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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst mox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX FT€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID

3a Heaedro ¢ 4 mo 10 Hosops 2023 1.
@KVH Poccutickuil HayuHO-UCCcie008amenbCKuil npomueoyyMuslil uHcmumym « Mukpoo»
Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B 0030pe npeactaBiena uHdopmaIus Mo HUPKYIUPYIOIIMM B HACTOSIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxonsmuxcs noa Hadmoaenrem (VUM), reHOMHBIE OCTEI0BATEILHOCTH KOTOPBIX pa3Me-
IICHBI B MeXayHapoaHoi 6a3e manubix GISAID 3a Henenro ¢ 4 mo 10 nosops 2023 r.

[To cocrosinuto Ha 10 HOsOps 2023 1. B cooTBeTCTBUM C Kiaccudukaimeit BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux untepec (VOI), oTHeceHbl cyOBapUaHTHI
XBB.1.5, XBB.1.16 u EG.5. B rpynny mypkyJIupyromux BapuaHTOB, HAXOIAIIUXCS IMOJ
Habmogennem (VUM) BxmoueHbl reHetmueckue mauauu: DV.7, XBB, XBB.1.9.1,
XBB.1.9.2, XBB.2.3, BA.2.86. Cy6Bapuant DV.7 Bnepssie cekBeHupoBan 19.01.2023 r.,
kjaccupuuupoBad TeXHUUECKON KOHCYIbTATUBHOM IpyNmoi mo 3Bojiouuu Bupyca SARS-
CoV-2 (TAG-VE) kak VUM 23.10.2023 .

Ha cerogusimauii gens B 6a3e manubix GISAID Bcero mpeacrtasieno 16 205 615
16 184 483 renomos Bupyca SARS-COV-2 (3a Henemo nenonupoBano 21 132 nocnenosa-
TENBHOCTH). B Mupe cTpaHamu — JInJiepaMu M0 KOJIMYECTBY JICTOHUPOBAHHBIX T€HOMHBIX I10-
cienoBarenbHocTel Bupyca SARS-CoV-2 ocratorcs CHIA — (4 954 570 renomos — 30,6%
ot Bcex pa3merneHHbIX B GISAID) n Benukoopuranus (3 119 955 renomos — 19,3%).

Bcero B 6a3y mannbix GISAID nenonunposano 8 719 317 renomoB Bapuanta Omicron,
3a aHanmu3upyemyro Henaemto pasmenieHo emie 20 992 reHoOMHBIX MOCIEI0BATEIBHOCTEH —
99,2% ot Bcex IMpeCTaBIEHHBIX 3a TEKYILYIO HEJIEI0 reHOBapraHToB Bupyca SARS-CoV-2
(ma mponutoi Henene — 98,4%). Poccutickumu mabopatopusmu pasmenieHsl 79 569 renom-
HbIX nocieaoBaTenbHocTet SARS-COV-2, B ToMm unciie Bapuanta Omicron — 47 381 renom.

Ha ceromusimamii nenp B 6a3e nanubix GISAID 3adukcupoBaHo n1emOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha nmpeasiayiiel Hexene — 215): ABctpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, Aunoppa, Anrona, AH-
turya u bapOyna, Aurunbsa, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
muBus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bputanckue Bup-
TUHCKHE OCTpoBa, byTtan, bypynnu, bypkuna-®daco, Benukobpuranus, Benecyana, Benrpus,



Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, ['epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'perus, ['py3us, ['yam,
I"abown, Janus, J>xulytu, JJlomunukanckas Pecriyonuka, lomunuka, JIPK JlemokpaTtuueckast
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unnus, Uunonesus, Mopnanus, Upak, Mpan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OctpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxka, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kropacao, Jlaoc, JlatBus, JluGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizusi, Mansausel, Mansta, Mainu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocygapctso Camoa, Huy», Hopserusi, HoBas 3enanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonnoH, Pecriybnuka Konro, Pecnybnuka Ceitmensckue OctpoBa, Pecriyonuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apausi, CeBepHast Makenonus, CeBepubie Mapuanckue octposa, Ce-
Herai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, Cioakusi, Cnoenusi, Cunramyp, Cu-
pus, CIIIA, Cent-Kurc u HeBuc, Cent-Buncent u I'penagunsi, Cent-JIrocus, Cunt-Mapres,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunaun, TaliBans, Tanzanus, Tepkc
u Katikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranna, Y3oekucran, Ykpa-
vHa, Ypyreau, Ounisinausa, Opannusa, Opanuysckas ['Buana, Opannysckas [lonunesus,
Oumnununsl, XopBarus, Yepnoropus, Yexusa, Yunm, Yan, AP, HIseuus, llseiiuapus,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, DkBaTtopuanbHas ['Bunes, KOAP,
IOxnas Kopes, IOxubiii Cynan, SAnonus, Smaiika.

