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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noa HaooaenueMm (VUM), Ha ocCHOBe KOJIM4eCTBA X T€HOMOB,
AeNnOHUPOBAHHBIX B 0a3y 1aHHbIX GISAID 3a nenearo ¢ 9 mo 15 nexadpn 2023 r.
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B 0030pe npencraBiaeHa HHGOpMAITUS 10 MUPKYIUPYIONIUM B HACTOSIIEE BPeMs Ba-
puantam Bupyca SARS-COV-2 Omicron BeisiBaromux uatepec (VOI) n Haxoasmmxcs
noa Habmoaenuem (VUM), TeHOMHBIE MTOCIEA0BATEIbHOCTH KOTOPBIX Pa3MEIICHBI B MEX-
nyHapoaHo# 6a3e qanHbIX GISAID 3a Henemnto ¢ 9 mo 15 nexadps 2023 r.

ITo coctostamio Ha 15 nexabpst 2023 r. B cooTBeTCTBHH ¢ Kiaccupukanuein BO3 k Ba-
puantam Bupyca SARS-COV-2, sepBatommx uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86. B rpynmy nupKkyJIupyoIux BApHAHTOB, HAXOSIINXCS
nmoa HaOmogenuem (VUM) BkmoueHbl reHernueckue auaun: DV.7, XBB, XBB.1.9.1,
XBB.1.9.2, XBB.2.3.

Ha ceronnsmnuii nens B 6a3ze mannbix GISAID Bcero npencraBneno 16 334 493 re-
Homa Bupyca SARS-COV-2 (3a menmento nernonupoBano 30 843 mocnemoBaTesbHOCTH). B
MHUpPE CTpaHaMH — JIUJIEPAMH IO KOJUYECTBY JCTIOHUPOBAHHBIX T€HOMHBIX ITOCJICIOBATEb-
Hoctelt Bupyca SARS-CoV-2 ocrarorcs CHIA — (4 984 081 renom — 30,5% ot Bcex pa3me-
mieHHbIX B GISAID) u Benmukoopuranus (3 127 189 renomos — 19,1%).

Bcero B 6a3y nannusix GISAID nenonupoBano 8 837 708 renomoB BapuanTa Omicron,
3a aHANU3UPYEeMYI0 Henento pasmerieHo emie 26 791 reHomHasi MOCIIeIOBATEIbHOCTh —
86,9% oT Bcex mpeCTaBICHHBIX 3a TEKYIIYIO HEJCI0 TeHoBapuaHToB Bupyca SARS-CoV-2
(na mpouwtoit Heaene — 96,3%). Poccuiickumu nabopatopusimu pa3menieHs 81 476 reHom-
HBIX nocnenoBaTensHocTeit SARS-COV-2, B Tom uncne Bapuanta Omicron — 49 143 reno-
MOB.

Ha ceromusiamii nenp B 6a3e nanubix GISAID 3adukcupoBaHO eTOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiayiiel Hexene — 215): ABctpanus,
ABcTtpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapbyna, Aurmnbsa, Aprentuna, Apmenusi, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBwus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bpuranckue Bup-
TMHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Bearpus,
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Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, I'epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'penus, ['py3us, ['yam,
["abown, Janus, J>xulytu, JJomunukanckas Pecriyonuka, Jlomunuka, JIPK Jlemokpatuyeckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, Kaiimanossl OctpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Koipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizusi, Mansausel, Mansta, Mainu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocynapctso Camoa, Huys, Hopserusi, HoBas 3enanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonnoH, Pecriybnuka Konro, Pecny6nuka Ceitmensckue OctpoBa, Peciy6onuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apausi, CeBepHast Makenonus, CeBepubie Mapuanckue octposa, Ce-
Herai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, CroBakusi, Cnosenusi, Cunramnyp, Cu-
pus, CIIIA, Cent-Kurc u HeBuc, Cent-Buncent u I'penagunsi, Cent-JIrocus, Cunt-Mapres,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBanb, Tanzanusi, Tepkc
u Katikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranna, Y3oekucran, Ykpa-
vHa, Ypyreau, Ounisinausa, Opannusa, Opanuysckas ['Buana, Opannysckas [lonunesus,
Ounnununbl, XopBatus, YepHnoropus, Yexus, Yunu, Yan, 1{AP, IlIsenus, IBeiinapus,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, JkBaTopuanbHas ['Bunes, FOAP,
IOxnas Kopes, IOxubiii Cynan, SAnonus, Smaiika.

3a npomenmme 4 Henenu 42 crpanst (19,5%) (3a npensinymue — 41 ctpana (19,1%)
JOTIOJTHUJIM JaHHBIE O JEMOHUPOBAHWM TEHOMHBIX MocieaoBaTeabHOCTe Omicron B
GISAID.

JlunaMmuka pacripocTpaHeHus: B Mupe cyOBapraHToB Omicron CEKBEHUPOBAHHBIX U 3a-
rpykeHHbIX B 0a3y nmaHHbsix GISAID npexncraBnena Ha pucynke 1.
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

by BII/GIS, A*STAR Singapore
Pucynok 1. Pacipoctpanenue cyoBapuanTo Omicron B Mupe
(o cocrosinuio Ha 12.12.2023 r.)

['eneTnyeckoe pasHooOpaszWe HUPKYIUPYIOIIUX B PErMOHAX MUpa CyOBapHaHTOB
Omicron 3a nocieanue 4 HeleIu MOKa3aHO HAa PUCYHKE 2.
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perioHax Mupa 3a nocieanue 4
Hegenu (C 14 HosOps no 12 nexabpst 2023 )

3a nocnegHue 4 HeJleau B MUPE paclpoCTpaHEHHOCTh BapuaHToB VOI Bo Bcex perno-
Hax ocraercs npeodnamaromeii: B KOxuoit Ameprke n Asuarckom pernone — 98,3% u 94%

COOTBETCTBEHHO (puc. 3).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Others

Former VOCs/VOIs/VUMs

Pucynoxk 3. Pactipoctpanenue cyoBapuanToB Omicron B pernoHax MHUpa, CEKBEHUPOBaH-
HBIX 32 nocienuue 4 nenenu (C 14 HosOps o 12 nexabpst 2023 r.)

