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Pacnpocrpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u naxoasimuuxcs noa HaooaenueMm (VUM), Ha oCHOBe KOJIM4eCTBA X T€HOMOB,
AeMOHUPOBaHHBIX B 0a3y naHHbIX GISAID 3a Henenro ¢ 11 no 17 Hosdps 2023 r.

@KYH Poccutickuii HayuHO-Ucc1e008amebCKull npomueoyymMusli uncmumym « Mukpoo»
Pocnompebnaoszopa, Capamos, Poccuiickas @edepayus

B 00630pe npeacTaBiena uHbopmaius mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Omicron Be3biBaromux uatepec (VOI) u Haxoasmmxcs mo;y
HabmoaenreM (VUM), TeHOMHBIE TIOCIIEIOBATEIbBHOCTH KOTOPBIX pa3MeEIeHbl B MEKTyHa-
ponnoii 6aze nanubix GISAID 3a nenento ¢ 11 mo 17 nosops 2023 r.

[To cocrosinuto Ha 17 HOsi0Ops 2023 1. B cooTBeTcTBUM C Kiaccudukammeit BO3 k Ba-
puantam Bupyca SARS-COV-2, BepBatommx uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16 u EG.5. B rpynny uMpKyJIdpyrOIUX BapUaHTOB, HAXOJSALIUXCS MOJ
Haomogennem (VUM) BxmoueHbl reHetmueckue mauauu: DV.7, XBB, XBB.1.9.1,
XBB.1.9.2, XBB.2.3, BA.2.86.

Ha cerogusmnuuii nens B 6aze qanabix GISAID Bcero mpeacrasiaeno 16 227 970 re-
HomoB Bupyca SARS-COV-2 (3a Heaento aenonupoano 22 335 mocienoBaTeabHOCTH). B
MHUpE CTpaHaMH — JIMJEPAMH MO KOJUYECTBY JACMOHUPOBAHHBIX T€HOMHBIX MOCJIEI0BATENb-
Hocrelt Bupyca SARS-CoV-2 ocrarores CIIA — (4 959 623 renoma — 30,6% ot Bcex pa3me-
mieHHbIX B GISAID) u Benmukoopuranus (3 121 674 renomos — 19,2%).

Bcero B 6a3y nanubix GISAID nenonnposano 8 740 303 renoma Bapuanta Omicron,
3a aHAIM3UpyeMyro Heaeno pasmernieHo emie 20 986 reHOMHBIX TOoCIIeIoBaTeIbHOCTEH —
94% ot Bcex mpeACTaBICHHBIX 3a TEKYIIYIO HeJeNnto reHoBapuantoB Bupyca SARS-CoV-2
(na mpouwtoit Hexene — 99,2%). Poccuiickumu naboparopusimu pazmernensl 80.513 renom-
HbIX TocnenoBarenbHocTeld SARS-COV-2, B ToM uncne BapuanTa Omicron — 48 325 reno-
MOB.

Ha ceronnsimnamii nens B 6a3e qanubix GISAID 3adukcnpoBaHo 1eOHMPOBAHKE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha nmpeasiayiiel Hexene — 215): ABctpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, Aunoppa, Anrona, AH-
turya u bapbyna, Aurmnbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBwus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bputanckue Bup-
TUHCKHE OCTpoBa, byTtan, bypynnu, bypkuna-®daco, Benukobpuranus, Benecyana, Benrpus,



Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, I'epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'penus, ['py3us, ['yam,
["abown, Janus, J>xubytu, Jlomunukanckas Pecriyonuka, [lomunuka, JIPK JlemokpaTuueckast
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, Kaiimanossl OctpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Koipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizus, Maneausel, Mansra, Maiu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocynapctso Camoa, Huys, Hopserusi, HoBas 3enanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonnoH, Pecriybnuka Konro, Pecnybnuka Ceitmensckue OctpoBa, Peciy6onuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apausi, CeBepHast Makenonus, CeBepubie Mapuanckue octposa, Ce-
Herai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, CroBakusi, Cnosenusi, Cunranyp, Cu-
pus, CIIIA, Cent-Kurc u HeBuc, Cent-Buncent u I'penagunsi, Cent-JIrocus, Cunt-Mapres,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBanb, Tanzanusi, Tepkc
u Katikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranna, Y3oekucran, Ykpa-
vHa, YpyrBau, Ounisinausa, Opanuusa, Opanuysckas ['Buana, @pannysckas [lonunesus,
Ounnununbl, XopBatus, YepHnoropus, Yexus, Yunu, Yan, 1{AP, IlIsenus, IBeiinapus,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, DkBaTtopuanbHas ['Bunes, KOAP,
IOxnas Kopes, IOxubiii Cynan, SAnonus, SMaiika.

3a npomemmue 4 neaenu 46 crpan (21,4%) (3a npeasinyimue — 46 crpan (21,4%)
JOTIOJHUJIM JaHHBIE O JCMOHUPOBAHWHM TEHOMHBIX TMoOCieaoBaTeabHOCTeH Omicron B
GISAID.

JluHamuKa pacnpocTpaHeHusi B Mupe cyoBapuanToB Omicron CEeKBEHHPOBAHHBIX U
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIHpyro-
X B Hactosmiee BpeMs mrtaMMoB SARS-CoV-2 kak 1 Ha TpeaplayIlIed Heaene JOMUHH-
pytot cyoBapuantel HV.1 (+ 0,87% B cpaBHenuu ¢ npensiaymieit Heneneit), HK.3 (+0,56%),
EG.5.1.1 +0,25%).
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Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe

(o cocrosinuio Ha 14.11.2023 r.)

['enernueckoe pa3zHooOpasue HUPKYIUPYIOIIMX B PETMOHAX MHUpa CyOBapHaHTOB

Omicron 3a nocneaHue 4 Helenu Moka3zaHo Ha pucyHke 2. B ctpanax CeBepHoil AMepuKu
nomuHupoBai cyoBapuant HV.1 (23,27%), FOxuoit Amepuku — GK.1.1 (21,48%) u XBB.1.5
(10,07%), Asum — HK.3 (35,06%), Tuxookeanckom peruvone — HK.3 (15,03%) u EG 5.1.1
(11,81%). B Adpuke cpeiy ceKBEeHHPOBAHHBIX 32 MOCIICTHIE 4 HEIEN TeHOMOB ITpeodiiaia

cyoBapuant XBB.2.3.
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Pucynok 2. Pacnpoctpanenue cyOBapranToB Omicron B pernoHax Mupa 3a nocieanue 4
Henenu (C 17 oxts0pst mo 14 HosOps 2023 1.)

3a mocneanue 4 HeAeNN Cpeid CeKBEHUPOBaHHBIX TeHOMOB SARS-CoV-2 nonsa VOI
BO BCEX PETMOHAX OcTaeTcs nmpeobianaroiiei, Hanbosbias — B ctpaHax FOxxuoi u CeBepHOM

Awmepukn, Azun (90,6% u 77,6%, 86% coorBeTcTBEeHHO). (pHC. 3).
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Pucynok 3. Pacnpoctpanenue cyoBapranToB Omicron B peruoHax MHpa, CEKBEHUPOBAHHbI

3a nocnennue 4 neaenu (C 17 oxtsa6ps no 14 Hoadps 2023 r.)

BapuanThl, Bei3biBawime uurepec (VOI)
ITo cocrosHuto Ha 17 Hos1Opst 2023 1. B 6a3y nanubix GISAID EpiCoV nocnenosa-

TenbHOCTH, oTHOCsmuecs kK XBB.1.5 (Kraken) nemonuposanst u3 139 ctpan. Coxpansiercs
TEHJCHIIUS CHUYKEHUS IUPKYJISIUKY cyOBapuaHTa. 3a nocieanue 4 Heaenu HauOoubliee pac-
IpOCTpaHEHHE CyOBapHaHT MOIYUMI B ciaenytomux crpanax: bpasumus — 93%, [Tepy — 80%,
Yumu — 46%, benwrus — 17%.

