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PacnpocTtpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxca noja HaoawoaenueM (VUM), Ha oCHOBe KOJIM4€eCTBA UX TeHOMOB,
AenoHupPoBaHHLIX B 0a3y naHHbIX GISAID 3a nenemo ¢ 23 no 29 nexkadps 2023 r.
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B 0030pe mpeacraBieHa HHGOpMAIUs 10 HUPKYJIUPYIOMIMM B HACTOSIIEE BPEMs Ba-
puantam Bupyca SARS-COV-2 Omicron Be3siBarommux natepec (VOI) u HaxoaqImxcst Mo
HaomoaenreM (VUM), reHOMHBIE TTOCIICIOBATSIIBHOCTH KOTOPBIX pa3MeIIeHbI B MK/ TyHa-
poaHoit 6a3e manabrx GISAID 3a Hegemo ¢ 23 mo 29 nexadps 2023 r.

[To cocrostamro Ha 29 nexabps 2023 r. B cooTBeTCcTBUU ¢ Kinaccupukanueit BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux untepec (VOI), oTHeceHbl cyOBapUaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1. B rpynny nuupkyi1upyromnmx BapuanToB, HaX0-
nauuxcs non HabmogenueM (VUM) Brimwouensl reHetuueckue auHuu: DV.7, XBB,
XBB.1.9.1, XBB.1.9.2, XBB.2.3.

Ha cerompnsmnuii nens B 6a3ze nanubix GISAID Bcero npencrasieno 16 390 953 re-
HoMoB Bupyca SARS-COV-2 (3a Henmemo nenonupoBano 23 917 mociemoarenbHOCTH). B
MHUpE CTpaHaMH — JHJIEPaMU O KOJNYECTBY JIENOHUPOBAHHBIX T€HOMHBIX IOCJIE0OBATEb-
Hocteit Bupyca SARS-CoV-2 ocratorcst CIIA — (5 001 885 renomor — 30,5% ot Beex pas-
memeHHbIX B GISAID) u Benukoopuranus (3 132 159 remomos — 19,1%).

Bceero B 6a3y nannsix GISAID nenonnpoano 8 893 476 renomoB Bapuanta Omicron,
3a aHAIM3UPYEMYIO Heleno pasmenieHo emfe 23 712 reHOMHBIX MOCIeI0BaTeIbHOCTEH —
99,1% ot Bcex ImpeACTaBIEHHBIX 3a TEKYILYIO HEJIEI0 reHOBapraHToB Bupyca SARS-CoV-2
(na mpouwtoit Heaene — 94,7%). Poccuiickumu nabopatopusimu pamerieHsl 83 196 renom-
HbIX TocnenoBarenbHocTeld SARS-COV-2, B ToM uncne BapuanTa Omicron — 50 860 reno-
MOB.

Ha cerognsmauii newp B 6aze ganubix GISAID 3adukcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiayiiel Hexene — 215): ABctpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, Aunoppa, Anrona, AH-
turya u bapbyna, Aurmibs, AprentuHa, Apmenusi, Apy6a, A¢dranucran, banrnanen, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, beann, bonrapusi, bo-



nuBus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bputanckue Bup-
TUHCKHE OCTpoBa, byTtaHn, bypynnu, bypkuna-®daco, Benukobpuranus, Benecyana, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, 'ana, 'autu, 'am6us, ["aitana, 'Bagenyna, ['BaTe-
Maina, ['Bunes, I'epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'perus, ['py3us, ['yam,
I"abown, [danus, Jxubytu, JJomuaukanckas Pecriyonuka, Jlomunuka, JIPK JlemokpaTudeckas
Pecniybnuka Boctounsiii Tumop, Jlemokpatuueckas Pecniyonuka Can-Tome u [Ipuncunm,
Eruner, 3amOus, 3umbadse, M3pauns, Unnus, Uunonesus, Mopnanus, Upak, Mpan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OctpoBa, Kawm-
o6omxa, Kamepyn, Kanana, Karap, Kenust, Kunp, Kurait, Kupubaru, Konymo6us, Kocoso, Ko-
cta-Puka, Kor-n'UByap, Kyba, Kygseiit, Keipreizcran, Kropacao, Jlaoc, JlatBus, Jlubepus,
Jlusan, JIuus, Jluxtenmrreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizus, Manenusel, Manera, Manu,
Mapoxkko, Maprunauka, MapmamioBsl OctpoBa, Maiiorta, Mekcuka, Mo3aMmOuk, MoJoBa,
Momnako, Monromnusi, Montceppar, Mbsitnma, Mukponesusi, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocygapctso Camoa, Huys, Hopserusi, HoBast 3enannus,
Hosas Kanenonusi, Hukaprya, Oman, OAD, OctpoBa Kyka, , [lakuctan, [Tanectuna, I1a-
HaMma, [lanay, [Taparsaii, [larya HoBas ['Bunes, [lepy, [loptyranus, [lonsma, [1yapro-Puxo,
PetonnoH, Pecriybnuka Konro, Pecnybnuka Ceitmensckue OctpoBa, Pecryonuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CUHT-
Mapren, Caynosckas Apasusi, CeBepHas Makenonus, CeBepHble Mapuanckue octposa, Ce-
Heran, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, CinoBakusi, CnoBenusi, Cunranyp, Cu-
pus, CIIIA, Cent-Kutc u HeBuc, Cent-Buncent u I'penagunsi, Cenr-JIrocus, Cunt-MapreH,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaliBans, Tanzanus, Tepkc
u Katikoc, Toro, Tonra, Tpuaunan u Tobaro, Tynuc, Typuus, Yranna, Y30ekucran, Ykpa-
nHa, Ypyrsaii, @unnsanaus, Ppannus, Opannysckas ['Buana, Opannysckaa [lonnuesus,
Ounnununbl, XopBatus, YepHnoropus, Yexus, Yunu, Yan, 1JAP, lIsernus, IIBeinapusi,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, DkBaTtopuanbHas ['Bunes, KOAP,
IOxnas Kopes, IOxnbiii Cynan, fInonus, Smaiika.

3a npomeammue 4 Henenu 41 crpana (19,1%) (3a npeasiaymue — 42 crpansl (19,5%)
JOTIOJTHUJIM JaHHBIE O JEMOHUPOBAHWM TEHOMHBIX MoOcjeaoBaTedbHOCTE Omicron B
GISAID.

Jlnnamuka pacripocTpaHeHus B Mupe cyoBapuanToB Omicron CEKBEHUPOBAHHBIX U 3a-
rpyxeHHbIX B 0a3y nanHeix GISAID npencrasnena Ha pucyHke 1. Cpeau HUPKYIHPYIOIINX
B Hacrosee Bpems mtamMmMoB SARS-CoV-2, kak u Ha mpeApAyIIel Henene mpeodaasaoT
cyoBapuanTsl JN.1 (+9,5% B cpaBHeHuu ¢ npenpiaymieii neaenei), JN.1.1 (+3,0%) u momu-
uwuu Bapuanta VOI EG.5: HV.1 (- 5,49%), HK.3 (-1,1%).



