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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasmuxcs nox HadaoaenueM (VUM), Ha ocHoBe
KOJIMYeCTBA UX F€HOMOB, J1eNOHMPOBaHHBIX B 0a3y naHHbIX GISAID 3a Henxeio ¢
06.01.2024 r. mo 12.01.2024 r.

@KYH Poccuiickutl Hay4HO-UCCIe008aMeNbCKULL NPOMUBOYYMHBIU UHCmumym « Mukpo6y
Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B o030pe npencraBnena nHGpopMaIus Mo MUPKYIUPYIONIMM B HACTOSIIIEe BpeMs Ba-
puantam Bupyca SARS-COV-2 BebBaromux wHTepec (VOI) m cyOBapuanToB Omicron,
Haxoasnuxcs noj HaomoaenueM (VUM), reHOMHBIC ITOCIIEA0BATEIBHOCTH KOTOPBIX pa3Mme-
IEHBI B MeXayHapoaHou 6a3e maHHbIX GISAID 3a Heaenro ¢ 6 mo 12 saBaps 2024 1.

[To cocrosinuto Ha 12 stuBapst 2024 r. B cooTBETCTBUU ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux untepec (VOI), oTHeceHbl cyOBapUaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. B rpynmy mupKyIupyoOmuX BapuaHTOB, HAXO-
namuxcs moj HaOmoaeHuemM (VUM) BxitodeHsl TeHetmueckue nuHuu: DV.7, XBB,
XBB.1.9.1, XBB.1.9.2, XBB.2.3.

Ha cerogusiuinuii nens B 6a3ze manHbix GISAID Bcero npencrasneno 16 427 628 re-
HoMmoB Bupyca SARS-COV-2 (3a nepemto aenonuposano 19 075 mocienoBarenbHocTel). B
MHUpE CTpaHaMU — JUAEPAMH MO KOJUYECTBY JCMOHUPOBAHHBIX T€HOMHBIX MOCIEI0BATEb-
Hocteit Bupyca SARS-CoV-2 ocratorcst CIHIA — (5 013 055 renomos — 30,5% ot Bcex pas-
mernieHHbIX B GISAID) u BenukoOpuranus (3 134 651 renom — 19,1%).

Bcero B 6a3y nannusix GISAID nenonupoBano 8 930 037 renomoB BapuanTa Omicron,
3a aHAIM3UPYEMYIO HeJelo pasMmelnieHo emie 17 788 reHOMHBIX MOCIIEeI0BAaTEIBHOCTEH —
93,3% oT Bcex mpeIcTaBIeHHBIX 3a TEKYIILYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(ma mpomnwtoit Henene — 98,8%). Poccuiickumu nadoparopusimu pazmenieHsl 84 436 reHom-
HBIX nocnenoBaTensHocTeit SARS-COV-2, B ToM uncne Bapuanta Omicron — 52 099 reno-
MOB.

Ha cerognsimauii newp B 6aze ganubix GISAID 3aduxcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyna, Aurunbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocuus u I'epuerosuna, bonanipe, bpasunus, bpynen, bpuranckue Bup-
THHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Bearpus,
Buprunckue Octposa (CILIA), Beetnawm, 'ana, I'antn, 'am6us, ["aitana, ['Bagenyna, ['BaTe-
Mmaina, ['Bunes, 'epmanus, [ mbpantap, 'onaypac, 'onkonr, ['penana, I'penus, ['py3us, ['yam,
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I"abon, Jlanus, [xubytu, Jlomnankanckas Pecmyonuka, Jlomunuka, JIPK Jlemokpatudeckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3amOus, 3umbadse, U3pauns, Unnus, Unnonesus, Mopnanus, Upak, Upan, Upnan-
must, Ucnmannus, Mcnanmst, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OcTtpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kenust, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxka, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, JIuxtenmrelin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukunii, MaBputanus, Makao, Manasu, Manaiizus, Manenusel, Manera, Manu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinjosa,
Momnako, Monromus, Moatceppat, Mbsitama, Mukponesus, Hamu6us, Hunepnanasl, Hurep,
Hurepus, Henan, HezaBucumoe rocynapcrso Camoa, Huy»s, Hopserusi, HoBas 3enannus,
Hogas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, [lakucran, [lanectuna, [Tanama,
[Tanay, Ilaparsaii, Ilannya HoBas I'Bunes, Ilepy, [lopryramus, [lonsma, ITyapTo-Puko, Pe-
10HbOH, Pecniyonuka Konro, Pecniybnuka Celimensckue OctpoBa, Pecniyonuka ['Bunes-bu-
cay, Pecrionuka Banyty, Pymbinusi, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunt-Map-
teH, CaynoBckas ApaBusi, CeBepHas Makenonusi, CeBepusle Mapuanckue octpoBa, CeHe-
rai, Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakusi, Cnoenusi, Cuaranyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cent-Buncent u ['penanunsl, Cent-Jlrocusi, Cunr-Mapten, Co-
npyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunana, TaiiBanb, Tanzanus, Tepke u
Kaiikoc, Toro, Tonra, Tpununan u To6aro, Tynuc, Typuus, Yranna, Y30ekucrtan, Ykpansa,
Ypyreai, Gunnsuausa, Opannus, Opannysckas ['Buana, @pannysckas [Honunesus, G-
nuHbl, XopBarus, YepHnoropus, Yexus, Yunu, Yan, AP, IIsenus, [Iseinapus, lpu-
Jlanka, DxBanop, Dcronus, IcBatuH, Dpuonus, DkBatopuanbHas [ Bunes, FOAP, FOxnas
Kopes, FOxunbiit Cynan, Snonus, Smaiika.