3a nporenmue 4 Heneau 46 ctpan (21,4%) (3a npeapiayiue — 46 crpansr (21,4%)
JOTIONTHUIN JaHHBIE O JEMOHUPOBAHMM TEHOMHBIX IOcienoBareabHOCTed Omicron B
GISAID.

JluHaMuKa pacrpocTpaHeHUs: B Mupe cyOBapuanToB Omicron CEKBEHHUPOBAHHBIX U
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIHpyro-
mux B Hacrosimee BpeMmsi mrammoB SARS-CoV-2 nomunmpyror cy6Bapuantel HV.1 (+
2,47% B cpaBHeHuu ¢ npenbiaymei Heneneit), HK.3 (+0,9%), EG.5.1.1 (-2,67%).



Omicron sublineages
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuto wa 07.07.2023 r.)

I'enetnueckoe pa3zHOOOpazue LUPKYJIUPYIOLUIMX B PETHOHAX MHUpPa CyOBapHaHTOB
Omicron 3a nocneanue 4 HeAeNu MOKa3aHo Ha pucyHke 2. B EBpore nponomkaioT JTOMUHH-
poBatb cyoBapuanTsl EG.5.1.1 u EG 5.1.3 (8,2% u 6,64% cootBercTBeHHO), CeBepHOi AMe-
puke — HV.1 (20,63%), EG.5.1.1 (7,13%), B ctpanax Asuu — HK.3 (32,78%), TuxookeaH-
ckom peruone — HK.3 (11,99%) u EG 5.1.1 (11,38%). B ctpanax FOxHoit AMepuku 3a 1mo-
cienanue 4 Henenu npeodnananu cyoBapuantel GK.1 (23,81%), GK.1.1 (14,29%) u XBB.1.5
(14,29%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Variants of Interest

(Omicron XBB.1.5, XBB.1.16, EG.5
and sublineages)

Other Omicron (non-VOC/VOI/VUM)

Former VOCs/VOIs/VUMs

Sublineages shown here
do not include

any descendant lineages.

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories

of sequence data on which the
analysis is based.
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Pucynok 2. Pactipoctpanenue cyoBapuanToB Omicron B pernoHax Mupa 3a rnocieasue 4

Henenu (C 10 okTs0pst o 7 HosiOpst 2023 r.)

3a nocneaHue 4 HeAEIU TPOJAOIKHUIICA POCT pacpocTpaHeHHOCTH BapuaHToB VOI Bo
BCEX PEruoHax, MX JOJs OcTaercs Mpeo0najarolleld cpeid CEKBEHUPOBAHHBIX T€HOMOB
SARS-CoV-2, naubospmas — B ctpanax FOxuoi u CeepHoii Amepuku, Asuu (85,7% wu

78,2%, 82,2% cooTBeTcTBeHHO) (pHC. 3).
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 3. Pacnipoctpanenue cyoBapuanToB Omicron B perioHaX MHpa, CEeKBEHUPOBAaHHbI
3a ocnenuue 4 negenu (C 10 oktsi6ps mo 7 HostOpst 2023 1.)

Bapuaunrsl, Bei3biBawmme uarepec (VOI)
I[To cocrosinuto Ha 3 Hos1Ops 2023 r. B 6a3y ganubix GISAID EpiCoV nocnenosarens-

HoctH, oTHOcsmuecs Kk XBB.1.5 (Kraken) nenmonuposansl u3 139 ctpan. Coxpansiercst TeH-
JCHIIUS CHUKEHUS HUPKYJIALUY cyOBapuaHTa. 3a nocieaHue 4 Heienu HauboJbliee pacipo-
CTpaHEHHUE CyOBapUaHT MOJYyUMII B cleayroux crpanax: bpasunus — 83%, Hopserus — 27%,
Snonus — 13%, Mcnanus — 13%.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 120 crpan. 3a mocnennue 4 He-
JIeNTi CyOBapuaHT MPEUMYIIIECTBEHHO BbIie U B Benukoopuranuu (22%), [Tonbmie (21%),
FOxHoit Kopee (19%), Cnosenuu (19%), CIIA (18%), 'epmanuu (14%), ABctpanuu (14%),
Asctpuu (14%), Hunepnannax (13%) Upnanmuu (13%), Kanane (11%), Asctpuu — (11%).

