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PacnpocTpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxca noja HaoawaenueM (VUM), Ha oCHOBe KOJIM4€eCTBA X T€eHOMOB,
AenoHupPoBaHHBIX B 0a3y naHHbIX GISAID 3a Henenro ¢ 18 no 24 nosops 2023 r.

@KYVH Poccutickuii HayuHO-UCcie008amenbCKuil npomueoyyMuslil uHcmumym « Mukpoo»
Pocnompebnaoszopa, Capamos, Poccuiickas @edepayus

B 0030pe npeactaieHa uHbopMaIus Mo HUPKYIUPYIOIIUM B HACTOSIIIIEE BpEeMs Ba-
puantam Bupyca SARS-COV-2 Omicron BeieiBaromux natepec (VOI) n Haxoasmmxcs mo
HabmonenueM (VUM), TeHOMHBIE TTOCIIEIOBATEIILHOCTH KOTOPBIX pa3MelieHbl B MEK/TyHa-
ponHoit 6aze nanubix GISAID 3a Hepento ¢ 18 mo 24 nHosiopst 2023 r.

[To cocrosiauio Ha 24 HOsOps 2023 1. B cooTBeTCTBHH ¢ Kinaccupukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux untepec (VOI), oTHeceHbl cyOBapUaHTHI
XBB.1.5, XBB.1.16, EG.5, BA.2.86. Cy6Bapuant BA.2.86 BmnepBble CEKBEHHPOBaH
24.07.2023r., knaccudunupoBad TeXHHYECKOW KOHCYIbTATUBHOM T'PYIION MO 3BOJIONUU
Bupyca SARS-CoV-2 (TAG-VE) kak VOI 21.11.2023r. B rpymnmy nupKyIupyrOIIUX BapH-
aHTOB, Haxojsmuxcs noa HaomoaeHueM (VUM) BrimroueHbl reHeTndeckue guauu: DV.7,
XBB, XBB.1.9.1, XBB.1.9.2, XBB.2.3.

Ha cerogusmnuii nens B 6aze qanabix GISAID Bcero nmpeacrtasneno 16 252 136 re-
HoMoB Bupyca SARS-COV-2 (3a Hepenio aenonupoBano 24 166 mocnenoBarenbHoOCTe#). B
MUpE CTpaHaMH — JIUJEPAMH M0 KOJUYECTBY JCTIOHUPOBAHHBIX TE€HOMHBIX MOCIIEIOBATEb-
Hocteit Bupyca SARS-CoV-2 ocratorcst CIIA — (4 966 496 renomoB — 30,6% oT Bcex pas-
memeHHbIX B GISAID) u Benukoopuranus (3 123 336 remomos — 19,2%).

Bceero B 6a3y nanusix GISAID nenonuposano 8 763 606 reromoB Bapuanta Omicron,
3a aHanu3upyemyr Henento pasmernieHo erie 23 303 reHOMHbIEe TOCHIEN0BATEIbHOCTU —
96,4% ot BceX NMpeCTaBIEHHBIX 3a TEKYIYIO HEJIEI0 reHOBapraHToB Bupyca SARS-CoV-2
(1a mpomuwoit Henene — 94%). Poccuiickumu naboparopusimu pazmeniers! 80 530 reHOMHBIX
nocnenoBarenbHocTet SARS-COV-2, B Tom uyncie BapuanTa Omicron — 48 342 reHoma.

