsanms 3abo- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH)

rofins Genomics Europe Sequencing GmbH
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O¢uonus (crabunmsanus 3a00-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Genome 119 0 0,0
Sequencing

FOAP (crabunu3zanus 3aboneBa- | KRISP, KZN Research Innovation and Sequencing

27546 0 0,0

E€MOCTH) Platform.

HOxnass Kopest (crabmnmsanms | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 154825 76 100,0
Control and Prevention Agency

IOxupiii Cynan (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumusanus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3405 0 0,0
West Indies

Snonus (crabmiusaius 3aboie- | Pathogen Genomics Center, National Institute of Infec- 454821 334 100.0

BaEMOCTH)

tious Diseases

22




Myoaukanuu:

1. Arch Microbiol. 2024 Jan 18;206(2):68.

doi: 10.1007/s00203-023-03807-2.

A comprehensive profile of SARS-CoV-2 variants spreading during the
COVID-19 pandemic: a genomic characterization study from Chhattisgarh State, In-
dia

[Tonnsnii mpodwts BapuantoB SARS-CoV-2, pacnpocTpaHsatommxcs BO BpeMs IaH-
nemuu COVID-19: uccnenoBanme reHOMHON XapakTepUCTUKH B mitare Uxartucrapx, Mn-
st

Sanjay Singh Negi -, Kuldeep Sharma -+, Anudita Bhargava -+, u ap.

NzyueHo reorpaduyueckoe pacripocTpaHEHUE U TEHETUYECKOE pa3HO0Opa3ue Bapu-

anToB SARS-CoV-2, a Taxke MUPKYJIAIHS pa3angHbx kiaf B mrare Yxarrucrapx (KID) ¢
MmapTta 2020 roga no utosb 2023 roga. Beero uz 6a3b1 nanapix GISAID 6b1710 moaydeHo
3018 nocnenoBaTrenbHOCTEN, B KOTOPBIX 558 ObLIM npezacTasiieHbl aBTopamu. [locnenosa-
tenbHOCTH SARS-C0OV-2 npezacrapisiium co60if MHOKECTBO BApUAHTOB, 2 UMEHHO: JlenbTa
(55%), Omuxpon (22%) u apyrue (15%) ¢ HeGonbmoi Aoneil pekoMOuHaHTHBEIX (5%)),
Kanmna (2%) u Ansda (1 %). Bupycnas knana G Obuia BeIsIBJICHA Mpeo0Iaiaronieii B Teue-
HUE rojia ¢ NMepBbIX aHeW mangemMun B mapte 2020 1. mo ssuBaps 2021 r., KOoTOpas 3aTeM
BIIOCTIEACTBUU 3BoMOIMOHUpoBaia B cyoknaa GK (Delta B.1.617.2) u octaBanace B 00-
pamennn B CG no HosiOps 2021 r. B nmexabpe 2021 roga Bapuant GRA (Omicron
B.1.1.529) 3amenun GK u ctan 1TOMUHUPYIOIIUM IITAMMOM U IPOAOIIKAET TOMUHUPOBATH
B Hacrosiniee Bpems. OqHako kiaga GRA nmocTossHHO BKIIO4aeT B ce0si HOBbIE peKOMOU-
HAHTHbIE IITAMMBbI, UMEIOIINE PAa3JIMYHbIe HECHMHOHMMHUYHBIE MYTallud, OCOOCHHO B
oenke-mune. Hecunonnmuunas mytamust P314L 8 ORF1b, S84L B ORF8 u D614G B
Oenke-mumne ObUTM OOHApYKEeHbl Kak MyTalus pan, nepeHecenHas u3 kiaasl G B GRA.
Henpeprisuas sBomtonius SARS-CoV2 tpebyer nmepuoandeckoro reorpaduueckoro re-
HOMHOTO MOHUTOPHHIA JUIsI CBOEBPEMEHHOT'O OOHApYKEHHUS JIIOOBIX HOBBIX BapUaHTOB,
KOTOpBIE MOT'YT BbI3BAaTh OYIYIIYIO BCIIBIIIKY.

2. Lancet Microbe. 2024 Jan 11:5S2666-5247(23)00373-7.
doi: 10.1016/S2666-5247(23)00373-7. Online ahead of print.

Characteristics of the SARS-CoV-2 omicron HK.3 variant harbouring the
FLip substitution

Xapakrepuctuku Bapuanta omukpoHn HK.3 SARS-CoV-2, coxepxamiero 3ameny
FLip

Yusuke Kosugi 1, Arnon Plianchaisuk 2, Olivia Putri 3 u np.