Cy6Bapuant EG.5 (Eris) cexBenupoBan nabopatopusimu 92 crpaH (Ha mpeabLayIiei
Henene — 91 crpana). EG.5 nmo-npexxnemMy siBisieTcs Hanbosiee pacpoCTpaHSCHHBIM IIPEICTaB-
JISFOIIMM UHTEPEC BapUAHTOM, JI0JIsl KOTOPOTO MpoaosnkaeT pacTu. B 6aze manusix GISAID
nenonnpoBano 100 347 renomoB cyOBapuaHTa, (Ha npouwioit Henene — 93 484 renoma). B
ctpanax Asuu — Kurae, Cunranype, Tannanne, Anonun, FOxuoit Kopee nonst cyoBapuanta
Cpei CEKBEHHPOBAHHBIX 3a mociaeanue 4 neaenu mrammoB Omicron cocrasmia 95%, 87%,
61%, 57%, 52%, cootrBeTcTBeHHO. B EBporie 3HaunTepHOE pacpocTpaHeHHe CyOBapuaHTa
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ormeueHo B llIBeuun, Ucnanguu, Upnanauun, Uranuu, Opannuu, lanuu, VMcnanuu, AB-
ctpun, ['epmanuu, Hunepnannax, bensrun, [lonpie, rae qois cyoBapuaHTa cpeiy CEKBEHH-
POBaHHBIX 3a MOceaHue 4 Hemenu mraMMoB Omicron cocrasmia ot 59% m0 42%.
Bapuanrsl, Haxoasiuecs nojx Haoaoaeauem (VUM)
Cy6Bapuant XBB.1.9.1 (Hyperion) cexkBeHupoBaH nadoparopusimu 125 crpan. Pac-

MIPOCTPAHEHHOCTh BapUaHTA 3a nocienHue 4 Henenu B Mupe cocrasuia 6,6%, Boimie - B Ce-
BepHoi u FOxHoit Amepuke (Kanaga, CIIA, Bpazunus — 8%, 10%, 10% coOTBETCTBEHHO).
B crpanax Asum pacnpocTpaHeHHOCTH cocTaBmia 3% (Smonus - 4%, Oxuas Kopes — 5%).

Mupkynsauusa cyoBapuanta XBB.1.9.2 3a¢ukcupoBana B 104 crpanax. Pacnpocrpa-
HEHHOCTh CyOBapHaHTa yMEHbIIMIACH A0 YpoBHs 1,9%.

Ha 10 HOs0pst KOIMYECTBO CTpPaH, U3 KOTOPBIX MPEICTAaBIEHBl T€HOMHBIE I1OCIIE10Ba-
TenbHOCTU cyOBapuanTa XBB.2.3 (Acrux) cocrasuiio 111. 3a mocnennue 4 Henenu npoaoi-
KHWJIOCH CHIDKEHHE pacipoCcTpaHeHus cyoBapuanta B Mupe (5%), Hanboubliiee yCTaHOBICHO
B0 ®pannuu (17%), beasruu (14%), I'epmanuu (10%), Benukoopuranuu (9%).

Cy6Bapuant XBB (Gryphon) nupkynupyet B 146 crpanax Mupa ¢ TeHACHIIMEH CHU-
’KEHHS BO BCEX pernoHax. 3a rnociennue 4 Hellelnu pacpoCTPaHEHHOCTh cocTaBisia 2,3%

Cyo6Bapuant BA.2.86 (Pirola) mo coctosuuto Ha 10 HOsIOps tupKyaupyeT B 41 cTpane
mupa. B 6a3e nannsix GISAID nenonuposano 2 404 renoma cyOBapuaHTa, OOJIbIIIE BCETO —
naboparopusimu BenukoOputanuu, ®pannuu, [lsenuu, Mcnanuu, Kanane:, Januu, CILLIA.
MonenupoBaHue SMUAEMUYECKON JWHAMUKH HOBBIX BapHMaHTOB KOPOHBI IMOKA3aJi0, YTO
BA.2.86 B cpenneM 3HauuTeNbHO O0see 3apas3eH, ueM, Hanpumep, EG.5. Bo Bpems skcniepu-
MEHTAJIbHBIX MCCIICIOBAHUM Ha XOMSIKax HMcclienoBarenu oOHapyxwin, yto BA.2.86 Menee
MATOTEHEH, YeM €T0 MpeAIeCTBEHHUK (cyOonnuus oMukpoHa BA.2). JlanpHeiimme sxcnepu-
MEHTHI TTOKa3aiau, uto Pirola, mo-Buammomy, o01agaeT HU3KOM ClTIOCOOHOCTHIO K pa3MHOXKeE-
HU10. [lo3TOMYy 3TOT BapuaHT KOpOHABUPYCA MEHEE CIIOCOOEH PEITUIIMPOBATLCSA B UHDUITH-
POBaHHBIX KJIETKaX — BO3MOXKHOE 00BSICHEHHE 0OHAPYKEHHOU 00Jiee HU3KOM MaTOTeHHOCTH.
[TonydyeHHble JaHHBIE CBUIECTEILCTBYIOT O TOM, yTO BapuaHT BA.2.86 (Pirola) Mmoxer ctathb
JOMUHUPYIOIIMHUM, OJTHAKO Y MH(PUIIMPOBAHHBIX JIIOJIEH BUpYCHAs Harpys3ka OyJeT HUXKe, a
TeueHue OoJie3HH MeHee TshkenbIMH. [https://time.news/the-study-on-the-corona-variant-ba-
2-86-pirola-how-contagious-is-it-and-what-are-the-new-insights/].

Pacnpoctpanennocts cyOBapuanta DV. 7 pacrer, CEeKBEHUPOBAHO OKOJIO 3 THIC. Te-
HOMHBIX MOCJIEA0BATEILHOCTEH ITaMMa, B OCHOBHOM U3 cTpaH EBpomBI.

