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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noa HaooaenueMm (VUM), Ha ocCHOBe KOJIM4eCTBA X T€HOMOB,
AeNOHUPOBaHHBIX B 0a3y 1aHHbIX GISAID 3a Henearo ¢ 16 mo 22 nexadps 2023 r.
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«Muxpoby Pocnompebnaosopa, Capamos, Poccuiickas Pedepayus

B 00630pe mpeactaBiena uHGopmaius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Omicron Bei3eiBaromux uatepec (VOI) n Haxoasmmxcs mo
HabmoaearneM (VUM), TeHOMHBIE MTOCIIC0BATEIBHOCTH KOTOPBIX Pa3MEIIEeHbI B MEXTyHa-
poaHoit 6a3e manabrx GISAID 3a Hegemto ¢ 16 mo 22 nexadps 2023 r.

[To cocrostamro Ha 22 nexabpst 2023 r. B cooTBeTCcTBUU ¢ Kinaccupukanueit BO3 k Ba-
puantam Bupyca SARS-COV-2, BepBatommx uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86 u JN.1 (0ObsiBneH BapuaHnTOM uHTepeca 19 nexadps
2023r.). B rpynny nupkyIupyoImuxX BapuaHTOB, Haxoasamxcs mnoj Hadmoaeauem (VUM)
BKJIIFOUeHbI reHeTndeckue nuaun: DV.7, XBB, XBB.1.9.1, XBB.1.9.2, XBB.2.3.

Ha ceronusmuuii nens B 6a3e qanabsix GISAID Bcero npencraneno 16 367 395 re-
HoMoB Bupyca SARS-COV-2 (3a Henemo nenonupoBano 32 902 mociemoBareabHOCTH). B
MHUpPE CTpaHaMH — JIMJEPAMHU 10 KOJUYECTBY JAETOHUPOBAHHBIX T€HOMHBIX I1OCJIEI0BATENb-
Hoctelt Bupyca SARS-CoV-2 ocratorcs CIIA — (4 996 496 renomoB — 30,5% ot Bcex pas-
memeHHbIX B GISAID) u Benukoopuranus (3 128 984 remomos — 19,1%).

Bcero B 6a3y nannbix GISAID nenonupoBano 8 869 764 renoma Bapuanta Omicron,
3a aHAIM3UPYEMYI0 HeJento pasMenieHo emie 32 056 reHOMHBIX MOC/IeI0BaTeIbHOCTENH —
97,4% ot Bcex mpecTaBIEHHBIX 3a TEKYILYIO HEJeN0 reHoBapuanToB Bupyca SARS-CoV-2
(na mpouwtoit Heaene — 86,9%). Poccuiickumu nabopatopusimu pazmeniersl 82 006 renom-
HbIX TocnenoBarenbHocTeld SARS-COV-2, B ToM uncne BapuanTa Omicron — 49 670 reno-
MOB.

Ha ceronnsimamii nens B 6a3e qanubix GISAID 3adukcupoBaHo 1€TOHMPOBAHKE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiayiien Heaene — 215): ABctpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, Aunoppa, Anrona, AH-
turya u bapoyna, Aurunbs, AprentuHa, Apmenusi, Apyoa, Adranucran, banrnanem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bpuranckue Bup-
TUHCKHE OCTpoBa, bytaH, bypynnu, bypkuna-®daco, Benukobpuranus, Benecysna, Benrpus,
Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
mana, ['Bunes, ['epmanus, ['ubpanrap, l'onnypac, I'oakonr, I'penana, I'peuns, ['py3us, ['yam,
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I"abon, Jlanus, [xubyrtu, Jlomnaukanckas Pecrryonuka, Jlomunuka, JIPK Jlemokpatudeckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3amOus, 3umbadse, U3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
must, Ucnmannus, cnanmst, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OcTtpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kenust, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kiopacao, Jlaoc, JlatBus, JInuGepus,
Jlusan, JIuus, JIuxtenmrelin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaitzus, Maneausel, Manera, Manu,
Mapokko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinjosa,
Momnako, Monromus, Moatceppat, Mbsitama, Mukponesus, Hamu6us, Hunepnanasl, Hurep,
Hurepus, Henan, HezaBucumoe rocynapcrso Camoa, Huy»s, HopBerusi, HoBas 3enannus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonboH, Pecniyonuka Konro, Pecnybnuka Ceitensckue OctpoBa, Peciyonuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CanbBagop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apasusi, CeBepHast Makenonusi, CeBepubie Mapuanckue octposa, Ce-
Heray, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, CroBakusi, Cnosenusi, Cunranyp, Cu-
pus, CIIIA, Cent-Kutc 1 HeBuc, Cent-Buncent u I'penanunsl, Cent-JIrocus, Cunt-MaprteH,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaliBanb, Tan3anus, Tepkc
u Kaiikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranna, Y3oekucran, Ykpa-
vHa, YpyrBau, Ounisinausa, Opanuusa, Opanuysckas ['Buana, @pannysckas [lonunesus,
Ounnununsl, XopBatus, YepHoropus, Yexus, Uunu, Yan, AP, Iseuus, Belinapus,
[pu-Jlanka, DxBamop, DcroHusi, IcBatunu, Dduonus, DxBaTopuanbHas ['Bunes, FIOAP,
IOxnas Kopes, IOxubiii Cynan, SAnonus, SMaiika.

3a npomeaiue 4 neaenu 41 ctpana (19,1%) (3a npeasiaymue — 42 crpansl (19,5%)
JOTIOJHUJIM JaHHBIE O JCMOHUPOBAHWHM TEHOMHBIX TMoOcCieaoBaTeabHOCTeH Omicron B
GISAID.

JuHnamuka pacripocTpaHeHus B MUpe cyOBapraHTOB Omicron CEKBEHUPOBAHHBIX U 3a-
rpyxeHHbIX B 06a3y nanueix GISAID npencrasnena Ha pucynke 1. Cpeau IUPKYITHPYIOITIX
B Hacrosiee Bpems mrammMoB SARS-CoV-2, kak 1 Ha mpeabIAyIIed Heaelne npeodiaiarT
cy6oBapuanTsl JN.1 (+3,98% B cpaBHeHHHU C TIpeAbIayIIeH Heleneil) U MOUIMHAA BapyuaHTa
VOI EG.5: HV.1 (- 1,92%), HK.3 (-0,24%), JG.3 (-1,25%).
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Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuio Ha 19.12.2023 r.)

I'enetnueckoe pa3zHOOOpazue LUPKYJIUPYIOLUIMX B PETHOHAX MHUpPa CyOBapHaHTOB
Omicron 3a nocneHue 4 Heaenu nokasaHo Ha pucynke 2. CyoBapuant JN.1 sBisercst qoMu-

HUPYIOIIUM B cTpaHax Adpuku, Asun, EBponsl u FOxHON AmMepuku.
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JN.3 = 1.21%
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Oceania (+495 sequences)
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Pucynok 2. Pacnpoctpanenne cyoBapranToB Omicron B pernoHax MHUpa 3a mocieanue 4
Henenu (C 21 Hostopst mo 19 nexadps 2023 r.)