Cy6Bapuant XBB.1.16 (Arcturus) nenonupoBan u3 121 crpansl. 3a nocnegnue 4 He-
Jend CyOBapHaHT TIpeuMylecTBeHHO Boineiasuin B XopBatuu (31%), BemukoOpuranun
(21%), [Moabme (20%), CILA (17%), Upnanauu (12%), benbruu (11%).

EG.5 u ero momnmuanu EG.5.1, EG.5.1.1 u EG.5.2 gBnsrorcs moromkamu XBB.1.9.2
MUMEIOT TOT K€ MPO(HIb AMUHOKHUCIIOT ¢ munamu, yto 1 XBB.1.5 (Kraken). Onnako EG.5
MMEET JOTIOJHUTEIbHYI0 MYTallMi0 aMUHOKHUCIOTE F456L B Genke-mume mo cpaBHEHUIO C
TUMH POJIUTEIHCKUMU CyOBapraHTamu, a nmoaBapuant EG.5.1 umeeT emie oJHy MyTaIuio-
mun, Q52H. Cy6sapuant EG.5 (Eris) cexkBeHnpoBaHn adbopatopusamu 92 ctpad (Ha mpessi-
nyiei Henene — 92 ctpanbl). B 6a3e nanubix GISAID nenonuposano 111 052 renoma cy6-
BapuaHTa, (Ha npouuroit Heaene — 100 347 renomoB). B cTpanax Asum — Manaiizuun, Kurae,



Oxwnoit Kopee, Cunramype, Taunanne, Slnonun, 1ot cyOBapranTa cpein CeKBEHUPOBaH-
HBIX 3a rnociieanue 4 "Henenu mwraMmoB Omicron cocrasuia 100%, 95%, 87%, 86%, 80%,
64%, cootBeTcTBeHHO. B EBporne 3HaunTEIRHOE pacpocTpaHeHne cyOBapuaHTa OTMEYECHO
B Gunnsuauu (70%), Lseitnapuu (61%), seunn (58%), Utanuu (55%), Hopeeruu (54%),
I'epmanuu (53%), Hanum (49%). Ha amMmeprkaHCKOM KOHTHUHEHTE CyOBapHaHT MpEeuMYyIlle-
cTBEHHO peructpupytot B Kanaze, rae nonsa EG.5 cpeau cekBeHHpoBaHHBIX 3a MociieqHue 4
Henend mrammoB Omicron cocrasmia 62%, CIIA — 47%, Ynim — 38%.

Bapuantel, Haxoasinmmecsi noa Haoawaennem (VUM)

Cy6Bapuant XBB.1.9.1 (Hyperion) cexkBenupoBaH naboparopusimu 126 ctpan. Pac-

MPOCTPAHEHHOCTh BapuaHTa 3a nociennue 4 Hexenu B Mupe cocrasuia 6,9%, Beiie - B Ce-
BepHoii u FOxHo#t AMepuke (CLUA, ITepy — 13% u 10% cootBercTBeHHO), B EBpornie (Xop-
Batus - 11%, Uspawmie — 10%, [Tonpima — 9%).

HMupkynsauus cyoBapuanta XBB.1.9.2 3adukcupoBana B 104 crpanax. Pacnpocrtpa-
HEHHOCTh CyOBapuaHTa yMEeHbIIWIACh 10 ypoBHS 1,8%.

Ha 17 HOs0pst KOMYECTBO CTPaH, U3 KOTOPBIX MPEICTABICHBI T€HOMHBIE ITOCIIEI0BA-
TenpHOCTH cyOBapuanTa XBB.2.3 (Acrux) cocrasmiio 111. 3a mocnennue 4 Heneau mpoaoi-
KHJIOCh CHIDKCHHE PaclpocTpaHeHus cyoBapuanrta B mupe (¢ 5% mo 4,7%), Haubombiiee
ycranoiieHo Bo ®panrnuu (13%), [Tonpma (10%), ABctpus (10%), Benukoopuranuu (8%),
benabruu (7%).