BapuanThbl, Bei3biBawime uurepec (VOI)
ITo cocrostHuio Ha 15 nekabps 2023 r. B 6a3y gannbix GISAID EpiCoV nocnenosa-
TenbHOoCTH, oTHOCsMecst K XBB.1.5 (Kraken) nenonuposansl u3 141 crpansl. Pacnpoctpa-

HEHHOCTH B Mupe — 7,4%, B DxBanope, bpazwimu, SAnonnn, Hunepnannax, Upnangum — 27%,
18%, 16%, 13%, 11% coOoTBETCTBEHHO.

CyoOBapuant XBB.1.16 (Arcturus) nemonupoBan u3 123 ctpan. 3a nocnennue 4 He-
nenu cyoBapuaHT npeumyiiectBeHHo Boigensuin B CIIA (13%), [Monbire (12%), Benuko-
opuranuu (11%), ABctpun (9%), Hunepnangax (9%).

Cy6Bapuant EG.5 (Eris) cekBenupoBan yabopatopusmu 97 cTpaH (Ha IpeablayIiei
Hezene — 94 crpansl). B crpanax Cesepnoit Amepuku, EBponbl 1 THX00KEaHCKOTO pernoHa
OTMEYEH pocT pacnpoctpaneHenus EG.5. B Unnone3un ¢ 28 Hos0pst o 2 nexadbps 2023 r.
OTMEUeH MoabeM 3aboseBaeMocTh. B cronuue crpanst [xakapte, rie JOMUHUPYIOT cyOBa-
puantsl EG.4 u EG.5, 3a Henento ¢ 27 HOsOps 110 3 nekalpsi KOJIMYECTBO ciiydaeB 3a00eBa-
Hust COVID-19 Boipocno Ha 30%-40% 1o cpaBHEHHUIO ¢ NpeAbIayLel Heaeneld. 3HaunTeb-
HBIN pocT 3a0oieBaeMocTy Habmonaercst B Cunramnype: 3a nepuos ¢ 19 mo 25 Hosiops 2023
T. YHCJIO clydaeB yaBominock 110 22 094. [Togbem 3a001€Ba€MOCTH TTOCIEI0BAI 32 JOMUHHU-
poBanuem Bapuanta EG.5 (6onee 70%) (https://expatlifeindonesia.com/eg-5-subvariant-or-
eris-surges-in-indonesia/).

Ha amepukanckom kontuHeHTe B CILIA mouTy mosioBuHa 3aperucTpUPOBAHHBIX CITY-

gyaeB Covid-19 BbI3BaHBl JByMs OJM3KOpOACTBeHHbIMU BapuanTamMmu EG.5 um HV.1
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(https://www.nytimes.com/article/covid-variant.html). B Kanane pacnpocrpanenune EG.5 co-
ctaBuiio 68%.

B psane crpan Asuu — Taunannae, Kurtae, TaliBane, SAnonuu, Cunranype, 10Jist cyOBa-
pHaHTa Cpeld CCKBEHHMPOBAHHBIX 3a Tocieanue 4 Hexenu mrammoB OMICron cocraBuiia
100%, 98%, 86%, 59%, 56% cootBeTcTBeHHO. B EBpoOmne 3HaunTeIbHOE pacpoCTpaHeHUE
cyoBapuanTta otmeueHo B Hopeerun (52%), LlBeiinapun (48%), LlBenuu (48%), Utamuu
(48%).

CyoBapuant BA.2.86 (Pirola) mo cocrosHuio Ha 15 nekabps mupkynupyer B 51
CTpaHe, €ro PaclpOCTPAHEHHOCTh PACTET M 3a MOCHeAHNe 4 Helelu cocTaBwia B JlaHum —
64%, Ucnanuu — 53%, benbrun — 44%, ®pannuu — 42%, Benukobpuranun — 33%.

BapuaHnTsl, Haxoasmuecs: nox Hadoawiaenuem (VUM)
Cy6Bapuant XBB.1.9.1 (Hyperion) cekBenupoBan jgaboparopusimu 126 ctpas, 3a mo-

cnegnue 4 Henenu — 21 ctpanbl. PacnpocTpaHeHHOCTh BapUaHTa MPOI0HKAET CHHXKATHCS.

Hupkynsauus cyoBapuanta XBB.1.9.2 3apukcupoBana B 111 crpanax. 3a mociennue
4 nenenu cyOBapHaHT MpeuMyliecTBeHHO cekBenupoBanu TaunanaetO Kurae, TaitBane, Ho-
BOM 3enmananu, JkBanope, Kanane.

Cy6Bapuant XBB.2.3 (Acrux) pacnpoctpanet B 113 crpaHax.

B 6a3e nannsix GISAID nocnenoBarensHocTH cyOBapuanta DV.7 npencraBieHsl u3
41 cTpaHsl.

Cy6Bapuant XBB (Gryphon) nupkynupyet B 158 crpanax. 3a nocneanue 4 Heaenu
pacIpoCcTpaHeHHOCTh cyOBapuaHTa coctanisia 4%, B DxBanope — 100%, ABctpanuu —81%,
ITonbiie — 78%, Utamuu — 76%.