3a nocnenuue 4 Heaenu 45 crpan (20,9%) (3a npeasiayiue — 42 ctpans (19,5%)
JOTIOJHUJIM JaHHBIE O JCMOHUPOBAHWHM TEHOMHBIX TMoOcCieaoBaTeabHOCTeH Omicron B
GISAID.

Jlunamuka pacripocTpaHeHus: B Mupe cyOBapraHToB Omicron CEKBEHUPOBAHHBIX U 3a-
rpyxeHHbIX B 06a3y nanueix GISAID npencrasnena Ha pucynke 1. Cpeau IUPKYITHPYIOITIX
B HacTtosiiee Bpems mrTammoB SARS-CoV-2, kak 1 Ha npoluwioi Heaene, JOMUHUPYIOT TPU
cyoBapuanTa: JN.1 (+9,09% B cpaBHeHuu ¢ npenpinymieit veaenei), JN.1.1 (+1,06%) u mox-
nunaus Bapuanta VOI EG.5: HV.1 (- 1,06%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

by BII/GIS, A*STAR Singapore
Pucynok 1. Pacipoctpanenue cyoBapuanto Omicron B Mupe
(o cocrosinuto Ha 9.01.2024 1.)

I'enetnueckoe pa3zHOOOpazue LUPKYJIUPYIOLUIMX B PETHOHAX MHUpPa CyOBapHaHTOB
Omicron 3a nocneHue 4 Heaenu nokasaHo Ha pucynke 2. CyoBapuant JN.1 sBisercst qoMu-
HUPYIOMIUM B cTpaHax Asuu, EBpomnsl, CeBepHoii Amepuku, Appuku 1 THXOOKEaHCKOTO pe-
ruoHa. B crpanax IOxxHOM Amepuku cpeay HUPKYIMPYIOIUX MITAMMOB IIpeodiaaaer cyo-
BapuanT JN.1.1.
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SISAID

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHax Mupa 3a nocieanue 4
Henenu (C 12 nexadbps 2023 r. mo 9 suBaps 2024 r.)

3a nocnegHue 4 HeJleU B MUPE paclpocTpaHEeHHOCTh BapuaHToB VOI Bo Bcex peruo-
Hax ocrtaeTcs aoMuHupymomei: B IOxuHolt Amepuke — 97,8%, B A3uu — 96%, B EBpone —

93,4%, u CeBepHoit Amepuke u TuxookeanckoM peruone — o 90,1%, B AppuxaHckom pe-

ruone — 89,8% (puc. 3).



Regional distribution of variants in new sequences
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Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHaX MUpPa, CEKBEHUPOBAH-
HBIX 3a nociieqHue 4 Heaenu (1Mo cocTostHuio Ha 9 situBaps 2024 r.)

Bapuanrsl, BbizbiBawme uarepec (VOI)

[To cocrosinuto Ha 12 suBapst 2024 r. OTMEUEHO CHUKEHHE PaclpOCTpaHEHUs: cyOBa-
puantoB XBB.1.5 (¢ 4,67% na npensinymeit venene — no 4,34% Ha Tekyuieil Hemene),
XBB.1.16 (¢ 3,75% no 3,3%), EG.5 (c 24,7% no 23,1%).

B 6a3y mannbix GISAID EpiCoV mnocnenoBarenbHOCTH, oTHOCsmMecs k XBB.1.5
(Kraken) nenonumpoBanbl u3 140 crpan. PacnpocTpaHeHHOCTh cyOBapuaHTa COCTaBHIJIA B
[Tepy, bpazunuu, Konym6uu, SxBanope, Upmanauu u SAnonun — 65%, 48%, 34%, 29%, 11%
1 10% cOOTBETCTBEHHO.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 123 ctpan. 3a nocnennue 4 He-
aenu cyoBapuaHT npeumyiinecTBeHHO Bbinessiin B CLIA (4,2%) u Benukoopuranuu (3,5%).

Cyo6Bapuant EG.5 (Eris) cexkBenupoBan snadoparopusmu 100 ctpan (Ha mpeasiaymiei
ueznene — 100 crpan). 3a nocnennue 4 Henenu cyOBapHaHT MPEUMYIIIECTBEHHO BBIJCISIN B
Kanaze (39,8%) u CILIA (26,7%).

Cyo0Bapuant BA.2.86 (Pirola) mo cocrostauto Ha 12 ssuBapst 2024 r. mupkymupyet B 60
CTpaHax, ero paclpoCTPAaHEHHOCTh PACTET U 3a mocieanue 4 Hexenu cocrasmia B LlBennn —



20,8%, Bemukoopuranuu — 15,8%, [Tonbme — 15,6%, bensrum — 14,6%, Actpanuu — 13,9%,
Hunepnangax (11,9%) u Hanuu (11,2%).

B 6a3e GISAID npencrasnenst 34 904 reHOMHBIE TOCIIEIOBATEIHLHOCTH CyOBapHaHTa
JN.1 u3 69 crpan. 3a mocienHue 4 Hemenu CyOBapuaHT MPEUMYIIIECTBEHHO BBIACIsIH B Mc-
nauuu (75%), Hopseruu (73%), Upnanauu (70%), [Betinapun (60%), Munonesuun (52%),
benbruu (47%) u Benukoopuranuu (47%).

Pacnipoctpanennocts Bcex BapuaHToB VUM cuHmxkaetrcs. Cy6Bapuant XBB.1.9.1
(Hyperion) cexkBenupoBaH jabopatopusmu 125 crpan. PacnpocTpaHeHHOCTH BapuaHTa B
Mupe coctasisieT MmeHnee 0,5%.