Cy6Bapuant XBB (Gryphon) uupkynupyert B 147 ctpanax Mupa ¢ TeHACHIIMEN CHU-
KEHHUS BO BCEX PErMOHAX. 3a MOCJIeAHUE 4 HEJEeNHM PaclpOCTPAHEHHOCTh COCTaBIIsAjIa Me-
Hee 3%.

Cy6Bapuant BA.2.86 (Pirola) mo cocTostuuio Ha 17 HOsIOpst IUpKYIUpPYeET B 46 cTpaHe
MUpa, pacupocTpaHeHHOCTh — 8,24%. B 6a3e nanusix GISAID nenonunpoBano 3 452 renoma
cyOBapuaHTa, OoJbiie Bcero — nadoparopusmu BenukoOpuranuu, @panmuu, [senuu, Uc-
nanuu, Kanaael, CIIIA, lanuu u ABcTpaiumu.

Nudopmanst mo 0OHOBIEHHBIM JAHHBIM O JIEIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3ze GISAID nana B Tabmue 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crtpana

YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE

KommuecTBo
JENOHUPO-
BaHHBIX I'€HO-
MoB Omicron

B ToMm uucne xo-
JINYECTBO T'€HO-
MoB Omicron, Jie-
MOHUPOBAHHBIX
3a nocieauue 4

IIpouieHT reno-
MOB, OTHOCS-
IMXCcs K Bapu-
anty Omicron
(B.1.1.529), ne-
MTOHUPOBAHHBIX

(B.1.1.529) | memenwm (21.10. —
17.11.2023 ) 3a rocieanue 4
T ' 13 (S0 (N1
ABctpanus (poct 3aboneBae- | NSW Health Pathology — Institute of Clinical Pa-
MOCTH) thology and Medical Research; Westmead Hospi- 168248 558 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 192486 352 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 20 0 0.0
3a00JIeBa€MOCTH) :
AnbGanus (crabmnusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1009 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
. . . 616 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 138 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€eBaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
9760 0,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanwms | Child Health Research Foundation
2207 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 939 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benasrus (poct 3aboneBaemo- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 97677 473 99 8
CTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bbonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis- 7708 17 100.0
00JIEBaEMOCTH ) eases
bonuBus (cumkenne 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1074 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3453 0 0,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmzarus 3a- | Instituto Adolfp Lutz, Interdiciplinary Procedures 115181 21 100.0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6149 5 100,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0,0
BAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1ms 3a00JI€BaCMOCTH) tium. Wellcome Sanger Institute for the COVID- 1494371 2513 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re- 469 00
00JIeBaCMOCTH) search Centre ’
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular 803 0.0
00JIeBaEMOCTH) :
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. . . 6411 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 00
JIEBAEMOCTH) réné(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 446 0.0
JICBAEMOCTH) LNSP(HAITI — LNSP) ’
laitana (crabunmmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab 333 0.0
JICBAa€MOCTH ) ’
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 692 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4024 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 596 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (cTaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 577181 226 100,0
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 153 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13734 5 100.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penmst (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 91400 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2555 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 369082 812 99,9

