JAmurtpuena JI. H., Kpacnos 1. M, UymaukoBa E.A., Ocuna H. A., 3umupoBa A.A.,
HNBanosa A.B., Kapnayxos W. I'., KapaBaesa T.b.,
IlepbakoBa C. A., KyTsipes B. B.

PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noa HaooaenueMm (VUM), Ha ocCHOBe KOJIM4eCTBA X T€HOMOB,
AenOHMPOBAHHBIX B 0a3y naHHbIx GISAID
3a HejeJ1o ¢ 25 HosOps no 1 nexadps 2023 r.
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B 00630pe npencrapiera nHGOpMAaIs 10 ITUPKYITUPYIOIMIAM B HACTOSIIEE BpeMs Ba-
puantam Bupyca SARS-COV-2 Omicron BeisiBaromux uatepec (VOI) n Haxoasmmxcs
noa Habmoaenuem (VUM), TeHOMHBIE MTOCIEA0BATEIbHOCTH KOTOPBIX Pa3MEIICHBI B MEX-
nyHapoaHou 6a3e nanHbX GISAID 3a Henemnto ¢ 25 Hosops no 1 nexadps 2023 r.

[To coctosinuio Ha 11ekadps 2023 r. B cooTBETCTBUU € Kiaccupukanueit BO3 k Bapu-
antam Bupyca SARS-COV-2, BeibiBatomux uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86. B rpymnmy nupKyIupyIOIIAX BapUaHTOB, HAXOISAIIIXCS
nmoa HaOmogenuem (VUM) BkmoueHbl reHernueckue auaun: DV.7, XBB, XBB.1.9.1,
XBB.1.9.2, XBB.2.3.

Ha cerogusimnuii nens B 6a3ze manHbix GISAID Bcero npencrasneno 16 275 489 re-
HoMmoB Bupyca SARS-COV-2 (3a Henemo nenoHupoBano 22 275 nocienoBareiabHocTei). B
MHUpE CTpaHaMH — JINJEPAMHU 10 KOJUYECTBY JAETOHUPOBAHHBIX T€HOMHBIX I1OCJIEI0BATENb-
Hocteit Bupyca SARS-CoV-2 ocratorcst CIHA — (4 972 035 renomoB — 30,5% ot Beex pas-
mernieHHbIX B GISAID) u BenukoOpuranus (3 124 784 renomoB — 19,2%).

Bcero B 60a3y nannbix GISAID nenonupoBano 8 787 262 renoma Bapuanta Omicron,
3a aHAIM3UPYEeMYI0 Henento pasmenieHo eme 21 281 reHomHas mocneaoBaTeNbHOCTh —
95,5% ot Bcex mpeCTaBIEHHBIX 3a TEKYILYIO HEJIEI0 reHOBapraHToB Bupyca SARS-CoV-2
(ma mpomnwtoit Henene — 96,4%). Poccuiickumu nadoparopusimu pazmetniensl 81 037 renom-
HBIX nocnenoBaTensHocTeit SARS-COV-2, B ToMm uncne Bapuanta Omicron — 48 719 reno-
MOB.

Ha cerognsmauii newp B 6aze ganubix GISAID 3aduxcupoBaHo enoHUpPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymien Heaene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapoyna, Aurunbs, Aprentuna, Apmenus, Apyoa, Adranucran, banrnanem, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocuus u ['epuerosuna, bonaiipe, bpasunus, bpynen, bpuranckue Bup-
THHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Bearpus,



Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, I'epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'penus, ['py3us, ['yam,
["abown, Janus, J>xubytu, Jlomunukanckas Pecriyonuka, [lomunuka, JIPK JlemokpaTuueckast
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, Kaiimanossl OctpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Koipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizus, Maneausel, Mansra, Maiu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocynapctso Camoa, Huys, Hopserusi, HoBas 3enanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonnoH, Pecriybnuka Konro, Pecnybnuka Ceitmensckue OctpoBa, Peciy6onuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apausi, CeBepHast Makenonus, CeBepubie Mapuanckue octposa, Ce-
Herai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, CroBakusi, Cnosenusi, Cunranyp, Cu-
pus, CIIIA, Cent-Kurc u HeBuc, Cent-Buncent u I'penagunsi, Cent-JIrocus, Cunt-Mapres,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBanb, Tanzanusi, Tepkc
u Katikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranna, Y3oekucran, Ykpa-
vHa, YpyrBau, Ounisinausa, Opanuusa, Opanuysckas ['Buana, @pannysckas [lonunesus,
Ounnununbl, XopBatus, YepHnoropus, Yexus, Yunu, Yan, 1{AP, IlIsenus, IBeiinapus,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, DkBaTtopuanbHas ['Bunes, KOAP,
IOxnas Kopes, IOxubiii Cynan, SAnonus, SMaiika.

3a nporenmue 4 Heneau 37 crpad (17,2%) (3a npeapiayiue — 42 crpanst (19,5%)
JOTIONTHUIN JaHHBIE O JEMOHUPOBAHMM TEHOMHBIX IOcienoBareabHOCTed Omicron B
GISAID.

JluHaMuKa pacrpocTpaHeHus B Mupe cyOBapuanToB Omicron CeKBEHUPOBAHHBIX H
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIHpyro-
muxX B Hactosiiee Bpems mrammoB SARS-CoV-2, nomuuupytot cyoBapuantst HV.1 (+
3,57% B cpaBHenuu ¢ npeapiaymniei neaenei), HK.3 (-1,13%), JG.3 (+0,19%), EG.5.1.1(-
0,88%) m JN.1.



Omicron sublineages
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HV. EG.5.1.6 N EG.5.1 I XBB.1.5.7 N FL.10.A
JNA N2 Il XBB.1.5 I XBB.1.42.2 WM FEN2
HK.3 B Gs.aa BN XBB.2.3 N XBE.1.5.10 . EG.2
JG.3 s Jpaaa BN XBB1 N XBB.1.5.13 . G
EG.5.11 N EG.5.18 H GJ1.2 N XBE.1.5.37 M CH.1.11
JD.1 e JFa N XBB.2.3.8 I XBB.2.6 I CH.1.1
BA.2.86.1 . pv.7.a BN XBB.2.3.2 N BF.5 . 5012
EG.51 WS X8B16 WM XBB19.2 NN BF7 - 50114 We gratefully acknowledge
FL.1.51 B GK.1a I XBB.1.9.1 N FL23 I 8Q.1.1.18 the Authors from Originating
HK.3.2 . HF1 BN XBEB1572 EEE BN.1.2 - 501 and Submitting laboratories
EG.5.1.3 N XBB.1.16.15  EEE FL.2 [ - 501 of sequence data on which the
XBB.1.16.6  WEE HK.3.1 BN BA5.1 . FLS [ IR analysis is based.
EG.5.1.4 N xBB.1.16.17 HEl XBB.1.16.1 N FU1 N <EBF
FL1.5.2 B HK.2 I BA.5.2.6 I FY.3.1 I Omicron sublineages < 1%
XBB.1.16.11 B HK.3.3 N BA.S.2.1 N BA4E I Cther lineages
FL.15.1.1 N GE.1 Il BA.S.2

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuto Ha 28.11.2023 r.)

I'enetnueckoe pa3zHOOOpazue LUPKYJIUPYIOLUIMX B PETHOHAX MHUpPa CyOBapHaHTOB
Omicron 3a nocneaHue 4 Helenu Moka3zaHo Ha pucyHke 2. B ctpanax CeBepHoil AMepuKku
JOMHUHHPOBAJI, KaK M Ha Mpeablyiei Henene, cyoBapuant HV.1 (+3,75%), Asun u Tuxo-
okeanckoM pernone — HK.3 (-2,65% wu -1,72% cootBercTBenHo). B FOxHOl AMepuke —
EG.5.1.1 u EG.5.1.3 (30,44% oT Bcex CeKBEHHMPOBAHHBIX 3a MOCIEAHNE 4 HEJIeIn TEHOMOB),
B Adppuxe — GE.1.2 (50% oT Bcex CeKBEHHUPOBAHHBIX 3a MOCICAHUE 4 HEICTU TEHOMOB).
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See https.//www.who.int/en/activities/tracking-SARS-CoV/-2-variants for variant information and definitions.

Variants of Interest

(Omicron XBB.1.5, XBB.1.16,
EG.5,BA.2.86

and all respective sublineages)

Other Omicron (non-VOC/VOI/VUM)

Sublineages shown here
do not include
any descendant lineages.

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories
of sequence data on which the
analysis is based.

Pucynok 2. Pactipoctpanenue cyoBapuanToB Omicron B perioHax Mupa 3a nocieanue 4
Heaenu (C 31 oktsa0pst mo 28 Hostopst 2023 )

3a nocneaHue 4 HeAeAM B MUPE pacrnpocTpaHeHHOCTh BapruaHTOB VOI Bo Bcex peruo-
Hax (Kkpome AQpHUKK) YBEIUYHIIACKH, UX JIOJIS OCTAETCS Mpeodagaronieil cpeu CeKBEHUPO-
BaHHBIX TeHOMOB KopoHaBupycoB SARS-CoV-2 B IOxHnoi#t Amepuke n THXOOKEaHCKOM pe-

ruone — 97,8% u 92,4% cooTBeTcTBEHHO (pHC. 3).