Nudopmanust mo 0OHOBIECHHBIM IAHHBIM O JIEIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnuie 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-

IIpouieHT reno-
MOB, OTHOCSI-

of the West Indies

KommuecTBo JIMYECTBO I'CHO- JXCS K BADI-
nenoHupo- | moB Omicron, fe- I;IHT Omicfon
Crtpana YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE BaHHBIX IT'CHO- | ITOHHMPOBAHHBIX Y
. (B.1.1-529)) I[e'
MOB Omicron | 3a nocieguue 4 HOHIDOBANHLIX
(B.1.1.529) | mememn (14.10 — p
10.11.2023 ) | c&mnocreatne 4
HEICIH
ABctpamms  (cradbmmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 167757 607 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 192205 211 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 20 0 0.0
3a00JIeBa€MOCTH) :
AnGanus (crabwmusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1009 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
. . . 616 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 138 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€eBaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
9760 0,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanwms | Child Health Research Foundation
2207 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 939 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benasrus (poct 3aboneBaemo- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 97333 323 100,0
CTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bbonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis- 2649 8 100.0
00JIEBaEMOCTH ) eases
bonuBus (crabumusanms 3a- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
00JIeBaCMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1074 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3453 0 0,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmsarnus 3a- | Instituto Adolfp Lutz, Interdiciplinary Procedures 115073 43 100.0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6149 17 100,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmamsa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1ms 3a00JI€BaCMOCTH) tium. Wellcome Sanger Institute for the COVID- 1492644 3008 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
469 0 0,0
00JIeBaCMOCTH) search Centre
Benecynana (crabunusanus 3a- | Laboratorio de Virologia Molecular
757 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. - . 6411 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JICBAEMOCTH) réné(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 446 5 100.0
JICBAEMOCTH) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
'am0us (cradbunmsanus 3a60- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 692 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 4024 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabunusarus 3a60- | Centre de Recherche et de Formation en Infectiolo- 596 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (hjcn 3a6omesae- | Charité Universitatsmedizin Berlin, Institutfiir Vi-
MOCTH) rologie. Institute of infectious medicine & hospital 576915 312 99,7
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 153 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13734 9 100.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penmst (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 19968 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2555 0 0.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBAEMOCTH ) science, Aalborg University. Department of Virus 368312 579 99 8

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunusarus 3a6o- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH )
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1947 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmnusanus 3a- | National — Microbiology  Reference  Labora-
) . 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 118477 208 97.7
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a6o0- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 142520 d 0.0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
39717 0 0,0
3a00J1€Ba€MOCTH) ment
Hopnanus (cradunusanus 3a- | Andersen lab at Scripps Research, CA, USA
243 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 407 0 0.0
GISAID
Upan (crabunusanus 3aboie- | National Reference Laboratory for COVID-19,
. 2852 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 59737 210 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology 11069 74 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 133895 493 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 92831 788 99.9
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2210 0 0,0
00JIEBAEMOCTH ) tions
Kamb6oxa (crabmnusanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1321 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 322781 5078 100.0
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1584 5 100.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 4425 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 61392 597 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (crabunuzarms 3a- Inst.l'futo Nacional ’de.SaIud— Direccion de Investi- 15078 14 100,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
N . 9495 0 0,0
3a00JICBACMOCTH ) Ensefianza en Nutricion y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 239 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory 526 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmmmsanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keipreizcran  (cradunuzanus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabmmmsanust 3a- | National Institute for Public Health and the Envi-
1236 1 100,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabummsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 918 3 100,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 139 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 931 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAEMOCTH ) ’
JlutBa (poct 3abomneBaemo- | Vilnius University Hospital Santaros Klinikos,
. 11409 0,0
CTH) Center of Laboratory Medicine
Jluxtenmreitn  (ctabunuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JlrokcemOypr (crabunusanus | Laboratoire national de santé, Microbiology, Mi-
' . 36631 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 00
JICBAaEMOCTH ) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7483 0,0
00JIEBAEMOCTH ) SUD
Maspuranus (cradunuszamms | INRSP-Mauritania 7 00
3200JICBAa€MOCTH ) ’
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: : . 373 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizust (poct 3abosieae- | Institute for Medical Research, Infectious Disease
MOCTH) Research Centre, National Institutes of Health, 32291 100,0
Ministry of Health Malaysia
Manasu (crabunusanus 3a60- | KRISP, KZN Research Innovation and Sequencing 983 0.0
JIEBAEMOCTH) Platform ’
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 159 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
: : 163 0 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 37 0 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapoxkko (crabminusaius 3a- | Laboratoire de Biotechnologie 1343 0 0.0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1544 0 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (cTaOuausaius 3a- _Instltuto de 16iagnostic y Referencia Epidemiolog- 44756 13 100.0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
. 731 0 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmsanms 3a- | ONCOGENE LLC
698 0 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a60- | National Reference Center for Viruses of Respira-
) : . 18 0 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 917 0 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabmnmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 144 0 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 806 0 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1284 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (crabunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBacMOCTH) fectious Diseases(ACEGID), Redeemer’s Univer- 3196 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 78699 410 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosas 3emangus (crabunmsa- | Institute of Environmental Science and Re- 34473 308 100.0
11s1 3a00JIeBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 62 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabuinzanus 3a- Norv_veglan Institute of Public Health, Department 35472 41 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarus 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center 540 5 100.0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
: L 3406 1 100,0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 81 0 0.0
[Tanama (crabumuzarus 3a60- | Gorgas memorial Institute For Health Studies
3234 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunm3arus 3a- | Laboratorio Central de Salud Publica de Paraguay
2188 0 0,0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 36630 10 100,0
de SaludPeru
ICTTc;IJ;Lma (poct 3aboneBaeMo- | genXone SA, Research & Development Laboratory 45054 105 100.0
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 93848 1 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (crabunmsarus | Centers for Disease Control and Prevention Divi-
! . i : 18114 13 100,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
210 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocti) | CNDR, Departamento de Virologia 335 0,0
Pecrryonmka CanbBamop (cra- | Genomics and Proteomics Departament, Gorgas 599 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctabunusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 8 0,0
Petonron (ctabmmusamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0,0