Hupkymsius cyoBapuanta XBB.1.9.2 3adukcupoana B 104 ctpanax Mupa ¢ pacipo-
ctpaneHHOCThIO MeHee 0,5%.

Cy6Bapuant XBB.2.3 (Acrux) cekBenupoBas B 114 cTpaHax Mupa ¢ pacpOoCTpaHEH-
HocThio MeHee 0,5%.

Cy6Bapuant XBB (Gryphon) nupkynupyet B 151 crpane. PacnipoctpaneHHocTh cy0-
BapuaHTa B Mupe coctaBisieT menee 0,5%.

['enomHBIE MTOCIEnOBaTeNbHOCTH cyOBapuanta DV.7 B 6aze manubsix GISAID npen-
cTaBiieHbl u3 42 ctpas (5 232).

HNudopmanust mo 0OHOBIEHHBIM JTAHHBIM O JISTIOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabmune 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B Tom umcie xoiu-

IIpouieHT reHOMOB,

KommnuectBo YCCTBO T'€HOMOB | OTHOCAIIUXCA K Ba-
nernoHupoBad- | Omicron, nenoHu- | puanty  Omicron
Crtpana VYupexaenue, mpoBOAUBIIIEE CEKBEHUPOBAHHUE HBIX TEHOMOB | poBaHHBIX 3a mo- | (B.1.1.529), nemo-
Omicron clieqHue 4 HeNeNu | HUPOBAaHHBIX 34
(B.1.1.529) (16.12.2023 — | mocnenaue 4 He-
12.01.2024 r.) Ten
Asctpamus (crabunmszanus 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 172376 396 100,0
of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for Mo-
- . ) 193897 193 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
Asepbaiimkan  (cradbmamsanus | National Hematology and Transfusiology Center 39 0 0.0
3200JIeBaEMOCTH) ’
Anbanus (crabunmsanus 3abo- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
JIEBA€MOCTH) Public Health England
Amxup (crabunuzarms 3abone- | National Reference Center for Viruses of Respiratory
: . . 635 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
octpoBa (crabmmm3arus 3aboire- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (cradbu- | Centers for Disease Control and Prevention Division of
. . : 138 0 0,0
Jr3aIms 3a00J€Ba€MOCTH ) Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnrona (crabunmsanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BAGMOCTH ) Platform
Annoppa (crabunmsanus 3ab6o- | Instituto de Salud Carlos 111 323 0 0.0

JIEBAEMOCTH)




Amnturya u bapOyna (crabunu3a-

Carrington Lab, Department of Preclinical Sciences,

1Us1 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus

Aprentuna (crabwimmsarms 3a- | Instituto  Nacional — Enfermedades  Infecciosas

9921 0 0,0

00J1eBaCMOCTH ) C.G.Malbran

Apmenus (crabmnmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of

JIEBAEMOCTH) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia

Apy0a (crabmmusamust 3abose- | National Institute for Public Health and the Environ- 1060 0 0.0

BaEcMOCTH) ment(RIVM) ’

Adranucran (cradmimsarus 3a- | Central Public Health Lab 9 0 00

00JIeBaEMOCTH ) ’

baramckue octpoBa (ctabunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0

1St 3a00JIEBAEMOCTH) waldo Cruz Institute, FIOCRUZ :

banrmagem (crabmnumsanus 3a- | Child Health Research Foundation 9950 0 0.0

00J1eBaeMOCTH) ’

bap6amoc (cradbunmsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBA€MOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies

Baxpeiin (cradbunusarus 3a6osne- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0

BAacMOCTH) rectorate ’

Benapych (crabmnusamnus 3a6o- | Laboratory for HIV and opportunistic infections diag-

JIEBa€MOCTH) nosis The Republican Research and Practical Center for 120 0 0,0
Epidemiology and Microbiology(RRPCEM)

benus (crabunmsanus 3abonesa- | Texas Children's Microbiome Center 703 0 0.0

€MOCTH) ’

benwrus (poct 3a6oneBaemoctu) | KU I__euven, Rega Institute, Clinical and Epidemiologi- 99382 158 100,0
cal Virology

benun (crabunmsanms 3abone- | Institut fiir Virologie — Institute of Virology — Charite 518 0 0.0

BAEMOCTH)




bepmynckue octpoBa (cTabumim-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 210 0 0.0
Bosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 7802 0 0.0
JIEBAEMOCTH ) ’
bonmBus (camwkenue 3adoneBae- | Laboratory of Respiratory Viruses and Measles, Os- 996 5 100.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomiip (crabunuszanus 3abone- | National Institute for Public Health and the Environ-
1074 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JM3alys 3a00J¢BaEMOCTH) for Molecular Diagnostic and Research Laboratory
borceana (crabunmsanus 3a60- | Botswana Institute for Technology Research and Inno- 3454 0 0.0
JIEBAEMOCTH ) vation ’
bpasunus (crabunusanus 3a6o- | Instituto Ac_jolfo Lutz, Interdiciplinary Procedures Cen- 119806 55 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunm3anus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6149 0 0,0
boratory)
byran (ctabunuzanus 3aboneBa- | AFRIMS 100 0 0.0
€MOCTH)
bypkuna-®aco (cradbunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051€eBa€MOCTH) ’
bypynau (crabmmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukobOpurtanus  (cradbuimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1507455 2834 100,0
nomics UK (COG-UK) consortium.
Benrpus (crabunmsanust 3a6o- | National Laboratory of Virology, Szentdgothai Re- 577 0 0.0