4



Africa Asia Europe Oceania North America South America
(+4) (+1,123) (+7,992) (+ 550) (+8,119) (+ 46)

82.2 845
— B 2.2%
"‘s.e%
14.5%
12.2%

Wl Variants of Interest (Omicron XBB.1.5, XBB.1.16, EG.5, BA.2.86 and all respective subiineages)
Variants under Monitoring (Omicron DV.7, XBB, and all respective sublineages)

I Other Omicron (non-VOC/VOI/VUM)
Others

EEl Former VOCs/VOIs/VUMs

100.0%

e 1.7%

16.4%

Change in proportions of variants
compared to the four weeks before 2023-10-31

Variants of Interest
(Omicron XBB.1.5, XBB.1.16, EG.5, BA.2.86 and all respective sublineages)

Variants under Monitoring
{Omicron DV.7, XBB,
and all respective sublineages)

Other Omicron
(nen-VOC/VOIVUM)

Cthers We gratefully acknowledge

the Authors from Originating
and Submitting laboratories
of sequence data on which the
analysis is based.

é -
ol ol
& s
*® o

by BII/GIS, A*STAR Singapore

Former VOCs/VOIs/VUMs

% X R
« v @)‘DQ& &

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 3. Pactipoctpanenue cyoBapruanToB Omicron B perHOHAaX MUpPa, CCKBEHUPOBAHHBI
3a nmocnennue 4 Henenu (C 31 okrsa6ps o 28 HostOpst 2023 r.)

BapuanTtsl, Bei3biBaomue narepec (VOI)
[To coctosauto Ha 1 nexabps 2023 r. B 6a3y ganubix GISAID EpiCoV mocnenona-

TenbHOCTH, oTHOcsAmecs Kk XBB.1.5 (Kraken) nemonuposanst u3z 140 crpan. Pacmpoctpa-
HEHHOCTh B Mupe — 6,5%, B benbruu, Ucnanum, Utanuu, @pannuu — 15%, 14%, 12%, 11%
COOTBETCTBEHHO.

Cyo0Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 122 crpan pacnpocTpaHeHHOCTb
npojoikaeT cHuxarbes (7,8%). 3a mocnennue 4 Henenu cyOBapHaHT NMPEUMYIIECTBEHHO
Bbiaessiu B CIIA (16%), BenukoOpurtanuu (14%), Upnanauu (12%), Asctpuu (11%), I'ep-
Manuu (10%).

Cy6Bapuant EG.5 (Eris) cekBenupoBan yabopatopusmu 94 ctpan (Ha mpeablayIiei
Henene — 92 crpansl). B 6a3e manabix GISAID nenonuposano 131 010 renomoB cyOBapu-
aHTta, (Ha nponwioi Hexene — 121 841 renom). B crpanax Asum — Kutae, Oxnoit Kopee,
TatiBane, Slnonnn, Cunramnype, 1075 cyOBapuaHTa Cpey CCKBEHUPOBAHHBIX 3a MOCJIeIHNUE 4
Henenu mramMmmos Omicron cocrasmiia 98%, 85%, 79%, 63%, 56% coorBercTBeHHO. B EB-
poIIe 3HAYUTEILHOE PacTpocTpaHeHue cyoBapuanTa otMedeHo B Ounistaanu (69%), Utaniu



(57%), onbme (55%), IlBeuuun (54%), ABctpun (54%), Hopeeruu (52%). Ha amepukan-
CKOM KOHTHMHEHTE CyOBapHaHT MperuMyllecTBeHHO upKynupoBan B Kanane, rae gons EG.5
Cpell CEeKBCHHPOBAHHBIX 3a Tocjennue 4 Hemenaw mTammoB Omicron cocraBuia 67% u
CLIA - 51%.

Cy6OBapuant BA.2.86 (Pirola) mo coctostnuto Ha 1 gexaOps mupkyaupyeT B 47 cTpa-
Hax, €ro pacnpocTpaHeHHOCTh pacteT. CornacHo onieHke CDC, ¢ 28 okTs0ps 1o 25 Hos0ps
ero pacrnpoctpaneHHocTh B CIIA yBenuuminacs ¢ 1% 1o 9%. B 6aze nanusix GISAID nermo-
HUPOBAHO 6 777 TeHOMOB cyOBapuaHTa.

Bapuaunrsl, Haxoasiuecs nojx Haoawoaeauem (VUM)

Habmrogaercst cHIDKEHHE pacpOCTPaHEHHOCTH CyOBapHaHTOB BapHaHTa CHIDKAETCS
Cyo0Bapuant XBB.1.9.1 (Hyperion) cekBennpoBan adopatopusimu 126 ctpaH, pacmpoctpa-
HEHHOCTb BapHaHTa 3a MoCJIeIHUE 4 HeJenu cHU3mIach ¢ 6,23% no 5,4%.

HMupkynauus cyoBapuanta XBB.1.9.2 3adukcuposana B 104 ctpanax, pacnpoctpa-
HEHHOCTb CyOBapuaHTa yMeHbIUIachk 10 ypoBHs 0,9%.

Ha 1 nexaOpst KOIMUYECTBO CTpaH, U3 KOTOPBIX MPECTABICHB T€HOMHbBIE MTOCIIEI0BA-
TenpHOCTH cyOBapmanta XBB.2.3 (Acrux) coctasmio 112. 3a mocnennue 4 Hemean mpoao-
’KUIIOCH CHIDKCHHE pacipocTpaHeHus cyoBapuanta B Mupe (¢ 3,3% mo 3,0%).

Cy6Bapuant XBB (Gryphon) mupkynupyet B 148 cTpanax mupa. 3a mociennue 4 He-
JICJTA PacTipOCTPaHEHHOCTh CyOBapuaHTa cocTaBisiia MeHee 2%.

B 6a3ze mannbix GISAID npencraBieHo 4 632 mocienoBaTebHOCTH cyOBapuaHTa
DV.7 u3 40 ctpas.

HNudopmanust mo 0OHOBIEHHBIM JTAHHBIM O JIETOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 BapuanTta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabmnuie 1.


https://covid.cdc.gov/covid-data-tracker/#variant-summary

Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToMm uucie koau-

[IponieHT reHOMOB,

JIEBAEMOCTH)

Konmnuectso YECTBO 'TCHOMOB OTHOCAIIUXCA K
nernoHupoBaH- | Omicron, genoHu- | BapuaHTy Omicron
Crpana VYupexieHre, IpoBOIMBIIICe CEKBEHUPOBAHUE HBIX TCHOMOB | poBaHHBIX 3a mo- | (B.1.1.529), nemno-
Omicron cienHue 4 Hepenu HHPOBAHHBIX 34
(B.1.1.529) (03.11. - nocieaaue 4 He-
01.12.2023 r.) pi (1%
Asctpamus (crabunmszanus 3a- | NSW Health Pathology — Institute of Clinical Pathology
00J1eBaEMOCTH ) and Medical Research; Westmead Hospital; University 169435 556 100,0
of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for Mo-
- . : 192722 247 100,0
JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences
Asepbaiimkan  (cradbmamsanus | National Hematology and Transfusiology Center 20 0 0.0
3200JIeBaEMOCTH) ’
Anbanus (crabuimsanms 3a0o0- | Respiratory Virus Unit, National Infection Service,
: 1009 0 0,0
JIEBA€MOCTH) Public Health England
Amxup (crabunuzarms 3abone- | National Reference Center for Viruses of Respiratory
: . . 616 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
ocTpoBa (crabmmm3arus 3adoJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (cradbu- | Centers for Disease Control and Prevention Division of
. . : 138 0 0,0
Jr3aIms 3a00J€Ba€MOCTH ) Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a60- | Carrington Lab, Department of PreClinical Sciences,
JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnrona (crabunmsanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BAGMOCTH ) Platform
Annoppa (crabunmsanus 3ab6o- | Instituto de Salud Carlos 111 323 0 0.0




Amnturya u bapOyna (crabunu3a-

Carrington Lab, Department of Preclinical Sciences,

1Us1 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus
Aprentuna (crabwimmsarms 3a- | Instituto  Nacional — Enfermedades  Infecciosas
9769 0 0,0
00J1eBaCMOCTH ) C.G.Malbran
Apmenus (crabmnmsanus 3a60- | Institute of Molecular Biology NAS RA, Republic of
JIEBAEMOCTH) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apy6a (crabmmusamust 3abose- | National Institute for Public Health and the Environ- 1060 0 0.0
BaEcMOCTH) ment(RIVM) ’
Adranucran (cradmimsarus 3a- | Central Public Health Lab 9 0 00
00JIeBaEMOCTH ) ’
baramckue octpoBa (ctabunmsza- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
1St 3a00JIEBAEMOCTH) waldo Cruz Institute, FIOCRUZ :
banrmagem (cradbmmusanus 3a- | Child Health Research Foundation 9907 0 0.0
00J1eBaeMOCTH) ’
bap6anoc (cradbunmsamus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JICBA€MOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (cradbunu3zarus 3abone- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0
BAacMOCTH) rectorate ’
Benapych (crabunusanms 3a6o- | Laboratory for HIV and opportunistic infections diag-
JIEBa€MOCTH) nosis The Republican Research and Practical Center for 120 0 0,0
Epidemiology and Microbiology(RRPCEM)
benus (crabunmsanus 3abonesa- | Texas Children's Microbiome Center 703 0 0.0
€MOCTH) ’
benbrus (crabunuzanus 3abone- | KU I__euven, Rega Institute, Clinical and Epidemiologi- 98068 445 100,0
BACMOCTH ) cal Virology
benun (crabunmsanms 3abone- | Institut fiir Virologie — Institute of Virology — Charite 518 0 0.0

