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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst mox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX FT€HOMOB, 1eNOHMPOBAHHBIX B 0a3y naHHbIX GISAID
3a HeJeJ1o ¢ 28 okTsi0pst mo 3 HosiOpst 2023 .
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B 00630pe npeacTaBiena uHbopmaius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxosmxcs noj HabmoaenueM (VUM), TeHOMHBIE MOCIIeI0OBATEIbHOCTH KOTOPBIX pa3Me-
HieHsl B MexayHapoaHoil 6a3e naHHbIXx GISAID 3a Henento ¢ 28 oktadpsa mo 3 HosiOps
2023 r.

[To cocTostnuio Ha 3 HOsL0pst 2023 1. B cooTBETCTBUU ¢ Kiaccuukauuein BO3 k Bapu-
antam Bupyca SARS-COV-2, BembiBatomux uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16 u EG.5. B rpynny mMpKyJIupyrOIuX BapuaHTOB, HAXOJALIUXCS MOJ
Habmogennem (VUM) BxmoueHbl reHetmueckue mauauu: DV.7, XBB, XBB.1.9.1,
XBB.1.9.2, XBB.2.3, BA.2.86. Cyo6Bapuant DV.7 BnepBbsie cekBenupoBan 19.01.2023r.,
kjaccupuuupoBad TeXHUUECKON KOHCYIbTATUBHOM IPYyMION 1Mo 3BoJouuu Bupyca SARS-
CoV-2 (TAG-VE) kak VUM 23.10.2023r.

Ha ceromnsmnuii nens B 6a3ze nanubix GISAID Bcero npencrasieHo 16 184 483 re-
Homa Bupyca SARS-COV-2 (3a mememio nenonupoBano 20 703 mocnenoBarenbHOCTH). B
MHUpPE CTpaHaMH — JIMJEPAMHU 10 KOJUYECTBY JAETOHUPOBAHHBIX T€HOMHBIX I1OCJIEI0BATENb-
Hocteit Bupyca SARS-CoV-2 ocratorcst CIIA — (4 951 859 renomoB — 30,6% ot Bcex pas-
memeHHbIX B GISAID) u Benukoopuranus (3 118 747 reromos — 19,3%).

Bceero B 6a3y nanusix GISAID nenonuposano 8 698 325 renomos Bapuanta Omicron,
3a aHanmu3uUpyemyro Hexaemto pasmenieHo emie 20 378 reHOMHBIX MOCIEI0BATEIBHOCTEH —
98,4% ot Bcex mpeCTaBIEHHBIX 3a TEKYILYIO HEJIEI0 reHOBapraHToB Bupyca SARS-CoV-2
(na mpouwtoit Hexene — 92,2%). Poccuiickumu naboparopusimu pazmeriensl 79 569 renom-
HbIX nocieaoBaTenbHocTet SARS-COV-2, B ToMm unciie Bapuanta Omicron — 47 381 renom.

Ha ceronnsimamii nens B 6a3e gqanubix GISAID 3adukcnpoBaHo 1eOHMPOBAHKE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiayiien Hexene — 215): ABctpanus,
ABctpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyna, Aurunbs, Aprentuna, Apmenus, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bputanckue Bup-
THHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Bearpus,
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Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, ['epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'perus, ['py3us, ['yam,
I"abown, Janus, J>xulytu, JJlomunukanckas Pecriyonuka, lomunuka, JIPK JlemokpaTtuueckast
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unnus, Uunonesus, Mopnanus, Upak, Mpan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, KaiimanoBsl OctpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxka, Kor-n'MByap, Ky6a, Kyseiit, Ksipreizcran, Kropacao, Jlaoc, JlatBus, JluGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizusi, Mansausel, Mansta, Mainu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocygapctso Camoa, Huy», Hopserusi, HoBas 3enanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonnoH, Pecriybnuka Konro, Pecnybnuka Ceitmensckue OctpoBa, Pecriyonuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apausi, CeBepHast Makenonus, CeBepubie Mapuanckue octposa, Ce-
Herai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, Cioakusi, Cnoenusi, Cunramyp, Cu-
pus, CIIIA, Cent-Kurc u HeBuc, Cent-Buncent u I'penagunsi, Cent-JIrocus, Cunt-Mapres,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunaun, TaliBans, Tanzanus, Tepkc
u Katikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranna, Y3oekucran, Ykpa-
vHa, Ypyreau, Ounisinausa, Opannusa, Opanuysckas ['Buana, Opannysckas [lonunesus,
Oumnununsl, XopBarus, Yepnoropus, Yexusa, Yunm, Yan, AP, HIseuus, llseiiuapus,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, DkBaTtopuanbHas ['Bunes, KOAP,
IOxnas Kopes, IOxubiii Cynan, SAnonus, Smaiika.

3a nporenmue 4 Heneau 46 ctpan (21,4%) (3a npeapiayiue — 44 crpanst (20,5%)
JOTIOJIHWJIM JaHHBIE O JEMOHUPOBAHWUU TEHOMHBIX IMOchenoBarenbHocTeit Omicron B
GISAID.

JluHamuKa pacnpocTpaHeHusi B Mupe cyoBapuanToB Omicron CeKBEHHUPOBAHHBIX U
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIHpyro-
mux B HacTosmiee BpemMs mrtaMMoB SARS-CoV-2, kak 1 Ha IPOIIIION HeeNe, JTOMUHUPYIOT
cyoBapuantel EG.5.1.1 (10,74%), HK.3 (8,72%), HV.1 (8,44%), EG.5.1.3 (6,2%), EG.5.1
(5,24%).
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuto Ha 31.10.2023 r.)

I'enetnueckoe pa3zHOOOpazue LUPKYJIUPYIOLUIMX B PETHOHAX MHUpPa CyOBapHaHTOB

Omicron 3a nocneanue 4 HeAeNnn MOKa3aHo Ha pucyHke 2. B EBpore nponomkaiT JTOMUHH-

poBath cyoBapuantel EG.5.1.1 u EG 5.1.3 (8,86% u 8,25% cootBercTBeHHO), CeBepHOi
Awmepuke — HV.1 (16,51%), EG.5.1.1 (9,03%), FL.1.5.1 (7,99%), ¥OsxHoii Amepuke 3a 10-
cieaane 4 uenenu npeobmaganu cyoBapuantel GK.1 (34%), B crpanax Asmm — HK.3
(36,68%), B Tuxookeanckom peruone — EG 5.1.1 (14,65%) u HK.3 (9,34%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHOHAaX Mupa 3a 4 Hejenu
(c 3o 31 oktsi0ps 2023 1.)

3a nocneanue 4 HeleU pacupoCcTpaHEHHOCTh BapuaHToB VOI Bo Bcex pernoHax npo-
JOJDKWJIA POCT, UX JOJSl OCTaeTcsl Mpeolnajaronieil cpeid CEeKBEeHHPOBAHHBIX T'€HOMOB
SARS-CoV-2, naubonpmas — B crpanax lOxnoi u CeBeproit Amepuku, Azuu (92,0% wu

77,1%, 81,5% cooTtBercTBeHHO) (pHC. 3).