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunusarus 3a6o- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH )
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1947 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmnusanus 3a- | National — Microbiology  Reference  Labora-
) . 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 118477 104 081
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a6o0- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 142520 4 0.0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
39717 0 0,0
3a00J1€Ba€MOCTH) ment
Hopnanus (cradunusanus 3a- | Andersen lab at Scripps Research, CA, USA
243 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 407 0 0.0
GISAID
Upan (crabunusanus 3aboie- | National Reference Laboratory for COVID-19,
. 2852 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 59856 188 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology 11149 108 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 134577 465 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 93141 505 99.8
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2210 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1321 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 325296 5082 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1584 0 0.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 63026 452 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., el 15278 9 100,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
N . 9563 4 100,0
3a00J1€Ba€MOCTH) Ensefianza en Nutricién y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 239 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory 526 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmmmsanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keiprencran (crabunuzamus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabunmsanust 3a- | National Institute for Public Health and the Envi-
1236 1 100,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 918 3 100,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 139 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 931 0 0,0
land
JluBust (crabunusanus 3a00- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (poct 3abomeBaemo- | Vilnius University Hospital Santaros Klinikos,
- 11409 0 0,0
CTH) Center of Laboratory Medicine
Jluxtenmreitn  (ctabumuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JlrokcemOypr (crabunuzanus | Laboratoire national de santé, Microbiology, Mi-
. . 36631 0 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 0 00
JICBAaEMOCTH ) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France 2605 88 96.7
00JIEBAEMOCTH ) SUD
Masgpurtanus (cradunmsarus | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . : 373 0 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 32389 18 100,0
Ministry of Health Malaysia
Manasu (cTabumzamus 3a00- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JIEBAEMOCTH) Platform
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 159 0 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
: : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 37 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapokko (crabmnmsanusi 3a- | Laboratoire de Biotechnologie
1343 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1544 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanms 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 44756 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
: 731 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmsanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) : . 18 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 917 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabunmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 144 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 806 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1284 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (cradbunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIEBAEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3196 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 28724 993 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosas 3emangus (crabunmsa- | Institute of Environmental Science and Re- 34673 270 100.0
111s1 3a00JIEBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 62 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabunusanus 3a- Norv_veglan Institute of Public Health, Department 35514 55 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarms 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center 540 5 100.0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
; L 3406 0 0,0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a00- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 81 0 0.0
[Tanama (crabumuzarus 3a00- | Gorgas memorial Institute For Health Studies
3234 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunu3sarus 3a- | Laboratorio Central de Salud Publica de Paraguay
2188 0 0,0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 36630 10 100,0
de SaludPeru
ICTTc;IJ;Lma (poct 3aboneBaeMo- | genXone SA, Research & Development Laboratory 45058 69 100.0
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 93848 0 0.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (cradunmsarus | Centers for Disease Control and Prevention Divi-
! . i : 18158 22 100,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3abonesaemoctn) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
210 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocTti) | CNDR, Departamento de Virologia 335 0 0,0
Pecnyonuka CansBagop (cta- | Genomics and Proteomics Departament, Gorgas 599 0 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctadbumusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 8 0 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0 0,0

00JIEBAEMOCTH) SUD
Poccust (poct 3aboneBaemo- | WHO National Influenza Centre Russian Federa-
CTH) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 48325 231 100,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 197 0 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 11766 0 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 379 5 100,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2091 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1735 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 99 0 0,0
CTH) of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1685 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_>ubI|c !—Iealth Laboratory, National Centre 31142 841 100,0
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 898 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

72 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
27425 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 36625 0 0,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2551848 2410 N7
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 29673 29 100.0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 3962 34 100,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (ctabuinsa-

Carrington Lab, Department of Preclinical Sci-

11s1 3a00JIEBAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0

of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 1 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3adomne- | Unité Mixte Internationale TransVIHMI(UMI 233

BacMOCTH ) IRD — U1175 INSERM — Université de Montpel- 507 0.0
lier) IRD(Institut de recherche pour le développe- ’
ment)
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Hyoaukanun

1. Fast evolution of SARS-CoV-2 BA.2.86 to JN.1 under heavy immune pressure

brictpas sBomonust SARS-CoV-2 BA.2.86 1o JN.1 o cuabHBIM UMMYHHBIM JaBJie-
HUEM

Yunlong Cao, Sijie Yang, Yuanling Yu u ap.
doi: https://doi.org/10.1101/2023.11.13.566860