BAEMOCTH)




bepmynackue octpoBa (cTabuiu-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 210 0 0.0
Bosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 7710 0 0.0
JIEBAEMOCTH ) ’
bonmBus (camwkenue 3adoneBae- | Laboratory of Respiratory Viruses and Measles, Os- 195 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomaiip (crabmmuzarus 3abose- | National Institute for Public Health and the Environ-
1074 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
. : 263 0 0,0
JM3alys 3a00J¢BaEMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanus 3a6o- | Botswana Institute for Technology Research and Inno- 3453 0 0.0
JIEBAEMOCTH ) vation ’
bpaswmus (crabmnusanus 3a6o0- | Instituto Adolfo Lutz, Interdiciplinary Procedures Cen-
: 116122 5 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunm3anus 3aboyeBae- 46 0 0,0
MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6149 0 0,0
boratory)
byran (ctabunuzanus 3aboneBa- | AFRIMS 100 0 0.0
€MOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a0051€eBa€MOCTH) :
bypynau (crabmmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
) . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukobOpurtanus  (cradbuimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1497532 2317 100,0
nomics UK (COG-UK) consortium.
Benrpus (crabunmsanust 3a6o- | National Laboratory of Virology, Szentdgothai Re- 4690 0 00

JIEBAEMOCTH)

search Centre




Benecynana (crabunuzanus 3a00-

Laboratorio de Virologia Molecular

803 0 0,0
JIEBAEMOCTH )
BrerHam (crabunmsaumsi 3a6o- | National Influenza Center, National Institute of Hy-
. . . 6411 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmsanus 3aboneBa- | Centre  de recherches médicales de Lamba- 5 0 0.0
€MOCTH) réné¢(CERMEL) '
I"autu (crabmnusarus 3aboneBa- | Laboratoire National de Santé Publique — LNSP(HAITI
446 0 0,0
€MOCTH) — LNSP)
laiiana (crabunmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) '
I'amOust (crabuimsanus 3abone- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) '
I'ana (crabunmsarus 3aboneBae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infectious 2348 0 0,0
Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3zarms 3a00- | National Reference Center for Viruses of Respiratory
: . . 692 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabummsamus 3a60- | Asociacion de Salud Integral/Clinica Familiar Luis An-
. 4024 0 0,0
JIEBAEMOCTH) gel Garcia
I'eunes (crabunmsarus 3abose- | Centre de Recherche et de Formation en Infectiologie 596 0 0.0
BaeMOCTH) Guinée ’
I'Bunes-bucay  (crabummsanus | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) '
I'epmanus (crabunmsarust 3a60- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JICBAEMOCTH ) gie. Institute of infectious medicine & hospital hygiene, 578453 263 100,0
CaSe—Group.
I'ubpanTap (crabunmzarus 3a60- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
JIEBAEMOCTH) Public Health England
Tonnypac (crabunmsanus 3a6o- | Genomics and Proteomics Departament, Gorgas Me-
) . : 153 0 0,0
JIEBAEMOCTH) morial Institute For Health Studies
INonkonr (crabmmmsarms 3a6o0- | Hong Kong Department of Health 13739 1 100,0

JIEBAEMOCTH)
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I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penms (crabmmuzamus 3aboie- | Greek Genome Center, Biomedical Research Founda- 91400 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-

BaEMOCTH) nome Research, R. G. Lugar Center for Public Health 9555 0 0.0
Research, National Center for Disease Control and Pub- ’
lic Health(NCDC) of Georgia.

I'yam (crabunmsanus 3adoneBac- | Centers for Disease Control and Preven—tion Division 490 0 0.0

MOCTH) of Viral Diseases, Pathogen Discovery ’

HNanus (cradbunumsarust 3abose- | Albertsen lab, Department of Chemistry and Biosci-

BacMOCTH) ence, Aalt_)org Unl\_/er5|t_y. Depa}rtment of Virus and M!- 370472 1059 100,0
crobiological Special Diagnostics, Statens Serum Insti-
tut.

Jlomunuka (crabunmszanus 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus

Jlomunukanckas — PecmyOnuka | Respiratory Viruses Branch, Centers for Disease Con-

(crabmmmzarust  3abomeBaemo- | trol and Prevention, USA 1963 0 0,0

CTH)

Jlemoxparuueckass PecnyOnuka | Pathogen Sequencing Lab, National Institute for Bio-

Konro (crabunuzarus 3a6osesa- | medical Research(INRB) 567 0 0,0

€MOCTH)

JAP Cent Tome u Ilpuncumu | LNR-TB

(craOumuzarust ~ 3a0osieBacMoO- 1 0 0,0

CTH)

Eruner (crabunmsanus 3abose- | Main Chemical Laboratories Egypt Army 9789 0 0.0

BAEMOCTH) ’

3am6Ous (cradbunuzarus 3abome- | University of Zambia, School of Veterinary Medicine 1947 0 0.0

BAEMOCTH) ’

3umbabBe (cTabunm3anus 3a00- | National Microbiology Reference Laboratory(Quadram 316 0 0.0

JIEBAEMOCTH)

Institute Bioscience)
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W3paunp (crabunmzanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

118555 75 100,0
JIEBAEMOCTH )
Wunus (pocr 3adoneBaemoctr) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR— 142756 0 0,0
Centre for Cellular and Molecular Biology
IC/ITI:II)IOHesm (poct 3abomeBacmo- | National Institute of Health Research and Development 39752 0 0.0
Nopnanus (crabunuzanus 3a00- | Andersen lab at Scripps Research, CA, USA 243 0 0.0
JIEBAEMOCTH ) '
Upak (cradbunmsanus 3adoneBae- | Biology, College of Education Department of Virology,
MOCTH) Faculty of Medicine, University of Helsinki, Helsinki, 407 0 0,0
Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pasteur
. 2852 0 0,0
€MOCTH) Institute of Iran
Wpnangus (crabunmsanus 3a60- | National Virus Reference Laboratory 60142 249 100,0
JIEBAEMOCTH )
Ucnanust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology 11242 116 100,0
JIEBAEMOCTH)
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 136680 549 100,0
JIEBAEMOCTH)
Uranus (poct 3aboneBaemoctu) | Army Medical Center, Scientific Department, Virology 94059 734 99.9
Laboratory
Ka6o—Bepae (crabmnmsanus 3a- | Institut Pasteur de Dakar
746 0 0,0
00J1eBaeMOCTH)
Kazaxcran (cradunu3zarus 3a00- | Reference laboratory for the control of viral infections 9910 0 0.0
JIEBAEMOCTH) '
Kamb6oxa (ctabunusanus 3a60- | Virology Unit, Institut Pasteur du Cambodge 1931 0 0.0
JIEBAEMOCTH) '
Kamepyn (crabmnmsanus 3a6o- | CREMER(Centre de Rechercherches sur les Maladies
. 1321 0 0,0
JIEBAEMOCTH) Emergentes et Ré—¢mergentes)
Kanama (crabmnmsanus 3abomne- | Laboratoire de santé publique du Québec 331428 5488 1000

BAEMOCTH)
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KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunusanus 3abosneBa- | Biomedical Research Center(BRC), Qatar University /
. 1627 3 100,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (crabmnumszarms 3abone- | KEMRI-Wellcome Trust Research Pro- 5586 5 100.0
BaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
Kunp (cradbmm3zanus 3a6onesa- | Department of Molecular Virology, Cyprus Institute of
. 4425 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craObunmsamnus 3aboie- I\_latlonal Institute for Viral Disease Control and Preven- 63545 195 100.0
BaEMOCTH) tion
Konym6us (cradbunusamus 3a60- | Instituto Nacional de Salud— Direccion de Investigacion
1 15278 0 0,0
JIEBAEMOCTH) en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BacMOCTH) gie '
Kocra—Puka (crabmnmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ . 9563 0 0,0
00J1eBaeMOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fevers 939 0 0.0
00J1eBa€MOCTH) and emerging viruses, Bouaké CHU Laboratory '
Kyo6a (crabunu3zarust 3a6oneBae- | Respiratory Infections Laboratory
526 0 0,0
MOCTH)
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty of
e : 914 0 0,0
BaE€MOCTH) Medicine, Kuwait
Keipreizcran (crabmimzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” De- 45 0 00
00J1€Ba€MOCTH) partment '
Kropacao (crabmmmsamust 3ab6o- | National Institute for Public Health and the Environ-
1236 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunmzanus 3adoneBae- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 974 0 0.0
MOCTH) tal ’
JlatBus (crabunusaius 3aboine- | Latvian Biomedical Research and Study Centre 14445 0 0.0