JIEBAEMOCTH)

search Centre




Benecynana (crabunuzanus 3a00-

Laboratorio de Virologia Molecular

825 100,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. o 6490 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmsanus 3aboneBa- | Centre  de recherches médicales de Lamba- 5 0.0
€MOCTH) réné¢(CERMEL) '
I"autu (crabmnusarus 3aboneBa- | Laboratoire National de Santé Publique — LNSP(HAITI
446 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0.0
BAEMOCTH) '
I'am6Oust (crabuimsanus 3abone- | MRCG at LSHTM Genomics lab 333 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3zarms 3a60- | National Reference Center for Viruses of Respiratory
: . . 694 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'Batemana (crabummsanms 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An- 4044 0.0
JIEBAEMOCTH) gel Garcia '
I'Bunes (cradbunmsanus 3abone- | Centre de Recherche et de Formation en Infectiologie 596 0.0
BaeMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0.0
3a00J1€Ba€MOCTH) '
I'epmanus (crabunmsarus 3a6o- | Charité Universititsmedizin Berlin, Institutfiir Virolo-
JICBAEMOCTH ) gie. Institute of infectious medicine & hospital hygiene, 581009 100,0
CaSe—Group.
I'ubpanTap (ctabunu3zarms 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0,0
JIEBAEMOCTH) Public Health England
Tonnypac (crabunuszanus 3a6o- | Genomics and Proteomics Departament, Gorgas Me-
) . : 196 0,0
JIEBAEMOCTH) morial Institute For Health Studies
lonkonr (crabwmmsanus 3a60- | Hong Kong Department of Health 13789 0.0

JIEBAEMOCTH)
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I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penmst (crabmmuzanus 3aboie- | Greek Genome Center, Biomedical Research Founda- 99912 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abome- | Department for Virology, Molecular Biology and Ge-

BaEMOCTH) nome Research, R. G. Lugar Center for Public Health 2603 0 0.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunmsarnus 3adoneBac- | Centers for Disease Control and Preven—tion Division 490 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 375723 1076 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunmszanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — PecmyOnuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3aboseBaemo- | trol and Prevention, USA 2006 27 90,0

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6osesa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncumu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abose- | Main Chemical Laboratories Egypt Army 9789 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1954 0 0.0

BAEMOCTH) ’

3umbabBe (cTabunmsanus 3a60- | National Microbiology Reference Laboratory(Quadram 316 0 0.0

JIEBAEMOCTH)

Institute Bioscience)

11




W3paunp (crabunmzanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

119392 311 99,7
JIEBAEMOCTH )
WNunus (crabunmsanus 3abose- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 144094 297 98,0
Centre for Cellular and Molecular Biology
Wunonesus (crabmmmzamus 3a- | National Institute of Health Research and Development 40388 166 99 4
00J1eBaEMOCTH)
Nopnanus (crabunusanus 3a00- | Andersen lab at Scripps Research, CA, USA 244 0 0.0
JIEBAEMOCTH ) '
Upak (cradbunmsanus 3adoneBae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 410 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2852 0 0,0
€MOCTH) Institute of Iran
Wpnangus (crabunmsanus 3a60- | National Virus Reference Laboratory 60936 297 100,0
JIEBAEMOCTH )
Wcnanmust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology
11232 0 0,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 140643 588 99,3
JIEBAEMOCTH)
Uranus (crabmmuszanus 3abomne- | Army Medical Center, Scientific Department, Virology 97214 403 100,0
BacMOCTH) Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
746 0 0,0
00J1eBaeMOCTH)
Kazaxcran (cradunu3zarus 3a00- | Reference laboratory for the control of viral infections 9837 0 0.0
JIEBAEMOCTH) '
Kam6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1971 19 100.0
JIEBAEMOCTH)
Kamepyn (crabmnmsanus 3a6o- | CREMER(Centre de Rechercherches sur les Maladies
. 1320 0 0,0
JIEBAEMOCTH) Emergentes et Ré—¢mergentes)
Kanama (crabunmsanus 3a6ome- | Laboratoire de santé publique du Québec 346822 3841 1000

BAEMOCTH)
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KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusanus 3abosneBa- | Biomedical Research Center(BRC), Qatar University /
. 1692 0 0,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (crabmnumszarms 3abone- | KEMRI-Wellcome Trust Research Pro- 5589 0 0.0
BaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
Kunp (cradbmm3zanus 3a6onesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craObunmsamnus 3aboie- I\_latlonal Institute for Viral Disease Control and Preven- 65835 97 100.0
BaEMOCTH) tion
Konym6us (cradbunusamus 3a60- | Instituto Nacional de Salud— Direccion de Investigacion
1 15435 8 100,0
JIEBAEMOCTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BacMOCTH) gie '
Kocra—Puka (crabmnmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9633 0 0,0
00J1eBa€MOCTH) Enseflanza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 957 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory '
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory 596 0 0.0
MOCTH) '
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 996 4 100,0
BaE€MOCTH) Medicine, Kuwait
Keipreizcran (crabmimzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment '
Kropacao (crabmmmsamust 3a60- | National Institute for Public Health and the Environ-
1265 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3adosieBac- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 979 0 0.0
MOCTH) tal ’
JlatBus (crabunuzamus 3aboie- | Latvian Biomedical Research and Study Centre 14445 0 0.0

BAEMOCTH)