Africa Asia Europe QOceania North America South America
(+0) (+1,821) (+7,735) {+ 396) (+5,318) {+50)

67.7% 68.9%

77.0%,

..

19.4%

30.7%

W Variants of Interest (Omicron XBB.1.5, XBB.1.16, EG.S, and all respective sublineages)
Variants under Monitoring (Omicron DV.7, BA.2.86, XBB, and all respective sublineages)
W Cther Omicron (nen-VOC/VOI/VUM)
Others
W Former VOCs/VOIs/VUMs

Change in proportions of variants
compared to the four weeks bhefore 2023-10-03

Variants of Interest
(Omicron XBB.1.5, XBB.1.16, EG.5,
and all respective sublineages)

Variants under Monitoring
(Omicron DV.7, BA.2.86, XBB,
and all respective sublineages)

Other Omicron
(non-VOC/VOI/VUM)

Others
We gratefully acknowledge
the Authors from Originating
and Submitting labaratories
of sequence data on which the
analysis is based.

Former VOCs/VOIs/VUMs

. @ B . vl
v Q,‘)\QQ & Z\\Q Z\\b

< S S
o <§ o
< o

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 3. PacnpocTtpanenue cyOBapranToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-

HbIX C 3 0 31 okTs0ps 2023 1.

BapuanThbl, Bei3biBawime uurepec (VOI)
ITo cocrostauio Ha 3 HOs0ps 2023 r. B 6a3y nanubix GISAID EpiCoV nocnenosarens-

HoctH, oTHOCsIHecs kK XBB.1.5 (Kraken) nenonupoBanst u3 139 crpan. B mupkyssiuu cyo-
BapuaHTa HAOIIOAeTCsl TEHACHIIMS CHIDKCHMs. 3a moclieqHue 4 Hemenu HanbOosbliee pac-
MPOCTpaHEeHHE CyOBapUaHT MOJIYYWI B Clenyonmx ctpanax: bpasunus — 83%, Ucnanus —
16,5%, SAAmonus — 15.6%, [loptyramus — 15%, benbrus — 13,2%, Utanus — 11,1%, Ilonpmia
—-10,4%.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 120 crpan. 3a mocnennue 4 He-
JIeIT CyOBapUaHT MPEUMYILECTBEHHO BbiAe U B MHanu (25%), BenukoOpuranuu (23,2%),
CIOA (20,1%), Tammanne (19,4%), Cnoenun (17,7%), ABcrpasmu (14,3%), ABcTpum
(14%), Uzpaunne (12,8%), I'epmanuu (12%), Kanane (11,4%), HIseinapuun — (10,5%).

CyoBapuant EG.5 (Eris) cekBenupoBan tabopatopusmu 91 ctpanbl (Ha mpeabLAyIIeH
Henene — 90 crpan). EG.5 mo-nipexxaeMy siBIsieTcs: HanOoJee pacpoCTpaHEHHBIM PEICTaB-
JISFOIIMM UHTEPEC BapUAHTOM, JI0JIs1 KOTOPOTO MpojaosnkaeT pacTu. B 6aze manusix GISAID
nenonupoBano 93 484 renoma cyoBapuanTa, (Ha npouuioit Hepene — 80 343 renoma). B cTpa-
Hax Asuu — Kurae, ['onkonre, Cunramype, IOxuoi Kopee monst cyoBapuanTa cpeau cexpe-

HUPOBaHHBIX 3a mocieanue 4 Hemenu mrammoB Omicron cocrasua 87%, 83%, 77%, 56%,
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cooTBeTCTBEHHO. B EBporie 3HaunTensHOE pacpocTpanenue cyoBapuanTa ormeueHo B Hop-
Berun, CrnoBakuu, @unnsaauu, bensruun, Jlanuu, IIBeruu, Ilopryranuu, Hunepnannax,
Wranuu, rae nonst cyOBapruaHTa cpeid CEKBEHUPOBAHHBIX 3a MOCIIEIHUE 4 HEENH IITAMMOB
Omicron cocrasuia ot 58% 1o 46%.

Bapuaunrsl, Haxoasiuecs nojx Haoawoaeauem (VUM)

Cy6Bapuant XBB.1.9.1 (Hyperion) cexBenupoBan naboparopusimu 125 crpan. Ten-

JCHIINS paclpoCTpaHeHHs cyOBapHaHTa cTabmibHA. PacpocTpaHeHHOCTh BapHaHTa 3a To-
cinennue 4 nenenu cocrasmia B ABctpuu — 11,3%, CLIA — 10,1%, [Iseiiuapuu — 9,5%, Up-
nauanu — 9,3%, benbrun — 9,1%, Utamuu — 8,7%, I'epmanun — 8%.

Hupkymnsaius cyoBapuanta XBB.1.9.2 3adukcupoBana B 104 crpanax. Pacmpoctpa-
HEHHOCTh CyOBapuaHTa CHU3MJIACh 10 ypoBHS 2,1%.

Ha 3 HOsSOps KOMMYECTBO CTpaH, U3 KOTOPHIX MPECTaBICHB T€HOMHBIE TTOCIIEI0BA-
TenbHOCTH cyOBapuanTa XBB.2.3 (Acrux) coctasmio 111. 3a mociennue 4 Hemenu HauOOIb-
1Iee pacpocTpaHeHue cyoBapuanTa yctanojieHo B Karape (20%), Ciosenuu (11%), Benu-
koopuranuu (9%), Ucnanuu (9%).

Cy6Bapuant XBB (Gryphon) nupkynupyet B 146 crpanax Mupa ¢ TeHACHIIMEH CHU-
XKeHUS. 3a ocIeHue 4 HeIel PacpoCTPpaHEHHOCTh cocTaBisuia 3,3%

Cy6Bapuant BA.2.86 (Pirola) mo cocrostHuto Ha 3 HOSIOps UpKyIupyeT B 38 cTpaHax
mupa. B 6aze manuapix GISAID nenonmpoBano 1 865 renomoB cyOBapuanTa, O0JbIIIe BCETO
— naboparopusimu BenukoOpurtanuu, [1IBernu, @pannuu, Mcnanuu, Kanager, CILIA, lanuu.
[To narapiM BO3 cyOBapraHT mpoAeMOHCTPUPOBa HEOOIBIIOE YBEIHUYCHNE KOTUYECTBA MY-
TalMi 32 TIOCIEeIHNUN Mecsl. Tpekepbl BApuaHTOB OTCIIEKUBAIOT PACIPOCTPAHEHNE BapUaH-
ToB BA.2.86 ¢ emie 601bpIIMM KOM4ecTBOM MyTarwmii, ocodenHo JN.1 (myranus JN.1 L455S
oOyiajacT CBOWCTBaMHU YKJIOHEHHS OT uMmMmyHuTeta) [https://www.cidrap.umn.edu/covid-
19/us-global-covid-19-markers-show-declines].