BAEMOCTH)
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Jlecoro (crabmnuzanus 3aboie-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 1471 0.0
Jlubepus (cradbunmsarms 3a6o- | Center for Infection and Immunity, Columbia Univer- 33 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmnusaius 3abose- | Laboratory of Molecular Biology and Cancer Immunol- 931 0.0
BacMOCTH) ogy, Lebanese University Public Health England ’
JluBust (crabmnuzanus 3abone- | Reference Lab for Public Health, NCDC 31 0.0
BAEMOCTH) ’
JIutsa (poct 3a6oneBaemoctn) | Vilnius University Hospital Santaros Klinikos, Center
.. 11409 0,0
of Laboratory Medicine
Jluxtenmreitn  (crabmnmsarms | Bergthaler laboratory, CeMM Research Center for Mo- 1383 0.0
3200JICBAEMOCTH ) lecular Medicine of the Austrian Academy of Sciences ’
JlrokcemOypr (ctabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 36996 100,0
00JIeBaCMOCTH ) Genomics Platform
Maxkao (crabunmzanusi 3aboine- | Centro de Sequenciamento Gendmico 1 00
BAEMOCTH) ’
Maspukwuii (ctabunusanus 3a60- | CNR Virus des Infections Respiratoires — France SUD 7605 0.0
JIEBAEMOCTH ) ’
Maspurtanus (crabmiuzanus 3a- | INRSP-Mauritania - 0.0
00J1eBa€MOCTH) ’
Maitorra (crabunmsanus 3a00- | National Reference Center for Viruses of Respiratory 373 0.0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris ’
Manaiizus (ctabumusanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry of 32515 0,0
Health Malaysia

Managu (crabunuzaius 3abone- | KRISP, KZN Research Innovation and Sequencing 283 0.0
BaE€MOCTH) Platform ’
Manu (crabmimsanus 3abonesa- | Northwestern University — Center for Pathogen Ge-

. . . . 159 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (crabunm3aius 3a60- | Indira Gandhi Memorial Hospital 333 0.0

JIEBAEMOCTH)
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Manpra (cTabunuzanus 3aboie-

Molecular Diagnostics Pathology Department Mater

BacMOCTH) Dei Hospital Malta 163 0.0
MaprrayutoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 37 0.0
JU3arys 3a00J1¢6Ba€MOCTH) of Health ’
Mapokko (crabmimsanusi 3a00- | Laboratoire de Biotechnologie 1347 100,0
JIEBAEMOCTH )
Maprunuka (crabmnmsainus 3a- | CNR Virus des Infections Respiratoires — France SUD 1544 0.0
00JIeBaCMOCTH ) ’
Mekcuka (crabmamsamnms 3a0o0- | Instituto de 15iagnostic y Referencia Epidemiologicos
44756 0,0
JICBA€MOCTH) (INDRE)
Mo3zam6uk (crabunmsanus 3a060- | KRISP, KZN Research Innovation and Sequencing
i 731 0,0
JICBAEMOCTH) Platform, South Africa
MomnnaBus (crabunuzanus 3a60- | ONCOGENE LLC 698 0.0
JIEBAaCMOCTH ) ’
Momnaxko (cradbunmsanus 3a6oie- | National Reference Center for Viruses of Respiratory
: ) . 18 0,0
BAacMOCTH) Infections, Institut Pasteur, Paris
Mouromnust (crabunmsarus 3a60- | National Centre for Communication Disease (NCCD)
: 917 0,0
JICBAEMOCTH) National Influenza Center
Momntceppar (cradbunuzarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsiama (crabunuzanums 3a6one- | DSMRC 144 0.0
BAEMOCTH)
Hamubus (crabmmusamms 3a6o- | National Institute for Communicable Diseases of the
: . 807 100,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3abone- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1284 0,0
Public Health, The University of Hong Kong
Hurep (ctabunuzanus 3abonesa- | National Reference Laboratory, Nigeria Centre for Dis- 128 0.0
€MOCTH) ease Control ’
Hurepust (crabmmusamus 3a00- | African Centre of Excellence for Genomics of Infec- 3196 0.0

JIEBAEMOCTH)

tious Diseases(ACEGID), Redeemer’s University
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Hunepnanae! (crabmimzanus 3a-

National Institute for Public Health and the Environ-

00J1eBa€MOCTH ) ment(RIVM) 79393 376 100,0
Huy» Institute of Environmental Science and Research (ESR) 39 0 0,0
Hosas 3enanaus (cradbunmsanus | Institute of Environmental Science and Research(ESR)

34673 0 0,0
3200JIeBa€MOCTH)
Hosas Kanemonus (cradbunmsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11s1 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgserus (crabunmsanus 3a6o- | Norwegian Institute of Public Health, Department of 35648 41 100.0
JICBAEMOCTH ) Virology ’
OAD (crabunu3zarus 3abonesae- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabmmusanus 3a06onesa- | Oman—National Influenza Center 540 0 0.0
€MOCTH) ’
OcrpoBa Kyka Institute of Environmental Science and Research (ESR) 189 0 0,0
IMakucran (crabunmsanus 3a6o- | Department of Virology, Public Health Laboratories 3422 0 0.0
JIEBAEMOCTH ) Division ’
[Manay (ctabunuzanus 3abonesa- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 74 0 0.0
€MOCTH) siCaixa/IGTP) ’
[Manectuna (crabunmsanus 3a- | Biochemistry and Molecular Biology Department—Fac- 103 0 0.0
00JIeBaEMOCTH) ulty of Medicine, Al-Quds University ’
[Tanama (crabunusarust 3abone- | Gorgas memorial Institute For Health Studies 3234 0 0.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (crabumu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a11us 3a00JICBACMOCTH ) '
[MaparBaii (crabunusaius 3a6o- | Laboratorio Central de Salud Publica de Paraguay 2188 0 0.0
JIEBAEMOCTH) ’
[lepy (cTrabunmu3zanus 3a0oneBae- | Laboratorio de Referencia Nacional de Biotecnologia y 36877 0 0.0
MOCTH) Biologia Molecular. Instituto Nacional de SaludPeru '
ITonwima (poct 3aboeBaemoctH) | genXone SA, Research & Development Laboratory 45254 133 100,0
[Mopryramust (crabmnmsarus 3a- | Instituto Nacional de Saude(INSA) 93954 45 100.0

00J1eBaeMOCTH)
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[Tyspro Puko (crabunmzanus 3a-

Centers for Disease Control and Prevention Division of

00J1eBa€MOCTH ) Viral Diseases, Pathogen Discovery 18305 34 100,0
Pecniyoniuka Banyary (cradunu- | Microbiological Diagnostic Unit - Public Health Labor- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) atory (MDU-PHL) ’
Pecniyonmuka JlxuoOyru (cradbu- | Naval Medical Research Center Biological Defense Re-
. 633 0 0,0
Jr3arys 3a00JIeBAaCMOCTH ) search Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 136 0 0.0
JM3aIys 3a00J1€BA€MOCTH) atory (MDU-PHL) :
Pecniy6nuka Konro (cradbunmsa- | Institute of Tropical Medicine
210 0 0,0
115 3200J1EBaEMOCTH)
Pecniyonuka Manarackap (cta- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaEMOCTH) ’
Pecny6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
TU3anus 3a00J1eBaEMOCTH) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CanbBagop (cradbu- | Genomics and Proteomics Departament, Gorgas Me-
) . : 529 0 0,0
JU3anus 3a00J1eBaEMOCTH) morial Institute For Health Studies
Pecniyonuka Yan (crabunusanus | Pathogen Genomics Lab, National Institute for Biomed-
3200JIeBaEMOCTH ) ical Research (INRB), 8 0 0,0
Peronbon (cradbummsanus 3a60- | CNR Virus des Infections Respiratoires — France SUD
12132 0 0,0
JIEBAEMOCTH)
Poccus (poct 3a6oeBaemoctr) | WHO National Influenza Centre Russian Federation.
Center for Precision Genome Editing and Genetic Tech-
nologies for Biomedicine, Pirogov Medical University,
Moscow, Russian Federation. Federal Budget Institu-
tion of Science, State Research Center for Applied Mi- 48371 0 0.0

crobiology & Biotechnology. Group of Genetic Enge-
neering and Biotechnology, Federal Budget Institution
of Science ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Protection
and Human Well-being Surveillance. State Research
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Center of Virology and Biotechnology VECTOR, De-
partment of Collection of Microorganisms.

Pyanna (crabunmsanus 3abode-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. . : 11907 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Camoa 169 0 0,0
CaynoBckast ApaBusi (cradbwiu- | Infectious Diseases, King Faisal Hospital Research
1381 0 0,0
3arus 3a00JIeBAEMOCTH ) Center
CeBepHass Maxkenonusi (cradbu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1eBa€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 379 0 0,0
tics
Cesepubie Mapuanckue octposa | Centers for Disease Control and Prevention Division of
(cradbunmsarust  3aboseBaemo- | Viral Diseases, Pathogen Discovery 2091 0 0,0
CTH)
Cetimrenbl (crabmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Cenerau (cradmmsanus 3abone- | IRESSEF GENOMICS LAB 1735 0 0.0
BAEMOCTH)
Cent—Buncenr u [I'penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabunuzaruss  3aboseBaemo- | Faculty of Medical Sciences, The University of the 100 0 0,0
CTH) West Indies
Cent—Kurc u Hesuc (crabumu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sciences 204 0 0.0
00JIeBa€MOCTH ) ’
CepOus (crabmnmsamus 3abose- | Institute of microbiology and Immunology, Faculty of
. L 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (cradbunusarus 3a6o0- | National Public Health Laboratory, National Centre for 31585 443 100.0

JIEBAEMOCTH)