3a mocnenuue 4 HeEU B MUPE pacipocTpaHeHHOCTh BapuanToB VOI Bo Bcex peruo-
Hax octaercs npeoOmanatomeii: B Asuu u lOxnoit Amepuke — 90,9% u 90,4% cooTBer-
CTBEHHO (puc. 3).
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 3. Pacnpoctpanenue cyoBapuanToB Omicron B peTHOHAX MUpPa, CEKBEHUPOBAH-
HBIX 32 nocienuue 4 nenenu (C 21 HosOps mo 19 nexadpst 2023 r.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)

[To cocrostHmIO Ha 22 1eKaOpsi OTMEUEHO CHUIKEHHE PACIIPOCTPaHEHUS CyOBapuaHTOB
XBB.1.5 (¢ 7,4% na npeapiaymieit neaene — 1o 6,6% Ha Texymeii Henene), XBB.1.16 (¢ 4,6%
10 4,2%), EG.5 ¢ 39,1% no 36,2%).

B 6a3y mannbix GISAID EpiCoV mnocnenoBarenbHocTH, oTHocsmmecs k XBB.1.5
(Kraken) nenmonupoBans! u3 141 crpansl. PacnpocTpaHeHHOCTh cyOBapuaHTa COCTaBMIIA B
bpazunuu, DxBanope, Uexun, Upnanauu, Kanage — 75%, 19%, 17%, 14%, 11% cooTBeT-
CTBEHHO.

Cy6Bapuant XBB.1.16 (Arcturus) nenonupoBat u3 123 crpan. 3a nocnennue 4 He-
nenu cyoBapuanT npeumymiecTBeHHO Boiaensin B CIIA (11%), ITomasire (11%), Upnanaun
(11%).

Cyo6Bapuant EG.5 (Eris) cexBenupoBan naboparopusimu 98 ctpan (Ha mpeabayiien
Henene — 97 crpan). Beero nemonupoBano 165 821 mocnegoatensHocTh EG.5 (CIIA —
26,9% ot Bcex cekBeHUpoBaHHbIX, Kanana — 14%, Kurait — 7,9%, Anonus — 5,5%, Benuko-
Opuranus — 5,5%, Opannust — 4,9%).

Cy6Bapuant BA.2.86 (Pirola) mo cocrosinuto Ha 22 nexabps nupkynupyet B 60 cTpa-
HaX, €r0 pacIpOCTPAHEHHOCTh PacTeT U 3a mocieanue 4 Hexaenu cocrasmia B [lopryrammm —
89,5%, anwuu — 77,7%, Ucnanuu — 73,9%, Cunranype — 71%, bpazunuu — 69,2%, benbrun
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— 68%, Hunepmangax — 65,8%, ®@pannun — 61,1%, Benukobpuranuu — 52,5%, ['epma-
aun — 51,2%.

BO3 13 nexabps 2023 roga oObsaBmwia mramm JN.1 BapuaHTOM HMHTEpeca M3-3a €ro
OBICTPOTO pacIpocTpaHeHus: BapuaHTa 1o Bcemy mupy.CyoBapuant JN.1 sBisieTcss TOTOM-
koM mramma BA.2.86 (VOI). BriepBeie oO0Hapy»xeHHBIH 25 aBrycta 2023r. B cepenuHe ae-
KaOpsl 5TOT BapHaHT yke cocTaBiisi 27,1% cexBeHHMPOBAHHBIX TEHOMOB KOPOHABUPYCOB, 3a-
perucTpupoBaHHbIX B 6a3e qaHHbIX GISAID. YeTrlppMs HeeIsIMU paHee 9acToTa 3a00yeBa-
Hui, BeI3BaHHBIX JN.1cocTaBisia okoio 3%.

[To cocrostamro Ha 22 nexabpst 2023 r. 8 GISAID 65110 penctasneno 10 044 nmocne-
nosatenbHOCTH JN.1 U3 46 crpan. Haubonbmiee yrcino mraMmoB aernoHupoBaHo u3 CIIA
(16,5%, 1 656 mocnemoBarenbHOocTei), Cunramypa (10,7%, 1070 mocienoBaTenbHOCTEH),
Januu (10,2%, 1021 mocnenoBateibHOCTD), Benukoopurtanuu (8,3%, 836 mocienoBarenb-
Hocreii), Kanasner (6,2%, 625 nocnenoBarensHocteit). 1o manubiM LIeHTpOB 110 KOHTPOJIIO U
npodunaktuke 3a601eBanuii CIIA, Ha 3TOT oaTun npuxoautcs 15-29% ot 3apeructpupo-
BaHHbIX ciaydaeB COVID-19 B crpane.

Bapuanrsl, Haxoasmumecs nox Haoawaeauem (VUM)

Cy6Bapuant XBB.1.9.1 (Hyperion) cekBenupoBan yaboparopusmu 125 ctpan. Pac-
MPOCTPAHEHHOCTh BapuaHTa cocTtaBuia 3,3% U MpOoJ0JKAET CHUXKATHCS.

[Mupkynsauus cyoBapuanta XBB.1.9.2 3aduxcupoBana B 104 crpanax ¢ pacnpoctpa-
HeHHocThIo 0,2%.

Cy6Bapuant XBB.2.3 (Acrux) cekBeHupoBat B 113 crpaHax.

[TocnenoBatensHocTH cyoBapuanta DV.7 B 6a3e nanubix GISAID npencraBieHsl u3
41 cTpaHsl.

Cy6Bapuant XBB (Gryphon) nupkymupyer B 151 ctpant. 3a nocnennue 4 Henenu
pacmpoCcTpaHeHHOCTh cyOBapuaHTa coctanisia 1%.

HNudopmanust mo 0OHOBIEHHBIM JTAHHBIM O JIETOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) 8 6a3ze GISAID nana B tabmue 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToMm uucie koau-

[IponieHT reHOMOB,

JIEBAEMOCTH)

Konmnuectso YECTBO 'TCHOMOB OTHOCAIIUXCA K
nernoHupoBaH- | Omicron, genoHu- | BapuaHTy Omicron
Croaa YupexaeHue, NpoBOJMBIIIEE CEKBEHUPOBAHUE HBIX TECHOMOB poBanHbIX 3a mo- | (B.1.1.529), nemo-
p Omicron ciennue 4 Heaenu HHUPOBAHHBIX 3a
(B.1.1.529) (25.11. - nocieaaue 4 He-
22.12.2023 1.) pi(Sh) 01
Asctpamus (crabunmszanus 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 171084 672 100,0
of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for Mo-
- . ) 193439 434 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
Asepbaiimkan  (cradbmamsanus | National Hematology and Transfusiology Center 39 0 0.0
3200JIeBa€MOCTH) :
Anbanus (crabunmsanus 3abo- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
JIEBA€MOCTH) Public Health England
Amxup (crabunuzarms 3abone- | National Reference Center for Viruses of Respiratory
: . . 635 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
octpoBa (crabmmm3arus 3aboire- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (cradbu- | Centers for Disease Control and Prevention Division of
. . : 138 0 0,0
Jr3aIms 3a00J€Ba€MOCTH ) Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnrona (crabunmsanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BAGMOCTH ) Platform
Annoppa (crabunmsanus 3ab6o- | Instituto de Salud Carlos 111 323 0 0.0




Amnturya u bapOyna (crabunu3a-

Carrington Lab, Department of Preclinical Sciences,

1Us1 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus

Aprentuna (crabwimmsarms 3a- | Instituto  Nacional — Enfermedades  Infecciosas 9820 10 100,0