['mobanpHas pacpocTpaHeHHOCTh cyOBapuanTa DV.7, KOTOPBIi SBISIETCS TOTOMKOM
CH.1.1, nemonctpupyet meaneHHsli poct. B GSAID 3arpyxeno 3313 reHOMHBIX TOCTEA0-
BarejbHOCTEN cyOBapuanta DV.7, u3 koropsix — 6onee 90% u3 ctpan EBpomnsbi.

HNudopmanust mo 0OHOBIEHHBIM JTAHHBIM O JIETOHUPOBAHHBIX TeHOMaX Bupyca SARS-
COV- 2 Bapuanta Omicron (B.1.1.529+BA.*) 8 6a3ze GISAID nana B tabmue 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crtpana

YupexaeHue, NpOBOJAUBIIEE CEKBEHUPOBAHUE

KommuecTBo
JENOHUPO-
BaHHBIX I'€HO-
MoB Omicron

B ToMm uucne xo-
JINYECTBO T'€HO-
MoB Omicron, Jie-
MOHUPOBAHHBIX
3a nocieauue 4

IIpouieHT reno-
MOB, OTHOCS-
IMXCcs K Bapu-
anty Omicron
(B.1.1.529), ne-
MTOHUPOBAHHBIX

(B.1.1.529) | nemenwm (07.10. —
03.11.2023 1)) 3a rocieanue 4
o ’ HEJIeIH
ABctpanus (cHmwkenue 3a060- | NSW Health Pathology — Institute of Clinical Pa-
JICBAEMOCTH ) thology and Medical Research; Westmead Hospi- 167266 647 98,9
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 192135 246 100,0
Sciences
Asepbaiimkan (ctabunmmsarust | National Hematology and Transfusiology Center 20 0 0.0
3a00JIeBa€MOCTH) ’
AnGanus (crabmiusanus 3a- | Respiratory Virus Unit, National Infection Service,
: 1009 0 0,0
60J1eBaEMOCTH) Public Health England
Amxup (crabunmsarust 3a60- | National Reference Center for Viruses of Respira-
. . . 616 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (crabumusarnus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
: . i : 138 0 0,0
ounmsanus 3aboneBaemoctn) | Sion of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies

7




Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€BaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
9760 0,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apyba (crabmimsanus 3a60- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (poct 3abonesa- | Central Public Health Lab 9 00
€MOCTH) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanms | Child Health Research Foundation
2207 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 939 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabmimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benbrus (crabumusaius 3a60- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 97173 465 99 1
JICBACMOCTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (cradbu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anus 3a00J1eBaeMOCTH) Public Health England
Bbonrapus (camxenue 3aboine- | National Center of Infectious and Parasitic Dis- 2639 19 100.0
BAEMOCTH ) eases
bonuBus (cumkenne 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1073 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'epuieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3453 0 0,0
00JIEBAEMOCTH) Innovation
Bbpasunus (cumxenue 3abome- | Instituto Adolfo Lutz, Interdiciplinary Procedures 114626 65 100.0
BAEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabummzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6086 0 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmamsa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1ms 3a00JI€BaCMOCTH) tium. Wellcome Sanger Institute for the COVID- 1491415 3992 99,7
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
469 0 0,0
00JIeBaCMOCTH) search Centre
Benecynana (crabunusanus 3a- | Laboratorio de Virologia Molecular
757 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. . . 6411 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH) réné(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 446 5 100.0
JICBAEMOCTH ) LNSP(HAITI — LNSP) ’
laitana (crabunmmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
'am0us (cradbunmsanus 3a60- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 692 1 100.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 3915 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabunusarus 3a60- | Centre de Recherche et de Formation en Infectiolo- 596 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
['epmanus (cumkenue 3a0oie- | Charité Universititsmedizin Berlin, Institutfiir Vi-
BaEMOCTH ) rologie. Institute of infectious medicine & hospital 576698 318 97,5
hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13723 4 100.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 19921 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 2555 4 100.0
Health Research, National Center for Disease Con- '
trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-
! ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 367935 403 99 3

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (crabunuzamus 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunusarus 3a6o- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH )
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1947 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmimsanus 3a- | National — Microbiology  Reference  Labora-
) L 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 118381 977 92,0
00JIeBaEMOCTH) Health
Wunus (crabunmmsanms 3a6o0- | Department of Neurovirology, National Institute of
JICBAEMOCTH ) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 142391 1 100,0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
39689 0 0,0
3a00J1€Ba€MOCTH) ment
Hopnanus (cradunusanus 3a- | Andersen lab at Scripps Research, CA, USA
243 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 407 0 0.0
GISAID
Wpan (crabmnusanus 3aboie- | National Reference Laboratory for COVID-19,
. 2852 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 59652 246 100.0
00JIEBAEMOCTH )
Wcnannus (cradbmmsarus 3a- | Landspitali Department of Clinical Microbiology 11069 105 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 133036 627 97.7
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 92461 910 08,8
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2210 0 0,0
00JIEBAEMOCTH ) tions
Kambomxa (cradunmsanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1321 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (camxenue 3abonesa- | Laboratoire de santé publique du Québec 320998 5765 98.6
€MOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1584 30 100.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 465 0 0.0
Kuraii (crabumusarus 3a00- Natlona_l Institute for Viral Disease Control and 60379 435 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., e 15224 1 100,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (ctabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
N . 9495 0 0,0
3a00J1€Ba€MOCTH) Ensefianza en Nutricién y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 239 0 0,0
tory
Kyba (crabunu3zaius 3abone- | Respiratory Infections Laboratory 526 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmmmsanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keipreizcran  (cradunuzanus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabummsanust 3a- | National Institute for Public Health and the Envi-
1232 1 100,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 918 3 100,0
BAaCMOCTH) Hospital
JlatBus (crabunusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 139 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzauus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 931 0 0,0
land
JluBus (crabunmsanus 3a00- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (crabmnmsanus 3a6o0- | Vilnius University Hospital Santaros Klinikos,
- 11409 0 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmreitn  (cradbunu3za- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JlrokcemOypr (crabunuzanus | Laboratoire national de santé, Microbiology, Mi-
' . 36631 0 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 0 00
JIEBAEMOCTH) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7483 0 0,0
00JIEBAEMOCTH ) SUD
Maspuranus (cradunuszamms | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . : 373 0 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 32248 11 100,0
Ministry of Health Malaysia
Manasu (cTabumzamus 3a00- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JIEBAEMOCTH) Platform
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 159 0 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
: : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 37 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapokko (crabmnmsanusi 3a- | Laboratoire de Biotechnologie
1343 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1544 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanms 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 44689 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
: 731 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmmmzanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) : . 18 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunuzarnus 3a- | National Centre for Communication Disease 917 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabunmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpsama (ctabumusanus 3a6o- | DSMRC 144 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 806 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service
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Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JIEBAEMOCTH ) Hospital, Kathmandu University Hospital School 1284 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabmnmmsanumst 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (crabunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIEBAEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3196 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 28245 397 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
HoBast 3emanmus (cumwkenue | Institute of Environmental Science and Re-
33589 0 0,0
3200JIEBAEMOCTH ) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 62 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabunusanus 3a- Norv_veglan Institute of Public Health, Department 35434 30 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarus 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center
489 0 0,0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
: L 3406 2 100,0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a00- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 81 0 0.0
[Tanama (crabumuzarus 3a00- | Gorgas memorial Institute For Health Studies
3234 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunu3sarus 3a- | Laboratorio Central de Salud Publica de Paraguay
2174 0 0,0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 36500 0 0,0
de SaludPera
[Tonpma (cTabmmm3aiius 3a00- | genXone SA, Research & Development Laboratory 44930 38 100.0
JIEBAEMOCTH)
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 93848 7 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puko (cradbunusamus | Centers for Disease Control and Prevention Divi-
. . X . 18045 0 0,0
3a00JICBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboeBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradbunu- | Institute of Tropical Medicine
210 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)