Ha ceromusiamii nenp B 6a3e nanubix GISAID 3adukcupoBaHo nemOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiayiien Hexene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyna, Aurmnbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBwus, borcBana, bocuus u I'epuerosnna, bonaiipe, bpasunus, bpynei, bpuranckue Bup-
TMHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Bearpus,
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Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, I'epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'penus, ['py3us, ['yam,
["abown, Janus, J>xulytu, JJomunukanckas Pecriyonuka, Jlomunuka, JIPK Jlemokpatuyeckas
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, Kaiimanossl OctpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Koipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizusi, Mansausel, Mansta, Mainu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocygapctso Camoa, Huys, Hopserusi, HoBas 3enannus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonnoH, Pecriybnuka Konro, Pecny6nmka Ceitmensckue OctpoBa, Pecryonuka I'Bunest -
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apausi, CeBepHast Makenonus, CeBepubie Mapuanckue octposa, Ce-
Herai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, CroBakusi, Cnoenusi, Cunramnyp, Cu-
pus, CIIIA, Cent-Kurc u HeBuc, Cent-Buncent u I'penagunsi, Cent-JIrocus, Cunt-Mapres,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBanb, Tanzanusi, Tepkc
u Katikoc, Toro, Tonra, Tpunuaan u Tobaro, Tynuc, Typuus, Yranna, Y36ekucran, Ykpa-
vHa, Ypyreau, Ounisinausa, Opannusa, Opanuysckas ['Buana, Opannysckas [lonunesus,
Ounnununbl, XopBatus, YepHnoropus, Yexus, Yunu, Yan, 1{AP, IlIsenus, IBeiinapus,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, DkBaTtopuanbHas ['Bunes, KOAP,
IOxnas Kopes, IOxubiit Cynan, SAnonus, SmMaiika.

3a nporrenmue 4 Henenau 42 crpansl (19,5%) (3a npeapiaynme — 46 ctpan (21,4%)
JOTIONTHUIN JaHHBIE O JEMOHUPOBAHMM TEHOMHBIX IOcienoBareabHOCTed Omicron B
GISAID.

JluHaMuKa pacrpocTpaHeHus B Mupe cyOBapuanToB Omicron CeKBEHUPOBAHHBIX H
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIHpyro-
muxX B Hactosiiee Bpems mrammoB SARS-CoV-2, nomuuupytot cyoBapuantst HV.1 (+
4,74% B cpaBHeHuu ¢ npeapayiei Heneneit), HK.3 (-0,35%), EG.5.1.1(-1,94%) u JG.3.
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuio Ha 21.11.2023 r.)

['eneTnyeckoe paszHooOpaszWe HUPKYIUPYIOIIUX B PErMOHAaX MUpa CyOBapHaHTOB
Omicron 3a nocneaHue 4 Helenu Moka3zaHo Ha pucyHke 2. B ctpanax CeBepHoil AMepuku
JOMHUHUPOBAJI, KaK U Ha Tpenbpiaymiei neaene, cyoBapuant HV.1 (+6,76%), Azun u Tuxo-
okeanckoMm peruone — HK.3 (-4,09% u +6,7% coorBeTcTBeHHO), B IOXHOH AMmepuku —

GN.1.1 (+7,4%),a EG.5.1.1 cmennn GK.1.1 (-10,84%). B Adpuke cpenyt ceKBeHUPOBaHHBIX
3a mocyenHue 4 Heslear reHOMOB yalle ceKBeHnpoBain cyoBapuant XBB.2.3.
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacnpoctpanenue cyOBaprantoB Omicron B pernoHax Mupa 3a nocieanue 4
Henenu (C 24 oxts0pst mo 21 HosOps 2023 1.)

3a mocnenHue 4 Hemenu cpeau cekBeHnpoBaHHBIX TeHOMOB SARS-CoV-2 nons VOI
BO BCEX pErMoHax ocTaercs npeobiianaroiieli, Hanbomnpias — B ctpanax FOxxnoi u CeBepHoit

Awmepuku, Azun. (puc. 3).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Former VOCs/VOIs/VUMs

by BII/GIS, A*STAR Singapore

Pucynok 3. Pacnpoctpanenue cyoBapranToB Omicron B peruoHax MHpa, CEKBEHUPOBAHHbI
3a mocnennue 4 Henenu (C 24 oktsaops mo 21 nosiops 2023 r.)