00JIEBAEMOCTH) SUD
Poccust (poct 3aboneBaemo- | WHO National Influenza Centre Russian Federa-
CTH) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 47381 0,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusarus 3a60- | GIGA Medical Genomics 197 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 11766 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a007€eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 379 13 100,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2091 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1735 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsl | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 99 0 0,0
CTH) of the West Indies
Cent—Kutc u Hesuc (cradu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1685 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_>ubI|c !—Iealth Laboratory, National Centre 31142 1213 100,0
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 898 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabunusanus 3abo-

CASE-2021-0266829

72 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
27425 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- | Institute of Microbiology and Immunology, Faculty
- S - 36625 74 100,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ConmomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradbmmsanus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIIA (cradmmmsanus 3abone- | Colorado Department of Public Health & Environ-
BaeMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2541767 2365 9.8
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 29593 2 100.0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 3911 31 100,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)

21




Tepkc u Kaiikoc (ctabuinsa-

Carrington Lab, Department of Preclinical Sci-

11s1 3a00JIEBAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0,0

of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 1 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmmusanus 3a6oie- | Unité Mixte Internationale TransVIHMI(UMI 233

BAE€MOCTH) IRD — U1175 INSERM — Université de Montpel- 507 00
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2776 0,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 688 0.0

JICBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 21609 0.0

JIEBAEMOCTH )

VYranga (crabwmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 822 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 4059 100.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V36ekuctan (crabunmsarus | Center for Advanced Technologies 61 0.0

3a00JIeBa€MOCTH) ’

VYpyrBait (ctabunuzaumsi 3a- | Departamento Laboratorios de Salud Publica 047 00

6oeBaEMOCTH) (DLSP) Ministerio de Salud Publica ’

22




®enepaTuBHbIE MTAThl MUK-

Pohnpei State Hospital,

ponesuu (cTabunmsanus 3a060- | State Laboratories Division, Hawaii State Depart- 85 0 0,0
JICBAEMOCTH) ment of Health
Oumunmuabl  (crabmmmsanus | Philippine Genome Center 15027 0 0.0
3a00J1€Ba€MOCTH)
Ounnsaans  (crabuin3anus Dep{artment of -\/II’-Ology, Faculty of Medicine, Uni- 24363 333 100,0
3200JIeBaEMOCTH) versity of Helsinki
Opannus (camkenue 3a00ie- | CNR Virus des Infections Respiratoires — France 391301 1570 100,0
BaEMOCTH) SUD
®pannysckas ['Buana (cradbu- | National Reference Center for Viruses of Respira-
. : : 1682 0 0,0

Ju3arys 3a0071€BaeMOCTH) tory Infections, Institut Pasteur, Paris
®dpaHiy3ckas [Tonmuuesus | National Reference Center for Viruses of Respira-
(crabunmsarus 3aboaeBaeMo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsarus (crabunmsanus 3a- | Croatian Institute of Public Health 25541 92 100.0
00J1€BaEMOCTH)
LIAP (crabmnusanus 3abone- | Pathogen Sequencing Lab, National Institute for 80 0 0.0
BAa€MOCTH ) Biomedical Research(INRB) ’
Uepnoropust (crabmnmzanus | Charité Universitditsmedizin Berlin, Institut fiir Vi-

: 533 1 100,0
3a00JIEBAEMOCTH) rologie
ZITeI:)m (poct 3aboneaemo- | The National Institute of Public Health 33659 0 0.0
YUunu (cumkenue 3aboineBae- | Instituto de Salud Publica de Chile 26469 184 100,0
MOCTH)
[IBeitnapus (poct 3aboseBae- Department"o.f Biosystems Science and Engineer- 55752 140 1000
MOCTH) ing, ETH Ziirich.
[Iserus (poct 3aboneBaemo- | The Public Health Agency of Sweden 119499 1104 99.8