18




Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

ounnusanus 3aboneBaemoct) | CNDR, Departamento de Virologia 335 0 0,0
Pecnyonuka CansBagop (cta- | Genomics and Proteomics Departament, Gorgas 599 0 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctadbuamsa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 8 0 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0 0,0

00JIEBAEMOCTH) SUD
Poccust (poct 3aboneaemo- | WHO National Influenza Centre Russian Federa-
CTH) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 47381 40 100,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 197 0 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 11766 0 0.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 379 18 100,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2091 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1726 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsl | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 99 0 0,0
CTH) of the West Indies
Cent—Kutc u Hesuc (cradu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmzanus 3a06o- | Institute of microbiology and Immunology, Faculty
- L 1685 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National F_>ubI|c !—Iealth Laboratory, National Centre 30702 1241 99,9
6oseBaEMOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00JIeBa€MOCTH)
Cunr—Mapren  (crabunmsa- | National Institute for Public Health and the Envi- 898 0 0.0

11151 32a00JIEBAEMOCTH)

ronment(RIVM)
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Cupus (crabwimsanus 3abo-

CASE-2021-0266829

72 0 0,0
JIEBAEMOCTH )
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
27425 0 0,0
00J1IeBaEMOCTH )
CrnoBenus (crabunusanus 3a- Instltut(f} Qf Mlcr(_)blolt_)gy and_lmr_nunology, Faculty 36625 207 100,0
00J1eBa€MOCTH) of Medicine, University of Ljubljana
ConmomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
oumnuzanms 3a0os1eBaemoctr) | Laboratory (MDU-PHL) ’
Comanu (cradmmmsanus 3a00- | National Public Health Lab- Mogadishu 11 0 0.0
JICBAa€MOCTH ) ’
Cynan (crabunmsarnus 3a6o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service ’
Cypunam (crabunmsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00JIeBaCMOCTH) ronment(RIVM)
CIHA (cumxkenue 3abomneBae- | Colorado Department of Public Health & Environ-
MOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2544562 4084 N7
UCSD EXCITE.
Creppa—Jleone (ctabunmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1€BAEMOCTH ) ’
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 29318 68 100.0
00J1eBaEMOCTH) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
0oseBaEMOCTH) University Centers of Genomic and Precision Med- 3804 29 100,0
icine
Tanszanus (crabunmsarus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

60J1eBaEMOCTH)
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Tepkc u Kaiikoc (crabunmsa-

Carrington Lab, Department of Preclinical Sci-

1Us1 3a00J1€BAEMOCTH) ences, Faculty of Medical Sciences, The University 17 0 0,0
of the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabuimsa- | Microbiological Diagnostic Unit — Public Health 1 0 0.0

111s1 3a00J1€BAEMOCTH) Laboratory (MDU—-PHL) ’

Toro (crabmnuzarusa 3aboine- | Unité Mixte Internationale TransVIHMI(UMI 233

BAE€MOCTH) IRD — U1175 INSERM — Université de Montpel- 507 0 00
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tonra 96 0 0,0

Tpunugan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

Ju3anus 3a00JIeBaeMOCTH ) ences, Faculty of Medical Sciences, The University 2776 0 0,0
of the West Indies

Tynuc (crabunmsanmst 3a00- | Laboratoire de linique linique — Institut Pasteur de 688 0 0.0

JICBAEMOCTH ) Tunis ’

Typuus (crabunusanus 3a60- | Ministry of Health Turkey 21606 0 0.0

JIEBAEMOCTH )

VYranga (crabwmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 822 0 0.0

JICBAaEMOCTH ) ’

VYkpanna (crabumuzaius 3a- | Department of Respiratory and other Viral Infec-

0oseBaeMOCTH) tions of L.V.Gromashevsky Institute of Epidemiol- 3923 15 100.0
ogy & Infectious Diseases NAMS of Ukraine, JSC ’
“Farmak”

V36ekuctan (crabunmsarus | Center for Advanced Technologies 61 0 0.0

3a00JIeBa€MOCTH) ’

VYpyreait (ctabmnmmszanusi 3a- | Departamento Laboratorios de Salud Publica 047 0 00

6oeBaEMOCTH) (DLSP) Ministerio de Salud Publica ’
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®enepaTuBHbIE MTAThl MUK-

Pohnpei State Hospital,

ponesuu (cTabunmsanus 3a060- | State Laboratories Division, Hawaii State Depart- 85 0 0,0
JICBAEMOCTH) ment of Health
Oumunnuabl  (cHmwkenue 3a- | Philippine Genome Center 15027 5 100.0
00J1IeBaEMOCTH)
Ounnsaans  (crabuin3anus Dep{artment of -\/II’-Ology, Faculty of Medicine, Uni- 24004 183 100,0
3200JIeBaEMOCTH) versity of Helsinki
Opannus (camxenue 3a6oie- | CNR Virus des Infections Respiratoires — France 390229 1663 99,3
BAEMOCTH) SUD
®pannysckas ['Buana (cradu- | National Reference Center for Viruses of Respira-
. : : 1682 0 0,0

Ju3arys 3a0071€BaeMOCTH) tory Infections, Institut Pasteur, Paris
®dpaHiy3ckas [Tonmuuesus | National Reference Center for Viruses of Respira-
(crabunmsarus 3aboaeBaeMo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsarus (poct 3aboiseBae- | Croatian Institute of Public Health 95295 0 0.0
MOCTH)
LIAP (crabmnusanus 3abone- | Pathogen Sequencing Lab, National Institute for 80 0 0.0
BAa€MOCTH ) Biomedical Research(INRB) ’
Uepnoropust (crabmnmzanus | Charité Universitditsmedizin Berlin, Institut fiir Vi-

: 521 1 100,0
3a00JIEBAEMOCTH) rologie
Yexus (crabunmusanms 3a6o- | The National Institute of Public Health 33601 0 0.0
JIEBAEMOCTH)
Yuu (poct 3aboneBaemoctn) | Instituto de Salud Publica de Chile 26154 0 0,0
[Beitapus (poct 3aboeBae- 'Department“o.f Biosystems Science and Engineer- 55713 51 1000
MOCTH) ing, ETH Ziirich.
[Iserus (crabunuzanus 3a00- | The Public Health Agency of Sweden 118980 988 99 3
JIEBAEMOCTH)
[Ipu-Jlanka (crabunmsanus | Centre for Dengue Research and AICBU, Depart- 1181 0 0.0