Nudopmanust mo 0OHOBIEHHBIM JAHHBIM O JIETIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 BapuanTta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabmnure 1.
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Tadanua 1 — KosimvecTBo 1eNOHHPOBAHHBIX TeHOMOB BapuaHToB Bupyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToMm uucie koau-

[IponieHT reHOMOB,

JIEBAEMOCTH)

Konmnuectso YECTBO 'TCHOMOB OTHOCAIIHNXCA K
nernoHupoBaH- | Omicron, genoHu- | BapuaHTy Omicron
Crpana YupexaeHue, NpoBOJMBIIIEE CEKBEHUPOBAHUE HBIX TECHOMOB poBanHbIX 3a mo- | (B.1.1.529), nemo-
Omicron cienHue 4 Hepenu HHPOBAHHBIX 34
(B.1.1.529) (18.11. - nocieaaue 4 He-
15.12.2023 1.) pi(Sh) 01
Asctpamus (crabunmszanus 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 170355 424 100,0
of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for Mo-
- . : 193227 435 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
Asepbaiimkan  (cradbmamsanus | National Hematology and Transfusiology Center 39 0 0.0
3200JIeBa€MOCTH) :
AnbGanus (crabwnmsanus 3a6o- | Respiratory Virus Unit, National Infection Service,
: 1018 0 0,0
JIEBA€MOCTH) Public Health England
Amxup (crabunuzarms 3abone- | National Reference Center for Viruses of Respiratory
: . . 635 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
ocTpoBa (crabmmm3arus 3adoJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (cradbu- | Centers for Disease Control and Prevention Division of
. . : 138 0 0,0
Jr3aIms 3a00J€Ba€MOCTH ) Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnrona (crabunmsanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BAGMOCTH ) Platform
Annoppa (crabunmsanus 3ab6o- | Instituto de Salud Carlos 111 323 0 0.0




Amnturya u bapOyna (crabunu3a-

Carrington Lab, Department of Preclinical Sciences,

1Us1 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus

Aprentuna (crabwimmsarms 3a- | Instituto  Nacional — Enfermedades  Infecciosas

9769 0 0,0

00J1eBaCMOCTH ) C.G.Malbran

Apmenus (crabmnmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of

JIEBAEMOCTH) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia

Apy6a (crabmmusamust 3abose- | National Institute for Public Health and the Environ- 1060 0 0.0

BaEcMOCTH) ment(RIVM) ’

Adranucran (cradmimsarus 3a- | Central Public Health Lab 9 0 00

00JIeBaEMOCTH ) ’

baramckue octpoBa (ctabunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0

1St 3a00JIEBAEMOCTH) waldo Cruz Institute, FIOCRUZ :

banrmagem (cradbmmusanus 3a- | Child Health Research Foundation 9950 0 0.0

00J1eBaeMOCTH) ’

bap6anoc (cradbunmsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBA€MOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies

Baxpeiin (cradbunu3zarus 3abone- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0

BAacMOCTH) rectorate ’

Benapych (crabunusanms 3a6o- | Laboratory for HIV and opportunistic infections diag-

JIEBa€MOCTH) nosis The Republican Research and Practical Center for 120 0 0,0
Epidemiology and Microbiology(RRPCEM)

benus (crabunmsanus 3abonesa- | Texas Children's Microbiome Center 703 0 0.0

€MOCTH) ’

benwrus (poct 3a6oneBaemoctu) | KU I__euven, Rega Institute, Clinical and Epidemiologi- 98572 408 100,0
cal Virology

benun (crabunmsanms 3abone- | Institut fiir Virologie — Institute of Virology — Charite 518 0 0.0

BAEMOCTH)




bepmynackue octpoBa (cTabuiu-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 210 0 0.0
bonrapust (poct 3aboneBaemo- | National Center of Infectious and Parasitic Diseases
o) 7710 0 0,0
bonmBus (crabwmusanust 3a0o- | Laboratory of Respiratory Viruses and Measles, Os- 195 0 0.0
JICBAEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
Bomiip (crabunuszanus 3abone- | National Institute for Public Health and the Environ-
1074 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JM3alys 3a00J¢BaEMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanus 3a6o- | Botswana Institute for Technology Research and Inno- 3453 0 0.0
JIEBAEMOCTH ) vation ’
bpasunus (camkenue 3abonesa- | Instituto Ac_jolfo Lutz, Interdiciplinary Procedures Cen- 117308 192 100,0
eMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunm3anus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6149 0 0,0
boratory)
byran (ctabunuzanus 3aboneBa- | AFRIMS 100 0 0.0
€MOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051€eBa€MOCTH) ’
bypynau (crabmmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukobOpurtanus  (cradbuimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1499883 1682 100,0
nomics UK (COG-UK) consortium.
Benrpus (crabunmsanust 3a6o- | National Laboratory of Virology, Szentdgothai Re- 511 0 00

JIEBAEMOCTH)

search Centre




Benecynana (crabunuzanus 3a00-

Laboratorio de Virologia Molecular

803 0 0,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. . . 6411 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmsanus 3aboneBa- | Centre  de recherches médicales de Lamba- 5 0 0.0
€MOCTH) réné¢(CERMEL) '
I"autu (crabmnusarus 3aboneBa- | Laboratoire National de Santé Publique — LNSP(HAITI
446 0 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) '
I'amOust (crabuimsanus 3abone- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3zarms 3a00- | National Reference Center for Viruses of Respiratory
: . . 693 1 100,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabummsamus 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An-
. 4024 0 0,0
JIEBAEMOCTH) gel Garcia
I'eunes (crabunmsarus 3abose- | Centre de Recherche et de Formation en Infectiologie 596 0 0.0
BaeMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) '
I'epmanns (poct 3aboneBaemo- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
CTH) gie. Institute of infectious medicine & hospital hygiene, 579792 290 100,0
CaSe—Group.
I'ubpanTap (crabunmzarus 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
JIEBAEMOCTH) Public Health England
Tonnypac (crabunuszanus 3a6o- | Genomics and Proteomics Departament, Gorgas Me-
) . : 153 0 0,0
JIEBAEMOCTH) morial Institute For Health Studies
INonkonr (crabmmmsarms 3a6o0- | Hong Kong Department of Health 13791 4 100,0