Bapuantsl, Bei3biBawme uaTepec (VOI)

ITo cocrosHuto Ha 24 Hos1Opst 2023 1. B 6a3y nanubix GISAID EpiCoV nocnenosa-
TenpHOCTH, oTHOCsMecs kK XBB.1.5 (Kraken) nemonupoBansl u3 139 ctpan. Pacmpoctpa-
HEeHHOCTh B mupe — 8,5%, B bensrun, Hunepnannax, ®pannuu — 23%, 20%, 16% cootseT-
ctBeHHo, U3panne u Ucmannu — 12% u 11%, CIIIA u Utanuu — 11%.

Cy6Bapuant XBB.1.16 (Arcturus) nenonupoBan u3 121 crpansl. 3a nocnegnue 4 He-
JIeNTi CyOBapuaHT MPEUMYIECTBEHHO BhIEIsH B XopBatuu (50%), ['epmanuu (27%), So-
Huu (20%), Benukoopuranuu (19%), [Moasire (18%), CIIIA (13%), lseruu (12%), Upnan-
aun (11%), FOxuoit Kopee (11%).

Cyo6Bapuant EG.5 (Eris) cexBenupoBan naboparopusimu 92 ctpaH (Ha mpensiaymeit
Henene — 92 crpanbl). B 6a3e nanubsix GISAID nenonuposano 121 841 renom cyOBapuaHTa,
(na mponutoit Hemene — 111 052 renoma). B ctpanax Asum —Kwurae, Cunramype, FOxHow
Kopee, SInonuu nomns cyoOBapuaHTa cpeii CCKBEHUPOBAHHBIX 32 MOCIEIHNE 4 HEeH IITaM-
moB Omicron cocraBuia 97%, 87%, 79%, 40% coorBercTBenHO. B EBporne 3HaunTenbHOE
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pacmpoctpanenue cyoBapuanta ormeueHno B lIBeitniapuu (60%), Llsenuu (59%), ABctpuun
(57%), Utanuu (54%), I'epmannu (50%), Januu (48%), @panrmu (39%). Ha ameprukanckom
KOHTUHEHTE CyOBapuaHT MIPEUMYILEeCTBEHHO peructpupytoT B Kanane, rae nomnst EG.5 cpenu
CEKBEHHUPOBAHHBIX 3a Iocaeanue 4 Heaenu mrammoB Omicron cocrasuna 64%, CIIIA —51%.

BA.2.86 Obu1 kimaccuUIMpPOBaH KaK BapHaHT, HAXOIAIIUHCS IMOJ HaOIIOACHUEM
(VUM) 17 aBrycta 2023 roga, u Ha ocHOBe 00HOBIeHHOU nHpopmaiuu BA.2.86 u ero nonu-
nuHuy (Burovast JN.1) Terneps kinaccu@uIMpyeTcs: Kak BApUAHT, MPEACTABISIONINN HHTEPEC
(VOI). CyoBapuant BA.2.86 (Pirola) mo coctostHuto Ha 24 HOSIOps IUPKYIHUpYeT B 47 cTpa-
Hax, ero pacpoCTpaHeHHOCTh pacTeT (¢ 8,24% Ha npeasiayieit Heaene 10 13% Ha Tekyien
Henene). B 6aze manasix GISAID nenonupoBano 4 833 renoma cyoBapuanta. BO3, ucxons
W3 UMEIONTUXCS OTPAaHUYCHHBIX JaHHBIX, OIICHUBACT PHUCK ISl 3I0POBbsI HACEICHHS, CO3/1a-
BaeMbIil BA.2.86, B HacTos1iee BpeMst Kak HU3kuil. Hanbonbias 1o1s mociaeaoBaTeabHOCTEN
BA.2.86 npuxonutcs Ha Benuko6putanuto (17,5%, 847 renomon), @panmuro (11,4%, 549
renomoB), IlIsenwmro (11,1%, 537 renomoB), Ucnanuto (7,6%, 366 renomon), CILA (7,5%,
364 renoma), Kanany (6,8%, 223 nmocnenoBatenbHoctn), Janus (5,4%, 259 reHomoB).