3a00JIeBa€MOCTH)

ment of Immunology and Molecular Medicine
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DkBasop (crabunuzanus 3a-

Instituto Nacional de Investigacionen Salud Pu-

6202

0,0

00J1eBa€MOCTH) blica, INSPI
DKBaTOpUaIbHas I'sunes | Swiss Tropical and Public Health Institute
(cTabmm3anus 3a00J1eBaeMoO- 2 0 0,0
CTH)
Ocsatunam (crabmnusanus 3a- | Nhlangano Health Centre(National Institute for
00JIeBacMOCTH) Communicable Diseases of the National Health La- 676 0 0,0
boratory Service)
Octonus (crabwimmsanus 3a- | Laboratory of Communicable Diseases(Estonia);
. : : 6158 0 0,0
00J1eBaEMOCTH) Eurofins Genomics Europe Sequencing GmbH
Dc¢wmonusa (crabmmusanus 3a- | International Centre for Genetic Engineering and
00JIeBaCMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 119 0 0,0
Genome Sequencing
FOAP (cradbunu3zarus 3abomne- | KRISP, KZN Research Innovation and Sequencing
26955 0 0,0
BaEMOCTH ) Platform.
HOxnast Kopess (crabunmsa- | Division of Emerging Infectious Diseases, Bureau
1Us1 3a00J1eBAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 144736 57 100,0
Disease Control and Prevention Agency
Oxupiit Cynan (cradmmuza- | MRC/UVRI & LSHTM Uganda Research Unit,
1Us1 3a00J1eBAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan
SImaiika (crabmnunsanus 3a6o- | Carrington Lab, Department of PreClinical Sci-
JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 3260 0 0,0
of the West Indies
SInonus (crabwnmsanus 3a060- | Pathogen Genomics Center, National Institute of 447414 509 100.0

JIEBAEMOCTH)

Infectious Diseases
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E:xenenenbnoe d3nuao0HoBaeHne BO3 Ne 160 ot 27.10.2023

Bapuantsl SARS-CoV-2, npeacraBisiionige HHTepec, ¥ BAPUAHTHI, HAXO/s-
Hecs moJ HadJIoaeHueM

I'eorpajguueckoe pacnpocTpaHeHne U PacCIpoOCTPAHEHHOCTh

Bo Bcem mupe ¢ 25 centsa6ps mo 22 oktaops 2023 r. (28 gueit) B8 GISAID Obuto
nepenano 24265 nocaenoBarensHocTeit SARS-CoV-2. D10 conocraBumo ¢ 76745 moce-
noBaTeabHOCTIMU SARS-C0V-2 3a npenpiaymumii 28-1HeBHBIN niepuoa (¢ 28 aBrycra mo
24 cents6ps 2023 1.) u 52 479 nmocneaoBaTeIBLHOCTAMU 3a 28-AHEBHBIN TIepuoa ¢ 7 mo 17
aBrycra 2023 r. Koau4ecTBo ocie10BaTesIbHOCTEN, IPECTABICHHBIX B TCYEHUE YIIOMSI-
HYTBHIX MEPUOJIOB, BEPOSTHO, U3MEHHUTCS B MOCIEAYIONUX OTYETaX M3-32 PETPOCHEKTUB-
HBIX OOHOBJICHUH.

B nacrosimee Bpemst BO3 otciexuBaet Heckoabko BapuanToB SARS-CoV-2, B Tom
qHCIe:

* Tpu Be3bIBatomux unTepec Bapuanta (VOI): XBB.1.5, XBB.1.16 u EG.5.

* CemMb BapHaHTOB, Haxopsmmxcs nox mMonutopuHrom (VUM): BA.2.86, DV.7,
XBB, XBB.1.9.1, XBB.1.9.2u XBB.2.3.

B Tabnuie 6 mokazano konudecTBo crpaH, coobmuBmmx o VOI u VUM, a Takxke
UX PaclpOCTPAaHEHHOCTh ¢ 36-1 anmaemuoaoruueckoi Hemenu (4—10 centsops 2023 1.)
1o 40-it negenu (2—-8 oktsa0ps 2023 r.) B 2023 roxy. VOI u VUM, nemoHcTpupytoime
TEHJICHIIUIO K YBEJIMUYEHUIO, BBIICJICHBI KEJITHIM IIBETOM, T€, KOTOPHIE OCTAIUCH CTAOWIIb-
HBIMU, BbIJICJICHBl CHHUM IIBETOM, a T€, KOTOPbIE UMEIOT TEHICHIINIO K CHUKEHUIO, BbIJIE-
JICHBI 3€JIEHBIM.

B rno6ansHom macmtabe Bce VOI Obimu 0OHapykeHbl BO Bcex pernoHax BO3, a
EG.5 ocraercs Hanbomnee pacnpocrpaneHHbiM VOI, 0 koTopoM coobmunu 87 crpaH. Pac-
npoctpaHeHHOCTh EG.S npoaoipkaer pacTu: Ha ero goJito npuxoaurces 45,8% nocienoa-
TenpHOCTEH, oTnpaBieHHbIX B GISAID na 40-i1 Henene no cpaBHeHuto ¢ 38,8% Ha 36-ii
Hezene (puc. 4 u 6, Tabnuna 2). Croga BXoasT aBe nmoroMmctBennbie muann, HK.5 n HV.1,
KOTOpbIe ObUTH BKIItOUEHBI ¢ 23 okTs0ps 2023 roga. [locnenusis ouenka pucka st EG.5
Obuta onyOnmkoBaHa 21 centsiops 2023 roga ¢ o0IIel OIEHKON HU3KOTO JOMOJHUTEIh-
HOT'O pUCKa JIJIsl 3J0pPOBbs HAceJIeHHs Ha rI100albHOM YpPOBHE Ha OCHOBE UMEIOIIUXCS J10-
Ka3aTeJIbCTB. JTO COTJIACYETCS C PUCKOM, CBSA3AHHBIM C JAPYTMMH LIUPKYIUPYIOITUMU B
Hacrosiee Bpems VOI.

Pacnpoctpanennocts XBB.1.5 u XBB.1.16 camxaercs Bo Bcem mupe. Ha XBB.1.5
npuxoauioch 9,0% nociaegoBarenbHocTel Ha 40 Henene, uTo MeHble 9,7% Ha 36 Henerne.
AmnanornyasiM o0pazom, Ha XBB.1.6 npuxoaunocs 16,7% nocnenosarensHocTe Ha 40
Henene u 20,2% wna 36 nenene (puc. 4, tabnuna 2).