00J1eBaCMOCTH ) C.G.Malbran

Apmenus (crabmnmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of

JIEBAEMOCTH) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia

Apy6a (crabmmusamust 3abose- | National Institute for Public Health and the Environ- 1060 0 0.0

BaEcMOCTH) ment(RIVM) ’

Adranucran (cradmimsarus 3a- | Central Public Health Lab 9 0 00

00JIeBaEMOCTH ) ’

baramckue octpoBa (ctabunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0

1St 3a00JIEBAEMOCTH) waldo Cruz Institute, FIOCRUZ :

banrmagem (cradbmmusanus 3a- | Child Health Research Foundation 9950 0 0.0

00J1eBaeMOCTH) ’

bap6anoc (cradbunmsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBA€MOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies

Baxpeiin (cradbunu3zarus 3abone- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0

BAacMOCTH) rectorate ’

Benapych (crabunusanms 3a6o- | Laboratory for HIV and opportunistic infections diag-

JIEBa€MOCTH) nosis The Republican Research and Practical Center for 120 0 0,0
Epidemiology and Microbiology(RRPCEM)

benus (crabunmsanus 3abonesa- | Texas Children's Microbiome Center 703 0 0.0

€MOCTH) ’

benwrus (poct 3a6oneBaemoctu) | KU I__euven, Rega Institute, Clinical and Epidemiologi- 98962 569 100,0
cal Virology

benun (crabunmsanms 3abone- | Institut fiir Virologie — Institute of Virology — Charite 518 0 0.0

BAEMOCTH)




bepmynackue octpoBa (cTabuiu-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 210 0 0.0
Bosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 7759 0 0.0
JIEBAEMOCTH ) ’
bonmBus (camwkenue 3adoneBae- | Laboratory of Respiratory Viruses and Measles, Os- 195 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomiip (crabunuszanus 3abone- | National Institute for Public Health and the Environ-
1074 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JM3alys 3a00J¢BaEMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanus 3a6o- | Botswana Institute for Technology Research and Inno- 3453 0 0.0
JIEBAEMOCTH ) vation ’
bpasunus (crabunusanus 3ab6o- | Instituto Ac_jolfo Lutz, Interdiciplinary Procedures Cen- 117976 268 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunm3anus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6149 0 0,0
boratory)
byran (ctabunuzanus 3aboneBa- | AFRIMS 100 0 0.0
€MOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051€eBa€MOCTH) ’
bypynau (crabmmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukobOpurtanus  (cradbuimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1501486 2310 100,0
nomics UK (COG-UK) consortium.
Benrpus (crabunmsanust 3a6o- | National Laboratory of Virology, Szentdgothai Re- 511 0 00

JIEBAEMOCTH)

search Centre




Benecynana (crabunuzanus 3a00-

Laboratorio de Virologia Molecular

803 0 0,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. . . 6411 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmsanus 3aboneBa- | Centre  de recherches médicales de Lamba- 5 0 0.0
€MOCTH) réné¢(CERMEL) '
I"autu (crabmnusarus 3aboneBa- | Laboratoire National de Santé Publique — LNSP(HAITI
446 0 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) '
I'amOust (crabuimsanus 3abone- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3zarms 3a00- | National Reference Center for Viruses of Respiratory
: . . 694 1 100,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabummsamus 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An-
. 4024 0 0,0
JIEBAEMOCTH) gel Garcia
I'eunes (crabunmsarus 3abose- | Centre de Recherche et de Formation en Infectiologie 596 0 0.0
BaeMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) '
I'epmanus (crabunmsarust 3a60- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JICBAEMOCTH ) gie. Institute of infectious medicine & hospital hygiene, 580630 429 100,0
CaSe—Group.
I'ubpanTap (crabunmzarus 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
JIEBAEMOCTH) Public Health England
Tonnypac (crabunmsanus 3a6o- | Genomics and Proteomics Departament, Gorgas Me-
) . : 186 0 0,0
JIEBAEMOCTH) morial Institute For Health Studies
INonkonr (crabmmmsarms 3a6o0- | Hong Kong Department of Health 13787 4 100,0

JIEBAEMOCTH)
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I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penms (crabmmuzamus 3aboie- | Greek Genome Center, Biomedical Research Founda- 99326 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-

BaEMOCTH) nome Research, R. G. Lugar Center for Public Health 9596 0 0.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunmsanus 3adoneBac- | Centers for Disease Control and Preven—tion Division 490 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 379415 1935 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunmszanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — PecmyOnuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3abomeBaemo- | trol and Prevention, USA 1963 0 0,0

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6osesa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncumu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abose- | Main Chemical Laboratories Egypt Army 9789 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1953 1 100,0

BAEMOCTH)

3umbabBe (cTabunm3anus 3a00- | National Microbiology Reference Laboratory(Quadram 316 0 0.0

JIEBAEMOCTH)

Institute Bioscience)
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W3paunp (crabunmzanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

118907 175 98,3
JIEBAEMOCTH )
WNunus (crabunusanus 3abose- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 142900 0 0,0
Centre for Cellular and Molecular Biology
IC/ITI:II)IOHesm (poct 3abomeBacmo- | National Institute of Health Research and Development 39810 11 100,0
Nopnanus (crabunuzanus 3a00- | Andersen lab at Scripps Research, CA, USA 243 0 0.0
JIEBAEMOCTH ) '
Upak (cradbunmsanus 3adoneBae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 407 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunmsanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2852 0 0,0
€MOCTH) Institute of Iran
Wpnangus (crabunmsanus 3a60- | National Virus Reference Laboratory 60529 933 100,0
JIEBAEMOCTH )
Ucnanust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology
11242 0 0,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 139029 545 99,8
JIEBAEMOCTH)
Uranus (crabunuszanus 3abone- | Army Medical Center, Scientific Department, Virology 95974 530 100,0
BacMOCTH) Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
746 0 0,0
00J1eBaeMOCTH)
Kazaxcran (cradunu3zarus 3a00- | Reference laboratory for the control of viral infections 9837 0 0.0
JIEBAEMOCTH) '
Kamb6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1939 0 0.0
JIEBAEMOCTH) '
Kamepyn (crabmnmsanus 3a6o- | CREMER(Centre de Rechercherches sur les Maladies
. 1321 0 0,0
JIEBAEMOCTH) Emergentes et Ré—¢mergentes)
Kanama (crabmnmsanus 3abomne- | Laboratoire de santé publique du Québec 340034 5191 1000

BAEMOCTH)
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KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusarus 3abonesa- | Biomedical Research Center(BRC), Qatar University /
. 1692 13 100,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (crabmnumszarms 3abone- | KEMRI-Wellcome Trust Research Pro- 5587 0 0.0
BaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
Kunp (cradbmm3zanus 3a6onesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craObunmsamnus 3aboie- I\_latlonal Institute for Viral Disease Control and Preven- 64794 80 100.0
BaEMOCTH) tion
Konym6us (cradbunusamus 3a60- | Instituto Nacional de Salud— Direccion de Investigacion
1 15341 0 0,0
JIEBAEMOCTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BacMOCTH) gie '
Kocra—Puka (crabmnmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9620 10 100,0
00J1eBaeMOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 939 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory '
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory
526 0 0,0
MOCTH)
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 914 0 0,0
BaE€MOCTH) Medicine, Kuwait
Keipreizcran (crabmimzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment '
Kropacao (crabmmmsamust 3ab6o- | National Institute for Public Health and the Environ-
1260 3 100,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3adosieBac- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 979 0 0.0
MOCTH) tal ’
JlatBus (crabunusaius 3aboine- | Latvian Biomedical Research and Study Centre 14445 0 0.0