BapuaHTsl, Haxoasmuecsi nox Hadawaenuem (VUM)
Cy6Bapuant XBB.1.9.1 (Hyperion) cexkBenupoBan nabopatopusimu 126 crpan. Pac-

POCTPaHEHHOCTh BapHaHTa CHWKaeTcs (3a mocieanue 4 Henenu ¢ 6,9% mo 6,23%). Bbite -
B Cesepnoit u HOxnoit Amepuke (CILA, Ilepy — 13% u 10% cooTtBeTcTBeHHO), B EBpome
(Xopsarus - 11%, Uzpawns — 10%, ITonsma — 9%).

Hupkynsuus cyoBapuanta XBB.1.9.2 3adukcuposana B 104 crpanax. Pacnpoctpa-
HEHHOCTh CyOBapHaHTa yMEHbIIUIACH 10 ypoBHS 1,3%.

Ha 24 nos0pst Konmu4ecTBO CTpaH, U3 KOTOPHIX MPEACTaBICHbI T€HOMHBIE TIOCIIeI0Ba-
tenpHOCTH cyOBapuanTa XBB.2.3 (Acrux) cocraBuio 112. 3a mocnennue 4 HeIeau MpoI0JI-
HIJIOCh CHIDKCHHUE pactipocTpaHeHus cyoBapuaHTa B mupe (¢ 4,7% mo 3,3%).

Cy6Bapuant XBB (Gryphon) uupkynupyert B 147 ctpanax Mupa ¢ TeHIEHIIMEH CHU-
KEHHUSI BO BCEX pernoHax. 3a mocienHue 4 Heleau pacrpoCTpaHEHHOCTh cyOBapHaHTa CoO-
crapisiia MmeHee 3%.

B 6aze manabpix GISAID mpencraBneno 1287 mocnemgoBaTenbHOCTEH cyOBapuaHTa
DV.7.

WNudopmarmst o 0OHOBIECHHBIM JaHHBIM O JCTIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) 8 6a3ze GISAID nana B tabmue 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crtpana

YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE

KommuecTBo
JENOHUPO-
BaHHBIX I'€HO-
MoB Omicron

B ToMm uucne xo-
JINYECTBO T'€HO-
MoB Omicron, Jie-
MOHUPOBAHHBIX
3a nocieauue 4

IIpouieHT reno-
MOB, OTHOCS-
IMXCcs K Bapu-
anty Omicron
(B.1.1.529), ne-
MTOHUPOBAHHBIX

(B.1.1.529) | nemenwm (28.10. —
24112023 1) 3a rocieanue 4
T ' 13 (S0 (N1
ABctpanus (cHmwkenue 3a00- | NSW Health Pathology — Institute of Clinical Pa-
JICBAEMOCTH ) thology and Medical Research; Westmead Hospi- 169248 928 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 192564 248 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 20 0 0.0
3a00JIeBa€MOCTH) :
AnbGanus (crabmnusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1009 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
. . . 616 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 138 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€eBaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
9760 0,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanwms | Child Health Research Foundation
2207 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 939 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benasrus (poct 3aboneBaemo- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 97855 413 99 8
CTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bonrapus (crabunmmsarust 3a- | National Center of Infectious and Parasitic Dis-
7710 0 0,0
00JIEBaEMOCTH ) eases
bonuBus (cumkenne 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1074 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3453 0 0,0
00JIEBAEMOCTH) Innovation
Bbpasunus (cumwkenue 3abone- | Instituto Adolfp Lutz, Interdiciplinary Procedures 116019 48 100.0
BAEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (poct 3aboneBaemo- | National Public Health Laboratory, National Centre
CTH) for Infectious Diseases(National Virology Refer- 6149 0 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmamsa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Bemukobpuranus (poct 3a60- | COVID-19 Genomics UK (COG-UK) Consor-
JICBAEMOCTH ) tium. Wellcome Sanger Institute for the COVID- 1496102 2347 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (camxenue 3aboie- | National Laboratory of Virology, Szentagothai Re-
469 0 0,0
BaEMOCTH ) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
803 0 0,0
00JIeBaEMOCTH)
Brernam (crabunmsamus 3a- | National Influenza Center, National Institute of Hy-
: L 6411 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH ) réné¢(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 446 0 0.0
JICBACMOCTH ) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 692 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4024 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 596 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (cTaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 578312 378 100,0
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 153 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13739 4 100.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penmst (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 91400 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2555 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 369650 844 99,9