JIEBAEMOCTH)
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I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penmst (crabmmuzanus 3aboie- | Greek Genome Center, Biomedical Research Founda- 99326 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-

BaEMOCTH) nome Research, R. G. Lugar Center for Public Health 9555 0 0.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunmsanus 3adoneBac- | Centers for Disease Control and Preven—tion Division 490 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 372038 1590 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunusanus 3a60- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — PecmyOnuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3abomeBaemo- | trol and Prevention, USA 1963 0 0,0

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6osesa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncumu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abone- | Main Chemical Laboratories Egypt Army 9789 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1248 0 0.0

BAEMOCTH) ’

3umbabBe (cTabunmsanus 3a60- | National Microbiology Reference Laboratory(Quadram 316 0 0.0

JIEBAEMOCTH)

Institute Bioscience)
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W3paunp (crabunmzanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

118905 251 97,7
JIEBAEMOCTH )
Wunus (pocr 3adoneBaemoctr) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR— 142808 0 0,0
Centre for Cellular and Molecular Biology
IC/ITI:II)IOHesm (poct 3abomeBacmo- | National Institute of Health Research and Development 39753 0 0.0
Nopnanus (crabunuzanus 3a00- | Andersen lab at Scripps Research, CA, USA 243 0 0.0
JIEBAEMOCTH ) '
Upak (cradbunmsanus 3adoneBae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 407 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2852 0 0,0
€MOCTH) Institute of Iran
Wpnangus (crabunmsanus 3a60- | National Virus Reference Laboratory 60327 174 100,0
JIEBAEMOCTH )
Ucnanust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology 11242 18 100,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 137219 393 100,0
JIEBAEMOCTH)
Uranus (crabunuszanus 3abone- | Army Medical Center, Scientific Department, Virology 95658 711 99.9
BacMOCTH) Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
746 0 0,0
00J1eBaeMOCTH)
Kazaxcran (cradunu3zarus 3a00- | Reference laboratory for the control of viral infections 9837 0 0.0
JIEBAEMOCTH) '
Kamb6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1931 0 0.0
JIEBAEMOCTH) '
Kamepyn (crabmnmsanus 3a6o- | CREMER(Centre de Rechercherches sur les Maladies
. 1321 0 0,0
JIEBAEMOCTH) Emergentes et Ré—¢mergentes)
Kanama (camkenue 3abomneBae- | Laboratoire de santé publique du Québec 337524 5543 1000

MOCTH)
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KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusanus 3abosneBa- | Biomedical Research Center(BRC), Qatar University /
. 1692 30 100,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (crabmnumszarms 3abone- | KEMRI-Wellcome Trust Research Pro- 5587 0 0.0
BaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
Kunp (cradbmm3zanus 3a6onesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craObunmsamnus 3aboie- I\_latlonal Institute for Viral Disease Control and Preven- 64327 132 100.0
BaEMOCTH) tion
Konym6ust (poct 3abosneBaemo- | Instituto Nacional de Salud— Direccion de Investigacion
1 15341 0 0,0
CTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BacMOCTH) gie '
Kocra—Puka (crabmnmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9620 10 100,0
00J1eBaeMOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 939 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory '
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory
526 0 0,0
MOCTH)
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 914 0 0,0
BaE€MOCTH) Medicine, Kuwait
Keipreizcran (crabmimzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment '
Kropacao (crabmmmsamust 3ab6o- | National Institute for Public Health and the Environ-
1260 9 100,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3adosieBac- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 974 0 0.0
MOCTH) tal ’
JlatBus (crabunusaius 3aboine- | Latvian Biomedical Research and Study Centre 14445 0 0.0

BAEMOCTH)
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Jlecoro (crabmnuzanus 3aboie-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 155 0.0
Jlubepus (cradbunmsarms 3a6o- | Center for Infection and Immunity, Columbia Univer- 33 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmnusaius 3abose- | Laboratory of Molecular Biology and Cancer Immunol- 931 0.0
BacMOCTH) ogy, Lebanese University Public Health England ’
JluBust (crabmnuzanus 3abone- | Reference Lab for Public Health, NCDC 31 0.0
BAEMOCTH) ’
Jlutsa (crabunmzanus 3abonesa- | Vilnius University Hospital Santaros Klinikos, Center
. 11732 0,0
€MOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabunmsarms | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (ctabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 36996 0,0
00JIeBaCMOCTH ) Genomics Platform
Maxkao (crabunmzanusi 3aboine- | Centro de Sequenciamento Gendmico 1 00
BAEMOCTH) ’
Maspukwuii (ctabunusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 7605 0.0
JIEBAEMOCTH ) ’
Maspurtanus (crabmiuzanus 3a- | INRSP-Mauritania - 0.0
00J1eBa€MOCTH) ’
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory 373 0.0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris ’
Manaiizus (ctabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry of 32814 100,0
Health Malaysia
Managu (cradunusamus 3abone- | KRISP, KZN Research Innovation and Sequencing 283 0.0
BaE€MOCTH) Platform ’
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
. . . . 159 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (crabunm3aius 3a60- | Indira Gandhi Memorial Hospital 333 0.0

JIEBAEMOCTH)
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Manpra (cTabunuzanus 3aboie-