Infectious Diseases

18




Cen-MaptuH (cTabunuzanus 3a-

Institut Pasteur

302 0 0,0
00JIeBa€MOCTH )
Cunr—Mapren (crabunmsanus | National Institute for Public Health and the Environ-
898 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupust (crabmnuzanus 3abone- | CASE-2021-0266829 79 0 0.0
BAaEMOCTH) ’
CnoBakwust (cTabmmusanus 3a00- | Faculty of Natural Sciences, Comenius University
27425 0 0,0
JIEBAEMOCTH )
CrnoBenus (crabuamsanms 3a00- Instl'gu'_[e of M_lcroplology _and_lmmunology, Faculty of 36996 196 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBbsl  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health Labor- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) atory (MDU-PHL) ’
Comanu (crabumusarus 3a6ose- | National Public Health Lab- Mogadishu 11 0 0.0
BAEMOCTH) :
Cynan (crabmnumsarust 3abosie- | National Institute for Communicable Diseases of the
: . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunusanusi 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CHIA (crabunu3zarus 3aboseBa- | Colorado Department of Public Health & Environment.
€MOCTH) Maine Health and Environmental Testing Laboratory.
California Department of Public Health. UCSD 2564373 3696 9.8
EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a0051€eBa€MOCTH) :
"Cf:;)naﬁn (poct 3aboneBaemo- | COVID-19 Network Investigations(CONI) Alliance 29948 61 100,0
TaiiBans (cTrabmmsarus 3a06ose- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . L 4068 40 100,0
BaEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwnmsarus 3a6o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepkc u Kaiikoc (crabunusanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus

Tumop-Jletrrn  (crabunmsanus | Microbiological Diagnostic Unit — Public Health Labor- 1 0 0.0

3200JIeBa€MOCTH) atory (MDU-PHL) '

Toro (crabunusanus 3aboaesae- | Unité Mixte Internationale TransVIHMI(UMI 233 IRD

MOCTH) — U1175 INSERM — Universit¢ de Montpellier) 512 0 0,0
IRD(Institut de recherche pour le développement)

Tonra 96 0 0,0

Tpununan u Tobaro (cradbumum- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 2787 0 0,0
West Indies

Tynuc (crabunusarms 3abosie- | Laboratoire de linique linique — Institut Pasteur de Tu- 773 0 0.0

BacMOCTH) nis ’

Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 91937 0 0.0

BAEMOCTH) '

Vrauga (crabumuzanus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 899 0 0.0

BAEMOCTH) '

Vkpauna (crabmmuszanus 3a6o- | Department of Respiratory and other Viral Infections of

JICBAEMOCTH ) L.V.Gromashevsky Institute of Epidemiology & Infec- 4317 0 0,0
tious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (crabunusarus 3a- | Center for Advanced Technologies 61 0 0.0

00J1eBaeMOCTH) '

VYpyrsait (crabunuzanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 247 0 00

JICBa€MOCTH) Ministerio de Salud Publica '

denepatuBHbie mTathl Mukpo- | Pohnpei State Hospital,

He3uu (ctabumsanus 3abonesa- | State Laboratories Division, Hawaii State Department 85 0 0,0

€MOCTH) of Health

dununmuael (ctabunusarus 3a- | Philippine Genome Center 15782 0 0.0

00J1eBaeMOCTH) '

Gunnsnaus (cradbunmsanus 3a- | Department of Virology, Faculty of Medicine, Univer- 24721 182 100.0

00J1eBaeMOCTH)

sity of Helsinki
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@paHuus (CHUXEHHE 3a00J€eBa-

CNR Virus des Infections Respiratoires — France SUD

394640 1377 100,0
€MOCTH)
®panmysckas ['Buana (cradbunu- | National Reference Center for Viruses of Respiratory 1682 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
®panmysckas [lonunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabunmsanus 3abo- | Croatian Institute of Public Health 5535 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsarnus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 80 0 0.0
MOCTH) medical Research(INRB) ’
Yepnoropus (crabmnuzanus 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 533 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (poct 3aboneBaemoctr) | The National Institute of Public Health 33702 0 0,0
Yunu (cHmxenue 3adoneBaeMo- | Instituto de Salud Publica de Chile
ct) 26692 0 0,0
[Iseitapus (cradbuimsanus 3a- | Department of Biosystems Science and Engineering,
00J1€Ba€MOCTH) ETH Ziirich. 56427 347 100,0
[Ienus (crabunmsanus 3adose- | The Public Health Agency of Sweden 122067 1502 99.9
BAEMOCTH) ’
[Ipu-Jlanka (crabunusarus 3a- | Centre for Dengue Research and AICBU, Department 1187 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine ’
OkBagop (crabunmszanmsa 3abo- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 6301 34 100,0
DxBatopuansHast ['Bunest (cra- | Swiss Tropical and Public Health Institute 2 0 0.0
Oounmzanus 3a00J1€Ba€MOCTH) ’
Oceatunu (ctabunmsanus 3a6o- | Nhlangano Health Centre(National Institute for Com-
JIEBa€MOCTH) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

Dctonus (crabmnmsamnms 3abo- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH )

rofins Genomics Europe Sequencing GmbH

21




O¢uonus (crabunmsanus 3a00-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Genome 119 0 0,0
Sequencing

FOAP (crabmnmsarnus 3ab6oneBa- | KRISP, KZN Research Innovation and Sequencing

27156 0 0,0

E€MOCTH) Platform.

HOxnass Kopest (crabmnmsanms | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 148140 40 100,0
Control and Prevention Agency

IOxupiii Cynan (crabummszanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabumusamus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 3405 0 0,0
West Indies

Snonus (crabmiusaius 3aboie- | Pathogen Genomics Center, National Institute of Infec- 449850 346 99.7

BaEMOCTH)

tious Diseases
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E:xenenenbnoe 3nuanoonosjenne BO3 Ne 161 ot 24.11.2023

Bapuantsl SARS-Co0V-2, BbI3bIBaOIINie HHTEPEC U BAPUAHTHI, HAXOASIIHECS
noj Ha0/a10/1IeHneM
I'eorpajguyeckoe pacnpocTpaHeHue U PacIpoOCTPAHEHHOCTH

Bo Bcem Mupe 3a 28-mHeBHBIN TTepuoa ¢ 23 okTA6ps mo 19 nos6ps 2023 roga B
GISAID 6510 epenano 18719 nocnenoBarensHocteit SARS-CoV-2. [lns cpaBHeHus, B
JIBa MpeIbIAYIUX 28-THEBHBIX Meproaa Obl1o epeaano 67525 u 84942 nocnenoBarenb-
HOCTEN COOTBETCTBEHHO. /laHHBIE MEPUOIUUECKUA PETPOCTIEKTUBHO OOHOBJISIOTCS, BKIIIO-
yasi I0CJIeI0BAaTENbHOCTHU C 00JIee paHHUMU J1aTaMU cOopa, TO3TOMY KOJIMYECTBO 32 OIpe-
JI€JICHHBIN epHO]] BPEMEHU MOXKET U3MEHUTHCS.

B nactosmee Bpemss BO3 orcrnexuBaeT Heckoiabpko BapuaHtoB SARS-CoV-2, B
TOM YHCJIE:

UYetsipe BapuaHnTa, Bbi3biBatonux unrepec (VOI): XBB.1.5, XBB.1.16, EG.5 u
BA.2.86.

* Ilate BapuaHTOB, Haxojmsaumxcsa non kontpoirem (VUM): DV.7, XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

B tabnure 2 nokazano konuuecTBo cTpaH, coobumBiux o VOI u VUM, a takxe
UX pacrpocTpaHEHHOCTh B mepuoj ¢ 40-if snuaeMuonornueckond Henenu (2—8 okTsaops
2023 r.) no 44-ii nenenu (30 oxta6psi—S HOsOpa 2023 r.). VOI u VUM, nemMoHcTpHpYyIO-
[I1e TEHACHIMIO K YBETUYCHUIO, BBIJICJICHBI )KEJITHIM I[BETOM, T€, KOTOPHIC OCTAJIUCH CTa-
OWJILHBIMHU, BbIJIETICHBI CHHUM, a T€, KOTOPhIE UMEIOT TEHACHIINIO K CHUKEHUIO, BBIJICIICHbI
3eneHbIM. B rmobansHom macimtabe Bce VOI Obutn 06Hapy»)eHbl BO Becex peruonax BO3,
npuueM EG.5 no-mpexxaemy ocraercs Hanbosee pacnpoctpaneHHbiM VOI, o koTopoMm B
HacTosmee BpeMs coobOmarwt 89 crpaH. PacnpocrpanenHocts EG.5 mnpomomkaer
HEYKJIOHHO PacTH: Ha ee JoJto mpuxoautcs 5S1,6% nocnenoBarenbHOCTEN, OTIPABICHHBIX
B GISAID Ha 44-ii Henene no cpaBHenuto ¢ 47,0% na 40-it Henene (puc. 4, puc. 5 u Tab-
muna 2). Croaa Bxonar ase notromcTBeHHble Tunun, HK.3 1 HV.1, koTopsie Ob111 BKITIO-
yeHbl B EG.5 ¢ 23 okTs0ps 2023 roxa. [locnennsis onenka pucka nist EG.S 6buta ony6mu-
koBaHa 21 Hos0ps 2023 roxa, ¢ o01Ieit HU3KOMH OIEHKOH Ha TII00AIbHOM YPOBHE Ha OCHOBE
UMEIOIIHXCS PaKTUUECKUX JAHHBIX. DTO COIIACYeTCS C PUCKOM, CBS3aHHBIM C JIPYTHUMHU
LHUPKYJUPYIOIKUMHU B HacTosee Bpems VOI.