BAEMOCTH)
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Jlecoro (crabmnuzanus 3aboie-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 155 0 0.0
Jlubepus (cradbunmsarms 3a6o- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmnusaius 3abose- | Laboratory of Molecular Biology and Cancer Immunol- 931 0 0.0
BAEMOCTH) ogy, Lebanese University Public Health England ’
JluBust (crabmnuzanus 3abone- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jlutsa (crabunmzanus 3abonesa- | Vilnius University Hospital Santaros Klinikos, Center
. 11732 0 0,0
€MOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabunmsarms | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (cTabunuzanus 3a- Laborat_mre national de santé, Microbiology, Microbial 37255 18 1000
00JIeBaCMOCTH ) Genomics Platform
Maxkao (crabunmzanusi 3aboine- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Maspukwuii (ctabunusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 7619 0 0.0
JIEBAEMOCTH ) ’
Maspurtanus (crabmiuzanus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory
: . . 373 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (ctabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry of 32939 70 100,0
Health Malaysia
Managu (cradunusamus 3abone- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
BACMOCTH ) Platform
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
: : . . 159 0 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (crabunm3aius 3a60- | Indira Gandhi Memorial Hospital 333 0 0.0

JIEBAEMOCTH)
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Manpra (cTabunuzanus 3aboie-

Molecular Diagnostics Pathology Department Mater

BacMOCTH) Dei Hospital Malta 163 0.0
MaprrayutoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 37 0.0
JU3arys 3a00J1¢6Ba€MOCTH) of Health ’
Mapokko (crabmimsainus 3a0o0- | Laboratoire de Biotechnologie 1347 0.0
JIEBAEMOCTH ) ’
Maprunuka (crabmnmsainus 3a- | CNR Virus des Infections Respiratoires — France SUD 1544 0.0
00JIeBaCMOCTH ) ’
Mekcuka (cradbuamsarms 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos
46084 100,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (crabunmsanus 3a060- | KRISP, KZN Research Innovation and Sequencing
i 731 0,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzarus 3a60- | ONCOGENE LLC 698 0.0
JIEBAaCMOCTH ) ’
Momnaxko (cradbunmsanus 3a6oie- | National Reference Center for Viruses of Respiratory
: ) . 18 0,0
BAacMOCTH) Infections, Institut Pasteur, Paris
Mouromust (crabunmsanus 3a60- | National Centre for Communication Disease (NCCD)
: 917 0,0
JICBAEMOCTH) National Influenza Center
Moutceppar (crabunuzarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsiama (crabunuzanums 3a6one- | DSMRC 144 0.0
BAEMOCTH)
Hamubus (crabmmusamms 3a6o- | National Institute for Communicable Diseases of the
: ) 807 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1284 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0.0
€MOCTH) ease Control ’
Hurepust (crabmmusamus 3a60- | African Centre of Excellence for Genomics of Infec- 3209 0.0

JIEBAEMOCTH)

tious Diseases(ACEGID), Redeemer’s University
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Hunepnanae! (crabmimzanus 3a-

National Institute for Public Health and the Environ-

00J1eBa€MOCTH ) ment(RIVM) 81394 899 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enanmus (crabunmsanus | Institute of Environmental Science and Research(ESR) 36514 0 0.0
3a00JIeBa€MOCTH) ’
HoBas Kanenonus (cradbuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11s1 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a00- | Norwegian Institute of Public Health, Department of 35793 35 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3anus 3aboneBae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center 540 0 0.0
€MOCTH) ’
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
IMakucran (crabunmsanus 3a60- | Department of Virology, Public Health Laboratories 3497 0 0.0
JICBAEMOCTH) Division ’
[Manay (cradbunum3arus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabwnusanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunu3arust 3a6omae- | Gorgas memorial Institute For Health Studies 3239 0 0.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (cradbunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a1ust 3a00J1€Ba€MOCTH) ’
[Maparsaii (cradbunm3anus 3a6o- | Laboratorio Central de Salud Publica de Paraguay 9931 0 0.0
JIEBAEMOCTH) ’
[Tepy (crabunuzarmms 3aboneBae- | Laboratorio de Referencia Nacional de Biotecnologia y 37110 0 0.0
MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru '
[Monpmia (cradbunu3aius 3abome- | genXone SA, Research & Development Laboratory 46027 405 100.0
BAEMOCTH) ’
[Mopryranus (crabmimsanus 3a- | Instituto Nacional de Saude(INSA) 24066 92 100.0

00J1€Ba€MOCTH)
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[Tyspro Puko (cTrabunusanus 3a-

Centers for Disease Control and Prevention Division of

00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery 18413 40 100,0
Pecniyoniuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) atory (MDU-PHL) ’
Pecniyonmuka JlxuoOyru (cradbu- | Naval Medical Research Center Biological Defense Re-
. 633 0 0,0
Jr3arys 3a00JIeBAaCMOCTH ) search Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0 0.0
JM3aIys 3a00J1€BA€MOCTH) atory (MDU-PHL) :
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine
216 0 0,0
115 3200J1EBaEMOCTH)
Pecniyonuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaEMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
Tu3anus 3a00J1eBaMOCTH) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CanbBagop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 551 0 0,0
JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 8 0 0,0
Peronbon (cradbummsanus 3a60- | CNR Virus des Infections Respiratoires — France SUD
12132 0 0,0
JIEBAEMOCTH)
Poccus (crabunmsanus 3abone- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic Tech-
nologies for Biomedicine, Pirogov Medical University,
Moscow, Russian Federation. Federal Budget Institu-
tion of Science, State Research Center for Applied Mi- 49667 0 0.0

crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
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Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
) . : 12099 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaynoBckass Apasus (cradbuiu- | Infectious Diseases, King Faisal Hospital Research
1381 0 0,0
3a1us 3a00JICBACMOCTH ) Center
Ceseprass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1eBa€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 379 0 0,0
tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunmsarust  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2091 0 0,0
CTH)
Cetimrenbl (crabmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1739 0 0.0
BAEMOCTH)
Cent—Buncenr u ['penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabunuzaruss  3aboseBaemo- | Faculty of Medical Sciences, The University of the 100 0 0,0
CTH) West Indies
Cent—Kurc u Hesuc (cradbunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences 216 0 0.0
00JIeBa€MOCTH ) ’
CepOus (crabunmzarus 3abose- | Institute of microbiology and Immunology, Faculty of
. L 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunramyp (poct 3aboneBaemo- | National Public Health Laboratory, National Centre for 33790 1435 100.0

CTH)

Infectious Diseases
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Cen-MaptuH (cTabunuzanus 3a-