13




Jlecoro (crabmnuzanus 3aboie-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 155 0.0
Jubepus (cradbunmsarms 3a6o- | Center for Infection and Immunity, Columbia Univer- 33 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmnusaius 3abose- | Laboratory of Molecular Biology and Cancer Immunol- 931 0.0
BacMOCTH) ogy, Lebanese University Public Health England ’
JluBust (crabmnuzanus 3aboise- | Reference Lab for Public Health, NCDC 31 0.0
BAEMOCTH) ’
Jlutsa (crabunmzanus 3abonesa- | Vilnius University Hospital Santaros Klinikos, Center
. 12230 0,0
€MOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabunmsarms | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (ctabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 37436 0,0
00JIeBaCMOCTH ) Genomics Platform
Maxkao (crabunmzanusi 3aboine- | Centro de Sequenciamento Gendmico 1 00
BAEMOCTH) ’
Maspukwuii (ctabunusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 2620 0.0
JIEBAEMOCTH ) ’
Maspurtanus (crabmiuzanus 3a- | INRSP-Mauritania - 0.0
00J1eBa€MOCTH) ’
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory 373 0.0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris ’
Manaiizus (ctabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry of 33292 100,0
Health Malaysia
Managu (cradunusamus 3abone- | KRISP, KZN Research Innovation and Sequencing 283 0.0
BaE€MOCTH) Platform ’
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
. . . . 160 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (crabunm3aius 3a60- | Indira Gandhi Memorial Hospital 333 0.0

JIEBAEMOCTH)
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Manpra (cTabunuzanus 3aboie-

Molecular Diagnostics Pathology Department Mater

BacMOCTH) Dei Hospital Malta 163 0.0
MaprrayutoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 37 0.0
JU3arys 3a00J1¢6Ba€MOCTH) of Health ’
Mapokko (crabmimsainus 3a0o0- | Laboratoire de Biotechnologie 1353 0.0
JIEBAEMOCTH ) ’
Maprunuka (crabmnmsainus 3a- | CNR Virus des Infections Respiratoires — France SUD 1544 0.0
00JIeBaCMOCTH ) ’
Mekcuka (cradbuamsarms 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos
46090 0,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (crabunmsanus 3a060- | KRISP, KZN Research Innovation and Sequencing
i 731 0,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzarus 3a60- | ONCOGENE LLC 698 0.0
JIEBAaCMOCTH ) ’
Momnaxko (cradbunmsanus 3a6oie- | National Reference Center for Viruses of Respiratory
: ) . 18 0,0
BAacMOCTH) Infections, Institut Pasteur, Paris
Mouromust (crabunmsanus 3a60- | National Centre for Communication Disease (NCCD)
: 917 0,0
JICBAEMOCTH) National Influenza Center
Moutceppar (crabunuzarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsiama (crabunuzanums 3a6one- | DSMRC 144 0.0
BAEMOCTH)
Hamubus (crabmmusamms 3a6o- | National Institute for Communicable Diseases of the
: . 826 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1284 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0.0
€MOCTH) ease Control ’
Hurepust (crabmmusamus 3a00- | African Centre of Excellence for Genomics of Infec- 3209 0.0

JIEBAEMOCTH)

tious Diseases(ACEGID), Redeemer’s University
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Hunepnanae! (crabmimzanus 3a-

National Institute for Public Health and the Environ-

00J1eBa€MOCTH ) ment(RIVM) 82754 361 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enanmus (crabunmsanus | Institute of Environmental Science and Research(ESR) 37660 20 100.0
3a00JIeBa€MOCTH) ’
HoBas Kanenonus (crabunmsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11s1 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a00- | Norwegian Institute of Public Health, Department of 35866 49 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3anus 3aboneBae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center 559 0 0.0
€MOCTH) ’
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
IMakucran (crabunmsanus 3a60- | Department of Virology, Public Health Laboratories 3435 4 100.0
JICBAEMOCTH) Division ’
[Manay (cradbunum3arus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabwnusanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunu3arust 3a6omae- | Gorgas memorial Institute For Health Studies 3263 29 100.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (cradbunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a1ust 3a00J1€Ba€MOCTH) ’
[Maparsaii (cradbunm3anus 3a6o- | Laboratorio Central de Salud Publica de Paraguay 9931 0 0.0
JIEBAEMOCTH) ’
[Tepy (crabunuzarmms 3aboneBae- | Laboratorio de Referencia Nacional de Biotecnologia y 37505 1 100.0
MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru '
[Monpmia (cradbunu3aius 3abome- | genXone SA, Research & Development Laboratory 46538 154 100.0
BAEMOCTH) ’
[Mopryranus (crabmimsanus 3a- | Instituto Nacional de Saude(INSA) 24066 0 0.0

00J1€Ba€MOCTH)
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[Tyspro Puko (cTrabunusanus 3a-

Centers for Disease Control and Prevention Division of

00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery 18577 12 100,0
Pecniyoniuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) atory (MDU-PHL) ’
Pecniyonuka Jxubytu (cradbu- | Naval Medical Research Center Biological Defense Re-
. 633 0 0,0
Jr3arys 3a00JIeBAaCMOCTH ) search Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0 0.0
JM3aIys 3a00J1€BA€MOCTH) atory (MDU-PHL) :
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine
216 0 0,0
115 3200J1EBaEMOCTH)
Pecniyonuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaEMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
Tu3anus 3a00J1eBaMOCTH) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CanbBagop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 551 0 0,0
JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 28 0 0,0
Peronbon (cradbummsanus 3a60- | CNR Virus des Infections Respiratoires — France SUD
12132 0 0,0
JIEBAEMOCTH)
Poccus (crabunmsanus 3abone- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic Tech-
nologies for Biomedicine, Pirogov Medical University,
Moscow, Russian Federation. Federal Budget Institu-
tion of Science, State Research Center for Applied Mi- 52099 0 0.0

crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
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Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
) . : 12098 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaynoBckast ApaBusi (cradbwiu- | Infectious Diseases, King Faisal Hospital Research
1381 0 0,0
3a1us 3a00JICBACMOCTH ) Center
Ceseprass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1eBa€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 408 11 100,0
tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunmsarust  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2091 0 0,0
CTH)
Cetimrenbl (crabmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1754 9 100,0
BAEMOCTH)
Cent—Buncenr u ['penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabunuzaruss  3aboseBaemo- | Faculty of Medical Sciences, The University of the 100 0 0,0
CTH) West Indies
Cent—Kurc u Hesuc (cradbunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences 216 0 0.0
00JIeBa€MOCTH ) ’
CepOus (crabunmzarus 3abose- | Institute of microbiology and Immunology, Faculty of
. L 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (cradbunusarus 3a6o0- | National Public Health Laboratory, National Centre for 34905 870 100.0