ITo cocrosauio Ha 20 HOsO0ps 2023 roma BA.2.86 Obut otHecen k VOI u3-3a
HEYKJIOHHOTO POCTa €ro riodanbHON pacpOoCTPAaHEHHOCTH B IocieiHre Heaenu. Ha gomto
BA.2.86 npuxoaunock 8,9% mnocnenoBatenbHOoCcTell Ha 44-i Henene, MO0 CPAaBHEHUIO C
1,8% na 40-i nenene (puc. 5, Tabnuma 2). [lepponadanbHas orieHka pucka st BA.2.86
ob11a onyosnukoBana 21 HosiOpst 2023 1., pu 3TOM 00111ast OIIEHKA HU3KOTO PUCKa JJIs 3/10-
POBBSI HACEJICHUs Ha TJIO0ATIbHOM yPOBHE OCHOBAaHA Ha UMEIOMUXCS (AaKTUYECKUX JIaH-
Heix. JIpyrue VOI, XBB.1.5 u XBB.1.16, ocTtanuce cTabUIbHBIMUA U CHU3WIKCH TIO TJI0-
OaJIbHOW PacIpPOCTPAHEHHOCTH COOTBETCTBEHHO 3a TOT ke nepuo: Ha XBB.1.5 mpuxoau-
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nock 8,3% nocnenoBaTenbHOCTEN Ha 44-i1 Hejele, YTO aHAJIOTMYHO €r0 pacipoCTpaHeH-
HocTtu Ha 40-if Henene (8,5). %; Ha XBB.1.6 npuxogunocs 8,2% mnocneaoBaTeabHOCTEH
Ha 44-it Henene, uro Menbine 15,9% Ha 40-it Henene (puc. 5, Tabnuma 2). Cpequ VUM
DV.7 u XBB noka3zanu cTaOUIbHYI0 TEHAEHIUIO B OTYETHOM MEPHOJIE, COCTABIISISL COOT-
BeTcTBeHHO 1,9% 1 2,3% mnocnenoBatenbHoCTEl Ha 44 Henene (Tabnuna 2). Pacipoctpa-
HeHHocTh Apyrux VUM, XBB.1.9.1, XBB.1.9.2 u XBB.2.3, npogoymkaeT CHUXKAThCA, CO-
craBisig 6,4%, 1,9% u 3,7% Bcex mociieqoBaTeIbHOCTEH Ha 44 Heneae COOTBETCTBEHHO.
JlaHHbIE CEKBEHUPOBAHUS JIJIsl pacueTa paclpOCTPAaHEHHOCTH BapUAHTOB Ha PEru-
OHAJIPHOM ypOBHE B TeueHue 40—44 Heaenb ObIIN TOCTYIMHBI 3 Tpex perronoB BO3: Ame-
PUKAHCKOTO peruoHa, 3amaaHo-TuxookeaHCKoro peruona u EBpomneiickoro peruona (tab-
muna 3). Cpenu VOI Bapuant EG.5 Obur Haubolsiee pacnpOCTpaHEHHBIM, a BapUaHT
BA.2.86 uMmen TEHACHUHIO K YBEJIMYECHUIO BO Bcex Tpex pernoHax. XBB.1.5 u XBB.1.6
MPOJIEMOHCTPHUPOBATH TEHICHIIUIO K CHIKEeHUIO uitn crabunuzaiuu. Cpenu VUM Bo Beex
TpeX pEruoHax HaOMIOMaNNCh TEHICHIIMM K CHIDKEHUI0O WM crabwimzaiuu XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3. DV.7 npoaeMoHCTpUpOBaJI TEHICHIHMIO K YBEIIMYECHUIO
B AMEpHKaHCKOM PETHOHE U PeTHOHE 3anagHoi yacTh TUXoro okeaHa, TOr/ia Kak B €BpO-
NEeHCKOM peruone HabIio1anach TeHICHIUS K CHIDKCHHIO. B yCIIOBUAX CHIKEHUS TEMIIOB
TECTUPOBAHUS U CEKBEHHUPOBAHHUS BO BCEM MHUpE (pUC. 5) CTAHOBUTCS BCE CIIOKHEE Olle-
HUTh CEpPhE3HOE BO3/eicTBHE HOBBIX BapuaHToB SARS-CoV-2. B HacTosiiee Bpemst HET
71a00PATOPHBIX WIIH SMUIEMHOIOTUUECKUX OTYETOB, YKA3bIBAIOIINX HA KaKYIO-THOO CBSI3b
mexay VOI/VUM u noBellieHHOM TskecThIo 3a00seBanus. Kak nokazaHo Ha pucyHkax 4
U 5, HU3KUE W HEepEenpe3eHTAaTUBHBIC YPOBHU TeHOMHOTO Haazopa 3a SARS-CoV-2 mpo-
JTIOJDKAIOT CO3/aBaTh MPOOJIEMBI JJIsI aJICKBATHOU OIEHKH CUTYallMH C BapHaHTaMHU.
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Tabnuma 2. Exenenensuas pactnpoctpanesHocts VOI 1 VUM SARS-CoV-2, ¢ 40
o 44 gexemnro 2023 1.

Lineage Countries’ S|a|:|u|am'.es§ 2023-40  2023-41  2023-42  2023-43  2023-44
VOIs

XBB.1.5* 128 308 614 8.5 8.2 8.3 7.2 83
XBB.1.16* 117 94914 159 140 124 9.8 8.2
£G.5* 89 104423 4.0 50.2 50.9 519 5L6
BA.2.86* i1 3109 18 28 4.1 6.4 8.9
VUMs

Dv.7* 38 3887 18 13 17 19 L9
XBB* 142 88309 34 29 27 28 23
XBB.19.1* 118 80383 9.5 8.0 8.0 1.0 6.4
XBB.1.9.2* 95 36685 24 23 18 21 L9
XBB.2.3* 104 31394 6.0 5.6 5.2 49 3.7
Unassigned 95 152256 05 14 25 36 45
Other+ 211 6785691 3.0 26 23 11 21

§ KonmuecTBO CTpaH M MOCIIEI0BATEIFHOCTH YKa3aHbl C MOMEHTA TIOSIBIICHUST BAPHAHTOB. *
Bxurodaer moTomMKH, 3a UCKIIIOUEHUEM TeX, KOTOpPble HHIUBUYaTbHO YKa3aHbl B JPYTUX MECTax
tabymubl. Hanpumep, XBB* He Brimrouaer XBB.1.5, XBB.1.16, EG.5, XBB.1.9.1, XBB.1.9.2 u
XBB.2.3. + «/Ipyroe» npeacTaBiser Apyrue HMUPKYIUPYIOIIME JTUHUU TEpeadd, 3a UCKI0Ue-
mueM VOI, VUM, BA.1*, BA.2*, BA.3*, BA.4* BA.5*.

Ta6muma 3. ExxenenensHas pacnpoctpanennocts VOI u VUM SARS-CoV-2 mo pe-
ruonaM BO3, ¢ 40 o 44 nenemro 2023 1.

Lineage . . .

(week 30 to week 44) AFRO EMRO™ EURO SEARO® WPRO
VOls

= i “\x\x ““““ ‘% "‘ R
BA 2867 T DIIMTETTRRN 1 DR T
VUMs

ov.7 G\ .
xBB~ L \‘?\?\\\\‘\k\ ........... N

XBB.1.9.1° v NN \*m* J NI

}: B B : 1_ 9 . 2 & H‘ \\}\\ m\ ‘H OO .\L,

* BrirroyaeT MOTOMKH, 32 HCKITFOUEHUEM TeX, KOTOPhIe HHIUBUIYaTbHO YKa3aHbI B JPYTHUX
Mectax Tabmuiel. Hanpumep, XBB* ne Brmowaer XBB.1.5, XBB.1.16, EG.5, XBB.1.9.1,
XBB.1.9.2 u XBB.2.3. ¥ u3-3a He00IBIIOT0 KOTHMYECTBA OCIEA0BATETHHOCTEH, IPEICTABICHHBIX
B ATUX PETHMOHAX, HE yaaloch onpeaenuTs TeHaeHuun it VOI u BYMBbI B 3TUX permonax; 3to
TaK)Ke MPEJICTABICHO 3aIITPUXOBAHHBIMH STYEHiKaMu B TaOJIHIIE.
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Pucynok 4. T'nmoGanbHast 28-mHeBHasi pacmpoctpaHeHHocts EG.5, XBB.1.5,
XBB.1.16 u BA.2.86, co 2 o 29 oxts16ps 2023 r.*+

XBB.1.5

BA.2.86

28-day prevalence per country
B o0.51-1.00
B 0.21-0.50
B o.11-0.20
>0.00 - 0.10

Too few sequences reported
to estimate significant
proportions (<50 sequences)

Historical presence
No sequences shared
Not applicable

No sequences shared

The designations employed and the presentation of the material in this publication do not
imply the expression of any opinion whatsoever on the part of WHO concerning the legal
status of any country, territory, city or area or of its authorities, or concerning the
delimitation of its frontiers or boundaries. Dotted and dashed lines on maps represent
approximate border lines for which there may not yet be full agreement.

Data Source: World Health Organization, Global
Initiative on Sharing All Influenza Data

Map Production: WHO Health Emergencies
Programme

Map Date: 22 November 2023
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Pucynoxk 5. KomnuectBo (A) u nponent (B) nocnenoBarensHocteit SARS-CoV-2 ¢
1 ampens o 31 oxts6ps 2023 r.