CormacHo nmaHHbpIM Nextstrain, 0 COCTOSHHIO Ha HO0pb 2023 roma BapHaHTHI
SARS-CoV-2 XBB, Bxmouas EG.5.1 (XBB.1.9.2.5.1), npeoGnanarinyo B HacTOsIIEE
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BpEMS JIMHUIO, LUPKYJIHpoBasy 110 BceMy Mupy. [lItamm EG.5.1 umeer xapaktepHyto aMu-
HOKHCJIOTHYIO 3aMeHy B Oenke-mmune (S; S:F456L), koTopas mo3BoJisieT eMmy u30exarhb ry-
MopasibHOro umMmyHutera. EG.5.1 nonyunn naneHeiiliee pa3BUTHE, U €ro MOTOMOK IO-
apwics kak Bapuant S:L455F (t.e. EG.5.1+S:L455F), nmonyunBmmuii HazBanue HK.3
(XBB.1.9.2.5.1.1.3). HK.3 nepBonauanbHo ObL1 0O0HapY»KeH B BocTouHO A3uu 1 OBICTPO
pactipocTpansieTcss o Bcemy mupy. Cyoapuantel XBB, Hecymme 3amennl S:L455F u
S:F456L, skmouast HK.3, onpenensarorcs kak Bapuantsl FLip. Otu Bapuants! FLip, BKiTto-
gasg JG.3 (XBB.1.9.2.5.1.3.3), JF.1 (XBB.1.16.6.1) u GK.3 (XBB.1.5.70.3), nosiBmimch
OJIHOBPEMEHHO, YTO MO3BOJISIET MPEIIOI0XKHUTh, YTO MPUOOPETEHUE U3 ITUX JIBYX 3aMEH
naetr XBB npenMyiecTBo pacupoOCTpAaHEHUSI B YEIIOBEUECKOMW MOIMYJSLMU. ABTOPBI UC-
cienoBanu Bupyconorunueckue csoiictea HK.3 kak mpencraBurens BapuantoB FLip. Onu
OIICHWJIN OTHOcUTeNnbHOE 3 dexTuBHOE penpoaykTuBHoe unciao (Re) HK.3 na ocHoBe
JTAHHBIX HAOIIOJIEHUS 32 TEHOMOM, TOyYeHHBIX u3 13 cTtpaH. ['moGanbHOE cpenHee 3Ha-
yenue Re st HK.3 66110 B 1,29 pasa Beime, vem y XBB.1.5, u B 1,12 Brimie, uem y EG.5.1,
YTO MO3BOJISET MpeanonoxuTs, uro HK.3 Bckope moxer craTh npeoOianaroieid TuHuen
BO BceM Mupe. OHu nokazanu, yto ysennuenre Re HK.3 He cBA3aHO ¢ MOBBIIEHHON WH-
bekmoHHoCThIO, BeI3BaHHOU S:L455F. [IpeanonoxurensHo, mopsimenHoe Re HK.3 mo-
JKET OBITh YACTUYHO OOBSICHEHO YCHJICHHEM UMMYHHOTO YKJIOHEHUS OT TYMOPAJILHOTO UM-
MYHHUTETa, BHI3BAHHBIM BBI3BIBAIOIIMMU MPOPBIBHYIO MH(MEKINIO moaBapruanTamu XBB,
Birovas EG.5.1, ero npenka. S:L455F — ximroueBass MyTanusi, OpuBOAsAIIas K TAKOMY
YKIIOHEHHUIO OT UIMMYHHTETA.

3. Microb Genom. 2024 Jan;10(1).
doi: 10.1099/mgen.0.001158.

Mining genomic repositories to further our knowledge of the extent of SARS-
CoV-2 co-infections

AHann3 reHOMHBIX XPAHWIUI U PACIIMPEHUS HAIINX 3HAHUK O MacmTabax Ko-
uHpekuun SARS-CoV-2

Daniel Pefias-Utrilla 1 2 3, Patricia Mufioz 1 2 4 5, Laura Pérez-Lago 1 2
, Dario Garciade Viedma 1 2 4

OTO Hcche0BaHNE HANPaBICHO Ha IIIO0ATBHYIO WACHTU(UKALUIO U XapaKTepH-
CTUKY KOMH(EKIMH C MCIOIb30BaHEM OMOMH(GOPMAIMOHHOTO KOHBEHepa /JJid aHalin3a
TeHOMHBIX JJaHHBIX U3 Pa3HbIX MecT U (a3 nanaemun. Cpean 26988 BHICOKOKaUECTBEHHBIX
u3059T0B SARS-CoV-2 u3 11 pa3nuynbix 6a3 JaHHBIX MPOEKTa aBTOPHI BhIBMIM 141 m0-
TeHIUaNbHbIN ciydaid kouHpekuuu (0,52%), 4To mpeB30MUI0 MPeAbIAYIIUEe OLEHKU pac-
NPOCTPAHEHHOCTH. JTH CITydyad HaOII0JaIMCh Ha MPOTSHKEHUH BCETO MEPUO/Ia MaHIeMHH,
IpUYeM UX pocT ObUT OTMEYEH mocie nosisaeHus: Bapuanta Omicron. Koundexmuu, css-
3aHHbIe ¢ BapuaHTOM Omicron, 6bUIM HanOoJiee pacIpOCTPAaHEHHBIMHU, HA YTO NOTEHIH-
aJIbHO TIOBJIMSJI BBICOKMIM ypOBEHb Pa3HOOOpA3usi BHYTPU 3TOM JIMHUU U €€ BIMSHUE Ha