Institut Pasteur

302 0 0,0
00JIeBa€MOCTH )
Cunr—Mapren (crabunmsanus | National Institute for Public Health and the Environ-
902 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupus (crabunmzanms 3abone- | CASE-2021-0266829 79 0 00
BAaEMOCTH) ’
CrnoBakus (crabunmsanus 3a6o- | Faculty of Natural Sciences, Comenius University
27895 0 0,0
JIEBAEMOCTH )
Cnoeenust (poct 3aboseBaemo- | Institute of Microbiology and Immunology, Faculty of
_ L A 36996 0 0,0
CTH) Medicine, University of Ljubljana
ComomonoBbel  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumusarus 3a6ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) ’
Cynan (crabmnumsarust 3abosie- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CHIA (crabunu3arus 3aboneBa- | Colorado Department of Public Health & Environment.
€MOCTH) Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2587784 5507 9.8
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a0051€eBa€MOCTH) :
Taunann (cradbwmusanus 3a60- | COVID-19 Network Investigations(CONI) Alliance 30069 0 0.0
JIEBAEMOCTH) ’
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . - 4159 4 100,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwnmsarus 3a6o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc u Kaiikoc (crabunusanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus

Tumop-Jlemrn  (crabunmsanus | Microbiological Diagnostic Unit— Public Health Labor- 1 0 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunuzanus 3adoneBae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM — Universit¢ de Montpellier) 518 0 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0 0,0

Tpununan u Tobaro (cradbumu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2796 0 0,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 840 0 0.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 91943 0 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 899 0 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a6o- | Department of Respiratory and other Viral Infections of

JIEBa€MOCTH) L.V.Gromashevsky Institute of Epidemiology & Infec- 4476 5 100,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (crabunusarus 3a- | Center for Advanced Technologies 61 0 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzamus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 247 0 00

JIEBAEMOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabuamsanus 3abonesa- | State Laboratories Division, Hawaii State Department 85 0 0,0

€MOCTH) of Health

dununmuael (poct 3aboseBae- | Philippine Genome Center 15827 5 100.0

MOCTH) '

dunnsaaus (poct 3ab6oneBaemo- | Department of Virology, Faculty of Medicine, Univer- 95378 241 100.0

CTH)

sity of Helsinki

20




@pannus (crabunuzanus 3a06o-

CNR Virus des Infections Respiratoires — France SUD

398736 1447 100,0
JIEBAEMOCTH )
®panmysckas ['Buana (ctadbuu- | National Reference Center for Viruses of Respiratory 1682 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonmunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 25367 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsarnus 3aboneBac- | Pathogen Sequencing Lab, National Institute for Bio- 80 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabmmuzanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 533 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (cradbunmsanms 3adonesa- | The National Institute of Public Health 33943 19 100,0
€MOCTH)
Yuu (poct 3a001€BaEMOCTH) Instituto de Salud Publica de Chile 26692 0 0,0
[Iseitapus (cradbuimsanus 3a- | Department of Biosystems Science and Engineering,
00J1€Ba€MOCTH) ETH Ziirich. 56915 186 100,0
[Isenus (poct 3a6oneBaemoct) | The Public Health Agency of Sweden 126089 1749 99,9
[Ipu-Jlanka (cradunuzarus 3a- | Centre for Dengue Research and AICBU, Department 1188 0 0.0
00JIeBaEMOCTH) of Immunology and Molecular Medicine ’
OkBanop (crabunumsanus 3a60- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 6401 » 100,0
OxBatopuanbHas ['Bunest (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Oounuzanys 3a00J1€BaeMOCTH) ’
Dceatunu (cTabunmsanus 3a60- | Nhlangano Health Centre(National Institute for Com-
JIEBAEMOCTH) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

Dctonus (crabmnmzamnms 3abo- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH)

rofins Genomics Europe Sequencing GmbH
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O¢uonus (crabunmsanus 3ab0-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Genome 119 0 0,0
Sequencing

FOAP (crabmnmsarnus 3ab6oneBa- | KRISP, KZN Research Innovation and Sequencing 97298 5 100,0

E€MOCTH) Platform.

HOxnass Kopest (crabmmmsarms | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 151005 8 100,0
Control and Prevention Agency

HOxupiii Cyman (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumuzanus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3405 0 0,0
West Indies

Snonwust (crabmusaius 3abose- | Pathogen Genomics Center, National Institute of Infec- 452417 336 100.0

BaEMOCTH)

tious Diseases
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Pe3srome BO3. Onenka pucka

Panee JN.1 oTcnexxuBasics kak yacth BA.2.86, poauTenbCKOM JMHUM, KOTOpast Kiac-
cuuuupyercs Kak BapuaHT, npeactasisitoniuil uartepec (BON). Oxnnaxo B nocnenHue He-
nenn JN.1 mpoaomkaeT perucTpupoBaThCcsi BO MHOTHX CTpaHax, U €ro pacipoCTpaHEH-
HOCTb BO3pocia. BeICTpo pacTeT Bo BceM MHpE U B HACTOSIIEE BpeMs IIPEICTABISAET COO0M
noJiaBJisioIee OONbIIMHCTBO MOTOMKOB BA.2.86. O06 aToM coob1mmnu B GISAID. B cBs3u
¢ 6picTpo pactymum pacnpoctpaneHueM BO3 knaccudunupyet JN.1 kak oTaenbHbIN Ba-
puant (VOI) ot poautenbckoit muaun BA.2.86. YuuTheiBas uMeOIIMecs, HO OrpaHUYCH-
Hble (PaKTHUUECKUE JaHHBIC, IOMOJHUTEIbHBIA PUCK 711 OOIIECTBEHHOTO 3/IpaBOOXpaHe-
HUsl, co3naBaemblit JN. 1, B HacTosiIee BpeMs O4EeBHICH.

OuenuBaercs Kak HU3KUHM Ha T700anbHOM ypoBHE. OKHUIAETCs, UTO 3TOT BapUaHT
MOJKET BBI3BaTh pocT 3aboneBaemoct SARS-CoV-2. CnyuaeB Ha (oHe Berutecka 3aboite-
BAa€MOCTH JPYTMMH BUPYCHBIMU U OaKTepuaIbHbIMU MHPEKIUSIMH, OCOOCHHO B CTPaHAX,
BCTYMAIOIMX B 3UMHee BpeMs roja. [locie obcyxaenuii ¢ TexHn4ueckol KOHCYJIbTaTHB-
Hoit rpynmoit BO3 o »Bomtonnu BupycoB (TAG-VE) u yuntsiBas umeronmecs: JaHHbIe,
TEKYIIUI MOMYyISIMOHHBI UMMYHHTET BO BCEM MHpPE, a TaKK€ UMMYHHUTET, CO3/IaHHbBIN
XBB.1.5. o)kupnaercs, 4T0 peBaKIMHALMS OCTAHETCS IEPEKPECTHO-PEAKTUBHON B OTHOIIIE-
HUU 3TOTO BapUaHTa MPOTHB CUMIITOMATHYECKUX U TSXKENbIX Oone3neit. [loaTomy pacmpo-
CTpaHEHHE ATOr0 BapHaHTa BPAJ JIM YBEJIMYHUT HArpy3Ky Ha HallMOHAJIBHOE 3paBOOXpa-
HEHUE M CUCTEMBI 10 CPABHEHUIO C IpyruMu cyonuausiMu OmukpoHa. OTHaKo CTpaHawm,
npUOIMHKAIOIIMMCS K 3MMHEMY CE30HY, CIIeIyeT UMETh B BUAY, 4TO B 11eiioM SARS-CoV-
2 ¥ COMYTCTBYIOIIHUE €My MAaTOT€HbI MOTYT YCYT'YOUTh pecrupaTOpHOE 3a00IE€BaHKE.