Omicron sublineages
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See https://www.who.int/en/activities/tracking-SARS-CoV/-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B Mupe

(o cocrosinuio Ha 26.12.2023 r.)

by BII/GIS, A*STAR Singapore

I'enetnueckoe pa3zHOOOpazve LUPKYJIUPYIOLUIMX B PETHOHAX MHUpPa CyOBapHaHTOB

Omicron 3a nociennue 4 Heaenu nokasano Ha pucynke 2. CyoBapuant JN.1 sBnsercs 1omMu-

HUpYIOIUM B cTpaHax AsuM, EBpornsl, FOxxHON AMeprku u THXOOKEaHCKOTIO PErMoHa.
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHax Mupa 3a nocieanue 4
Hegenu (C 28 Hosops mo 26 pexabpst 2023 T.)

3a nocneaHue 4 HeAEIM B MUPE pacpocTpaHeHHOCTh BapuaHTOB VOI Bo Bcex peruo-
Hax ocTaercs npeodianaromeii: B FOxnoit Amepuke u Azun— 97% u 94,4% COOTBETCTBEHHO

(puc. 3).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynoxk 3. Pactipoctpanenue cyoBapuanToB Omicron B pernoHax MHUpa, CEKBEHUPOBaH-
HBIX 3a nocyienuue 4 Heaenu (C 28 HosoOps o 26 nexadps 2023 r.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)

ITo cocrostauto Ha 29 nekabpsi OTMEUEHO CHIKEHUE PacpOCTpaHeHUs CyOBapuaHTOB
XBB.1.5 (c 6,6% Ha ipeapIayIICH HEAene — 10 6,1% Ha Texymieit Heaene), XBB.1.16 (¢ 5,9%
10 5,7%), EG.5 ¢ 36,2% mo 35,5%).

B 6a3y mannsix GISAID EpiCoV mnocnenoBarenbHOCTH, oTHOCsmuecs Kk XBB.1.5
(Kraken) nemonupoBanbsl u3 140 crpan. PacmpocTpaHeHHOCTh cyOBapuaHTa COCTaBWJIA B
bpasunuu, Upnannuu, Kanane, ®panun — 100%, 19%, 14%, 14%, 10% coOTBETCTBEHHO.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 123 ctpan. 3a nocnennue 4 He-
nenu cyoBapuaHT npeumyniectBeHHO Bbiaesun B CIIA (10%) u ITonbie (10%).

Cyo0Bapuant EG.5 (Eris) cexkBenupoBan snadoparopusmu 100 ctpan (Ha mpeasiaymiei
uezgene — 98 crpan). Beero aemonuposano 179 798 nocnenosarensuocteit EG.5 (CILIA —
27% ot Bcex cexkBeHHpoBaHHBIX, Kanama — 14,2%, Kuraii — 7,8%, IOxnas Kopes — 6,8%,
Benukoopuranus — 5,4%, SAnonus — 5,4%, Opanuus — 4,8%).

Cy6Bapuant BA.2.86 (Pirola) mo coctosiuuto Ha 29 nexabps nupKyaupyeT B 66 cTpa-
HaXx, €ro paclpocTpaHEHHOCTh PacTeT W 3a mociieaHue 4 Henenn cocraBuia B Upnanauu —
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62%, Jdanuu — 58%, ITopryrammm — 55%, IOxnoit Adpuke — 52%, Ncnannu — 40%, Cunra-
nype — 38%, Hunepnannax — 36%, bensrum — 35%, benbrun — 35%, ®@panmuun — 31%, Be-
mukoOputanuu — 27%, 'epmanuu — 27%.

Hogrrit BapuanT JN.1 OpicTpo pacmpocTpansiercs mo Bcemy mupy. B 6aze GISAID
owu10 MpencrabieHo 14 959 mocnenoatensHocTedt JN.1 u3 46 crpan. Hamnbomnbiiee uncio
mraMMoB jenonupoBano u3 CIIIA (17,9%, 2 675 nmocnenoBatenbHocteit), Januu (11,8%,
1762 nocnenoBatenbHocTH), Benukoopuranuu (10,9%, 1643 mocnenosatenbHocTH), Ka-
Hazwl (7,3%, 1087 mocnenoBarensHOCTel), Cunramnypa (7,2%, 1070 mocnenoBaTenbHOCTEN ).

Bapuaunrsl, Haxoasiuecs nojx Haoawoaeauem (VUM)

Pacnipoctpanennocts Bcex BapuaHToB VUM cHmxkaetrcs. CyOBapuant XBB.1.9.1
(Hyperion) cexBennpoBan nadopatopusiMmu 125 ctpan. PacnpoctpaneHHOCTh BapHaHTa CO-
craBuia 3,3%.

Hupkynsauus cyoBapuanta XBB.1.9.2 3adukcupoBana B 104 crpanax ¢ pacnpocTpa-
HeHHOCThIO 0,5%.

Cy6Bapuant XBB.2.3 (Acrux) cekBenupoBat B 113 crpaHax.

[TocnenoBarenpHOCTH cyOBapuanTa DV.7 B 6a3e manueix GISAID mpeacraBieHbl U3
41 cTpaHsl.

Cy6Bapuant XBB (Gryphon) nupkynupyer B 151 ctpane. 3a nocnennue 4 Henenu
pacnpoCTpaHeHHOCTh cyOBapuaHTa coctanisuia 1,5%.

Nudopmanust mo 0OHOBIEHHBIM JTAHHBIM O JIETTIOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 BapuanTta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabmnuie 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToMm uncie xonu-

[IponeHT reHOMOB,

KoanuectBo YECTBO T'€CHOMOB OTHOCAIIIUXCA K
JEIIOHUPOBaH- Omicron, nenonu- BapuaHnTy Omicron
Crpana VYupexeHne, IpoBOIMBILIEE CEKBEHUPOBAaHUE HBIX TECHOMOB | poBaHHbIX 3a110- | (B.1.1.529), nemno-
Omicron cienuue 4 Hegenu HUPOBAHHBIX 3a
(B.1.1.529) (02.12. - nocienaue 4 He-
29.12.2023 1.) Ienu
Ascrpanust (cradbmnmsarmst 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 171573 516 100,0
of Sydney
Asctpus (crabmmusanus 3a60- | Bergthaler laboratory, CeMM Research Center for Mo-
- . : 193605 302 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
AszepOaiimkan  (crabmmumsarust | National Hematology and Transfusiology Center 39 0 0.0
3200J1€Ba€MOCTH ) ’
AnbGanus (crabwimsanus 3a60- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunu3zanms 3abone- | National Reference Center for Viruses of Respiratory
: . . 635 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
ocTpoBa (cTabunuzaius 3aboie- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division of
. : : 138 0 0,0
nu3anus 3a007€BaeMOCTH) Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanust 3a60- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Awnrona (crabmmmzanus 3abone- | KRISP, KZN Research Innovation and Sequencing 169 0 0.0

BAEMOCTH)