BUpYCHBIN nanAmadt. B pe3ynbTare aHanusa BbIABICHBI C1ydyal KOUH(EKIUU C y4aCTHEM
24



KaK pa3HbIX, TAK U OJTHUX U T€X K€ JTMHHUN/TIOTUHIA. DTO UCCIEA0BAHNE IEMOHCTPUPYET
NOTEHIIMAJ UCIIOJIb30BaHUS EHHOW MH(POpMaLIUU, XpaHIIENHCs B TTT00ATBHBIX XpAHUIIU-
I1ax MOCJIeA0BaTEIbHOCTEH, YTO yay4lllaeT Halle noHnManue kouHgpekuuit SARS-CoV-
2. PacnipocTpaneHHOCTh KOMH(EKIUI MOYEPKUBAET BaXKHOCTh MOHUTOPUHIA BUPYCHOTO
pa3zHooOpa3usl U ero NOTEHIUAJIBLHOTO BIUSHUS HA IUHAMUKY 3a00seBaHuil. MHTerpanus
KJIMHUYECKUX JaHHBIX C PE3YJIbTaTaMU T€HOMUKH MOXKET JOIOJIHUTENIBHO MPOJIUTH CBET
Ha KJIMHUYECKHE MOCIEICTBHS U UCXOIbl KOUH(PEKIUH.

4. Nat Commun. 2024 Jan 15;15(1):517.
doi: 10.1038/s41467-023-43391-z.

Systematic detection of co-infection and intra-host recombination in more than
2 million global SARS-CoV-2 samples

Cucrematnyeckoe oOHapy)eHUe KOMH(MEKINU U PEKOMOMHALIM BHYTPU XO35IMHA B
6onee yeM 2 musutoHax o6paszioB SARS-CoV-2 no Bcemy mupy.

Orsolya Anna Pipek 1, Anna Medgyes-Horvath 2, Jozsef Stéger 1,

Cucrematnyeckuit MOHUTOpUHT kKouHpekiuu SARS-CoV-2 mexay paznuyHbIMU
JMHUSAMU U OLIEHKA pUCKAa BO3SHUKHOBEHUS! PEKOMOMHAHTHBIX UH(PEKIUN BHYTPU X035MHA
UMEIOT pellaollee 3HaueHue JUisl MPOTHO3UPOBAHUS HBONOLMHM Bupyca. [IpencraBinen
KOMIUIEKCHBIN aHau3 0ojee 2 MIJTHOHOB HAOOPOB HEOOPAOOTaHHBIX TaHHBIX IO SARS-
CoV-2 Esponeiickoro noptaiia o COVID-19, nns BeisiBieHust KOMH(MEKINI 1 peKoMOnHa-
U BHYTpH X03suHa. Konndekuus Hadmomanack B 0,35% ucciaenoBaHHbIX ciaydyaeB. J{ms
oOHapy>KeHUsI PEKOMOMHAIIMM BHYTPU XO35TMHA OBLIM PEaM30BaHbI JBE HE3aBHCHMBIC
npoueaypsl. [lokazaHo, 4TO 4yBCTBUTEIBLHOCTh NMPEUMYILIECTBEHHO ONpEeNIeTcs MIoT-
HOCTBIO OIPENEISAIOMNX JIMHUIO MyTalMi B10JIb T€HOMA, T03TOMY UCIIOJIb30BAIM PACIIIH-
PEHHBIN CIMCOK B3aMMOUCKIIIOUAIOLIUX ONPEESIONINX MYTalui ISl KOHKPETHBIX KOM-
OMHALMI Yy BAPUAHTOB I YBEJTUYECHUSI CTATUCTUYECKON MOIIIHOCTU. ABTOpPbI 00paIiaioT
BHUMaHHE Ha MHOTOYHCIICHHBIE MTPOOJIEMBI, 3aTPyIHSIONINE O0HApYKEHNE PEKOMOMHAH-
TOB, U JAlOT PEKOMEHJIAIMU MO0 YMEHbBIICHHUIO KOJUYECTBa JIOKHOMOJIOXKUTEIbHBIX pe-
3yJbTaTOB, BO3HMKAIOLIUX M3-32 XUMEPHBIX IOCJIEI0BATEIbHOCTEH, MOJYYEHHBIX BO
Bpems [ILP-ammmudukanun. Kpome Toro, oHu HACHTUGUIUPYIOT TPH KTOPSYUE TOUKID)
peKOMOMHAIIMK BHYTPHU X03s1Ha J1j1s1 pekomonHanToB Delta - Omicron BA.1.
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