IlepBonayaabHas oueHka puckoB JN.1, 19 nexkadps 2023 r.

JN.1 sBnsiercst motomkom BA.2.86, cambrit panHuii obpaszert 011 coOpan 25 aBrycra
2023 roxa (1). I1o cpaBHeHuto ¢ ponutensckoit nunue BA.2.86, IN.1 umeer gomnoiaHu-
TenpHyIo MyTanuio L455S B 6enke-mmurre. [1o cocrossamio Ha 16 nexkadps 2023 r. B GISAID
(1) 6su10 Tpeacrasneno 7344 nocnenoBatenbHocTH JN.1 U3 41 cTpaHbl, 4TO COCTaBISAET
27,1% noCTymHBIX BO BCEM MHPE MOCIEAOBATEIbHOCTEN Ha 48-U 3MUAEMUOIOTUYECKON
Hezene (¢ 27 Hosops o 3 aexadbppb 2023 1.). CTpaHaMu, cOOOMAIONTUMU O HAUOOJIbIIIEH
noiie nocieaoBatenbHocTet JN. 1, sisitores @pannust (20,1%, 1552 mocnenoBarenbHO-
ctu), CIIA (14,2%, 1072 nocnenoBarensHoctu), Cunramnyp (12,4%, 934 nocnenoBareinb-
Hoctn), Kanana (6,8%, 512 nocnenoBatenbHocTel), Benmukoopuranus (5,6%, 422 noce-
nosatenbHocTH) U LlBenus (5,0%, 381 nmocnenoBatenbHOCcTEl). Bo Bcem mupe Habmoaa-
eTcst OBICTPBIN POCT JIOJH 3apPETUCTPUPOBAHHBIX cirydaeB JN.1, mpu 3ToM ero riobanbHas
pacnpocTpaHeHHOCTh gocturia 27,1% Ha 48-i anuaeMUIOI0THYECKON Helene.

B Ta6nuiie 2 mokazaHo CyIIECTBEHHOE YBEJIMUYEHHUE MO CPABHEHUIO C JaHHBIMU, I0-
JTY4YeHHBIMH YEThIpbMs HenensiMu panee. (44-s1 nepens, ¢ 30 okts0ps mo 5 HostOpst 2023
r.), Korjaa rinobanpHas pacnpoctpaneHHOCTh JN.1 coctaBuna 3,3%. DTOT OBICTPBIN pOCT
Ha0JII0/1aeTCsl BO BCEX TPEX PErMOHAax ¢ MOCTOSHHBIM MCIOJb30BAHUEM OOLIUX MOCIE0-
BatenbHOCTe SARS-C0OV-2, T.e. pernon Cesepnoii u FOxuoit Amepuku (AMR), 3anan-
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Hoit yactu Tuxoro okeana (WPR) u EBponsl (EUR) ¢ kpynHeimmmu HabmonaeTcst yBe-
mrnaeane WPR ¢ 1,1% na 44-i snupeMuonorudeckon Hejele 10 65,6% na 48-i snmpe-
MuoJiornueckou Heaeiae. BA.2.86.1

Kuneruka pemnukanuu (poaurenbeckoid 1uHuM JN.1) Ha NEpBUYHBIX 3MUTETUATBHBIX
kietok Hoca (hNEC) He BbllIe, yeM y Jpyrux BapuaHTOB, ojdydeHHbIX U3 XBB (2). Oxn-
HAKO €Ile PEICTOUT ONPEIEINTD, IBISAETCS JIM BBICOKMM ypoBeHb 3apa3HocTu JN.1 y mro-
JIell TaK)Ke CBSI3aH C MOBBIIMIEHHON Npucnoco0ieHHocThIo nepBruuHbIX hNEC 1 apyrux tu-
IIOB KJIETOK, U KaKas 4acTh U3 HUX CBSA3aHA C HECIIAHKOBBIMU MYyTallUsMU

Tabmuna 2. 'moGanpabie 1011 BapuanToB SARS-CoV-2, ¢ 44 o 48 nepemo 2023 .

Countries’ Sequences 2023-44 2023-45 2023-46 2023-47 2023-48

VOIs

XBB.1.5* 128 316 888 8.2 7.9 8.6 74 7.3
XBB.1.16* 119 103 516 9.6 9.0 6.6 5.6 4.2
EG.5* 93 143675 53.7 541 517 46.5 36.3
BA.2.86* 49 5972 44 48 5.8 1.1 5.9
IN.1* 41 7344 3.3 5.3 10.1 16.7 271
VUMs

DV.7* 40 4635 1.2 0.9 0.9 1.0 0.6
XBB* 143 90441 3 20 1.8 1.2 1.0
XBB.1.9.1* 118 85640 6.7 54 5.5 43 33
XBB.1.9.2* 95 37764 1.7 11 0.7 0.5 0.2
XBB.2.3* 107 34573 3.5 34 25 23 16
Unassigned 95 155778 3.4 42 4.2 6.4 11.9

§ KonnuectBo cTpaH v mociaea0BaTeIbHOCTH YKa3aHbl C MOMEHTA MOSIBJICHUS! Bapu-
aHTOB. * BxiroyaeT moTOMKH, KpoMe yKka3zaHHbIX B Tabnuue. Hanpumep, XBB* e Bitto-
gaer XBB.1.5, XBB.1.16, EG.5, XBB.1.9.1,XBB.1.9.2 u XBB.2.3.

N3-3a nudhepeHnpoBaHHOTO 0XBaTa BaKIIMHAIIMEH U PACIIPOCTPAHEHUS! BADHAHTOB
SARS-CoV-2 Bo BceM MHpe MMMYHHUTET HACEJICHHS OCTACTCSl T€TEPOTeHHBIM BO BCEM
MUpE, U, CIeI0BaTeNbHO, MOTeHIMAN ycKoab3anus JN.1 oT UMMyHUTETa 3aBUCUT OT MM-
MYHHOTO ()OHA TECTUPYEeMOro HaceleHus. B To Bpems kak nMMyHHBIN Bbhixoa BA.2.86.1
(ponutens JN.1 nunun) ot XBB.1.5 u EG.5.1, npopbiBHas undekuus, no-BuIuMomMy, aHa-
JIOTUYHA OJHOBPEMEHHO IUpKyaupytomei nnpekuun. Takue Bapuantel, kak HK.3, JN.1,
JIEMOHCTPUPYIOT 00Jiee BBICOKYIO CIIOCOOHOCTD YKJIOHSATHCS OT UMMYyHHTETa. O1HAKO nMe-
I0TCSl OTpAaHMYCHHBIE JJAaHHBIE TI0 TIepeKpecTHOM HewTpanu3anuu JN.1 1, HecMoTps Ha CHU-
xenue HenTpanmzanuu JN.1, 3amura ot XBB.1.5 MoHOBaneHTHOI BaKIIMHOW, BEPOSITHO,
oyner s¢pdexrtuBHa npotuB JN.1. Texuudyeckne KoHCynbTaTHBHBIE Tpymnisl BO3 ¢ yue-
HBIMHU CO BCEro MHUpa aKTUBHO ciensT 3a 3TuM. BO3 u ee TexHudeckass KOHCYIbTaTUBHAS
rpymmna 1o 3Bomonuu SARS-CoV-2 (TAG-VE) npomomxkaroT peKOMEHI0OBaTh roCyaap-
ctBamM-wieHaM BO3 oTaaBaTh NpHOPUTET KOHKPETHBIM JEHCTBUAM, YTOOBI JIyUllle peliaTh
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HEONPEIeICHHOCTH, CBSI3aHHbIE C YTEUKOW aHTHUTel U cteneHu Tsxectd BA.2.86 u JN.1.
[Ipemmaraempie CpOKHU SIBISIOTCS PUOTU3UTEIBHBIMA B OYIyT BapbHpPOBATHCS B 3aBHCHU-
MOCTH OT CTpaHbl Ha OCHOBE HallMOHAJIBHOTO MOTEHIINANIA!