Platform




Anpoppa (crabunuzanust 3a0o-

Instituto de Salud Carlos |11

323 0 0,0
JIEBAEMOCTH )
Amnturya u bapOyna (crabunuza- | Carrington Lab, Department of Preclinical Sciences,
st 33a00J1eBaEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus
Aprentuna (crabwnmsarust 3a- | Instituto  Nacional ~— Enfermedades  Infecciosas
9921 6 100,0
00J1eBaCMOCTH ) C.G.Malbran
Apmenus (crabunmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyba (crabunusanus 3aboie- | National Institute for Public Health and the Environ- 1060 0 0.0
BaEcMOCTH) ment(RIVM) ’
Adranucran (cradbmimsarus 3a- | Central Public Health Lab 9 0 0.0
00JIeBaGMOCTH ) ’
baramckue octpoBa (cradbunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
1115 3a00J1€EBaEMOCTH) waldo Cruz Institute, FIOCRUZ ’
banrmagem (cradmnmsanus 3a- | Child Health Research Foundation 9950 0 0.0
00J1eBaeMOCTH) ’
bap6anoc (cradbunmsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (cradbunu3zarus 3abone- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0
BAEMOCTH ) rectorate ’
benapyce (crabunmsanus 3a6o0- | Laboratory for HIV and opportunistic infections diag-
JICBA€MOCTH ) nosis The Republican Research and Practical Center for 120 0 0,0
Epidemiology and Microbiology(RRPCEM)
Bbenus (crabunu3zanus 3abonesa- | Texas Children's Microbiome Center 703 0 0.0
€MOCTH) ’
benbrus (poct 3aboneBaemoctr) | KU Leuven, Rega Institute, Clinical and Epidemiologi- 99164 529 1000

cal Virology




benun (crabunuzanus 3aboie-

Institut fiir Virologie — Institute of Virology — Charite

518 0 0,0
BAaEMOCTH)
bepmynckue octpoBa (cradbuiu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
3anus 3a00J1eBaEMOCTH ) Public Health England
Bosrapus (cradbunusarus 3a6o0- | National Center of Infectious and Parasitic Diseases 7802 0 0.0
JIEBAEMOCTH ) ’
bonuBus (cumwkenue 3aboneae- | Laboratory of Respiratory Viruses and Measles, Os- 195 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomaiip (crabmnusarus 3a6oie- | National Institute for Public Health and the Environ-
1074 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JU3alys 3a00J6BAGMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanus 3a6o0- | Botswana Institute for Technology Research and Inno- 3454 0 0.0
JIEBAEMOCTH ) vation ’
bpasunus (crabunusanus 3ab6o- | Instituto Ac_jolfo Lutz, Interdiciplinary Procedures Cen- 118982 202 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
bputanckue Buprunckume Oct- | Caribbean Public Health Agency
poBa (crabunm3arus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6149 0 0,0
boratory)
Byran (ctabmmuzanus 3aboieBa- | AFRIMS 100 0 0.0
€MOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051eBa€MOCTH) ’
bypynau (crabmmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukoOpurtanus  (cradbuimza- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1eBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1504903 3520 100,0

nomics UK (COG-UK) consortium.




Benrpus (poct 3aboneBaemo-

National Laboratory of Virology, Szentagothai Re-

511 0 0,0
CTH) search Centre
Benecynana (crabunusanus 3a00- | Laboratorio de Virologia Molecular 895 5 100,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. o 6418 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunuzanms 3aboneBa- | Centre de recherches médicales de Lamba- 5 0 0.0
€MOCTH) réné(CERMEL) '
Iautu (cTabunusanus 3abonesa- | Laboratoire National de Santé Publique — LNSP(HAITI
446 0 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oae- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) '
I'am6ust (crabuimsanus 3aboae- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (ctabunu3zaims 3a00- | National Reference Center for Viruses of Respiratory
: . . 694 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabummsamus 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An-
. 4044 3 100,0
JIEBAEMOCTH) gel Garcia
I'Bunest (crabunmsarust 3abose- | Centre de Recherche et de Formation en Infectiologie 596 0 0.0
BacMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) '
I'epmanus (cradbumuzarus 3a00- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JICBAEMOCTH ) gie. Institute of infectious medicine & hospital hygiene, 580840 294 100,0
CaSe—Group.
I'ubpanTap (crabunmzarus 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
JIEBAEMOCTH) Public Health England
Ilonaypac (crabmnmzanus 3a60- | Genomics and Proteomics Departament, Gorgas Me- 196 0 0.0

JIEBAEMOCTH)

morial Institute For Health Studies

10




l'onkonr (crabwimmsanmst 3a00-

Hong Kong Department of Health

13787 0 0,0

JIEBAEMOCTH )

I'penana WINDREF/SGU Laboratory 108 0 0,0

I'penms (crabmmuzanus 3a6oie- | Greek Genome Center, Biomedical Research Founda- 99912 0 0.0

BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’

I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-

BacMOCTH) nome Research, R. G. Lugar Center for Public Health 2602 0 0.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunmsarnus 3adoneBac- | Centers for Disease Control and Preven—tion Division 490 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 373780 1467 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunmsanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — Pecmyonuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3abomeBaemo- | trol and Prevention, USA 1979 3 100,0

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6oseBa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncunu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abomne- | Main Chemical Laboratories Egypt Army 9789 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1954 0 0.0

BAEMOCTH)
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3umbabBe (crabunuzamus 3a00-

National Microbiology Reference Laboratory(Quadram

) o 316 0 0,0
JIEBAEMOCTH ) Institute Bioscience)
W3pauns (cradbunusarus 3a00- | Central Virology Laboratory, Israel Ministry of Health 119131 997 98,0
JIEBAEMOCTH )
Wunus (pocr 3adoneBaemoctr) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR— 143350 42 100,0
Centre for Cellular and Molecular Biology
IC/IT};IZ)IOHesm (poct 3abosieBacmo- | National Institute of Health Research and Development 40023 198 99.0
Nopnanus (crabunuzanus 3a00- | Andersen lab at Scripps Research, CA, USA 244 0 0.0
JIEBAGMOCTH ) '
Upak (cradbunmsanus 3adonesae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 407 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunmsanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2852 0 0,0
€MOCTH) Institute of Iran
Upnanaus (crabmmusanus 3a6o- | National Virus Reference Laboratory 60650 953 100,0
JIEBAEMOCTH)
Ucnanust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology
11232 0 0,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 139442 481 100,0
JIEBAEMOCTH)
Wranus (crabmmsanus 3abome- | Army Medical Center, Scientific Department, Virology 96539 692 99.7
BaeMOCTH) Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
746 0 0,0
00J1eBaeMOCTH)
Kazaxcran (crabunu3zarus 3a00- | Reference laboratory for the control of viral infections 9837 0 0.0
JIEBAEMOCTH) '
Kamb6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1949 10 100,0
JIEBAEMOCTH)
Kamepyn (cradbmnumsarms 3a60- | CREMER(Centre de Rechercherches sur les Maladies 1320 0 0.0

JIEBAEMOCTH)

Emergentes et Ré—émergentes)
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Kanana (crabunmmuszamnus 3a0ore-