23 okTsa0ps 2023 r. BA.2.75 Ob1n uckimtoveH u3 cucka VUM u3-3a ero HU3KOM pac-
npocTpaneHHocTH B Mupe (<1%) 3a mociennue BoceMpb Henenb. AHanoruydo, CH.1.1 6wt
3aMmeHeH B cnucke VUM onHuM u3 ero noroMkoB, DV.7. Bapuant DV.7 nokaszan poct
CBOEH II100aNbHON PAaCIPOCTPAHEHHOCTH 3a MOCIEAHNE MATh Heaenb ¢ 1,6% Ha 36-ii He-
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nene 1o 2,0% na 40-ii nenene. Cpenu apyrux VUM, BA.2.86 u DV.7 nponemoHcTpupo-
BaJIM HEOOJBIIOE YBETMUYEHHUE B OTUETHBIHN epuoj, Torna kak XBB, XBB.1.9.2 u XBB.2.3
MPOJEMOHCTPUPOBAIIN TEHACHIINIO K CHIDKeHHIO, a XBB.1.9.1 — cTabunbHbIi TpeH.

Ha pernonanbHOM ypOBHE ObLIO IOCTATOYHO JIAHHBIX CEKBEHUPOBAHUS I pacyeTa
pacIpOCTPaHEHHOCTH BapwaHTOB B TeueHue 36—40-if Hemens u3 Tpex permoHoB BO3:
AMEpUKaHCKOr0 peruoHa, 3anagHo-TUX00KeaHCKOro peruoHa u EBponeickoro pernona
(rabmuma 3). Cpenu VOI BapuanT EG.5 Ob11 Hanbos1ee pacpocTpaHEHHBIM BO BCEX TPEX
perunonax, a XBB.1.5 u XBB.1.6 neMmoHCTpHpoOBaiy TEHACHIINIO K CHUKEHHUIO UK CTaOu-
mm3anuu. Cpeaun VUM Bo Bcex Tpex perMoHax HaOJIOJaduCh TEHACHIIMH K CHUKCHHIO
win ctabunuzaunu XBB, XBB.1.9.1, XBB.1.9.2 u XBB.2.3. DV.7 nemoHcTpupyer TeH-
JEHITUIO pocTa B AMEpPUKaHCKOM PETHOHE U CTaOWIbHYIO TEeHICHINIO B EBponeiickom u
3anagHo-TuxookeanckoMm perrnonax. B EBporieiickom pernone HaOIr01anach TCHACHITUS
K YBEJIMYECHUIO pacnpocTpaHeHHOCTH BA.2.86, Torna kak B AMEpUKaHCKOM PETHOHE U pe-
ruoHe 3amnanHoit yactu TUxoro okeaHa HaOIIOIATUCH CTAOUIIbHBIC TEHACHIIUH.

B ycnoBusix CHM)KEHHSI TEMIIOB TECTUPOBAHUS M CEKBEHUPOBAHHUS BO BCEM MUPE
(puc. 4) craHOBUTCS BCE TPYAHEE OICHUTH CTEIEHb TSKECTH IMOCJIEICTBUI BapUaHTOB
SARS-CoV-2 ¢ myTauusiMu, KOTOpbI€ MTOTEHIIMAILHO 00eCeYnBalOT 0oJiee BHICOKYIO 3a-
pa3zHocTh. B HacTosiiee BpeMsi HET 1a00pATOPHBIX WK SMUAEMHOJIOTHYECKUX OTYETOB,
YKa3bIBAIOIINUX Ha KaKyr0-Tu00 cBsa3b Mexay VOI/VUM 1 noBBIIIEHHON TSKECTHIO 3200-
neBanus. Kak nokasaHo Ha pucyHKe 9, HU3KUE U HEPENPE3EHTaTUBHbBIE YPOBHU FT€HOMHOIO
Hag3opa 3a SARS-CoV-2 no-npexxHemMy co3Aar0T MpoOIeMBbl 1Jis aIeKBATHOM OLICHKU CH-
Tyalluu ¢ BApUAHTAMH.

Tabnuna 2. ExxenenenvHas pacupoctpanerHocts VOI u VUM SARS-CoV-2, ¢ 36
no 40 negemnto 2023 r.

CrpaHbl’ Mocnepoeatens 2023-36 2023-37 2023-38 2023-39 2023-40

Hoctu®
VOIs
XBB.1.5* 127 301730 9.7 9.6 9.0 8.7 9.0
XBB.1.16* 116 85668 20.2 18.9 18.2 177,74 16.7,
EG.5* 87 72 656 38.8 40.9 43.6 45.1 45.8
VUMs
BA.2.86% 30 904 0.5 0.5 0.9 1.3 2.0
DV.7* 36 2792 16 15 1.6 1.9 2.0
XBB* 141 84 707 44 4.1 3.7 3.1 3.0
XBB,1,9.1* 119 75734 10.0 10.8 9.7 10.0 10.5
XBB.1,9.2* 95 35013 3.8 =1 3.3 2.9 2.1
XBB.2.3* 101 24791 6.2 5.6 s 4.9 4,
HeHazHa4enHbl 92 151977 0.1 0.0 0.0 0.0 0.0
Opyroi+ 211 6783 525 4.2 4.0 4.4 4.2 4.2

§ KonndecTBo cTpaH U mociaen0BaTeIbHOCTH yKa3aHbl C MOMEHTA TMOSIBJIICHUS BapH-
aHTOB. * BKIIOUaeT MOTOMKH, 32 UCKITIOYEHUEM TE€X, KOTOPbIE HHANBUAYAIBHO YKa3aHbI B
npyrux Mectax tabmuubsl. Hanpumep, XBB* ne Brmouaer XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3. + «JIpyroe» npeacTtaBisieT Apyrue HUPKYJIUPYIOIINE
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TuHUM nepenaun, 3a uckimouennem VOI, VUM, BA.1*, BA.2*, BA.3*, BA.4*, BA.5*.
M3-3a 3a71epiKeK WIIA pETPOCIIEKTHBHOTO HA3HAYCHUS BAPUAHTOB CJICTYET IPOSBIIATH OCTO-
POXKHOCTH TIPY UHTEPIPETALNN PACTIPOCTPAHCHHOCTH KaTeropuu «Jlpyroe». KomndectBo
CTpaH U TOCIIE0BATEILHOCTH YKa3aHbl C MOMEHTA MOSIBJICHUS] BAPHAHTOB.

Ta6muma 3. ExxenenenpHas pacnpoctpanenHoct VOI u VUM SARS-CoV-2 1o pe-
ruonam BO3

t\i:::fiﬁ to week 40) AMRO  AFRO"  EMRO EURO  seago® WPRO
VOIs
XBB.L5* v \&\\\\\\\\\\\\\§&\\\\\\\\\\: 3
XBB.1.16* \ &\\\\\\\\\\&\\\\\\\\\&\\\\\\\\\\ v
£G.5* O N\ NN\
VUMs
BA.2.86° < DULULIUIDMAT . NN\
Dv.7* EEENWNNN\EEEINNE
XBB* 2 RO EEEN\\\Y
XBB.19.1* < AULIDGO0E NN
XBB.1.9.2* I \INNNNEEE N
XBB.2.3* J AMUMHODBDMBOMYBOIdMN &

T increasing trend & stable trend

J decreasing trend - most prevalent variant(s)