* [IpoBecTr aHAIM3bI HEUTPAIU3ALUN C UCIIOJIB30BAaHUEM YEIOBEYECKON CHIBOPOTKHU
NPEJCTaBUTENS TIOCTPAJABIIETO U KUBBIX M30sATOB Bupyca JN.1 (0T mByX 10 YeThIpex
HEJIeNh).

* [IpoBecTr cpaBHUTEIBHYIO OLIEHKY JIJISl BHISIBJICHHUS M3MEHEHUH B CKOJIB3SIINX WITH
CHEIUABHBIX MTOKA3aTeNIX BaXXHOCTHU (0T 4eThIpeX 70 12 Hesenb).

BO3 u ee Texnuueckass KOHCYJIbTaTHBHAs I'pyMIa MO COCTAaBY BaKI[MHBI MPOTUB
COVID-19 (TAG-CO-VAC) npomomkarT peryJsipHO OLCHHBATH BIMSHIE BAPUAHTOB HA
s dexruBHOCTD BakiiH npotuB COVID-19, yToObI mpuUHUMATH pEIICHHS 10 OOHOBIICHUS
coCTaBa BaKIIMHBI

Iy6oaukanun

1. Emerg Microbes Infect. 2023 Dec 19:2297553.

doi: 10.1080/22221751.2023.2297553. Online ahead of print.

The impact of S2 mutations on Omicron SARS-CoV-2 cell surface expression
and fusogenicity
Bnusinue mytanuii S2 Ha 3KCHPECCUIO U CIAUSIHUE OBepXHOCTH KieTok Omicron SARS-
CoV-2

Alba Escalera, Manon Laporte, Sam Turner, u ap.

ABTOpHBI 0xapakTepru3oBan 3PGHEeKTUBHOCTD paciIeTUIeHHs U (y30reHHOCTh Oeka
S pasnbix cyonuuuit Omicron. MIx pe3ynbpTaThl oKasainu, 4to cyoBapuant Omicron BA.1
7 deKTHBHO pacuieruisieTcs, Ho 00JaaaeT TIoXol (y30reHEeHHOCThIO 10 CPABHEHUIO C
npeapiaymumu mramMmamu SARS-CoV-2. UToObl MOHATH OCHOBY 3TOro (DEHOTHUIIA, CO-
3J1aJTM XUMEPHBIH 0esok S, ncnoib3ys komOouHarmu qoMmeHoB S1 u S2 u3 BapuantoB WAL,
Delta m Omicron BA.1. O6Hapyxwmm, yto noMeH S2 Omicron BA.1 mpenstcTByeT 3¢h-
(EeKTUBHOMY CIMSIHUIO KJIETOK. MHTEpecHO, Y4TO 3TOT JHOMEH COACPKHUT TOJBKO IIECTh
YHUKAJIBHBIX MOJIMMOP(PU3MOB, HUKOT/Ia paHee He OOHApYKUBABIIUXCS B MPEIKOBBIX Ba-
puantax SARS-CoV-2. S-6enxu WA1614GS, coneprkaiiue MmyTauu B S2 y HIECTH BUPY-
coB Omicron, OlICHUBAU Ha MPEIMET UX CIUSHUS U IOBEPXHOCTHOM IKCIIPECCHH S MOCe
TpaHchekuuu B kiieTkax. Pe3ynbrarel mokazanu, uto 3aMmeHsl S:N856 K n N969 K ymens-
ar0T 00pa3oBaHWE CHHIIMTHEB W BIUSAIOT Ha YPOBHU S-O€ka HAa MOBEPXHOCTH KJIETOK.
TeM He MeHee, OTMEUEHO, UTO CyOnrMHUM OMHUKpPOHA «IIEPBOTO MOKOJICHHS, BOZHUKIITNE
BITOCJICJICTBUY, KOHBEPTEHTHO BOJIONMOHUPOBAIN B CTOPOHY MOBBIMIECHUS ()y30T€HHOM
AKTUBHOCTH M DKCIIPECCHH S Ha MOBEPXHOCTH WH(DHUIIMPOBAHHBIX KJIETOK, B TO BpeMsI Kak
BapuaHTbl OMHKPOHA «BTOPOTO MOKOJICHHS» CUJIBHO AUBEPTHUPOBAIIN U MOKA3AJIM CHEIU-
(buYHBIC TSl TUHUW XapaKTEPUCTUKU CIIUSTHUSA. BaXKHO OTMETUTD, UTO 3TH PE3yJIbTaThl MO-
I'yT UMETh MMOTEHIMAIIbHOE 3HaYCHUE JIJIS YIYUYIICHUS] U U3BMEHEHUSI KOHCTPYKIIMH BaKIIUH
npotus COVID-19
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2. Environ Monit Assess. 2023 Dec 16;196(1):44.
doi: 10.1007/s10661-023-12228-z.

Spatiotemporal genome diversity of SARS-CoV-2 in wastewater: a two-year
global epidemiological study

[IpocTpancTBEeHHO-BpeMEeHHOE pazHoobOpasue renoma SARS-CoV-2 B cTOUHBIX BO-
Jax: ABYXJIETHEE II00ATBbHOE AMHUIEMUOJIOTHIECKOE HCCIIEIOBAaHIE