Laboratoire de santé publique du Québec

342485 4908 100,0
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusanus 3abosnesa- | Biomedical Research Center(BRC), Qatar University /
. 1692 2 100,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (cradbunusarus 3abomne- | KEMRI-Wellcome Trust Research Pro- 5589 0 0.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kunp (cradbmm3zanus 3a6onesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craObunmsamnus 3aboiie- I\_Iatlonal Institute for Viral Disease Control and Preven- 65461 86 100.0
BAaGMOCTH) tion
Konym6us (cradbunumsarus 3a60- | Instituto Nacional de Salud— Direccion de Investigacion
1 15341 0 0,0
JIEBAEMOCTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00JIeBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BaeMOCTH) gie ’
Kocra—Puxka (crabunusanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9620 0 0,0
00J1eBa€MOCTH) Enseflanza en Nutricion y Salud
Kot I'MByap (cradbunuzaiust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 939 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory ’
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory
526 0 0,0
MOCTH)
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 979 0 0,0
BaE€MOCTH) Medicine, Kuwait
Keipreizeran (crabmimzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment :
Kropacao (cradbmnmsamust 3a6o- | National Institute for Public Health and the Environ-
1264 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3adosieBac- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 979 0 0.0

MOCTH)

tal
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JlatBusa (crabunmuzamus 3a0oie-

Latvian Biomedical Research and Study Centre

14445 0 0,0
BAaEMOCTH)
Jlecoro (cradbmnm3anus 3aboie- | National Institute for Communicable Diseases of the
: ) 155 0 0,0
BacMOCTH) National Health Laboratory Service
JIubepus (cradbunmsamms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmmusanus 3aboie- | Laboratory of Molecular Biology and Cancer Immunol- 931 0 0.0
BaEcMOCTH) ogy, Lebanese University Public Health England ’
JluBus (crabmnuzanus 3abone- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jlutsa (crabunmzanus 3abonesa- | Vilnius University Hospital Santaros Klinikos, Center
. 12230 7 100,0
€MOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabunmsarus | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (ctabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 37255 0 0,0
00JIeBAaCMOCTH ) Genomics Platform
Maxkao (crabunmszarus 3aboine- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Maspukwii (ctabunusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 2620 0 0.0
JIEBAEMOCTH ) ’
Magpuranus (cradunuzanus 3a- | INRSP-Mauritania
7 0 0,0
00J1eBaeMOCTH)
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory
: . . 373 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (ctabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JIEBAEMOCTH) search Centre, National Institutes of Health, Ministry of 33040 59 100,0
Health Malaysia
Managu (cradunusanus 3abone- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
BACMOCTH ) Platform
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge- 160 0 0.0

€MOCTH)

nomics and Microbial Evolution

14




Manbsaussl (crabunu3zanms 3a00-

Indira Gandhi Memorial Hospital

333 0,0
JIEBAEMOCTH )
Maunbta (ctabunusanus 3abose- | Molecular Diagnostics Pathology Department Mater
: : 163 0,0
BacMOCTH) Dei Hospital Malta
MaprrayutoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 37 0.0
JU3arys 3a00J1¢6Ba€MOCTH) of Health ’
Mapokko (crabmiuzanus 3a6o0- | Laboratoire de Biotechnologie
1347 0,0
JIEBAEMOCTH )
Maprunuka (crabmnumsainus 3a- | CNR Virus des Infections Respiratoires — France SUD 1544 0.0
00JIeBaeMOCTH) ’
Mekcuka (crabunumsarust 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos
46085 0,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (crabunmsanus 3a00- | KRISP, KZN Research Innovation and Sequencing
i 731 0,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzarus 3a60- | ONCOGENE LLC 698 0.0
JIEBAaCMOCTH ) ’
Momnako (crabunu3zarus 3a06ome- | National Reference Center for Viruses of Respiratory
: . . 18 0,0
BAaEMOCTH) Infections, Institut Pasteur, Paris
Mouromust (crabunmsanus 3a60- | National Centre for Communication Disease (NCCD)
: 917 0,0
JICBAEMOCTH) National Influenza Center
Montceppar (crabunmzanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsama (crabunuzanus 3a6oae- | DSMRC 144 0.0
BAEMOCTH)
Hamubus (crabunmsanus 3a60- | National Institute for Communicable Diseases of the
: . 826 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1284 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0.0

€MOCTH)

ease Control
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Hurepus (crabunuzamust 3a00-

African Centre of Excellence for Genomics of Infec-

JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University 3209 0 0.0
Hunepnanap! (crabunmsanus 3a- | National Institute for Public Health and the Environ-

00J1eBa€MOCTH ) ment(RIVM) 82224 758 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enannus (cradbunmsanms | Institute of Environmental Science and Research(ESR) 37660 690 100.0
3a00J1€Ba€MOCTH ) ’
HoBas Kanenonusi (crabuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11s1 3a00JIEBAEMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a00- | Norwegian Institute of Public Health, Department of 35770 37 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3anus 3abonepae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center

emocTi) 552 6 100,0
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
[Makucran (crabunu3zanms 3abo- | Department of Virology, Public Health Laboratories 3428 0 0.0
JICBAEMOCTH ) Division ’
[Manay (cradbunum3arus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabwnusanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunu3arust 3a6ome- | Gorgas memorial Institute For Health Studies 3239 0 0.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (cradumu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a1ust 3a00J1eBa€MOCTH ) !
[Maparsaii (cradbunm3anus 3a6o- | Laboratorio Central de Salud Publica de Paraguay 9931 0 0.0
JIEBAEMOCTH) ’
[Tepy (crabunuzarms 3aboneBae- | Laboratorio de Referenci_a Nacional de Biotecnologia y 37110 0 0.0
MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru '
[Monpia (cradbunu3arus 3a6ome- | genXone SA, Research & Development Laboratory 46110 313 100,0

BAEMOCTH)
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[Moptyranus (crabunuzanus 3a-

Instituto Nacional de Saude(INSA)

24066 38 100,0
00JIeBa€MOCTH )
ITyspro Puko (cTrabunuzanus 3a- | Centers for Disease Control and Prevention Division of
. : : 18454 17 100,0
00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery
Pecniyonuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) atory (MDU-PHL) ’
Pecnyomuka Jlxuobyru (crabu- | Naval Medical Research Center Biological Defense Re-
. 633 0 0,0
Jr3alys 3a00J6BaGMOCTH) search Di-rectorate
Pecniyonuka Kupubatu (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0 0.0
JM3a1Ms 3a00J1€BA€MOCTH) atory (MDU-PHL) ’
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine
216 0 0,0
115 3200J1EBaEMOCTH)
Pecniyonuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaeMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
Tu3anus 3a00J1eBaMOCTH ) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CanbBagop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
) . . 551 0 0,0
JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 8 0 0,0
Peronbon (cradbuimsanust 3a60- | CNR Virus des Infections Respiratoires — France SUD
12132 0 0,0
JIEBAEMOCTH)
Poccust (cumkenune 3abonesae- | WHO National Influenza Centre Russian Federation.
MOCTH) Center for Precision Genome Editing and Genetic Tech-
nologies for Biomedicine, Pirogov Medical University,
Moscow, Russian Federation. Federal Budget Institu- 50860 116 100,0

tion of Science, State Research Center for Applied Mi-
crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
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of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0,0

BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

) . : 12098 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0,0
CaynoBckass Apasust (cradbuiu- | Infectious Diseases, King Faisal Hospital Research 1381 0.0
3a11us 3a00JICBACMOCTH ) Center '
Cesepnass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
nu3arus 3a00J1eBaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 379 0,0

tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunumsarust  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2091 0,0
CTH)
Ceitmens! (cradunmszanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 619 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1737 0.0
BAEMOCTH) ’
Cent—Buncenr u ['penamunsr | Carrington Lab, Department of PreClinical Sciences,
(crabwnuzarust  3aboseBaemo- | Faculty of Medical Sciences, The University of the 100 0,0
CTH) West Indies
Cent—Kurc u Hesuc (cradbunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0,0
West Indies

Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences 216 0.0
00JIeBa€MOCTH) ’
CepOus (cradbmnumzarus 3abose- | Institute of microbiology and Immunology, Faculty of 1685 0.0

BAEMOCTH)

Medicine, University of Belgrade
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Cunramnyp (crabunuszanus 3a00-

National Public Health Laboratory, National Centre for

: : 33790 980 100,0
JIEBAEMOCTH ) Infectious Diseases
Cen-Maprun (ctabunusanus 3a- | Institut Pasteur 302 0 0.0
00JIeBa€MOCTH )
Cunt—Mapren (crabmnmsanus | National Institute for Public Health and the Environ-
903 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupus (cradbmnmsanus 3abone- | CASE-2021-0266829 79 0 0.0
BACMOCTH) ’
CrnoBakus (crabunmsanus 3ab6o- | Faculty of Natural Sciences, Comenius University
27982 0 0,0
JIEBAEMOCTH )
CroBenus (cradbunmsanus 3a6o- | Institute of Microbiology and Immunology, Faculty of
_ L A 37285 56 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBbel  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3a1ys 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumu3zarus 3a0ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) ’
Cynan (crabunmuszanumsi 3abone- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CIIA (crabmnuzanus 3abosesa- | Colorado Department of Public Health & Environment.
€MOCTH) Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2593262 5188 9.8
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a00J1€Ba€MOCTH ) ’
Tannang (cradbmnmsamus 3a60- | COVID-19 Network Investigations(CONI) Alliance 30117 0 0.0
JIEBAEMOCTH) ’
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. . .. . 4232 0 0,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabmmusanus 3a6o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc u Kaiikoc (crabunusanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus

Tumop-Jletrrn  (crabunmsanus | Microbiological Diagnostic Unit — Public Health Labor- 1 0 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunuzanus 3adoneBae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM - Universit¢é de Montpellier) 519 0 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0 0,0

Tpununan u Tobaro (cradbumu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2796 0 0,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 840 0 0.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 91943 0 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 899 0 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a6o- | Department of Respiratory and other Viral Infections of

JICBAEMOCTH ) L.V.Gromashevsky Institute of Epidemiology & Infec- 4531 0 0,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (crabwnusarus 3a- | Center for Advanced Technologies 61 0 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 247 0 00

JIEBAEMOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabumsanus 3abonesa- | State Laboratories Division, Hawaii State Department 85 0 0,0

€MOCTH) of Health

dununmuael (poct 3aboseBae- | Philippine Genome Center 15833 0 0.0

MOCTH) '

Gunnsnaus (cradbunmsanus 3a- | Department of Virology, Faculty of Medicine, Univer- 95378 104 100.0

00J1eBaeMOCTH)

sity of Helsinki
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@paHuus (CHUXEHHE 3a00J€eBa-

CNR Virus des Infections Respiratoires — France SUD

400175 1607 100,0
€MOCTH)
®panmysckas ['Buana (ctadbuu- | National Reference Center for Viruses of Respiratory 1682 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 25367 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsarnus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 80 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabmmuzanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 533 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (cradbunusarnms 3adonesa- | The National Institute of Public Health 33943 0 0.0
€MOCTH) ’
Yunu (cHmxkenue 3aboneBaemo- | Instituto de Salud Publica de Chile
cru) 27166 19 100,0
[Isesinapust  (poct 3abonesac- | Department of Biosystems Science and Engineering, 57113 101 100.0
MOCTH) ETH Ziirich. '
[IBerus (crabmmzarus 3abose- | The Public Health Agency of Sweden 126767 1502 100.0
BAEMOCTH) ’
[Ipu-Jlanka (crabunuzarus 3a- | Centre for Dengue Research and AICBU, Department 1188 0 0.0
00JIeBaEMOCTH ) of Immunology and Molecular Medicine ’
OkBanop (crabunusanms 3a60- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 6445 82 100,0
OxBatopuanbHas ['Bunest (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Ounuzanus 3a00J1€BaeMOCTH) ’
Oceatunu (cTabunmsanus 3a6o0- | Nhlangano Health Centre(National Institute for Com-
JIEBAEMOCTH) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

Octonus (cradbunmsanms 3abo- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH)

rofins Genomics Europe Sequencing GmbH

21




O¢uonus (crabunmsanus 3a00-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Genome 119 0 0,0
Sequencing

FOAP (crabmnmsarnus 3ab6oneBa- | KRISP, KZN Research Innovation and Sequencing

27465 0 0,0

E€MOCTH) Platform.

HOxnass Kopest (crabmnmsanms | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 151977 26 100,0
Control and Prevention Agency

IOxupiii Cynan (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumuzanus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3405 0 0,0
West Indies

Snonus (crabmiusaius 3aboie- | Pathogen Genomics Center, National Institute of Infec- 453080 348 100.0

BaEMOCTH)

tious Diseases
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BO3. Onugemuoaorndyeckoe ooHoBgaenue Ne 162

Bapuantsl SARS-Co0V-2, BbI3bIBaOIINie HHTEPEC U BAPUAHTHI, HAXOASIIHECS
1nojA Ha0/0/1eHneM
I'eorpadguyeckoe pacnpocTpaHeHue U pacCPOCTPAHEHHOCTH

Bo Bcem mupe 3a 28-gueBHbIN nepuos ¢ 20 HosOps o 17 nekadbps 2023 roxa B
GISAID 6510 niepegano 22413 nocnenoBarenbHocteld SARS-CoV-2. [lns cpaBHeHUs, B
J1Ba MPEIbITYIINX 28-THEBHBIX IepUoAa ObL10 3arpyxeHo 62927 u 77550 nocienoBaTelb-
HOCTEH COOTBETCTBEHHO. [10CKOIBKY MeXk Ty 3a00JI€BAEMOCTBHIO U COOOIIEHUEM O MOCIIe-
JIOBATENbHOCTSIX OOBIYHO MPOXOAUT 3aJeP>KKa B HECKOJIBKO HEMIEIb, €Ille MPEACTOUT BbI-
SICHUTH, IPOU30UICT U B ONIDKaMIINe HEeeIn YBEIUUCHNUE YHCIIa 3apETUCTPUPOBAHHBIX
MOCIIEZIOBATENILHOCTEHM, COpa3MepHOE TEKYIIEMY YBETUUCHHUIO YUCIIa HOBBIX 3aPETUCTPHU-
POBAHHBIX CIIY4aeB, WM K€ 3TO CHUKEHUE OYAET COXPaHATHCS, TOCKOJIBKY CTpPaHbl MPO-
JIOJDKAIOT COKpaIaTh MaciITadbl CEKBEHUPOBaHUs. JlaHHBIE IEPHUOIUYECKI OOHOBIISIFOTCS,
4TOOBI PETPOCIIEKTUBHO BKIIIOYATH MOCJIEI0BATEILHOCTH C O0Jiee paHHUMU JlaTaMu cOopa,
M03TOMY KOJIMYECTBEHHBIE TTOKA3aTENH 3a OMPE/ICICHHbIN MePHOJl BPEMEHHU MOTYT U3Me-
HUTKCSI.