Molecular Diagnostics Pathology Department Mater

BacMOCTH) Dei Hospital Malta 163 0.0
MaprrayutoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 37 0.0
JU3arys 3a00J1¢6Ba€MOCTH) of Health ’
Mapokko (crabmimsainus 3a0o0- | Laboratoire de Biotechnologie 1347 0.0
JIEBAEMOCTH ) ’
Maprunuka (crabmnmsainus 3a- | CNR Virus des Infections Respiratoires — France SUD 1544 0.0
00JIeBaCMOCTH ) ’
Mekcuka (cradbuamsarms 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos
46084 100,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (crabunmsanus 3a060- | KRISP, KZN Research Innovation and Sequencing
i 731 0,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzarus 3a60- | ONCOGENE LLC 698 0.0
JIEBAaCMOCTH ) ’
Momnaxko (cradbunmsanus 3a6oie- | National Reference Center for Viruses of Respiratory
: ) . 18 0,0
BAacMOCTH) Infections, Institut Pasteur, Paris
Mouromust (crabunmsanus 3a60- | National Centre for Communication Disease (NCCD)
: 917 0,0
JICBAEMOCTH) National Influenza Center
Moutceppar (crabunuzarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsiama (crabunuzanums 3a6one- | DSMRC 144 0.0
BAEMOCTH)
Hamubus (crabmmusamms 3a6o- | National Institute for Communicable Diseases of the
: ) 807 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1284 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0.0
€MOCTH) ease Control ’
Hurepust (crabmmusamus 3a60- | African Centre of Excellence for Genomics of Infec- 3209 0.0

JIEBAEMOCTH)

tious Diseases(ACEGID), Redeemer’s University
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Hunepnanae! (crabmimzanus 3a-

National Institute for Public Health and the Environ-

00J1eBa€MOCTH ) ment(RIVM) 80458 615 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enanaus (cumxkenue 3a- | Institute of Environmental Science and Research(ESR) 36514 208 100.0
00J1eBacMOCTH ) ’
Hosas Kanemonus (cradbunmsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11s1 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a00- | Norwegian Institute of Public Health, Department of 35773 48 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3zarus 3abonesae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center 540 0 0.0
€MOCTH) ’
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
IMakucran (crabunmsanus 3a60- | Department of Virology, Public Health Laboratories 3422 0 0.0
JIEBAEMOCTH ) Division ’
[Manay (ctabunuzanus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabunmsanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunu3arust 3a6omae- | Gorgas memorial Institute For Health Studies 3239 0 0.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (cradbunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a11us 3a00JICBACMOCTH ) '
[MaparBaii (crabunusaius 3a6o- | Laboratorio Central de Salud Publica de Paraguay 2188 0 0.0
JIEBAEMOCTH) ’
[Tepy (crabunuzarmms 3aboneBae- | Laboratorio de Referencia Nacional de Biotecnologia y 37110 0 0.0
MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru '
IMosnwima (poct 3a60eBaemoctr) | genXone SA, Research & Development Laboratory 45688 253 100,0
[Mopryramust (crabmnmsarus 3a- | Instituto Nacional de Saude(INSA) 93954 0 0.0

00J1eBaeMOCTH)
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[Tyspro Puko (crabunmzanus 3a-

Centers for Disease Control and Prevention Division of

00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery 18413 8 100,0
Pecniyoniuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) atory (MDU-PHL) ’
Pecniyonuka Jxubytu (cradbu- | Naval Medical Research Center Biological Defense Re-
. 633 0 0,0
Jr3arys 3a00JIeBAaCMOCTH ) search Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0 0.0
JM3aIys 3a00J1€BA€MOCTH) atory (MDU-PHL) :
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine
210 0 0,0
115 3200J1EBaEMOCTH)
Pecniyonuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaEMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
TU3anus 3a00J1eBaEMOCTH) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CanbBagop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 551 0 0,0
JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 8 0 0,0
Peronbon (cradbummsanus 3a60- | CNR Virus des Infections Respiratoires — France SUD
12132 0 0,0
JIEBAEMOCTH)
Poccus (poct 3a6oeBaemoctr) | WHO National Influenza Centre Russian Federation.
Center for Precision Genome Editing and Genetic Tech-
nologies for Biomedicine, Pirogov Medical University,
Moscow, Russian Federation. Federal Budget Institu-
tion of Science, State Research Center for Applied Mi- 49143 0 0.0

crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
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Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
) . : 12050 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaynoBckass Apasus (cradbuiu- | Infectious Diseases, King Faisal Hospital Research
1381 0 0,0
3a1us 3a00JICBACMOCTH ) Center
Ceseprass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1eBa€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 379 0 0,0
tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunmsarust  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2091 0 0,0
CTH)
Cetimrenbl (crabmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1736 0 0.0
BAEMOCTH)
Cent—Buncenr u ['penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabunuzaruss  3aboseBaemo- | Faculty of Medical Sciences, The University of the 100 0 0,0
CTH) West Indies
Cent—Kurc u Hesuc (cradbunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences 216 0 0.0
00JIeBa€MOCTH ) ’
CepOus (crabunmzarus 3abose- | Institute of microbiology and Immunology, Faculty of
. L 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunramyp (poct 3aboneBaemo- | National Public Health Laboratory, National Centre for 33418 1497 100.0

CTH)

Infectious Diseases
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Cen-MaptuH (cTabunuzanus 3a-

Institut Pasteur

302 0 0,0
00JIeBa€MOCTH )
Cunr—Mapren (crabunmsanus | National Institute for Public Health and the Environ-
902 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupust (crabmnuzanus 3abomne- | CASE-2021-0266829 79 0 0.0
BAaEMOCTH) ’
CrnoBakus (crabunmsanus 3a6o- | Faculty of Natural Sciences, Comenius University 27816 21 100,0
JIEBAEMOCTH )
CrnoBenus (cradbmnmszanus 3a6o- | Institute of Microbiology and Immunology, Faculty of
_ L A 36996 23 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBbsl  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumusarus 3a6ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) :
Cynan (crabmnumsarust 3abosie- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CHIA (crabunusarnus 3abonesa- | Colorado Department of Public Health & Environment.
€MOCTH) Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2575884 4595 9.8
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a0051€eBa€MOCTH) :
Tanmnann (cradbunmsamust 3a60- | COVID-19 Network Investigations(CONI) Alliance 29948 4 100.0
JIEBAEMOCTH)
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . - 4159 22 100,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwnmsarus 3a06o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc u Kaiikoc (crabunusanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0,0
West Indies, St Augustine Campus