Xots BapuanT SARS-CoV-2 BA.2.86 mpoaeMOHCTpUPOBAI 3HAUUTEIbHBIN aHTUT€H-
HBI Apelid u noBbleHHY0 apduHHOCTD cBsi3biBaHUsI ACE2, ero cnocoOHOCTh yKIIO-
HATBCSA OT TYMOPAJIbHOTO UMMYHHUTETA ObLIa OTHOCUTENBHO YMEPEHHOM MO CPAaBHEHUIO C
JTOMMHAHTHBIMU mTamMmMamu, Takumu kak EG.5 u HK.3. Ognako nosiBieHre HOBOro cyo-
BapuaHTa JN.1 (BA.2.86.1.1), xoTopslif 001agaeT AOMOJIHUTEIHLHON IIUIIOBOW MyTaluen
L4558 no cpaBuenuto ¢ BA.2.86, compoBOXIaa0Ch 3aMETHBIM POCTOM €r0 pacupocTpa-
HenHoctu B EBporne u CeBepHoit Ameprike, 0cooeHHO BO DpaHiuu. ABTOPBI OOHAPYKUIIH,
yto L455S 3HaunTENbHO YBETUYMBAET BO3MOKHOCTH YKJIOHEHHUS! OT UMMYHHUTETA 34 CUET
cHmkenus: appunHoctu cBaspiBanuss ACE2. Orta myranus no3Bosser JN.1 apdexruBHO
YKJIOHATBCSI OT HEUTPaIU3YIOIIMX aHTUTEN Kiacca 1, KOMIEHCUPYsS BOCHPUMMYHUBOCTH
BA.2.86 u, Takum 00pa3oM, MO3BOJISAS €My IPEB30MTH KaK CBOETO MPEIIICCTBEHHHKA
BA.2.86, Tak u npeobnamaromme Bapuantel HV.1 (XBB.1.5+L452R+F456L) u JD.1.1
(XBB.1.5+L455F+F456L+A475V) ¢ TOUYKM 3peHus YKIOHEHHUSI OT T'YMOPaJIbHOTO UMMY-
Hutera. beictpas sBomronus or BA.2.86 xk JN.1, ananoruunas 6osiee paHHEMY MEPEXOY
ot BA.2.75 x CH.1.1, noguepkuBaeT BaXXKHOCTh TIIATEILHOTO MOHUTOPUHIA IITAMMOB C
BbIcOKOU appuuHOCThIO CBsA3bIBaHUSI ACE2 M BbIpaK€HHOW aHTUTE€HHOCTHIO, HECMOTPS
HAa UX HUYEM He MpuMevaTesIbHbIe CIOCOOHOCTH YKJIOHATHCA OT MMMYHHOTO oTBeTa. Ta-
KH€ MITaMMbI CTOCOOHBI OBICTPO HAKAIIMBATH MYTAIIMH, KOTOPHIE YCUITUBAIOT UX UMMYH-
HBI yXOJ BO BpeMs II€pPeIayuy, 4acTo 3a CUET CBA3BIBAHMS C PELENTOPOM.

2. Full-spike deep mutational scanning helps predict the evolutionary success of
SARS-CoV-2 clades

IMostHomacmiTa0HOE I1y00KOe MYTAlIHOHHOE CKAHNPOBAHHE NOMOTraeT NMpeacKa3aTh
IBOJIIOLUOHHBIH ycnex kiaag SARS-CoV-2

Bernadeta Dadonaite, Jack Brown, Teagan E McMahon u np.

doi: https://doi.org/10.1101/2023.11.13.566961

ABTOPBI UCIOJIB3YIOT IITy00KOE€ MYTAallMOHHOE CKAaHUPOBAHUE MICEBJOBUPYCOB, UTOOBI U3-
MepuTh, kKak >9000 myraumii Bo Bcex munax XBB.1.5 u BA.2 Bausitor Ha cBsi3bIBaHUE
ACE2, npoHUKHOBEHHE B KJIIETKH WJIH YCKOJb3aHHUE OT CHIBOPOTKHU uenoBeka. OHu oOHa-
PYKWJIM, YTO MYTAllMM 3a MpejaesiaMu pelenTop-cBa3biBatoniero nomeHa (RBD) cymie-
cTtBeHHO moBnusuH Ha cBs3biBaHue ACE2 Bo Bpems spomonmu SARS-CoV-2. Cambie
CWJIbHBIE MYTallMU YCKOJIb3aHUS OT CIBOPOTKH HaxoasTcs B RBD B caiitax 357, 420, 440,
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456 u 473, olHaKO aHTUI€HHOE BO3JEHCTBUE 3TUX MYTAllMil BApbUPYETCS y Pa3HbIX JIO-
Jieil. BeIsBIIEHBI CHIIBHBIE ONIOCPENYIOIIME YCKOIb3aHUe MyTaluu 3a npeaenamu RBD; ox-
HAaKO MHOTHE M3 HUX YMEHbINAIOT cBsi3biBaHuEe ACE2, 4TO m03BOJSET MPEANOI0KUTh, UTO
OHHM JICHCTBYIOT IIyTeM MOAYJISIUU KoHpopMauuu RBD.