JIEBAEMOCTH)

Infectious Diseases
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Cen-MaptuH (cTabunuzanus 3a-

Institut Pasteur

302 0 0,0
00JIeBa€MOCTH )
Cunr—Mapren (crabunmsanus | National Institute for Public Health and the Environ-
903 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupust (crabmnuzanus 3abomne- | CASE-2021-0266829 79 0 0.0
BAaEMOCTH) ’
CrnoBakus (crabunmsanus 3a6o- | Faculty of Natural Sciences, Comenius University
28131 0 0,0
JIEBAEMOCTH )
CrnoBenus (cradbmnmszanus 3a6o- | Institute of Microbiology and Immunology, Faculty of
_ L A 37469 0 0,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBbsl  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumusarus 3a6ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) :
Cynan (crabmnumsarust 3abosie- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CHIA (crabunusarnus 3abonesa- | Colorado Department of Public Health & Environment.
€MOCTH) Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2605579 4181 100,0
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a0051€eBa€MOCTH) :
Tanmnann (cradbunmsamust 3a60- | COVID-19 Network Investigations(CONI) Alliance 30117 0 0.0
JIEBAEMOCTH) ’
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . - 4248 0 0,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwnmsarus 3a06o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc u Kaiikoc (crabunusanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus

Tumop-Jletrrn  (crabunmsanus | Microbiological Diagnostic Unit — Public Health Labor- 1 0 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunuzanus 3adoneBae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM - Universit¢é de Montpellier) 519 0 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0 0,0

Tpununan u Tobaro (cradbumu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2796 0 0,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 840 0 0.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 91943 0 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 899 0 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a6o- | Department of Respiratory and other Viral Infections of

JICBAEMOCTH ) L.V.Gromashevsky Institute of Epidemiology & Infec- 4703 0 0,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (crabwnusarus 3a- | Center for Advanced Technologies 61 0 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 247 0 00

JIEBAEMOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabumsanus 3abonesa- | State Laboratories Division, Hawaii State Department 85 0 0,0

€MOCTH) of Health

dununmuael (ctabunusarus 3a- | Philippine Genome Center 15904 1 1000

00J1eBaeMOCTH) '

Ounnsnaus (cradbunmszanus 3a- | Department of Virology, Faculty of Medicine, Univer- 25659 86 100.0

00J1eBaeMOCTH)

sity of Helsinki
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@paHuus (CHUXEHHE 3a00J€eBa-

CNR Virus des Infections Respiratoires — France SUD

402193 458 100,0
€MOCTH)
®panmysckas ['Buana (ctadbuu- | National Reference Center for Viruses of Respiratory 1682 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 5559 5 100.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsarnus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 80 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabmnuzanus 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 533 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (cradbunmsanms 3abonesa- | The National Institute of Public Health 34017 0 0.0
€MOCTH) ’
Yunu (cHmxkenue 3aboneBaemo- | Instituto de Salud Publica de Chile
cru) 27335 40 100,0
[IBerinapus (cradbumuzarus 3a- | Department of Biosystems Science and Engineering, 57349 15 100.0
00JIeBa€MOCTH ) ETH Ziirich. :
[IBerus (crabmmzarus 3abose- | The Public Health Agency of Sweden 197327 607 100.0
BAEMOCTH) ’
[Ipu-Jlanka (cradbmnuzaius 3a- | Centre for Dengue Research and AICBU, Department 1188 0 0.0
00JIeBaEMOCTH ) of Immunology and Molecular Medicine ’
OkBanop (crabunusanms 3a60- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 6532 %2 100,0
OxBatopuanbHas ['Bunest (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Ounuzanus 3a00J1€BaeMOCTH) ’
Oceatunu (cTabunmsanus 3a6o0- | Nhlangano Health Centre(National Institute for Com-
JIEBAEMOCTH) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

Octonus (cradbunmsanms 3abo- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH)

rofins Genomics Europe Sequencing GmbH
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O¢uonus (crabunmsanus 3a00-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Genome 119 0 0,0
Sequencing

FOAP (crabunu3zanus 3aboneBa- | KRISP, KZN Research Innovation and Sequencing 97551 5 100,0

E€MOCTH) Platform.

HOxnass Kopest (crabmnmsanms | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 153980 36 100,0
Control and Prevention Agency

IOxupiii Cynan (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumusanus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3405 0 0,0
West Indies

Snonus (crabmiusaius 3aboie- | Pathogen Genomics Center, National Institute of Infec- 453762 913 100.0

BaEMOCTH)

tious Diseases
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Myoaukanuu:

PLoS Pathog. 2024 Jan 8;20(1):e1011912.

doi: 10.1371/journal.ppat.1011912. Online ahead of print.

Mutations accumulated in the Spike of SARS-CoV-2 Omicron allow for more
efficient counteraction of the restriction factor BST2/Tetherin

MyTauun, HaKomIeHHbIe B cnaiike SARS-CoV-2 Omicron, mo3BoJsiioT 6oJiee
3¢ (pexTHBHO MPOTHBOAEHCTBOBATH (hakTOpy pecTtpukuun BST2/Tetherin.