CTH)

23




[pu-Jlanka (crabunuzamnus

Centre for Dengue Research and AICBU, Depart-

1187

0,0

3a00JICBACMOCTH ) ment of Immunology and Molecular Medicine
DkBanop (crabunuzarusa 3a- | Instituto Nacional de Investigacidnen Salud Pu-
) 6202 0 0,0
00JIEBAEMOCTH ) blica, INSPI
DKBaTOpUaIbHas I'sunes | Swiss Tropical and Public Health Institute
(cTabunuzanus 3ab01eBaeMo- 2 0 0,0
CTH)
Ocatunm (crabmmusanus 3a- | Nhlangano Health Centre(National Institute for
00JIeBaCMOCTH) Communicable Diseases of the National Health La- 676 0 0,0
boratory Service)
Octonus (crabwmmsanms 3a- | Laboratory of Communicable Diseases(Estonia);
. : : 6158 0 0,0
00JIEBaEMOCTH ) Eurofins Genomics Europe Sequencing GmbH
D¢uonus (crabmmusanus 3a- | International Centre for Genetic Engineering and
00J1eBacMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 119 0 0,0
Genome Sequencing
FOAP (cradbunu3arus 3abomne- | KRISP, KZN Research Innovation and Sequencing 26955 0 0.0
BAEMOCTH) Platform. ’
Oxnas Kopess (crabunmsa- | Division of Emerging Infectious Diseases, Bureau
1Us1 3a00JI€BAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 145421 52 100,0
Disease Control and Prevention Agency
Oxupii Cynan (crabunmsza- | MRC/UVRI & LSHTM Uganda Research Unit,
1Us1 3a00JI€BAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan
SImaiika (crabmimsanus 3a60- | Carrington Lab, Department of PreClinical Sci-
JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The University 3260 0 0,0
of the West Indies
SInonus (crabwnmsanus 3a60- | Pathogen Genomics Center, National Institute of 447991 380 100.0

JIEBAEMOCTH)

Infectious Diseases

24




Hyoaukanun

1. Microbiol Spectr. 2023 Nov 9:e0267623.

doi: 10.1128/spectrum.02676-23. Online ahead of print.

Evolution of SARS-CoV-2 Spikes shapes their binding affinities to animal
ACE2 orthologs

Opodorus munoB SARS-CoV-2 hopMupyet ux cpoCTBO CBS3BIBAHUS C OPTOJIO-
ramu ACE2 XUBOTHBIX

Weitong Yao, Yujun Li, Danting Ma, u ap.

HccnenoBanu B3aumoieicTBIE cBsi3biBaroiero perentop Spike (RBD), ¢ oprono-
ramu ACE2 18 BunoB xuBotHbIx y st VOC — Alpha (B.1.1.7), Beta (B.1.351), Gamma
(P.1), Delta (B.1.617.2), and Omicron (B.1.1.529). OGHapyXuiIH, 4TO MO CPABHEHHIO C
RBD pannero uzonara WHUO1, Alpha RBD unmeer 3amMeTHO MOBBIIIEHHOE CPOACTBO K
o6enkam ACE2 KpymHOTO poratroro CKoTa U CBUHBU U MOHIKEHHOE CPOJCTBO K Oelkam
ACE2 nmomaau u ocina. B ocHoBHOM u3-3a myTanuit Q493R u N501Y Omicron RBD mpo-
JEMOHCTPUPOBAJI 3AMETHO IMOBBIIIEHHOE CpOoACTBO K MbimmmHOMY ACE2. MonekynspHo-
JUHAMHUYECKOE MOJICIMPOBAHHE TaKkKe Moka3eiBaeT, yTo RBD Omicron ontumansHel st
AIIEKTPOCTaTHUECKUX B3aumojeicTBuil ¢ MpimnHbIM ACE2. UHTepecHo, yto Omicron
RBD Takxke npoaeMOHCTPUPOBAJI CHUKEHUE WIH TOJHYIO IOTEPIO CPOACTBA K BOCBMU
npoTecTupoBaHHbIM opTojioraM ACE2 KUBOTHBIX, BKJIIOYas JIOIIA b, OCJIa, CBUHBIO, CO-
0aKy, KOIIKY, siliepa, aMepUKAHCKYIO MUIIYXY U JIeTy4yto Mblib. 3ameHsl K417N, G496S
u Y505H 6bu11 napeHTuGUIMpoBaHbl Kak TPU OCHOBHBIX (DaKTOpa, KOTOPhIE OOBIYHO OKa-
3BIBAIOT HETAaTUBHOE BIIMsHUE Ha cBsi3biBaHUEe RBD ¢ atrimu Bocembro opronoramu ACE2.
OTu pe3ynbTaThl IOKA3bIBAIOT, YTO MyTalluu Spike MOCTOSHHO (POPMUPYIOT CPOACTBO CBSI-
3piBanusg SARS-CoV-2 ¢ opromoramu ACE2 KMBOTHBIX U TTOKA3bIBAIOT BAXKHOCTh HAOIIO-
JeHUs 32 UHQUIMIIMPOBAHUEM KUBOTHBIX HUPKyIUpyromuMu BapuantaMuSARS-CoV-2
U TMPOJIMBAIOT CBET Ha MOTEHIMAIbHOE M3MEHEHHUE Juana3oHa X035€B B3aMMOJEHCTBUE
cesi3biBarotiero perentop Spike (RBD),c opronoramu ACE2 18 BUIOB )KUBOTHBIX Y TISITH
VOC SARS-CoV-2, ocobenno Bapranta OMHUKpPOH.