Tumop-Jletrrn  (crabunmsanus | Microbiological Diagnostic Unit — Public Health Labor- 1 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunuzanus 3adoneBae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM - Universit¢é de Montpellier) 518 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0,0

Tpununan u Tobaro (cradbumu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2796 100,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 840 0.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 91940 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 899 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a6o- | Department of Respiratory and other Viral Infections of

JIEBa€MOCTH) L.V.Gromashevsky Institute of Epidemiology & Infec- 4473 100,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (cradbunmsanus 3a- | Center for Advanced Technologies 61 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 247 00

JIEBAEMOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabumsanus 3abonesa- | State Laboratories Division, Hawaii State Department 85 0,0

€MOCTH) of Health

dununmuael (poct 3aboseBae- | Philippine Genome Center 15815 0.0

MOCTH) '

dunnsuaus (cHmwkenue 3adone- | Department of Virology, Faculty of Medicine, Univer- 24721 0.0
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CNR Virus des Infections Respiratoires — France SUD
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3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
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Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 25367 0 0.0
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00JIeBaCMOCTH ) gie ’
Yexwus (poct 3aboneBaemoctr) | The National Institute of Public Health 33849 8 100,0
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ct) 26692 0 0,0
Iseitapus (cradbunmsanus 3a- | Department of Biosystems Science and Engineering,
00J1€Ba€MOCTH) ETH Ziirich. 56725 273 100,0
[Ienus (crabunmsanus 3adose- | The Public Health Agency of Sweden 195185 1809 99.8
BAEMOCTH) ’
[Ipu-Jlanka (crabunuzarms 3a- | Centre for Dengue Research and AICBU, Department 1187 0 0.0
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JIEBAEMOCTH) INSPI 6335 38 100,0
DxBatopuansHast ['Bunest (cra- | Swiss Tropical and Public Health Institute 2 0 0.0
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JIEBa€MOCTH) municable Diseases of the National Health Laboratory 676 0 0,0
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Dctonus (crabunmsarms 3ab60- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH )

rofins Genomics Europe Sequencing GmbH
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Sequencing

FOAP (crabmnmsarus 3aboneBa- | KRISP, KZN Research Innovation and Sequencing 97996 18 94.7

E€MOCTH) Platform.
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IOxupiii Cynan (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumusanus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3405 0 0,0
West Indies

Snonus (crabmiusaius 3aboie- | Pathogen Genomics Center, National Institute of Infec- 450445 241 100.0

BaEMOCTH)

tious Diseases
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Iyoaukanun

1. Commun Biol. 2023 Dec 11;6(1):1250.

doi: 10.1038/s42003-023-05649-6.

SARS-COV-2 Omicron variants conformationally escape a rare quaternary
antibody binding mode
Bapuanter SARS-COV-2 Omicron koHpopMaMoHHO H30E€TaloT PeIKOro crocoba CBsi-
3bIBAHWA YCTBCPTUIHBIMHU aHTUTCIIAMHU

Jule Goike, Ching-Lin Hsieh, Andrew P Horton, u ap.

[Tponomxkatomtasics sBomonus SARS-CoV-2 B Gonee Jierko nepegaronmecs 1 3a-
pa3Hble BapHAHTHI MPEAOCTaBUIIA OeCIIpelleIEeHTHbIE JaHHBIE O MYTAIUIX, TO3BOJISIOLINX
YCKOJIB3HYTh OT UMMYyHHUTeTa. [loHMMaHue TOTo, KaK 3TH MyTallid BIUSIOT HA TUHAMUKY
B3aMMO/JICHCTBUI aHTUTEN0-aHTUTE€H, UMEET pPElIaollee 3HaUeHHUEe Il pa3pabOTKU aHTHU-
TEJI U BaKLUMH LIMPOKOTO CIEKTpa 3aluTHOro aeicTBus. [IpeacraBiena xapakTepucTuka
MOIIIHOTO HeHTpanusyromiero anturena (N3-1), BeisiBiennoro y nanuerata ¢ COVID-19 Bo
BpeMsl IIepBOi BOJIHBI 3a0osieBaHusl. KprnoreHHas a1eKTpOHHass MHUKPOCKOIMs BbISIBUIIA
YEeTBEPUUHBIM PEKUM CBSI3bIBaHUS, KOTOPHII oOecrieunBaeT NpsMoe B3aUMOJeHCcTBHE CO
BCEMU TPEMsI pELENTOP-CBA3BIBAIOIIMMU JOMEHAMH TpuMepa OesKa-1Iuma, YTo IPUBOIUT
K HEOOBbIYaiiHOM aBHUIHOCTH U MOUIHOM HEUTpaU3allii BCEX OCHOBHBIX BBI3BIBAIOLIMX
00€CITOKOEHHOCTh BapUaHTOB 110 NosiBiIeHUs] OMUKpOHA. PanmoHanbHbIi 1U3aiiH MyTaH-
ToB N3-1 Ha OCHOBE CTPYKTYpbI YIy4IIWJ CBSA3bIBAHHE CO BCeMM BapuaHTamu Omicron,
HO JIMIIb YAaCTHYHO BOCCTAHOBMJI HEHTpalIM3alMi0 KOH(POPMAIMOHHO OTJIMYAIOIIErocs
Omicron BA.1. D1o ucciieioBaHHe 1aeT HOBOE MPECTABICHUE 00 YKIIOHEHUH OT UMMYH-
HOT'O OTBETA 3a CYET U3MEHEHUH B TUHAMHKeE OEJIKOB-IIMIIOB U BBIBUTAET HA NIEPBbIH IIaH
cooOpaxkeHust Il Oynymmx pa3pad0TOK MYJIbTHBAJICHTHBIX BaKIMH C KOH()OpMAIHMOH-
HBIM CMEILEHUEM.