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Erumer (crabmmusanmst 3a60- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH )
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1947 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmnusanus 3a- | National — Microbiology  Reference  Labora-
) . 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 118555 113 100.0
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a6o0- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 142520 2 100,0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
39718 0 0,0
3a00J1€Ba€MOCTH) ment
Hopnanus (cradunusanus 3a- | Andersen lab at Scripps Research, CA, USA
243 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 407 0 0.0
GISAID
Upan (poct 3aboneBaecmoct) | National Reference Laboratory for COVID-19,
. 2852 0 0,0
Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 60010 207 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology 11159 67 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 135635 551 100.0
00JIEBaEMOCTH )
Hramus (poct 3aboneBaemo- | Army Medical Center, Scientific Department, Vi- 93791 391 100.0
CTH) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2210 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1321 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 329153 5717 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1627 o5 100.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5586 3 100.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kuraii (poct 3aboneBaemo- Natlona_l Institute for Viral Disease Control and 63455 301 100,0
CTH) Prevention
Konymbust (poct 3aboieBac- Inst.l'futo Nacional ’de.SaIud— Direccion de Investi- 15078 5 100,0
MOCTH) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabmmmsanus | Inciensa, Instituto Costarricense de Investigacion y
N . 9563 0 0,0
3a00J1€Ba€MOCTH) Ensefianza en Nutricién y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 239 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory 526 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmimmsanus 3a60- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keipreizcran  (cradunuzanus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabmmmsanust 3a- | National Institute for Public Health and the Envi-
1236 0 0,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabummsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 974 0 0,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 139 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 931 0 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (poct 3aboneBaemo- | Vilnius University Hospital Santaros Klinikos,
- 11409 0 0,0
CTH) Center of Laboratory Medicine
Jluxtenmreitn  (ctabunuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' : 36971 18 100,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 0 00
JICBAaEMOCTH ) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France 2605 49 100,0
00JIEBAEMOCTH ) SUD
Masgpurtanus (cradunmsarus | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . . 373 0 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 32464 0 0,0
Ministry of Health Malaysia
Manasu (cTabuimzamus 3a00- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JIEBAEMOCTH) Platform
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 159 0 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma- 163 0.0
JICBACMOCTH ) ter Dei Hospital Malta ’
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 37 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabminusaius 3a- | Laboratoire de Biotechnologie 1343 0.0
00JIEBAEMOCTH ) ’
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France

1544 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanus 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-

: 44756 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zamb6uk (crabunmsaius 3a- | KRISP, KZN Research Innovation and Sequencing 731 0.0
00JIeBaCMOCTH) Platform, South Africa ’
Momnnasust (poct 3aboneBae- | ONCOGENE LLC 698 0.0
MOCTH) ’
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira- 18 0.0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris '
Mowurous (ctadbunusanus 3a- | National Centre for Communication Disease 917 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabmnmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies

Mpbsama (ctabunusanus 3a60- | DSMRC 144 00
JIEBAEMOCTH ) ’
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 807 100.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JICBACMOCTH ) Hospital, Kathmandu University Hospital School 1284 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (crabunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBacMOCTH) fectious Diseases(ACEGID), Redeemer’s Univer- 3196 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 78822 158 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy» Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosas 3emangus (crabunmsa- | Institute of Environmental Science and Re- 34734 97 100.0
11s1 3a00JIeBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 62 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabuinzanus 3a- Norv_veglan Institute of Public Health, Department 35683 62 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarus 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center 540 0 0.0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
: L 3423 0 0,0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 81 0 0.0
[Tanama (crabumuzarus 3a60- | Gorgas memorial Institute For Health Studies 3934 0 0.0
JIEBAa€MOCTH ) '
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[TaparBait (poct 3abomesac- | Laboratorio Central de Salud Publica de Paraguay 2188 0 0.0
MOCTH) ’
ITepy (poct 3a6oneBaemocTH) | Laboratorio de Referencia Nacional de Bio-

tecnologia y Biologia Molecular. Instituto Nacional 36877 12 100,0

de SaludPera
ICTTc;IJ;Lma (poct 3aboneBaeMo- | genXone SA, Research & Development Laboratory 45208 149 100.0
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 93954 82 100.0
3a00J1€Ba€MOCTH) ’
[Tyspro Puxo (crabunmsarus | Centers for Disease Control and Prevention Divi- 18307 81 100.0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery ’
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense 633 0 0.0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate ’
Peciyonuka Kupubatu (cta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine 210 0 0.0
3anust 3a607€BaEMOCTH) '
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocti) | CNDR, Departamento de Virologia 335 0 0,0
Pecnyonuka CansBagop (cta- | Genomics and Proteomics Departament, Gorgas 599 0 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctabunusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 8 0 0,0
Petonron (ctabmmusamnus 3a- | CNR Virus des Infections Respiratoires — France
12150 0 0,0

00JIEBAEMOCTH) SUD
Poccust (poct 3aboneBaemo- | WHO National Influenza Centre Russian Federa-
CTH) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 48342 64 100,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusarus 3a6o- | GIGA Medical Genomics 197 0 0.0
JIEBAEMOCTH) ’
Pymbraus (poct 3aboneBaemo- | National Institute of Infectious Diseases—Prof. Dr. 11907 0 0.0
CTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 173 0 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a007€eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 379 0 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2091 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1735 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsl | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 99 0 0,0
CTH) of the West Indies
Cent—Kutc u Hesuc (cradu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (cHmxenue 3aboseBa- | Institute of microbiology and Immunology, Faculty
- L 1685 0 0,0
E€MOCTH) of Medicine, University of Belgrade
Cunranyp (cHrkenue 3a0oe- | National F_>ubI|c !—Iealth Laboratory, National Centre 31142 414 100,0
BA€MOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 898 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

72 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
27425 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 36625 0 0,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ConmomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (pocrt 3a001eBaemoctH) | Colorado Department of Public Health & Environ-
ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2559499 3334 9.9
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli-
29673 0 0,0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 4001 60 100,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 1 0.0
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1. ACS Nano . 2023 Nov 17. doi: 10.1021/acsnano.3c08323. Online ahead of
print.

Bottom-up Assembled Synthetic SARS-CoV-2 Miniviruses Reveal Lipid
Membrane Affinity of Omicron Variant Spike Glycoprotein

Cuntetnueckue MUHHBUPYCH SARS-C0V-2, coOpaHHBIE MO TEXHOJIOTHH «CHHU3Y
BBEPX», BBISIBUJIM CPOJICTBO K JIUITHITHONH MEMOpaHe TJIMKOMPOTEHHA C IIIMITAMH BapruaHTa
OmMukpona

Ana Yagiie Relimpio, Andreas Fink, Duc Thien Bui u ap.