2. PLoS Pathog. 2023 Nov 9;19(11):e1011788.

doi: 10.1371/journal.ppat.1011788. Online ahead of print.

Effects of N-glycan modifications on spike expression, virus infectivity, and
neutralization sensitivity in ancestral compared to Omicron SARS-CoV-2 variants

Bnusane monudukanuii N-rinkaHOB Ha SKCIPECCUIO CIAWKOB, HHPEKIIMOHHOCTD
BHpYCa U YyBCTBUTEIBHOCTh K HEHTpaIu3alluu y mpeakoBbix BapuantoB SARS-CoV-2 no
CpaBHEeHHIO ¢ BapuanTtamu Omicron

Sabrina Lusvarghi, Charles B Stauft, Russell Vassell u np.

ABTOpBI CpaBHUJIU BIMSIHUE CIIENU(DUUECKUX IeTeluil uiau MoauduKaluii rivka-
HOB B mumnax Omicron BA.1 u D614G Ha 3KkcmipeccHio, MPOIECCHHAT U BKIIOYEHUE IIUTIOB
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B IICEBJJOBHPYCHI, a TAK)KE€ HA MHPEKIIMOHHOCTh U HEUTPATU3AIMIO BUPYyCa TEPAreBTHYC-
CcKUMHU aHTUTeNaMu. OHU OOHAPY UM, UTO MOTEPS NOTEHIUATBHBIX IIMKAHOB B OCTAaTKAX
munoB N717 u N80 mpuBoauia k motepe HHMEKIIMOHHOCTH MceBaoBupyca st Omicron,
HO He /1 BapuanToB D614G unu Delta. 910 cHkeHne HHPEKIIMOHHOCTH KOPPETUPOBATIO
CO CHM)KEHHMEM IIPOLIECCUHTA IIMIIOB M BKJIFOYEHMS B TIceBAOBHpYCchl Omicron. O6oraiieH-
HbI€ OJIMTOMaHHO30H 1ceBoBUpychl Omicron, cozaanuble B GnTI-kiieTkax unm B mpucyT-
CTBUU KU(YHEH3MHA, ObUIM HEMH(PEKIMOHHBIMHU, TOrJa Kak rnceBaoBupycsl D614G nmu
Delta, co3nanHble B aHAJIOTHYHBIX YCIOBUAX, OCTABAINCH HH(EKINOHHBIMU. AHAJIOTUYHO,
poct xuBoro (mogmuHHOTr0) SARS-C0V-2 B npucyrcTBUr KU yHEH3WHA MPUBEIT K 00JIb-
HIEMY CHI)KEHHIO TUTPOB JUIsl BapuanTa BA.1.1, uem ans BapuantoB Delta unu D614G,
[0 CPAaBHEHUIO C COOTBETCTBYIOUIMMH HEOOpaOOTaHHBIMU KOHTpossiMU. loTeps HekoTo-
peix N-TimkanoB, Bkiarodast N343 u N234, yBennunBaeT MaKCUMaJIbHBIN ITPOLICHT HEUTpa-
JM3alU MOHOKJIOHAJIBHBIM aHTUTENIoM S309 knacca 3 nportus D614G, HO HE pOTHB Ba-
puanToB BA.1, B TO BpeMs Kak 3TH JIeJIenH INIMKaHOB U3MEHSIOT 3()(peKTUBHOCTH HEHTpa-
au3auuu y antuten kiaacca COV2-2196 u steceBuMadba, KOTOpbIE MAaKCUMAJIbHO BIMSIOT
Ha IPOLEHT HeUTpanu3anuu. MakcuMallbHas HEUTpanu3anus HEKOTOPBIMU aHTUTEIaMU
TaKXe BapbHpPOBAJIaCh B 3aBUCUMOCTHU OT COCTaBAa IIIMKAaHOB, IPUYEM IICEBIOBUPYCHI, 000-
ranieHHbIe OJMTOMAaHHO30M, 00ECTICYMBAIOT CAMBI BBICOKMM MPOIEHT HEHUTpaIU3aIUU.
OTn pe3ysbTaThl NMOAYEPKUBAIOT PA3JIMUUSA BO B3aUMOJCHCTBUAX MEXKIY IVIMKaHAMU U
octaTkamu cpenu BapuaHToB SARS-C0V-2, KOTOpbIe MOTYT BIHATH HA SKCIIPECCHIO CTIai-
KOB, HH(PEKIIMOHHOCTh BUPYCa U BOCIPUUMYHUBOCTh BAPUAHTOB K HEUTpaIu3aluy aHTUTE-
JaMH.