B nacrosmee Bpems BO3 otrcnexuBaeT Heckoabko BapuanToB SARS-CoV-2, B Tom
507 (W (G

* [Iarp mpeacrasnsomux uHTepec Bapuantos (VOI): XBB.1.5, XBB.1.16, EG.5,
BA.2.86 u JN.1.

* [larp BapuanTOB, Haxojmsamuxcs moj Habmoaennem (VUM): DV.7, XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

B Tabnume 2 nmokazaHo koin4yecTBO cTpaH, coobumBmux o VOI u VUM, a Takke
UX PaclpoCTPaHEHHOCTH ¢ 44-i1 snuaemuonaornyeckoit Heaenu (¢ 30 okTs0ps 1o 5 HOsIOps
2023 r.) mo 48-10 Henemnto (¢ 27 HosiOps no 3 pexadbps 2023 r.). Bo Bcem mupe EG.5 mo-
npexHeMy ocrtaercsi Hambonee peructpupyeMbiM VOI (ceiiuac o Hem cooOmart 93
CTpaHbI), OJTHAKO 32 TIOCJICTHUE HECKOJIBKO HENIeNb OH MPOJAEMOHCTPUPOBAI TEHAEHITUIO K
CHIIKEHHUIO: Ha €ro J0Jt0 npuxoaurtcs 36,3% nocnenoBaTenbHOCTEN Ha 48-i Henene mno
cpaBHeHUIO ¢ 53,7% Ha 44-i1 Henene.

IN.1, monnuuaus Bapuanta BA.2.86 Omicron, 6bu1 npusnan VOI 18 nexa6ps 2023
rojia u3-3a OBICTPOTO POCTa €T0 PACIPOCTPAHCHHOCTH B mociennue Hexenu. Panee BO3
oTciexuBaia ero kak yacte VOI BA.2.86. Ha JN.1 npuxoaunock 27,1% nocnenoBareb-
Hoctelr SARS-CoV-2 na 48-ii Hezene o cpaBHeHuio ¢ 3,3% Ha 44-it Henene. DTo 3aMeT-
HOE YBEJIMYEHHUE N0 CPABHEHUIO C pOAUTENbCKOM TuHUEe BA.2.86, Ha 107110 KOTOpOH NpH-
xoaminock 5,9% mnocnenoBarenbHOCTE Ha 48-i1 Henenne 1o cpaBHeHUIO ¢ 4,4% Ha 44 He-
nene. [lepBonauanbHas onenka pucka 1 JN.1 6pu1a omy6nmkoBana 18 nexabps 2023 r.,
MIpU ATOM 00111ast OlIEHKAa HU3KOTO JOMOJHUTEILHOTO pUCKa sl 00IIeCTBEHHOTO 3/IpaBO-
OXpaHeHHUsI Ha T7100aTbHOM YPOBHE OCHOBaHa Ha UMEIOIMUXCS (PAaKTUUECKUX JTaHHBIX.
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['moGanbHas pacnpoctpanenHocts apyrux VOI, XBB.1.5 u XBB.1.16, coorBet-
CTBEHHO, CHU3MJIACh 3a TOT ke nepuoa: Ha XBB.1.5 npuxoaunocek 7,3% nocnenoBareinb-
HOCTel Ha 48-i1 Henene, Hebombioe cHIkeHue ¢ 8,2% Ha 44-it Henene; Ha XBB.1.6 npu-
xoamnock 4,2% 1ociieoBaTebHOCTEHN Ha 48-1 Heelle, uTo MeHbIe 9,6% Ha 44-i Henene
(puc. 5, Tabnuna 2). Bce VUM 3a oTueTHBIN NTepHOA MPOAEMOHCTPUPOBAIIA TEHICHIIUIO K
camkennto (Tabnmuna 2). JloctaTouHble TaHHBIE CEKBEHHUPOBAHUS JJIsl pacdeTa pacipo-
CTPaHEHHOCTH BApUAHTOB HAa PETMOHAIILHOM YpPOBHE B TeueHHue 44—48 Henenb ObUIH J0-
CTynHbI U3 Tpex pernoHoB BO3: Amepukanckoro, 3ananHo-Tuxookeanckoro u EBponeii-
ckoro (tabmurna 3). Cpeau VOI BapuanT JN.1 Obu1 Hanboee 9acTbiM U UMEIT TSHICHITHIO
K yBenu4yeHuto B peruoHax EBpombl u 3anagHoit yactu TUXOTro okeaHa, B TO BpeMsl Kak
EG.5 ocraBasics Hambojiee 4acTO PEruCTPUPYEMBIM BapUaHTOM B PETHOHAX AMEPHKH.
BA.2.86, XBB.1.5 u XBB.1.16 npogeMoHCTpUpOBaId TEHICHIIMIO POCTA UK CTAOMIH3a-
U BO Bcex Tpex pernonax. s Bcex VUM Bo Bcex Tpex pernoHax HaOMIOAalIuCh TEH-
JEHITUHU K CHIDKCHUIO WUIH CTAOMIIA3AIIIH.

B ycnoBusix cHM>XEHUSI TEMIIOB TECTUPOBAHUS M CEKBEHHUPOBAHHUS BO BCEM MHUPE
(puc. 4) cTaHOBUTCSL BCE CIOYKHEE OLICHUTh CEPbE3HOCTh BO3/ICUCTBUS HOBBIX BapUAHTOB
SARS-CoV-2. B Hacrosiiee BpeMsi HET J1Ja0OpaTOPHBIX WU AMUAECMHUOJIOTHISCKUX JaH-
HBIX, YKa3bIBAIOIIUX Ha KaKyro-n6o cBsi3b Mexay VOI/VUM u noBbILIEHHOH TAKECTHIO
3aboneBanus. Kak moka3ano Ha pucyHkax 4 u 5, HU3KHUE U HEpeNpe3eHTaTUBHBIC YPOBHU
reHoMHOTO Hazopa 3a SARS-CoV-2 npogomkaroT co31aBaTh IPOOIEMBI IS a/ICKBAaTHON
OIICHKU CUTYallUH C BApUAHTAMHU.