5000

A 000

d to GISAID

) 00

b

3000

Percentage of sequences submitted to GISAD

v 203 Moy X0 X8 MM 20N Bag 2008 Sep OIS Ot oas

Date of specimen collection

Pucynok 5. Ha manenu A moka3aHo KOJIMYECTBO, a HA TAHENU B — MpOIIEHT BceX MUPKYIU-
pyromux BapuanToB ¢ ampens 2023 roga. [Tokazansl cectpuHckue JtmHAA Omicron M JOTIOTHH-
tenpHble MOTOMKH Omicron VOC, Haxonsmuecs: MojA JalbHEHITNM MOHUTOpHHTroM. BA.1*,
BA.2*, BA.3*, BA.4* u BA.5* (* yka3pIBaeT Ha BKJIIOUEHHUE JOYCPHUX JIMHHIA) BKIIOUAIOT BCE
BA.1, BA.2, BA.3, BA.4 u BA.5 00beanHNI MOTOMKH, 32 UCKIIOYEHHUEM LUPKYJIUPYIOIIUX B
HACTOSIIEe BpEMsl BApUAHTOB, TOKa3aHHBIX HWHIWBHIyalnbHO. Karteropus «HeHasHaueHHBIC»
BKJIFOYAET JIMHUM MTPOUCXO0KACHUS, OKUIAI0IINE paccMOTpeHus 1 umenn tuau PANGO, To-
I/1a Kak KaTeropus «Jlpyrue» BKIIIOYAST TMHUH IPOUCX 0K ICHHU S, KOTOPhIC HA3HAYCHBI, HO HE YKa-
3aHpl B JereHnge. Mcrounuk: maHHbele o mociemoBaTeabHocTH SARS-CoOV-2 m MeTamaHHBIE
GISAID 3a nepuop ¢ 1 anpens o 31 oktadps 2023 T.
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Hy6oaukanun
1. Front Immunol. 2023 Nov 10:14:1288794. doi: 10.3389/fimmu.2023.1288794.
eCollection 2023.

Systematical assessment of the impact of single spike mutations of SARS-CoV-2
Omicron sub-variants on the neutralization capacity of post-vaccination sera

CuctemaTtndeckasl OICHKA BIIMSHUS OJMHOYHBIX CHAWK-MyTaluii cyOBapHaHTOB
SARS-CoV-2 Omicron Ha HEHTPaIU3YIOIIYIO CIIOCOOHOCTD MOCTBAKIIMHATIBHBIX CHIBOPO-
TOK

Maeva Katzmarzyk, Denise Christine Clesle, Joop van den Heuvel u ap.

OBomonuss HOBBIX BapuaHToB SARS-COV-2 cymiecTBeHHO BiusieT Ha d((HEKTHB-
HOCTh BakIHMH. XOTA 3TH APQPEKTHl MOXKHO H3YUUTHh TOJNBKO PETPOCIEKTUBHO, TUTPHI
HEUTPANM3YIONINX aHTUTEI Yalle BCETO MCIOIB3YIOTCS B Ka4eCTBE KOPPEISITOB 3aIUTHI.
OpHako ucciae10BaHus 110 OLEHKE TUTPOB HEUTPAIHU3YIOLINX aHTUTEN YacTO MMOKa3bIBAIOT
HEOJHOPOIHBIE JaHHBIEe. YTOOBI pEIIUTH 3Ty PO0IEeMy, aBTOPBI HCCIIEOBAIH TUCTIEPCHIO
aHaM3a U OTMPEICIHUIIN BPeMs U 103y 3apayKEHUSI BUPYCOM Kak ()aKTOPHI, BIUSIONINE HA
Ha/IeKHOCTh aHaJIu3a. 3aTeM OHU U3MEPUIIN HelTpain3anuio cyoBapuanTtoB OMUKpOHa B
KOTOpTaxX ¢ THOPUIHBIM WM BaKIMHO-UHAYIIUPOBAHHBIM UMMYHUTETOM, OTIPEICIIHIB Tpa-
JIMICHT MOTEHIINAIA YCKOJIB3aHUS OT UMMYHHOTO 0TBeTa. UTOOBI OLIEHUTH BIMSIHAE OT/ICIh-
HBIX MyTalllii Ha IIOTSHIIMAJl IMMYHHOTO yCKOJIb3aHus cyOBapuanToB Omicron, cucrema-
THUYCCKHU OLICHUBAIY BIIMSHUC KXKJIOW OTIEIbHOW MyTaluu, crieruduyanoi aus Omicron
BA.1, BA.2, BA.2.12.1 u BA.4/5. KitonupoBanu 6HOIHOTEKY TIICEBIOBUPYCOB, IKCIIPEC-
CUPYIOIIMUX CINAaWK{A C €IMHUYHBIMM TOYCHYHBIMH MYTALMSMHU, U MOJBEPIJIH €€ BO3JeH-
CTBUIO OOBEIMHEHHBIX CHIBOPOTOK BAKIIMHUPOBAHHBIX X035€B, TEM CaMbIM BBISIBUB MHO-
KECTBEHHbIE MYTAIlMH, KOTOPHIE HE3aBUCHMO BIHSIOT Ha 3()()EeKTUBHOCTh HeHTpanusa-
UK. DTU JaHHbIE MOTYT IIOMOYb IPE/CKa3aTh aHTUT€HHbIE 0COOCHHOCTH HOBBIX BapuaH-
TOB BUpPYCa, HECYIIUX 3TH MYTAIlUH, U TOJACPKATh pa3pabOoTKy MOHOKJIOHAJIBHBIX aHTH-
TEJI MIUPOKOTO CHEKTPA.

2. Front Mol Biosci. 2023 Nov 2:10:1288686. doi: 10.3389/fmolb.2023.1288686.
eCollection 2023.

Structural understanding of SARS-CoV-2 virus entry to host cells
CTtpyKTypHOE TOHHMaHuE NMPOHUKHOBeHUs BUpyca SARS-CoV-2 B kiieTku-xo3seBa
Kim Le, Shrute Kannappan, Truc Kim u mp.

0630p. COVID-19 siBnsieTcs cepbe3HOi I1100aIbHOM MpoOIeMOil 31paBOOXpaHEeHMs,
CBSI3aHHOHM ¢ MIJUTMOHAMHU CMEPTENIFHBIX CIydaeB BO BCEM MHpe. MyTaHTHbIE BapUaHTHI
BUpYycCa emle OOJbIIe YBEINYHIN CMEPTHOCTh U YPOBEHb 3apa)K€HUs, UYTO MOTICPKUBAET
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OCTPYI0 HEOOXOIUMOCTh B 3(P(PEKTUBHBIX MPOPMIAKTUUECKUX cTpaTerusax. [IponukHoBe-
He SARS-CoV-2 B KI€TKH-X0351€Ba SABISIETCSA KIIOUEBBIM 3TAIIOM Ha MYTH 3apakKeHUs U
CTaJIO 1IeJIbI0 pa3paboTKu jJekapcTB. B 3ToM 0030pe aBTOpBI aHANU3UPYIOT CTPYKTYPHBIE
u3MeHeHus B Oenkax Spike Bo BpeMs mpoliecca IPOHUKHOBEHUS, PA3Aeiiss 3TOT IPOLEecC
Ha 3Tallbl PEIBAPUTEIBHOTO CBA3BIBAHMS, CBA3BIBAHUS C PELENTOPOM, MPOTEOTUTHYE-
CKOT'0 paclleIuIeHus U ciusHusg MeMOpaH. [loHnMas neranyu NpoHUKHOBEHHUS BUpyca Ha
aTOMHOM YpPOBHE, MOXHO JIy4Ille ONpPEIEINTh HadaJlbHbII 3Tal s CTpaTeruil BMela-
TesnbcTBA. TakkKe N3y4eHo BIUsHUE MyTauui B 6enkax Spike, Bkiatodast BapuanT Omicron,
Ha NPOHUKHOBeHHE BUpyca. CTpyKTypHast HH(OpMaIUs aeT MpeiCTaBlIeHue O Iocie -
CTBUSIX MYTallMil U MOET CIYKUTb PYKOBOACTBOM JIs pa3pabOTKU METOJOB JIEUEHUS U
BaklMH. HakoHen, 006cyX/1atoTcs JOCTYIHBIE CTPYKTYpPHBIE MOJIXO/bI K pa3paboTKe Tepa-
MEBTUUECKUX CPEJICTB U BaKIMH. B 11€710M, B 3TOM 0030p€ mpeacTaBiieH moapoOHbIN aHa-
T3 CTPYKTYPHBIX acleKTOB MpPOHWKHOBeHUs BUpyca SARS-CoV-2, moguepkuBaronimii
ero 3HaueHue B pa3paboTKe MEeTOAOB jieueHus U BakiMH npotuB COVID-19 u noxuepku-
BAeTCsl BAKHOCTH CTPYKTYpHOH MHpopMarnmu B 6oprde ¢ napekmueir SARS-CoV-2.

3. iScience. 2023 Oct 27;26(11):108299. doi: 10.1016/j.isci.2023.108299. eCollec-
tion 2023 Nov 17.