\\\\\\\\\\ insufficient data

* BriIroyaeT MOTOMKH, 3a UCKIIOUEHUEM TeX, KOTOPbIe MHAUBUIYAIHHO YKa3aHbI B
npyrux mectax Tabmuiel. Hampumep, XBB* ne Brmowaer XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3. ¥ u3-3a HEOOJBIIIOr0 KOJUYECTBA ITOCJIEIOBATEILHO-
CTE, MPEICTAaBICHHBIX B 3TUX PETMOHAX, HE YIAJIOCh ONpeneauTh TeHaeHmu s VOI u
VUM B 3TUX peruoHax; 3T0 TaKKe MPEACTaBICHO 3alITPUXOBAHHBIMU SYeiikaMu B Ta0-
JIULIC

Pucynok 4. I'mobanvHas 28-naHeBHas pacnpoctpaneHHocTh XBB.1.5, XBB.1.16 u
EG.S5, ¢ 4 cents16ps mo 1 oxTsi6ps 2023 r.%+
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28-day prevalence per country
W o5 100
I 0.21-050
N 0.11-020
>0.00-0.10
Too few sequences reported

to estimate significant
proportions (<50 sequences)
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No sequences shared
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No sequences shared
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* OTUYeTHBIN EPHUOJT IS yueTa 3aJIepKKH B MIPEICTABICHUH TOCIICI0BATEILHOCTH B

GISAID. + UcTopuueckoe MpUCYTCTBHE yKa3bIBaeT Ha CTPAHBI, paHee COOOMIABIINE O TO-
cnenoBatenbHOCTAX VOI, HO He coolmasime 06 »ToM B iepuo ¢ 31 urois o 27 aBrycra

2023 1.

Pucynok 5. KonuuecTBo u MPOIEHT JeMOHUPOBAHHBIX NoceqoBaTeapHocTell SARS-

CoV-2 ¢ 1 mapra o 31 aBrycra 2023 r.
28



Pango lineages
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Pucynok 10. Ha manenn A moka3aHO KOJMYECTBO, a Ha NTaHeNW B — mponeHT Bcex
MUPKYIUPYIOIMUX BapuanToB ¢ mapta 2023 rona. [lokazansl cectpurckue auHuM Omicron
U jonoiHuTenbHbIe TOTOMKH Omicron VOC, Haxonsmuecs: 1m0 AadbHEHIIUM MOHUTO-
punrom. BA.1*, BA.2*, BA.3* BA.4* u BA.5* (* yka3pIBaeT Ha BKIIOUEHUE JOUECPHUX
nuHui) BKIovaroT Bce BA.1, BA.2, BA.3, BA.4 u BA.5 00beuHII TOTOMKH, 32 UCKITIO-
YEHUEM LIMPKYJIHUPYIOLIUX B HACTOSAIIEE BpEMsI BAPUAHTOB, TOKAa3aHHBIX UHANBUIYAIBHO.
Kareropus «Hena3HaueHHbIe» BKIIIOYAET JIMHUU, OKUAAIOIINE PACCMOTPEHHUS JIJIsl HAUMeE-
HoBaHusi B PANGO, Torna kak kareropus «Jlpyrue» BKIIOYAET JUHUM, KOTOPbIC Ha3HA-
YeHbI, HO HE YKa3aHbl B jiereHe. Mcrounuk: gannele o nocnenoBatenbHoctd SARS-CoV-
2 u metagannsie GISAID 3a nepuog ¢ 1 mapra o 31 aBrycra 2023 r.
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Iyoaukanun

1. ACS Cent Sci. 2023 Sep 21;9(10):1894-1904.

doi: 10.1021/acscentsci.3c00810. eCollection 2023 Oct 25.

Spike Protein Mutation-Induced Changes in the Kinetic and Thermodynamic
Behavior of Its Receptor Binding Domains Explain Their Higher Propensity to Attain
Open States in SARS-CoV-2 Variants of Concern

Boi3BaHHbIe MyTanueil 0ejika-mIUNA U3MEHEHUS] B KHHETHYECKOM U TePMO/IH-
HAMHMYECKOM MOBeJeHUH ero pelenTop-cBA3bIBAIIIUX JOMEHOB 00bSCHAIOT HX 00-
Jiee BBICOKYI) CKJOHHOCTb K JOCTH:KE€HHI0 OTKPBITHIX COCTOSIHMII B BBI3HIBAKOIIHUX
odecnokoeHHOCTh BapuanTax SARS-CoV-2.

Jasdeep Singh, Shubham Vashishtha, Bishwajit Kundu

B xone aBomonmu SARS-CoV-2 k ero Bapuantam (VOC) — anbda, Oeta, ramma,
JIeNbTa 1 OMUKPOH — HMX S-0€JIKU MPOJAEMOHCTPUPOBAIH 00Jiee BHICOKYIO CKIIOHHOCTD K
JIOCTUKEHUIO OTKPBITBIX cOocTOsiHMM. PacmmdpoBka Toro, Kak MyTaiuu B S-0eJIKe MOryT
dbopMupoBaTh €ro KOH(OOPMAIMOHHYIO AUHAMHKY, OYJIET CIIOCOOCTBOBATH MOHUMAHHIO
BHUPYCHOT'O TPOIKU3Ma K X03MHY. B manHON paboTe, HCTOIb3ysi MHOKECTBEHHOE MOJIEKY-
JASpHO-AMHAMHUYecKoe MojaenupoBanue (MDS) B MUKpOCEKyHAHOM MaciuTade, aBTOPbI
JAIOT TPEJCTaBICHNE O KUHETUYECKOM M TEPMOJIMHAMUYECKOM BKJIAJE ITUX MYTaluil B
nyta oTkpbITHs RBD B S-6enkax VOCs SARS-CoV-2. Myranmonssie 3)QeKTsl aHaTH-
3UPOBAIKCH C UCIIOJIb30BAaHUEM aTOMUCTUYECKOTO (1) paBHOBeCHOTr0o MDS 3aKpBITHIX U OT-
KPBITBIX COCTOSIHUM S-0enkoB u (ii) HepaBHOBecHOr0 MDS i1 mepexo10B U3 3aKpbITOTO
B oTkpbITOE. [Ipn MJIC 3akpeiToro mnu otkpeitoro cocrosuuidi RBD B S-6enkax VOCs
MOKa3aJId MEHBIIYI0 TEPMOJINHAMUYECKYIO CTA0MIIBHOCTD C 00j1ee BBICOKUMHU KMHETHYE-
CKUMHU (IYKTYyallMsIMH TIO CpaBHEHUIO ¢ S-Oenkamu npeaxkoBoro SARS-CoV-2. Jlns nepe-
XOJIOB «3aKpBITO-OTKPBITO» B S-0enkax VOCs Habo1a1u, 10-BUAUMOMY, O0j1ee ObICTpoe
otkpeiTie RBD ¢ ymeHblIeHHeM TepMOAMHAMUYECKOTO Oaphepa CBOOOIHOM PHEPrUM B
1,5-2 paza (AG3akpeITO—O0TKpbITO). MccneqoBanus HACHIIIAONIET0 MyTareHe3a BbIIBUIIU
MyTaluu Oeska S, KOTOpbIe MOT'YT KOHTPOJIMPOBATh €r0 KOHPOPMALMOHHYIO TUHAMUKY U
IPEICTAaBICHUE PELENTOPAM XO35MHA.