3. Long-term serial passaging of SARS-CoV-2 reveals signatures of convergent evo-
lution

JoarospemenHoe naccupoBanue SARS-CoV-2 o0Hapy:kuBaeT NMpH3HAKH KOHBep-
TeHTHOM 3BOJIIOLMH

Charles S.P. Foster, Gregory J. Walker, Tyra Jean u np.

doi: https://doi.org/10.1101/2023.11.02.565396

HeBsate nunmii Bupyca SARS-CoV-2, B Tom uncne yetbipe VOC u tpu 6biBIInx VUI, mo
knaccuukauuu BO3, Opu1n BIOpaHbI 1151 U3YUEHHUS BHYTPH- U MEXKIMHENHON 3BOTIOLUN
IOCPEACTBOM JIOJITOCPOYHOIO CEPUITHOrO MaccupoBaHus B KieTkax Vero E6. Bupychl
OBLTH 0TOOpaHBI Kak MUHUMYM M3 33 maccaxkei (nquanazon 33—100) u mpoaHaTM3UPOBAHbI
¢ ucnosib3oBanueM WGS 151 u3yyeHus S3BOJIONMOHHON TMHAMUKHU U BBISBICHUS KIIIOUE-
BbIX MYTallUMi, BIUSIOIIMX HA MPUCIHOCOOJIEHHOCTh BHpYyCa, €r0 TPAHCMUCCUBHOCThH U
YKJIOHEHHE OT MMMYHUTETa. Bee maccaku NMpoaosrKaau peluIniupoBaTbesl B KyJIbType,
HECMOTPS Ha PETYJIIPHOE HAKOIUIEHUE MyTaluii. B Xoxe nonyIsslinOHHBIX UCCIIEI0OBAaHUI
ObUIM TOJTyYEHbI JOKa3aTeIbCTBA KOHBEPIE€HTHOI'O MPUOOpPETEHUsT MyTalluil Kak MEXIy
[aCCUPYEMBIMH JIMHUAMH, TaK U IO CPABHEHHIO C OJJHOBPEMEHHBIMU KIIMHUYECKUMH I10-
cnenosarenbHocTIMU SARS CoV-2. [lpeanonaraercs, 4To HEKOTOPHIE U3 3TUX KOHBEP-
TEHTHBIX MYyTallUi UTPAIOT BaXXHYIO poiib B nponudepaunu auauit SARS-CoV-2, nanpu-
Mep, MyTEM YKJIOHEHHUsI OT MUMMYHHBIX OTBETOB X035iuHa (Hanpumep, S:A67V, S:H655Y).
Y4uuteiBast, YTO ITH MyTallud BO3HUKIIM in Vitro B OTCYTCTBUE UMMYHHOTO OTBETa MHOTO-
KJIETOYHOTO XO3MHA, MOKHO IIPEAINOIOKUTh, YTO MyTallus F€HOMa BHpyca BO3HHUKJIA B
pe3ynbTaTe CTOXACTUYECKUX COOBITHH, a He MyTalui, BbI3BAaHHBIX UMMYHHTETOM. Bo
BpeMsI CEpUIHHOTO0 Maccaka HaOII01aI0Ch PErYISIPHOE MOSBIEHUE U TIOTEPS HU3KOYaCTOT-
HBIX BapHAHTOB, HO HEKOTOPBIE U3 HUX (PUKCHPOBAIMCH B MOCIEIYIOIINX MHOXKECTBEHHBIX
naccaxax, 4To yKa3blBaeT JUOO Ha MoJib3y MyTalluu in Vitro, 1100, Mo KpaiiHel Mepe, Ha
OTCYTCTBHUE BpeaHOro 3¢ dekTa, Mep A cHUKeHHUs Bo3aeiicTBus nHpekunu SARS CoV-
2 Ha YeJIOBEYECKYIO NOMYJISLUIO.