B macTosimeM ucclieqoBaHUM COOpaHHBIC CHU3Y BBEPX CHHTETUYCCKUE MHHHBH-
pycbl SARS-CoV-2 (MiniV) ¢ IUIUAHBIM COCTaBOM, AaHAJIOTUYHBIM COCTaBY MH(DEKITMOH-
HBIX YaCTHII, UCTIOJIB3YIOTCS IS U3yUEHUS M CPABHCHUS CBOWCTB CBS3BIBAHUS Y BapHaH-
toB Omicron u Alpha. C 3To¥ 1eNbi0 POBOJUTCS CUCTEMATHUYECKHUI ()YHKIIMOHATBHBIN
CKPUHUHT JUIS U3y4YEHUs CIIOCOOHOCTH CcBsi3bIBaHUA OesikoB Omicron u Alpha S ¢ moaaep-
YKUBAEMBIMH JIMITHIHBIMU OUCIIOSMU. Bojiee TOTro, THraHTCKHUE OHOCIIONHBIC BE3UKYJIBI
HCIIOJIb3YIOTCS B KAUYECTBE MOJIENU KJIETOYHOW MeMOpaHbI J1JIsl TPOBEICHUS aHau3a KOH-
KYPEHTHOTO B3aUMOJICHCTBUS IBYX BapuaHTOB. HakoHeI, 1Be KJIETOYHBIC TMHUH C PeIIel-
topoM ACE2 u 06e3 HEero HCHONB3YIOTCS IJsi MOJATBEPKICHUS CBOMCTB CBS3BIBAaHUS
Omicron u Alpha MiniV ¢ kietouHoii MmemOpaHoil. B 11eomM pe3ynbTaThl MOKa3bIBAIOT
3HAUUTENBHO OoJiee BhICOKOE cpoAcTBO Omicron S kak K JUNUAHONW MeMOpaHe, Tak U K
peuentopy ACE2. TlpeacraBieHHoe 371eCh UCCIIeI0BaHNE TTOYEPKUBACT MMPEUMYIIIECTBA
CO3/IaHMsI U HCTIOJIh30BaHUsI COOpPaHHBIX CHU3Y BBepX BHpycoB SARS-CoV-2 ans nonuma-
HUs BIUsiHUS u3MeHeHui cpojacta S k ACE2 B uccienoBanusix nHGEKIUH.

2. Cell Rep. 2023 Nov 17;42(12):113444. doi: 10.1016/j.celrep.2023.113444.
Online ahead of print.

Evolution of the SARS-CoV-2 Omicron spike
Oosmrorus mumna Omukpon SARS-CoV-2

Ruth J Parsons, Priyamvada Acharya

O0630p. Bapuant Omukpon SARS-CoV-2, BnepBsie BhISBICHHBIN B HOsiOpe 2021
rojia, ObICTPO PACIPOCTPAHHUIICS ITO BCEMY MUPY U Pa3JICIIHIICSA Ha HECKOJIBKO MOIBapUaH-
ToB. bemok Omicron spike (S) Hakonu GecnpernieIeHTHOE KOJTHMYECTBO M3MEHEHUH MoCIie-
JIOBATEJILHOCTH IO CPABHEHHUIO C MPEIBIIYIIUMHA BaprHaHTaMH. ABTOPBI 00CYXIar0T, KaK
CTPYKTYpHBIE OCOOCHHOCTH S Oenka Omicron MOIYJTUPYIOT CBS3BIBAHUE PEIIETITOpa
KJIETKUA-X035IMHA, TPOHUKHOBEHHE BUPYCA U YKIOHEHUE OT HMMYHHUTETA, M KaK 3T CTPYK-
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TypHBIE 0COOEHHOCTH OTANYatoT Omicron OT IpeAbIAYINX BapuaHnToB. OHU TaKKe MOKa-
3bIBAIOT, KaK KIIIOUEBbIE CTPYKTYPHbIE CBOMCTBA OTCIIEKHUBAIOTCA Y BCE €IE pa3BUBAIO-
muxcs noaBapuaHToB OMHUKpPOHA, a TaKKe IMOMYEPKHUBAIOT BAXKHOCTH IMOCTOSHHOIO
HAOJII0/IEHN 3a 3BOJIIOLMEN IOCIEA0BATENLHOCTH OelKa S ¢ TEUEHUEM BPEMEHU.