Yuhang Shi, Sydney Simpson, Yuexuan Chen u nip.

BST2/Tetherin — ¢axTop pecTpUKIHH ¢ IUPOKOW MPOTHBOBUPYCHON aKTHBHO-
CTBIO MPOTHUB 000JO0YEYHBIX BUPYCOB, BKJIIOYasi KOpOHaBUPYCHL. B wactHOoCcTH, BST2 ynas-
JMBAET BO3HUKAIOIINE YACTHIIBI B OTCEKaX MeMOpaHbI, MPeA0TBpaIas UX BEICBOOOKICHHE
U pacrnpocTpaHeHue. B ¢cBow odepe/ib, BUPYCHl Pa3BUIN MHOKECTBO MEXaHHU3MOB MTPOTH-
BojeiictBust BST2. ABTophl uccnenoBanu B3anmoeiicteue mexxay BST2 u SARS-CoV-
2. OHu noka3pIBarOT, uTo BST2 cHmkaer BeicBOOOXAeHHE BuproHa SARS-CoV-2. On-
HaKo BHpYC Hcmonb3yeT Oenok Spike (S) mis nmomasnenus BST2. Dto tpedyer dhusnue-
CKOTo B3aumoaercTBusa Mexay S u BST2, koropoe Hanpasisier BST2 miis mu3ocoManbHON
JeTpajayy KIaTTHH- U YOMKBUTHH-3aBUCUMBIM 00pa3oM. M3ydas pa3mudyHble BAPUAHTHI
SARS-CoV-2 (Anbpa—OmMukpon), oHu o0Hapy i, 410 OMUKpoH Oosee 3¢ hexTuBeH B
npotuBoaeicTBUM BST2 1 uro MyTtanuu B S 0OBSICHSIOT €T0 MOBBIIICHHYIO aKTUBHOCTh
npotuB BST2. Ananu3 kapTUPOBaHUS MOKa3al, YTO JUIs B3auMoieiicTBus co Spike HeoO-
XOJMMBI HECKOJIBKO MIOBEPXHOCTEH BO BHEKIIeTOUHOU oOsiactu BST2, u yto BapuanT Omi-
CroN M3MEeHMWJI CBOM MaTTepHbl accounanuuu ¢ BST2, yToObl ynydminTh €ro npoTUBOAEH-
ctBue. TakuM 00pa3oM, MOKHO TPEONIOKHUTh, YTO, TOMUMO YCUJICHHSI CBSI3BIBAHUSI Pe-
IENTOpa U YKIOHCHUS OT HEHUTPAIM3YIOIIUX aHTUTEI, MyTaIliK, HAaKOTUICHHBIC B Spike,
obecnieunBaroT Oosiee dpdekTrBHOE MpoTUBOAeHcTBHE BST2, uTo momuepkuBaeT Baxk-
HOCTh aHTaronnsma BST2 nns unpexkunonnoct u pacnpoctpanenus SARS-CoV-2.

Int J Mol Sci. 2024 Jan 4;25(1):679.

doi: 10.3390/ijms25010679.

Two-Stage Recognition Mechanism of the SARS-CoV-2 Receptor-Binding Do-
main to Angiotensin-Converting Enzyme-2 (ACE2)

JABYX3TanHbId MeXaHW3M Y3HABAHUS [O0MEHA, CBA3BLIBAIONIECI0 pelenTop
SARS-CoV-2, ¢ anrnorensunnpespamanmum pepmentom-2 (ACE?2)

Iga Biskupek, Artur Gieldon

Lenbto maHHO#M pabOTHI ABISETCS MOAETHUPOBAHIE HAanOOJIee IIMPOKO PACTIPOCTpa-
HeHHbIX BapuaHToB SARS-CoV-2, a umenno Annda, bera, 'amma, Jlensra, OMUKpPOH U
NIEPBOr0 BapHaHTa (€CTECTBEHHOIO, TUKOro Tuna). IIpu pacuimpeHHOM MMOUCKE TUIepro-
BCPXHOCTH HOTGHHHaHBHOﬁ OHEPIrun, OCYHICCTBJICHHOM C HCIIOJIB30BAHUECM CHIIOBOI'O

nosist UNRES, 6b110 006HapyxeHO mpoMekyTouHoe coctosinue komiuiekca ACE2-RBD.
Wnentudunuposansl ruapodooHbie konTakThl (R403, K/N/T417, L455, F486, Y489,
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Y495, Y501 u Y505) B npOMeXyTOYHOM COCTOSTHUHM. DTH KOHTAKTHI, TO-BUANMOMY, SIB-
JSI0TCS KJIIOYOM K Ipolieccy MexOeNKoBOro y3HaBaHHs. PasHooOpasue koHpopMauuid,
HaOJTI0JaeMbIX B IPOMEKYTOYHOM COCTOSIHHH, MOYKHO OOBSICHUTH THOKOCTBIO (hparMeHTa
RBD 478-484, a taxxe Hammanem G485 u A484 B Bapuante OMukpoH. J[octaTogHO mioc-
Kasi TUIIEPIIOBEPXHOCTh MOTEHIINATLHOW SHEPTUU U XOPOIIO TOCTYIMHBIN JOKATbHBIA MU-
HUMYM MOTYT OOBACHUTH, ToueMy SARS-C0OV-2 oka3ajcst HACTOJIBKO YCIICIIHBIM B TIPO-
1ecce pacrno3HaBaHus KieTok. [1pu Tom, uto K/N/T417, L455, F486, Y489, F495, Y501 u
Y505 urparoT pemniarouyr poib B MEXaHH3ME Paclio3HaBaHUs OEIKOB, TPOMEKYTOUYHOE
COCTOSIHHE HE MOYKET OBITh OY€Hb CTA0OWIBHBIM, TOCKOJIBKY OHO TIPEJIOTBPATHT KacKaJl 3a-
pakeHusl.