Manisha Mandal, Shyamapada Mandal

Nzyganock reHOMHOE pazHOOOpa3ue u npoduis Mmytanuii BapuantoB SARS-CoV-
2 B CTOYHBIX Bojax 3a mepuoj oT Havyana nanaemunn COVID-19 no nexabps 2022 rona.
Bcero B 6a3y nannubix GISAID 6bu10 nipeacTaBineno 3618 moaHBIX MOCIEA0BATEIFHOCTEHN
regomMa SARS-CoV-2 u3 crounsix Boj. [TocnenosarensHocT SARS-CoV-2 ObuH moj-
BEpPrHYTHI OMAPHOMY BBIPABHUBAHUIO IO 3TAJIOHY € MOCIEAYIONIMM ITPUCBOCHUEM Ha3Ba-
HUM k1aa u nuHui (Ha ocHoBe Nextstrain, GISAID u Pango), ¢dunoreneTnueckum aHaiu-
30M JTUCTAHIIMOHHBIX METPUK U BBISBIEHHEM 3aMelIaonux MmyTtauil. [lo HomeHkIaTypam
GISAID, Nextstrain u Pango, umMena MecTo COTrJIacOBaHHOCTH B OINPECICHUU KIIaJl U JIU-
HUH B Tpo0axX CTOYHBIX BOJ. B CTOYHBIX BOJaX C T€YEHHMEM BPEMEHH MPOUCXOAMIIO MOCIIe-
JOBATEIILHOE TOSBJICHUE, PACIIPOCTpaHeHUEe U wcuesHoBeHue JmHnid SARS-CoV-2. I'e-
HOMBI SARS-C0OV-2 13 cTOUHBIX BOJ OBLIN CIPYIIIMPOBAHbI B BHI3BIBAIOIINE O0ECIIOKOEH-
HocTh Bapuantel (VOC): Alpha GRY (B.1.1.7 + Q.7), Delta GK (B.1.617.2 + AY.*) u
Omicron GRA (BA.1*, BA.2* + B.1.1.529, BA.5%*). Ckopocts 3Bomtounn SARS-CoV-2
B CTOYHBIX Bojax coctaBuia 9,63e-04 3amen/yuactok/ron. B.1.1.7 Obl1 MeHee pacmpo-
cTtpaHeH, yeM B.1.617.2, B 2021 r. nmosBisiica nocienoBarenbHo, a BA.1, BA.2, BA.S
ObUTH cepHitHO oOHapy»eHbl B 2022 T., HOCIEAHUM IITaMM MPOJI0JIKaJ IEPCUCTUPOBATH B
cTouHbIX Bogax. 3ameHnbl B mmmne N501Y, E484K/Q, K417N/T, L452R, T478K octaBa-
muck npoMmuHHpyromuM atpuoyrom VOC SARS-CoV-2. HccnemoBanue Mog4YepKUBACT
BOXHOCTh HAOJIOJICHUS 32 CTOYHBIMU BOJIAMHM JIJIsl OTIPEICNICHUs TIPOCTPAHCTBEHHO-BpE-
MEHHOTO pa3HooOpa3usi BapuaHToB M MyTanuii SARS-COV-2, yTo MOXET NmpOJIOXHUTH
MyTh K pa3pabOTKe HOBBIX MPOTHUBOBUPYCHBIX MPENapaToB W BaKIMH JJis1 YIPABJICHUS U
npodunaktuku napexuun SARS-CoV-2.

3. mBio. 2023 Dec 19:e0298823.
doi: 10.1128/mbi0.02988-23. Online ahead of print.

Structural basis of increased binding affinities of spikes from SARS-CoV-2
Omicron variants to rabbit and hare ACE2s reveals the expanding host tendency

CtpykTypHasi OCHOBA MOBBIIIEHHON a(UHHOCTH CBSI3bIBAHUS IIUIIOB BapHAHTOB
SARS-CoV-2 Omicron ¢ ACE2 kponuka 1 3aiiiia oOHapy>KHBaeT TEHIEHIIUIO K pacIIupe-
HHUIO CIICKTpPA XO034CB
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Kaiyuan Shi, Linjie Li, Chunliang Luo u np.

Y SARS-CoV-2 mmpokuii Kpyr X035€B, UTO YKa3bIBaeT HA BBICOKHI PUCK MEKBH-
JIOBOW MepeAayu U aIanTUBHBIX MyTaluuil. [103TOMy MOCTOSIHHBIA MOHUTOPHUHT MTOTEHIIH-
JIbHBIX XO35I€EB MMEET OrPOMHOE 3HauyeHHe. B 3ToM HccinegoBaHMM BBISBIEHO, YTO
Omicron BA.4/5 u nocnenyroniye noBapuaHThl MPOSIBISIOT YCUICHHOE CBSI3bIBAHUE C aH-
ruoteH3uHnpespamaroM gpepmentom 2 (ACE2) kak Kponuka, Tak U 3aiilia, 1 yCTaHOB-
JIEH CTPYKTYPHBIN MEXaHU3M UX pacnio3HaBaHusd. [lokazano, uro Q34, yHUKaNIbHBIN OCTa-
Tok Kposnmubero ACE2, no cpaBHeHuto ¢ apyrumu optojioraMu ACE2, urpaetr BaxxHyIO
ponb B pacnio3HaBaHuu ACE2. OTu pe3ynbTarhl KacaroTcs BEPOSTHOCTU TOTO, YTO KPO-
JIMKW/3aMIIbl ABISIOTCS MOTEHIUATbHBIMU X03sieBaMu SARS-CoV-2, u pacimpsroT Hamu
3HAHHS O MOJICKYJIIPHOM MeXaHu3Me MeXBUA0BOH nepenadn SARS-CoV-2.

4. N Biotechnol. 2023 Dec 19:5S1871-6784(23)00072-9.
doi: 10.1016/j.nbt.2023.12.004. Online ahead of print.

Site-directed neutralizing antibodies targeting structural sites on SARS-CoV-
2 spike protein

Caiit-cnenuduyeckue HEUTPAIU3YIOIINE AHTUTENA, HAIICJICHHBIE HA CTPYKTYpPHBIC
ydacTku mumnoBoro 6emka SARS-CoV-2

Xiaofeng Li, Liudmila Kulakova, Eric A Toth, u ap.

«Epivolve» (3BOIOLINS AMUTOMOB) — 3TO MHHOBAIIMOHHAS TEXHOJIOTHUS Pa3BUTHS
NapaTonoB, UCIOJB3YIOIIAas TalITeHUPOBAHHBIN METTU]] WU OSIKOBBIM MMMYHOTEH B Ka-
YECTBE CPEJICTBA HANPABJICHUS UMMYHHOTO OTBETa in Vivo Ha CHEIUPUUICCKUE TCIICBBIC
CalThI C pa3pelIeHueM B OJJMH aMUHOKHCIIOTHBIA OCcTaToOK. Ha OCHOBE CTpyKTYypHOro aHa-
nu3a 6enkoB OblIa MpoTecTUpoBaHa TexHojorus Epivolve ans cuctemaTnueckon paspa-
OOTKU CalT-HanpaBJICHHbIX HEUTPATU3YIOUMX aHTUTEN (NAbS) NpOTUB perenTop-CBA3bI-
Barorero jomeHa SARS-CoV-2 (RBD). beutu BeIOpanbl TpuHAAIATH MUIIIEHEH, TOKPHI-
Baromux uHTEep(deric cBs3piBanus penentopa ACE2. IMMyHOreHbI, COCTOSIINE U3 KakK-
JIOTO TIEJIEBOTO CaiTa, UCTIONH30BAIHN ISl UMMYHHU3AIUNA KPOJIMKOB B OTICIBHBIX KOTOP-
tax. CalT-HampaBlICHHbIE UMMYHHBIC OTBETHI in Vivo MPOTUB BceX 13 mMuiieHed Obln
MIPOJICMOHCTPUPOBAHBI ¢ TIOMOIIBIO TecTupoBaHus IgG, cexpeTupyemoro B-kineTkamu, u
tectupoBanus pekomOuHaHTHOTO IgG. Onun caiit, SL13 (Y505), KoTOphIii MyTHPYET C
TUPO3WHA Ha TUCTUAMH B Bapuante Omicron SARS-CoV-2, 6b11 BEIOpaH B Ka4eCTBE MO-
JeN OATBepxkaeHus KoHuenuu (proof-of-concept —PoC) nns nanbHeliei pa3paboTKu
(GYHKIIMOHAILHBIX MOHOKJIOHATBHBIX aHTHTEN. TexHnonorus Epivolve mpoaemorcTpupo-
Bajia BO3MOXXHOCTH CO3JIaHUS TAHBAPUAHTHBIX aHTUTE U HEUTPATM3YIOIINX aHTUTE ITPO-
TuB neppuaHoro mramma SARS-CoV-2 u Bapuanta Omicron.
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