Tabnuma 2 ExxenenenpHas pacnpoctpaneHHocTh VOI u VUM SARS-CoV-2, ¢ 44
no 48 meaento 2023 r.

lineage Countries®  Sequences’ 202344 20845 20346 202347 202348

VOls

XBB.15* 128 316388 82 7.9 8.6 7.4 7.3
¥BB.1.16* 119 103516 9.6 9.0 B.6| 5.6 Q.ZI
EG.5* 93 143675 53.7 54.1) 517 16.5) 36.3|
BA.2.95* 49 5972 14 4.8 5.3 7.1 5.9
IN.1* 41 7344 3.3 5.3 10.1 16.7] 27
VU Ms

DV.7* 40 4635 12 0.9 09 1.0 0.6
XBB* 143 90441 2.3 2.0 13 1.2] 1.0
XBB.1.9.1* 118 85640 6.7 5.4 5.5 4.3 3.3
XBB.1.9.2* 95 37764 17 11 0.7 0.5 0.9
XBB.2.3* 107 34573 35 3.4 25 2.3 1.4
Unassigned 95 155778 34 432 43 6.4 11.9
Other+ 211 6795697 19 16 15 0.8 0.5

VOI u VUM, neMOHCTpUPYIOIIKE TEHACHIIMIO K YBEITUYCHUIO, BBIJCIICHBI JKEITHIM IIBETOM, T€, KOTOpPHIE

OCTAJINCh CTa0MIBLHBIMH, BBIICICHBI CHHIM, a T€, KOTOPhIC HMCIOT TCHACHIIMIO K CHUKCHUIO, BBIICICHBI 3€JICHBIM. §
KonmgecTBo cTpaH U MOCIIE0BATEIFHOCTH YKa3aHbl C MOMEHTA TOSIBIICHUS BapuaHTa. * BrirroyaeT moTOMKH, 3a UC-
KIIFOYEHUEM TeX, KOTOPhIC MHIMBHUIYalbHO yKa3aHBI B JPYrux mecrax tabmumbl. Hampumep, XBB* He Brirouaet
XBB.1.5, XBB.1.16, EG.5, XBB.1.9.1, XBB.1.9.2 u XBB.2.3. + «/Ipyroe» npezacrasiser Apyrue HUPKYIHPYIOLIIE
JUHUYU niepenadn, 3a uckimoueHueM VOI, VUM, BA.1*, BA.2* BA.3*, BA.4*, BA.5*. 13-3a 3a7epikek Win peTpo-
CICKTHBHOTO HA3HAYCHUS BAPUAHTOB CIICIYET HPOSIBIIATH OCTOPOKHOCTD NPU MHTEPIPETALUHN PACTIPOCTPAHCHHOCTH
Kateropuu «/pyroe».
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Tabmuma 3. ExxenenenbHas pacnpoctpaneHHoctb VOI 1 VUM SARS-CoV-2 no
peruonam BO3, ¢ 44 o 48 negento 2023 r.

::zz:idt{: week 48) AFRO®* EMRO® EURO SEARD* WFPRO
VOIs
xo8.L” S M Naaae
X68.L1E" L MR XY
ik C I U e
2A.280 T N NaNe
L T DEMETRNARRR AN
VUMs
DV.7* PN 0 1
ABB* b 1 v
XBB8.1.9.1* 1 1 m
XBB.1.9.2* 1 0 L
XBB.2.3* J 0 -

i ijn:;:: Ei.rilnggt;:ndd :: :'tl th':f-lat:en't variant(s}

m\ insu fficient data

i _l.d_ . Szl LN T TR R RO N | NIRRT . SO S (R R B B PR R R |

* BrirroyaeT MOTOMKH, 33 HCKITIOYCHUEM TeX, KOTOPhIC HHIUBUIYaIbHO YKa3aHbI B IPYTHX MECTAaX TaOJIHIIbL.
Hanpuwmep, XBB* ne pmouaer XBB.1.5, XBB.1.16, EG.5, XBB.1.9.1, XBB.1.9.2 u XBB.2.3. ¥ u3-3a HeO0IBIIOTO
KOJIMYECTBA MOCIIEIOBATEIEHOCTEH, IIPEICTABICHHBIX B 3THX PETHOHAX, HE YAAIOCh ONpeAenTh TeHaeHwn it VOI
1 VUM B 3THX pEeruoHax; 3T0 TaKXkKe MPeJCTaBICHO 3alITPUXOBAaHHBIMH SYCHKaMHU B TaOIIHIIE.

Pucynok 4. I'nobGanpHas 28-gHeBHas pacnpoctpaHeHHocTh BOU EG.5, XBB.1.5,
XBB.1.16, BA.2.86 u JN.1 ¢ 4 Hos0ps 1o 3 nexabpst 2023 r.*+

e BA 256

rr,r\» = " , s

L
2 s

XBB.15 M1

XBB, 1

=
\{)
s

Vi
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* OTYETHBINA MEPHUO AJIS yUeTa 3aJepKKA B IpeAcTaBIeHnH nocnenoBarenbHoctu B GISAID. + Mceropmue-
CKO€ MPUCYTCTBUE YKA3bIBACT HA CTPAHBI, paHee COOOIIABIIHUE 0 mocienoBareiapbHocTaX VOI, HO He coobmiaBiue 06
3TOM B TepHoJ ¢ 4 HOsOps o 3 aexabps 2023 r.

Pucynoxk 5. KonmnuectBo (A) u npouent (b) nocnenoatensuocteit SARS-CoV-2 ¢
1 mas o 3 gexaOps 2023 1.

R e R e e e e e g e e e T e e e g o T e e e e e e

A

Number of sequences submitted to GISAID

Percentage of sequences submitted to GISAID

Date of specimen collection

Pucynok 10. Ha nanenu A noka3aHo KOJIMYECTBO, a Ha MaHEeI B — MpoLEeHT BceX HUPKYIUPYIOIIKX BapH-
aHToB ¢ ampens 2023 roxa. [Tokazansl cectpuHckue JuHIE Omicron ¥ JONOTHUTENbHBIE TOTOMKA Omicron VOC,
HAXOJAIINECs Mo JansHermiM MmoHuTopuaroM. BA.1*, BA.2*, BA.3*, BA.4* u BA.5* (* yka3pIBaeT Ha BKITIOUCHUE
JIOYepHUX JuHKIN) BKI0YaroT Bce BA.1, BA.2, BA.3, BA.4 u BA.5 00beAnHWI TIOTOMKH, 3a UCKJIIOYCHHUEM ITUPKY-
JUPYIOUINX B HACTOSIIEE BpeMs BapUAHTOB, TIOKa3aHHBIX MHAWBUAYalbHO. Kateropus «HeHasHaueHHbIE)» BKIIOYAET
JUHUH TIPOUCXOXKICHHUS, 0KHIAIONTNe paccMoTpeHust st umenu suaud PANGO, torna kak kareropust «pyrue»
BKITIOUAET JIMHUU MTPOUCXOKICHUS, KOTOPhIE Ha3HAUEHBI, HO HE YKa3aHbl B JiereH ie. VICTOUHUK: TaHHBIE O TOCIEN0-
BatenpbHOCTH SARS-CoV-2 u metamanubsie GISAID 3a nepuoa ¢ 1 mast mo 3 gexadps 2023 1.

yoaukanun

1.J Transl Int Med. 2023 Dec 20;11(4):410-422.
doi: 10.2478/jtim-2023-0118. eCollection 2023 Dec.