2. Cureus. 2023 Nov 10;15(11):e48637.
doi: 10.7759/cureus.48637. eCollection 2023 Nov.

Phylogenetic, Sequencing, and Mutation Analysis of SARS-CoV-2 Omicron
(BA.1) and Its Subvariants (BA.1.1, BA.2) During the Fifth Wave of the COVID-19
Pandemic in the Iragi Kurdistan Region

OuIoreHeTUYECKUi, CHKBEHC- U MyTallMoHHbIN aHanu3 SARS-CoV-2 «OMukpon»
(BA.1) u ero noasapuantoB (BA.1.1, BA.2) Bo Bpems nisitoit BonHbl nangemun COVID-

19 B Upakckom Kypnucrane
Sherzad M Tabher, Jassim M Abdo, Muayad A Merza

PHK u3 o6pa3uoB uccnegosanu ¢ ucnonb3oBanuem QIAamp Viral RNA Mini
Kit (Qiagen, MD). PHK SARS-CoV-2 6bLia moaBepruyTa 00paTHO# TPaHCKPHUIILHH C I10-
mombio SuperScript IV VILO (ThermoFisher Scientific, Yontem, Maccauycerc). kJI[HK

BUpYcCa aMIUTMPUIIMPOBAIN B ABYX peakuusx mynbturuiekcHoit TP ¢ ucnonb3zoBanuem
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JIHK-monmmmepassr Beicokoro kadectBa Q5 (New England Biolabs, Mncuu, Maccauy-
cerc). ['eHoM ObLIT MOTHOCTHIO CeKBEHHPOBaH U3 40 00pa3oB B HayuHo-uccienoBarens-
ckoM uHCTUTyTe Ckpunica (TSRI) B Kamudopauu, CIIA. O6pa3isl CEKBEHUPOBAIH C
ucnoJyib3oBaHueM Habopa pearentoB NovaSeq 6000 SP v1.5 (Illumina, CIIIA). 3atem cre-
nuanuctel TSRI BBenu 3tu nocieposatenbHOoCTH B 0a3y nanubix GISAID. Tlocnenosa-
TEIBHOCTh BUPYCa COMOCTAaBWIN ¢ TakoBO# BUpyca SARS-COV-2, BrisiBIIEHHOTO B YXaHe,
Kurait (Homep: NC 045512.2), ¢ ucnosib30BaHHEM TEXHOJIOTUHU cekBeHupoBanus [llumina
(Illumina, Kanudopuus), B pe3ynbpTaTe 4ero ObII0 00HApYKEHO 95 pa3audyHBIX U3MEHE-
Huii. Ilporpammubie uHcTpymeHTH NextClade (clades.nextstrain.org) m Mega 11
(https://www.megasoftware.net) UCIIOIb30BATUCH IJIS1 aHAJIW3a BBIPABHUBAHMS MOCIEN0-
BarenbHOCTel TeHOMa SARS-CoV-2 u uccnenoBannii myraruii. [lociie ananm3a qaHHBIX
CEKBEHMPOBAHUs ObLIO YCTAaHOBIJIEHO, YTO CHIAHKOBBIN TITUKONPOTEUH (S) BKIIOYAET B 00-
nieit cnoxknoctu 38 myrtanuii. Tpunuare u3 3Tux myrtanuii 6sun oOHapyxkensl B ORF1a.
Kpome Toro, 11 myranuit 6but0 o6Hapyxkeno B reie ORF1b, ocranbHbie MyTaruu oOHa-
pyxkenbl B Hykieokancuae (N), memopanHom Oenke (M), OTKPBITBIX paMKax CUUTHIBAHUS
6 (ORF6), otkpriThix pamkax cuuthiBanus 9 (ORF9) u renax o6onouku (E). Gunorene-
TUYECKUH aHATTU3 U UCCIIEA0BAHUS TPAHCMHICCHH MTOKA3alH, YTO U30JISITHI, OOHAPY)KEHHbBIE
B Mpake, nMenu pazHoe NpOUCX0XKACHUE U ObUIM TECHO CBA3aHBI C U30JISTaMH, IOJy4EH-
HBIMH B JIPYTUX cTpaHax U mTaTax. CoraacHo pe3yibTaTaM 3TOTO MCCIEIOBAaHMs, HOBas
BaKI[MHA MOXET OBITh pa3paboTaHa Ha OCHOBE BBHISIBIICHHS HOBBIX MyTallli U MOJBapUaH-
TOB BapranTta OMUKPOH, Takux Kak BA.2, koTopble OblTN UIEHTU()ULIIMPOBAHBI BIIEPBHIC B
Wpake.

3. Environ Health Insights. 2023 Dec 9:17:11786302231217805.

doi: 10.1177/11786302231217805. eCollection 2023.