3. Virol J. 2023 Nov 8;20(1):257.

doi: 10.1186/s12985-023-02154-4.

Characterization of intrinsic and effective fitness changes caused by tempo-
rarily fixed mutations in the SARS-CoV-2 spike E484 epitope and identification of
an epistatic precondition for the evolution of E484A in variant Omicron

XapakTepucTUKa BHYTPEHHUX 3(PPEKTUBHBIX U3MEHEHUI MPUCITOCOOIEHHOCTH,
BBI3BAaHHBIX BPEMEHHO (PMKCHPOBAHHBIMU MYTaIlUsIMH B anuTorne crnaiika E484 SARS-
CoV-2, u onpesiesieHre dMUCTATUHIECKON TPEANOCHITKN J71s1 dBomtonuu E484A B Bapu-
anTe OMUKpOH.

Simon Schroder, Anja Richter, Talitha Veith, u ap.

ABTOpBI MPOAHATUZUPOBAIM MYTAllUMd UMMYHOJOMHHAHTHOTO CIIAMKOBOTO AIH-
tora E484, koTopsie BpeMeHHO 3a(h)MKCHPOBAINCH BO BpeMs nanaeMund. OHH CIPOEKTH-
poBaJM MyTallMHM yCKoib3aHHs OoT umMmyHuteta E484K, -A u -Q B peKOMOMHAHTHOM
SARS-CoV-2. OxapakTepu30Balid peIIMKalli0, TPOHUKHOBEHNE U KOHKYPEHTOCIIOCO0-
HOCTh BUPYCa C MUMMYHHOH CBIBOPOTKOI M 0€3 Hee OT JItoJIed ¢ ONpeAeIEHHON UCTOpuei
3apa)KeHUs/BaKIIMHAIIMN U XOMSAKOB, MOHOCTIELIM(PUUECKH UH(PUIIMPOBAHHBIX BapHAHTOM
E484K. Onu takxke pa3zpaboTanud BUPYC, COAEpKAIIUN CUTHATYpHBIe MyTaruu Omicron
N501Y u Q498R, xotopsle, Kak ObUIO MPEACKA3aHO, OyIyT AMUCTATUYECKH yCUIIMBATh

CBsI3bIBaHHUE perenTopoB. KHHeTHKa MHOTOCTYIIEHYATOro pocta BUpycoB Vero-, Calu-3 u
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NCI-H1299 6p11a naeHTHYHA. DKCIIEPUMEHTHI C CHHXPOHHBIM TPOHUKHOBEHHEM BBISIBUIIH
JUIIb HE3HAYUTEJbHYIO TEHJEHLUIO K OoJjiee ObICTPOMY NMPOHUKHOBEHHUIO y BapHaHTa
E484K. DxciepuMeHTHI 110 KOHKYPEHTHOMY ITacCa)ky BBIIBUIIN YETKHUE Pa3TUUIMs B PETUIH-
KallMOHHOM npucnoco0sieHHoCcTH. B orcyTcTBHe nMMyHHOH chiBOpoTkH E484A n E484Q),
HO He E484K, 3amensun nukum tunom (WT) B KOHKYpeHTHBIX aHanu3ax. B nmpucyrcreun
MMMYHHOU CBIBOPOTKHM Bce Tpu MyTaHTa mnpeBocxoaunu WT. KpaitHe BaxkHO, 4TO My-
tanThl E484A/Q498R/N501Y u E484K nMeroT 0JuHAaKOBYIO MPUCIIOCOOIEHHOCTh TaKXKe
B MPUCYTCTBUM CHIBOPOTKU BAKIIMHUPOBAHHBIX A0 Omicron, Tornaa kak ee poct y E484K
TepsieTCsl B IPUCYTCTBUU CHIBOPOTKH, MHAYIIMPOBAaHHON IpOoTUB Bapuanta E484K y xomsi-
KoB. MccnenoBanrs OCHOBHBIX U3MEHEHUM aHTUI€HHBIX SMUTONOB C UX SMUCTATUYECKUM
KOHTEKCTOM M 0€3 HEero MmoMOTalT PEeKOHCTPYUPOBATh MOCIEAOBATEIbHBIE M3MEHEHUS
BHYTPEHHEN MPHUCHOCOOJIEHHOCTH MO CPaBHEHUIO C YCKOJIb3aHUEM OT HEWTpanu3aluu B
XOJI€ IBOJIFOIIMU OCHOBHBIX BapuaHToB SARS-C0OV-2 B monmymsnuu Jiroaen, KoTopast cTa-
HOBUTCS Bce Oojiee UMMYHHOIA.
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