Global lineage evolution pattern of sars-cov-2 in Africa, America, Europe, and
Asia: A comparative analysis of variant clusters and their relevance across continents

Mogenb rmobanbHOM 3BOJONMHN Sars-CoV-2 B Adpuke, Amepuke, EBporie u A3uu:
CPaBHUTENBHBIM aHAIN3 KJIACTEPOB BAPUAHTOB M X 3HAYMMOCTH Ha Pa3HBIX KOHTHHEHTAaX

June Hyug Choi 1, Mee Sook Jun 2, Jeong Yong Jeon 3
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[Ipoananu3upoBana riodaibHas Moaelb dBoonun 74 075 renomoB SARS-CoV-2
u3 32 cTpaH Ha YeThIpeX KOHTHHEHTAX, C 0COOBIM BHUMAHUEM Ha KJIACTEPhl BAPUAHTOB U
MX 3HAYUMOCTh B pa3HbIX peruoHax. Koppenamnuio Mex 1y BapuaHTaMU BU3yalTU3upOBaIu
C MOMOIIBIO AHAJIN3a YMEHBIICHUS Pa3MEPHOCTH U MTapHou koppessiuun [Tupcona. Ilpen-
CTaBJIEHO PEKOHCTPYHPOBAHHOE (DUIIOTEHETUYECKOE IEPEBO HA OCHOBE KOPPEISIIMOHHOTO
aHaJli3a U BeCOB BapMAHTOB. AHAIN3 MMOKA3aJl, YTO Ha KaXK/IOM KOHTUHEHTE ObLIH OTAEIb-
HBIE€ KJIacCTepbl BAPUAHTOB U pa3HbIE MOJENIN 3BoJIoUKU. B AMepuke ObUIO J1Ba KiacTep-
HBIX BapuaHTa JI0 PacXOKJICHHUS JIMHUN U TMOCIEIYIOIIero uX ciausiHus, B EBpone Obu1o
pa3BoeHUE Ha JIBE T100aJbHbIe TUHUU C PAHHUM BO3HUKHOBEHHUEM OIPEIeTICHHOTO Kila-
CTepa, B TO BpeMsl Kak B A3UH ObLJIO HUCXOJIAIIEE CIUIHUE IBYX KPYITHBIX JUHHI, pacxo-
JSIIIUXCS Ha JIBA OTNIEIBHBIX KiacTepa. Cylis o KIACTEPHBIM MOJIEISM OOIINX BAPHUAHTOB
Bupyca SARS-CoV-2, Adpuka mpoaeMOHCTpUPOBajIa OTHOCUTEIHFHO YETKOE pa3iuine
MEXay TpeMs OTAEIbHBIMHU pernoHaMu. VMccrnenoBanue naer mpencraBieHue 00 3BOJIO-
IUOHHBIX 3aKkoHOMepHOCTAX SARS-CoV-2 u nmomguepkuBaeT BaXKHOCTh MEXKIYHAPOIHOTO
COTPYJIHUYECTBA B OTCIIEKMBAHUU M PearupoBaHUM Ha HOBbIE BapuaHThl. MccienoBanue
MOKa3ajo, 4yTo riobaipHas MaHaeMusi Oblia BbI3BaHa BapuaHnTamMu OMHKPOHA, KOTOpPbIE
Pa3BUBAJIMCh CO 3HAYUTEIBHBIMU Pa3IMYUSAMHU MEXIY CTPaHAMHU U PETMOHAMHU U C pa3-
HBIMH 3aKOHOMEPHOCTSIMHM Ha Pa3HbIX KOHTUHEHTaX

2. Viruses. 2023 Dec 8;15(12):2394.

doi: 10.3390/v15122394.

Virological Characteristics of Five SARS-CoV-2 Variants, Including Beta,
Delta and Omicron BA.1, BA.2, BA5

Bupyconorndyeckue xapaktepucTuku natu BapuantoB SARS-CoV-2, Bkimrouas
Oera, menpTa 1 oMukpoH BA.1, BA.2, BA.S

Yan Zeng 1, Fei Xia 1, Changfu Guo 1, Chunxia Hu u np.

BrisbiBaromue obecriokoeHHocTh BapuaHThl SARS-CoV-2 (VOCs) nemoncTpu-
PYIOT MOBBIIICHHYIO TPAHCMUCCHBHOCTh M MH(EKIIMOHHOCTh W HAHOCAT CYIICCTBEHHBIH
BpEJl 3I0pPOBBIO YEJIOBEKa U IKOJIOTHUU. [103TOMY OYeHb Ba)XHO MOHUMATH CBSI3aHHBIE C
TUM 0COOEHHOCTH O0phOBI ¢ MHPekuuet. B atom nuccnegoranun SARS-CoV-2 WIV04
(mporotun) u nath VOCs (Bapuantsl Beta, Delta, Omicron BA.1, BA.2 u BA.5) 6bu1n
WHOKYJIMPOBAHbI B KJIETKH Vero /g HaOMoAeHHs 3a UX pocToM. [loMuMo OIleHKH cTa-
OUITLHOCTH OKPYKAIOIICH CpeIbl IPU Pa3IMYHBIX TEMIIepaTypax, B TeUeHHEe 7 JHEH n3Me-
PsUTA TUTPBI OCTATOYHOTO BHPYyca M MHPEKIMOHHOCTh NPU Pa3UYHbIX Temieparypax (4
°C, komHatHas Temneparypa /RT/ u 37 °C). B skciepuMeHTe Takxke olieHuBaIach nHpex-
IIMOHHOCTH TPH PA3TMYHON MPOIOJKUTEILHOCTH HHKYOAIMU. AHAIN3 CIOCOOHOCTH K PO-
CTy moka3ai, uro BapuanTsl WIV04, Beta u Delta a3 dexkTuBHO permuupyroTcs B KIeTKax
Vero no cpaBHeHuto ¢ Bapuantamu Omicron, a BA.2 6onee appextuBHO pernunupyercs
B KJeTkax Vero, ueM BA.1 u BA.5. Kpome Toro, Bce BapuaHThl IEMOHCTpUPOBAIU Oosee
JUINTEIBHYIO BBDKUBAEMOCTh IpU 4 °C 1 MOTJIM OCTaBaThCs 3apa3HbIMU yepe3 7 AHEH Mo

CpaBHEHUIO C BbKHBaeMocThI0 nipu RT' uepes3 5 aueit u npu 37 °C uepe3 1 neHp. AHanus
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BUPYCHOU MH(EKINHU TIoKa3all, 4To BapuaHT OMHUKpOH o6anan 6osee cnaboil criocoOHO-
CTBI0 MH(QUIMPOBATH KJIETKH 110 cpaBHEHUIO co murtammamu WIV04, bera u [lenbTa, u as
3TUX IITAMMOB TpeOOBaIOCh OoJIee ATUTENBHOE BpeMs 3apakeHNs, 3a UCKIIIoueHrneM BA.2
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