Cell. 2024 Jan 3:50092-8674(23)01400-9.

doi: 10.1016/j.cell.2023.12.026. Online ahead of print.

Immune evasion, infectivity, and fusogenicity of SARS-CoV-2 BA.2.86 and
FLip variants

YK/I0HeHHe 0T HMMYHUTETA, HHPEKINOHHOCTh U (Py30reHHOCTh BAPHAHTOB
SARS-CoV-2 BA.2.86 u FLip

Panke Qu, Kai Xu, Julia N Faraone u ap.

Opomonust SARS-CoV-2 TpebyeT nepeorieHKH TeKyIUX Mep MO BaKIIMHAIINHN. AB-
TophI 0xapaktepu3oBaau BA.2.86 u Bapuant FLIp, npousomenmuii u3 XBB, ucciaenys ux
HelTpanuzanuto, Hapsay ¢ D614G, BA.1, BA.2, BA.4/5, XBB.1.5 u EG.5.1, ceiBopoT-
KaMU BaKIIMHHUPOBAHHBIX U MOHOKJIOHATBHBIMU aHTUTeIaMu (MAD) S309. BA.2.86 menee
YCTOWYHMB K MMMYHHUTETY 110 cpaBHEeHUI0 ¢ FLIp u npyrumu Bapuantamu XBB, uto coot-
BETCTBYET QaHTHTE€HHBIM PAaCCTOSHUSM. Ba)KHO OTMETUTH, YTO, B OTJIMYUE OT BApUAHTOB
XBB, mAb S309 ne cmoriu HewTpaimzoBath BA.2.86, BeposiTHO, n3-3a myTaruu D339H.
BA.2.86 mponeMOHCTpUpPOBaI OTHOCHTEIBHO BBICOKOE CIHSHHUE U MH(EKIMOHHOCThH B
kneTkax Calu-3, Ho HU3KHe ciusiHIe U UH(PEeKITMOHHOCTH B KileTkax 293 T-ACE2 mo cpas-
HEHHUIO C HEKOTOphIMHU BapuaHTtamMu XBB, 4To yka3piBaeT Ha MOTEHLIMAIBHO Pa3IUYHYIO
KOH(pOpPMaIMOHHYIO0 cTa0MiIbHOCTD 1mumna y BA.2.86. B nienom 310 nccnenoBanue noadep-
KMBaeT BAXKHOCTD MM IHAA30pa 3a BapuantaMu SARS-CoV-2 u Heo0XoauMOCTh B 0OHOB-
JeHHbIX BakuuHax npotuB COVID-19.

J Phys Chem Lett. 2024 Jan 11:671-680.

doi: 10.1021/acs.jpclett.3c03296. Online ahead of print.

Novel Omicron Variants Enhance Anchored Recognition of TMEM106B: A
New Pathway for SARS-CoV-2 Cellular Invasion

Hossble Bapuantbsl OMICron yay4mamT 3a(pMKCHPOBAHHOE pacrno3HaBaHHe
TMEM106B: HoBblii NyTh NPOHUKHOBeHHS B KJIeTkH SARS-CoV-2

Xiaoyu Zhao, Feng Gao

HenaBuee otkpriTue Toro, uto TMEMI106B cinyxut perentopom, ormocpeayronmm
ACE2-ne3aBucumoe nponnkHoBeHue SARS-COV-2 B KJI€TKH, 3aCITy’)KHBAacT BHUMAHUS,

0COOEHHO Ha (bOHe 4acCcTOro MoOABJICHHA MYTAHTHBIX IITAMMOB. B cratne AHAJIIN3HUPYHOTCA
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CTPYKTYPHO-IMHAMUYECKHE 0COOCHHOCTH 3TOTO HOBOTO MyTH. VcciienoBanue mokasano,
gto 60bmoi koHTyp (RBD@471-491) mor 3akpernuts TMEM106B, koTOpEIii 3aTeM ObLIT
HaJIeXKHO 3a010KkupoBaH apyruM KoutypoMm (RBD@444-451). HoBble 1 MIMPOKO pacmpo-
cTpaneHHbIe BapuaHThl OmukpoHa (BA.2.86/EG.5.1) BnusroT Ha pacrio3HaBaHUE 3aKpel-
neHus 6enkoB, mpu 3ToM BA.2.86 ¢ 6ombIeil BEpOSITHOCTBIO BO3JEHCTBYET Ha KIETKH C
OTpaHWYCHHON WM Heompeaensemon skcnpeccueir ACE2. Bonpmas merns BapuanTta
EG.5.1 moxo 3axBareiBaer TMEM106B u3-3a HapyIeHus 3JIeKTPOCTATHICCKON KOMITIE-
MeHTapHOCTH. Kpome Toro, au3aifH aHTUTEN MPOTHB ATHX JABYX IMETEIh MOXKET YCHIIUTh
3alUTY KJIETOK ¢ HU3KoM dKkcnpeccueit ACE2. Bo3M0OXKHO, 4TO 3TO HCCIICIOBAaHHUE TIPEIO0-
CTaBUT HOBYIO MEPCHEKTHBY JUIA MPO(DUIAKTUYECKAX H JICYEOHBIX METOAOB C y4ETOM
9TOTO HOBOTO ITYTH BUPYCHON HHBA3HH.
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