4. Virological characteristics of the SARS-CoV-2 Omicron HK.3 variant harboring
the ""FLip"* substitution

Bupycoaornyeckue xapakrepucruku Bapuanta SARS-CoV-2 Omicron HK.3, conep-
skamero 3ameny «FLip».

Yusuke Kosugi, Arnon Plianchaisuk, Olivia Putri u map.

doi: https://doi.org/10.1101/2023.11.14.566985

[To manubiM Nextstrain, B HossOpe 2023 roga motomku SARS-CoV-2 XBB, Bkmrouas
EG.5.1 (XBB.1.9.2.5.1), npeo0nanaroiiyro B HACTOSIIIEE BPEMS JINHUIO, LIUPKYJIUPYIOT 110
Bcemy mupy. EG.5.1 umeer xapakTepHyl0 aMHHOKHCIOTHYIO 3aMeHy B Oenke-murne (S),
S:F456L, koTopas CHOCOOCTBYET €ro YyCKOJIb3aHHIO OT T'yMOPadbHOTO HWMMYHHUTETA.
EG.5.1 nonyunn nanpHeliee pa3BUTHE, U BO3ZHUKIIA €r0 TOTOMKOBAs IMHUS, COAepKaIlas
S:L455F (t.e. EG.5.1+S:L455F), nonyuumias nazeanue HK.3 (XBB.1.9.2.5.1.1.3). HK.3
NEePBOHAYAIBHO OBLT OOHApyxkeH B BocTouHOW A3uwu M OBICTPO PacHpOCTPAHSETCS IO
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Bcemy mupy. I[lpumeuarensHo, uro cyOoBapuantel XBB, necymue 3amensr S:L455F u
S:F456L, sxmouas HK.3, Ha3siBatoTcs Bapuantamu FLip. Otu Bapuantsel FLip, Takue kak
JG.3(XBB.1.9.2.5.1.3.3),JF.1 (XBB.1.16.6.1) u GK.3 (XBB.1.5.70.3), BO3HUKJIK KOHBEP-
TEHTHO, YTO MO3BOJISET MPEANOI0KUTh, YTO MPUOOPETEHNE 3TUX ABYX 3aMeH naeT XBB
MIPEUMYIIECTBO B POCTE YEJIOBEUECKOM MOMYJISIUN. ABTOPBI UCCIIEI0BAIA BUPYCOJIOTHYE-
ckue cBorictBa HK.3 kak mpeactaBurtens BapuanToB FLip. OHU CKOHCTpYyHpPOBAIU TICEB-
JOBUPYChl Ha OCHOBe JeHTuBUpycoB ¢ S73 Oenxkamu XBB.1.5, EG.5.1, HK.3 wu
XBB.1.5+L455F.74. Xotsa 3amena S:L455F 3HaunTenpHO MOBBIMAa WHPEKIIMOHHOCTD
XBB.1.5,75 uadexknuonnocts HK.3 (unentnunas EG.5.1+S:L455F) Gbuta conocraBuMa
c takoBoir y 76 EG.5.1. Pacxoxnenue >¢dexra S:L455F mexny XBB.1.577 u EG.5.1
MOHO OOBSICHUTH dMKUcTaTuueckuM 3 dexroM cTpykTyp 6enkoB S78 XBB.1.5 u EG.5.1.
OTH pe3yJIbTaThl IO3BOJIAIOT MPEANION0KUTE, 4TO yBennueHue Re HK.3 He cBs3aHo ¢ no-
BBIIIICHHOM MH(EKITMOHHOCTRIO, BEI3BaHHOM S:L455F.
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