Impact of mutations defining SARS-CoV-2 Omicron subvariants BA.2.12.1 and
BA.4/5 on Spike function and neutralization

Baustaue wmyranuii, omnpenesstommx cyoBapuantel SARS-CoV-2  Omicron
BA.2.12.1 u BA.4/5, na pynkuuio craiika u HeMTpaau3aIuio

Chiara Pastorio, Sabrina Noettger, Rayhane Nchioua u ap.

JlononHUTENBEHBIE MYyTallid B BHpPYyCHOM Oenke Spike momornu cyOGBapuaHTam
SARS-CoV-2 Omicron BA.2.12.1 u BA.4/5 npeB3oiiT poquTenbCckuii cyoBapuant BA.2.
ABTOpBI OTpeienuian (PYHKIIMOHATBHOE BIMSHIE MYTallMi, HeJaBHO BO3HUKIINX B OeKax
Spike BA.2.12.1 (L452Q, S704L) u BA.4/5 (A69-70, L452R, F486V, R493Q). 1x pe3yinb-
TaThl MOKa3bIBatOT, 4YTo MyTanus L452Q/R wnu F486V 06b1uH0 ycunusaet, a R493Q unu
S704L ocnabnser undexuio, onocpenoBannyio BA.2 Spike. B coBokynHocTH n3MeHe-
Husa A69-70, L452R u F486V cnocoOcTByIOT O0see BhICOKOM MH(MEKITMOHHOCTH U (Py30-
reHHocTH BA.4/5 Spike. Mytamuu L452R/Q u F486V B mumne riaBHbIM 00pa3oM OTBET-
CTBEHHBI 32 CHIKECHHE YyBCTBUTEIBHOCTH K HEUTpaIu3yomuM antutenaM. OTHaKO KOM-
OMHUPOBaHHBIC MyTAIIMA HEOOXOUMBI ISl TOTHON MH()EKIIMOHHOCTH, CHIYKEHHSI 3aBUCH-
moctu oT TMPRSS2 u ummynnoro yxkionenus y BA.4/5. Takum o6pa3omM, UMEHHO crie-
mududeckas koMOuHaus MyTtanuii B mune BA.4/5 oGecieunBaeT MOBBIIICHHYIO (YHK-
IIMOHATBHOCTH U YKJIOHEHUE OT UMMYHHUTETA, YTO IOMOTAeT OOBSICHUTh BPEMEHHOE IOMH-
HUPOBAHKE U TOBBIIICHHYIO MATOT€HHOCTh 3TUX MOABapUaHTOB OMUKPOHA.

4. iScience. 2023 Oct 18;26(11):108254. doi: 10.1016/j.isci.2023.108254. eCollec-
tion 2023 Nov 17.
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Evolving antibody evasion and receptor affinity of the Omicron BA.2.75 sublin-
eage of SARS-CoV-2

VYkiionenue ot antuTen U ahPUHHOCTH K perienTopam cyomuaun Omicron BA.2.75
SARS-CoV-2

Qian Wang, Zhiteng Li, Yicheng Guo u ap.

SARS-CoV-2 Omicron BA.2.75 pa3nenuiics Ha HECKOJIBKO MOJBAPUAHTOB C JIOTIOJ-
HUTEJIBHBIMU MYTAIlUSIMU IIUIIA, @ PACIPOCTPAHEHHOCTh HEKOTOPBIX U3 HUX, OCOOCHHO
CH.1.1 u BN.1, yBenuuuBaercsi. ABTOPBI UCCJIEAOBAIN CPOJICTBO K BUPYCHBIM PEIEITO-
paM M CBOMCTBA YKJIOHEHMS OT HEUTpaIU3alMu y OCHOBHBIX nojaBapuanToB BA.2.75, ak-
TUBHO LUPKYJIHUPYIONINX B pa3HbIX pernoHax mupa. OHM 0OHApYKUIU JIBa Pa3IMYHBIX
HBOJIIOLIMOHHBIX MYTU U TPU HEAABHO UACHTUPHUIIMPOBAHHBIE MyTALIH, KOTOpPBIE CHOPMHU-
pOBaJId BUPYCOJOTUYECKUE OCOOEHHOCTH 3TUX MoJBapuaHToB. OnHa (peHoTunuyeckas
rpymmna npoJeMOHCTPUPOBAJIa 3aMETHOE CHMIKEHUE CPOJICTBA BUPYCHBIX PELIETITOPOB, HO
YBEJIMUEHUE YCTOMYMBOCTUM K HEUTpaau3aluy aHTUTEIaMHU, O YE€M CBUJECTENIbCTBYET
CH.1.1, koTopsIii, O4EBUIHO, CTOJb K€ ycToiuuB, kak © XBB.1.5. HanpoTtus, BTOpas
rpymmna npoAeMOHCTPUPOBaJa CYIIECTBEHHOE YBEIIMUEHUE CPOJICTBA K BUPYCHBIM pelieri-
TOpaM, HO JIMIIb YMEPEHHOE YBEJIMYECHHUE YKIOHEHUS OT aHTUTEN, KaK [MOKa3aHO Ha MpHU-
mepe BN.1. Takxe 3aMedeHo, YTO BCE€ paclpoCTpaHEHHbIE HUPKYIUPYIONINE BapHAHTHI
SARS-CoV-2, B Hacrosmiee, 3a uckiarouenneM BN.1, 1eMOHCTPUPYIOT BBICOKHI YPOBEHB
YKJIOHEHHUS OT aHTUTENl, YTO MO3BOJISET MPEIINOIOKUTh, YTO 3TO SBISIETCS TOMUHHUPYIO-
UM (HaKTOPOM, ONPEAEIISIONIMM TPAHCMUCCUBHOCTD BUPYCa CETOJTHSI.

5. Virus Res. 2023 Nov 28:199289. doi: 10.1016/j.virusres.2023.199289. Online
ahead of print.

Tracking SARS-CoV-2 Variants During the 2023 Flu Season and Beyond in
Lebanon

OrtcnexuBanue BapuantoB SARS-CoV-2 B Teuenue ce3ona rpumnmna 2023 roja u B
IocJIeyoImun nepuo B Jlusane

Ibrahim Al Kodsi, Douaa El Rayes, Jad Koweyes u np.

Pannee oOHapyxenue Bapuanta SARS-CoV-2 ocHOBaHO Ha TECTHPOBAHUU M T€HOM-
HOM Hajzope. Bapuant Omukpon (B.1.1.529) 6bicTpo cTan JOMUHUPYIOIIUM THIIOM CPen
NPEBIIYIINX BAPHUAHTOB, IUPKYJIMPOBABIIUX 1O BceMy MHpY. [I0SBHUIOCH HECKOIBKO
MOJIBAPUAHTOB, IEMOHCTPUPYIOIMIUX OONBINYI0 HH(EKINOHHOCTh U YKIOHEHHE OT UMMY-
HUTETa. B 3TOM HcclieoBaHUU H3yUyeHa paclpoCTPaHEHHOCTh cyOBapuaHToB OMUKpOHA
BO BpeMs CE€30Ha I'PUIINA U 3a €ro npenenamu B JIuBaHe mocpencTBOM T€HOMHOIO CKpHU-
HUHTA, & TAKXKe OINpeiesIeHbl 00IIee COCTOSIHIE U TPAaeKTOpHUs MaHJeMuu B cTpaHe. Beero
ob110 cekBeHupoBaHo 155 obpasznoB PHK SARS-CoV-2 ¢ ucnonp3oBaHreM TEXHOJIOTHH
Nanopore. CexkBeHrpoBaHue 155 reHOMOB BBISIBUIO UX pacipenenaeHue no 39 Bapuanram

Omukpona. Haubonee pacnpoctpanennbiM 0611 XBB.1.5 (23,29%), 3a HuMm cnepoBanu
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XBB.1.9.1 (10,96%) u XBB.1.42 (7,5%). IlepBas nmaptus, coOpaHHas B MMEPHOJ C CCH-
Ta0ps 1o HOsIOph 2022 rona, Bimovana muanu BA.2.75.2, BA.5.2, BA.5.2.20, BA.5.2.25
u BQ.1.1.5. B nepuon ¢ nekabps 2022 roga mo saBaps 2023 roja 3TH TMHUU OBLIN 3aMe-
Hensl BA.2.75.5, BN.1, BN.1.4, BQ.1, BQ.1.1, BQ.1.1.23, CH.1.1, CM.4 u XBK. Haumu-
Has ¢ ¢peBpanst 2023 roga HabIIOAATN TOCTENEHHOE MOSIBJICHUE U TOMUHUPOBAHNUE PEKOM-
ounanTHOro XBB 1 ero mommamii (XBB.1, XBB.1.5, XBB.1.5.2, XBB.1.5.3, XBB.1.9,
XBB.1.9.1, XBB.1.9.2, XBB.1.16, XBB.1.22 u XBB.1.42). CBoeBpeMEHHOE BBISIBIICHUE
1 xapaktepuctuka BapuanToB SARS-C0OV-2 BaxkHBI )11 CHHYKEHHUSI TIepeIadyl ¢ TTIOMOIIBIO
YCTaHOBJICHHBIX Mep OOpPBHOBI U MPEIOTBPAIIEHNUS HHTPOAYKIIUH B MOMYJISAIAN KUBOTHBIX,
KOTOpasi MOKET MPUBECTU K CEPbE3HBIM MOCJIEACTBUAM JjIs1 0OIIECTBEHHOTO 3/[paBOOXpa-
HEHHUS.
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