3. Virus Res. 2023 Nov 16:199271. doi: 10.1016/j.virusres.2023.199271. Online
ahead of print.

SARS-CoV-2 Variant-Specific Differences in Inhibiting the Effects of the PKR-
Activated Integrated Stress Response

Crneuuduueckue st SARS-CoV-2 paznuuus B nojgaBieHUH 3)PEeKTOB KOMILIEKC-
HOH peaklnu Ha cTpece, aktuBupyemon PKR

Wanda Christ, Jonas Klingstrom, Janne Tynell

WNurerpupoBannsiii otBeT Ha crpecc (ISR) mpencrarisier coboit myTh 3yKapuoTH-
YEeCKUX KJIETOK, KOTOPBIN 3aITyCKaeT OCTAHOBKY TPAHCIISIIIMKM U 00pa30BaHUE CTPECCOBBIX
rpanyn (SG) B OTBET Ha pa3jMyYHbIE CUTHAJIBI CTPECCa, B TOM YHUCIIE BbI3BaHHbIE BUPYC-
HbIMH HH(DeKIusIMU. bblto mokazaHo, 4to Hykieokarncuaabiii 6enok SARS-CoV-2 pazpy-
mraet SG, Ho B3aummozeicTBus SARS-CoV-2 ¢ npyrumMu KOMIIOHEHTAMH ITYTH OCTAIOTCS
MJI0X0 M3y4eHHbIMU. B maHHOM MccnenoBanuu mokasaHo, uto uHpeknus SARS-CoV-2
3amyckaeT ISR mocpencrBom aktuBaruu elF2a-kuna3e PKR, onHOBpeMeHHO HHTHOUPYS
pasnuyHble nocieayroue 3ppextsl. B cooTBeTCTBUM € MPEabITyIIUMU UCCIETOBAHUSIMU
obpazoBanue SG 3 peKTHBHO HTHTUOUPOBATIOCH, & HHAYIIUPOBAaHHOE (HOCPOPUITHPOBAHUE
elF20. mume MUHEMaJIBHO CIIOCOOCTBOBAJIO OCTAHOBKE TPAHCIISAIMHU, HaOII01aeMON B WH-
¢unupoBanHbIX Kietkax. Hecmorps Ha aktuBanuio ISR u octaHoOBKY TpaHchsuuu, 3Kc-
npeccusi cTpecc-3aBUcUMBIX (akTopoB TpaHckpumiuu ATF4 u CHOP ne unnynuposa-
Jachk B KieTkax, nHumupoBaHHbIXx SARS-C0oV-2. OGHapyX)eHbI pa3inuns B aKTUBALUU
ISR mexny npeaxoBeimu SARS-CoV-2 u Bapuantamu Delta u Omicron BA.1: undexuus
Delta BoI3biBana 6osee cnalyro akruBanuio PKR, Torma kak nadexmus Omicron BbI3bI-
Bajia O6ojee Bbicokue ypoBHHU p-elF20, n 3HauuTensHO yBenuumio obpazoBanue SG 1o
CPaBHEHHMIO C [PYTUMU BapUaHTaMU. DTU pe3yIbTaThl TOKA3bIBAIOT, UYTO Pa3HbIC BAPUAHTHI
SARS-CoV-2 mMoryT no-pa3HomMy BIHSTh Ha HOPMaJbHbIE (PYHKIIMU KIETOK, YTO MOXKET
BJIUSThH Ha MATOT€HE3 U CTPATETUU JICUCHUSI.
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