The Many Mutations of the COVID-19 Variant: Current Perspectives on
EG.5/Eris

MuoxectBo wmyrtaumii Bapuanta COVID-19: coBpeMeHHble NEpCIEKTUBBI
EG.5/Eris

Abayeneh Girma

0630p. Ha npotsokennn Beert nangemun SARS-COV-2 moCcTOSTHHO U3MEHSJIICS Te-
HETUYECKH, TMPUBOJSA K TMOSBICHUIO BapUaHTOB, OTJIUYHBIX OT HCXOJHOTO BHpYCa.
EG.5/Eris siBnsieTcs mogBapuaHnTOM M MOTOMKOM OMHUKpPOHA, KOTOPBIM OCTaeTcsl HauboJsee
pacpoCTpaHeHHbIM B MUpE IITAMMOM KOPOHABUPYCA, BHI3BIBAIOIIUM B HACTOSIIIEE BPEMS
oOecriokoeHHocTh. IIpoueHT 3apernctpupoBaHHbiXx EG.5 HEYKIOHHO pacTeT MO BCEM
HarnpasieHusM. Ha 29-ii smuaemuonorudeckoit Heaene (17-23 utons 2023 r.) riobanpHas
pacnpocTtpaneHHocTh EG.5 cocraBuna 17,4%. Myranuu B reHOMe BUpyca MOT'YT IpUBE-
CTH K JIOXKHOOTPHIIATENIbHBIM pe3ybTaTaM MOJIEKYJISIPHOTO TECTUPOBAHHUS U BbI3BATh I10-
BBIIIIEHHYIO TPAHCMHUCCUBHOCTb, 3200JIEBAEMOCTh U CMEPTHOCTD M3-3a CHIKEHUS dPdek-
TUBHOCTH BaKIMHbI. KpoMme TOro, 3TM U3BMEHEHHUsI B CTPYKTYype S-0esiKa U3MEHSI0T HeUTpa-

JU3YIONIYIO CIIOCOOHOCTH HEWTpanu3yromux autureln (Nabs), 4To NpUBOAUT K CHUKEHUIO
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3 PEKTUBHOCTH BaKUMHBL. Takum 00pa3om, BCe CTPAHbI TOJKHBI TPUHATH 3P PeKTHBHBIC
MEPHI 110 MPO(UITAKTHKE ¥ KOHTPOITI0 HHPEKINH B COOTBETCTBUU C PEKOMEHIAIUSIMA MU-
POBBIX, KOHTHHEHTAIBHBIX M HAIIMOHAJBHBIX OpPraHU3alluil 31paBOOXPAHEHHUsS, a TAKKE
NPOIOJDKUTH UCCIICTOBAHMS BaKIIMH U METOOB JICUCHHSI.

4. Sci Rep. 2023 Dec 11;13(1):21927.

doi: 10.1038/s41598-023-48647-8.

An expanded RT-PCR melting temperature coding assay to rapidly identify all
known SARS-CoV-2 variants and sub-variants of concern

Pacmmpennslil ananus temnepatypsl miasiieHus B RT-PCR ains 6picTpoil uaeHTu-
¢dukauu Bcex M3BeCTHHIX BapuaHTOB SARS-COV-2 u BBI3BIBAIONMIUX 00CCTIOKOCHHOCTH
MmoaABapHUAHTOB.

Padmapriya P Banada, Raquel Green, Deanna Streck, u ap.

[Ipopomxaromieecs MosiBIEHUE BBI3BIBAIOIINX 00€CIIOKOEHHOCTh BapraHToB SARS-
CoV-2 (VOC), ycTOWYMBBIX K BakIMHaM, TpeOyeT CIeluaIbHOW HICHTU(UKAIINT KaX-
noro VOC o mepe ero Bo3HUKHOBeHUS. CO00IIaeTcst 0 pacCIIMpEHHON BEpCUU paHee OMH-
CaHHOT'O aBTOpaMH aHajIu3a TeMiiepaTypsl wiaBieHus (Tm) HecTaOUILHOTO MOJIEKYIISAP-
Horo Masika (sloppy molecular beacon — SMB) ms VOC, moauduimpoBanHoro st 00-
HapyxeHus nmoaBapuanToB Delta (B.1.617.2) u Omicron (B.1.1. 529). Anammsz SMB-VOC
HalleJieH Ha curHaTypHble KoJoHbI 501, 484 1 452 B munoBoMm 6enke SARS-CoV-2 u mo-
xKeT crienudrueckn oOHapyxuBaTh U quddepeHupoBarh Bee uzBectsie VOC, BKItouas
cyoBapuantel Omicron (BA.1, BA.2, BA.2.12.1, BA.4/BA.S). Ilpenen oGHapyxeHUsS
(LOD) ananu3a coctanisin 20, 22 u 36 renomHubIx SkBuBaieHTOB (GE) Ha peakiuto ¢ Delta,
Omicron BA.1 u BA.2 coorBeTcTBEHHO. KiTMHNYECKas Baygalus aHajin3a 3-KOJOHOB Ha
npubope LC480 nmoka3zana, uro oH BeIsBUI 94% (81/86) obpasmor kak WT, tak u VOC, u
6% (5/86) TecToOB 1anu HEOTPEICIICHHBIE PE3YIIHTATHI [0 CPABHEHUIO C CEKBEHHUPOBAHUEM.
CexBenupoBanue 1o CaHrepy Taxke He yJaloch A yeTbipex 0opasuos. I1o pesynbsratam
aHaJli3a HU OAMH U3 00pa3loB He OblT OmMO0YHO HeHTUduuKpoBaH kKak WT unu kak
apyroit VOC. Takum 06pa3om, 3a HCKITIOYEHHEM 00pa3I0B C HEONPEACICHHBIMU PE3Yilb-
Tatamu, aHanu3 Obut Ha 100% uvyBcTBUTENbHBIM U 100% crienudUyYHBIM 110 CPABHEHUIO C
cekBeHHpoBaHueM 1o CaHrepy Juisi UIeHTU(UKAIIMN BapUAHTOB. JTa HOBAasl KOHIICTIIUS
aHaJIM3a MOKET OBITH JIETKO PacIIMpeHa 3a CUeT JOOABICHUS HOBBIX BAPUAHTOB U MOXKET
CIIYKUTh HAJI€KHBIM JTMAarHOCTMUYECKUM MHCTPYMEHTOM Ui BhIOOpaA MOAXOAIIEH Tepa-
MUY MOHOKJIOHAJIbHBIMU aHTUTEIIAMHU.
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