2. Front Immunol. 2023 Oct 16:14:1255003.

doi: 10.3389/fimmu.2023.1255003. eCollection 2023.

Variant-dependent oxidative and cytokine responses of human neutrophils to
SARS-CoV-2 spike protein and anti-spike 1gG1 antibodies

BapuaHT-3aBUCHMBIC OKHUCJIUTEIbHbIC U HIUTOKUHOBBIC OTBEThHI HEUTPOPHJI0B
yeJi0BeKa Ha cnaiikoBblii 0e1ok SARS-CoV-2 u anTucnaiikoBble anturtena IgGl

Nathalie Bonatti Franco Almeida, Kayla Marie Fantone, Demba Sarr u np.

B nannoit pabore peakuuu [IMH denoBeka orieHMBaNIKCh in Vitro B OTBET Ha OENOK-
i (S) 1Byx pasHbix BapuanToB SARS-CoV-2, antu-S IgGl-antutena unm o6pa3oBaH-
Hble MU UMMYHHbIE KOMIUIEKChl. OOpa3oBanue akTUBHBIX (popM kucinopoaa (ADK) uz-
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MEPSUIX C TOMOILBIO XEMUJIFOMUHECLIEHIIMY Ha 0CHOBE JloreHa. BeicBOOOXKIeHIE MUETIO-
nepokcuaassl (MI1O) ouennBanu ¢ momombio MDA, a cexpenuio psiga HIMTOKUHOB U (pak-
TOPOB POCTa ONPEAETSUIN C IOMOILBIO BBICOKOI((HEKTUBHOTO MYJIBTUIIJIEKCHOI'O IIUTOKU-
HOoBoOroO ananu3a. [lokaszano, uro 6enok S SARS-CoV-2 Omicron u anTrcnaiikoBeie IgG1,
10 OTJENBHOCTU UM BMeCTe, CTUMYIUpPYIOT BeIpaboTKy ADK B [IMH uenoseka. Takxke
oTMedeHo, uTo 0ernok S SARS-CoV-2 Wuhan u aatuteno IgG1 npoTuB S BMecTe BBI3BI-
BaroT BeicBOOOXk1eHre MITO u3 [IMH. YunteiBas 3naunmocts konHp ek SARS-CoV-
2 W rpuIma, Takke UCCIeI0BalI BIMsSHUE UH(EKIMKY BUPYCOM T'pUIIA Ha Mpeablayline
peaxkiuu [IMH na S-6enku nnu antu-S-anturena. He oGHapykeHo kakoro-inubo cyiie-
CTBEHHOr0 BIMsHUS KoumH(pekuuu rpunna Ha reHepanuio APK B I[IMH. Ot nannbie
TaKXe MOoKa3bIBaloT, uTo cTuMyssinus [IMH S-Oenkxamu BbI3bIBaeT BHICBOOOXKIEHHE pa3-
JIMYHBIX XEMOKHHOB, ()aKTOPOB POCTA, PETYIISITOPHBIX U IPOBOCHATUTENBHBIX TUTOKUHOB.
B 1nienom, 3TH pe3ynbTaThl CBHACTENBCTBYIOT, UTO S-0e10k SARS-CoV-2, anturena IgG1
OPOTHB IIUIA WM UX UMMYHHBIH KOMIIJIEKC CIIOCOOCTBYIOT OKUCIHUTEIbHBIM PEaKLUsIM
IIMH B 3aBHCUMOCTH OT BapUaHTA.

3. Front Immunol. 2023 Oct 17:14:1258268.

doi: 10.3389/fimmu.2023.1258268. eCollection 2023.

Omicron subvariants illustrate reduced respiratory tissue penetration, cell dam-
age and inflammatory responses in human airway epithelia

IMopBapuanTel OMHKPOHA 1EMOHCTPUPYIOT CHUKEHHE NPOHUKHOBEHHUA B /bI-
XaTeJbHble TKAHH, OBPEKAeHUS KJIETOK U BOCTIAJUTEJbHbIX PeaKkuuii B 3MUTeTHN
AbIXaTeJbHBbIX MyTel YeJI0BeKA.

Viktoria Zaderer, Hussam Abd EI Halim, Anna-Lena Wyremblewsky u np.

ABTOpBI OIIEHUJIM CIIOCOOHOCTH MoABapuaHTOB Omicron MPOHHUKATh, PEILTULIHPO-
BaTbCs U BBI3BIBATH MOBPEXKJICHUS HAa TPEXMEPHON MOJENU ABbIXaTEIBHOIO MUTENUs Ye-
JIOBEKa. Y CTaHOBJIEHO, 4TO mojBapuanTel Omicron BA.5, BQ.1.1 u BF7 ocraBanuce mo-
BEPXHOCTHO B CJIO€ CIIM3HCTOM OOOJOYKH, YTO MPHUBOJWIO JIMIIb K HANPaBICHHOMY
HapyXy pa3pylICHUIO KJIETOK, COXPAHEHUIO LEIOCTHOCTH SMUTENUsl, MUHUMAJIbHON ak-
TUBHOCTH JaktataeruaporeHassl (LDH) u Hu3Komy 6a3onarepaibHOMY BBICBOOOKICHHUIO
BUpYca B cailTax MHPUIIMPOBAHUS, TaKXKe HAOIIOAAUCh 3HAUNTEIHLHO MEHbIIINE 00J1acTH
aKTUBallMK KOMIUIEMEeHTa U 0ojee Hu3Kkas cekpenus [L-6. IutepecHo, 4To BHYTpHU CcyOBa-
puantoB Omicron HaOMIOJANKCh paznuuus ¢ Oojiee HOBBIMU cyOBapuantamu Omicron
BQ.1.1 u BF.7, neMOHCTpUpYyIOIMMHU 3HAUUTENBHOE CHU)KEHUE BUPYCHOM HAarpy3KH, Bbl-
cBoOoxxaenus 1L-6 n aktuBHOCcTH LDH 1o cpaBHenuio ¢ BA.5. D1tu ganHbIe MOKa3bIBAIOT,
4TO CaMble paHHUE COOBITHS B3aumMozelcTBusa nocie nepenaun SARS-CoV-2 moryT wur-
paTh posib B QOPMUPOBAHUU TSXKECTH 3a00JIEBaAHUS.

4. Sci Bull (Beijing). 2023 Oct 4:52095-9273(23)00683-7.
doi: 10.1016/j.scib.2023.09.048. Online ahead of print.
Classification of five SARS-CoV-2 serotypes based on RBD antigenicities

Knaccupukanust nsatu ceporunoB SARS-CoV-2 Ha ocHoBe anTuresnoctu RBD
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Shixiong Hu, Chunli Wu, Xinkai Wu u ap.

Henpepsiuas sBomonns SARS-CoV-2 npuBena K MOSBICHUIO 3HAYUTETHLHOTO KO-
JMYeCTBa BapUAHTOB, OCOOEHHO C MOsABJIeHHEM BapuaHTa OMHUKPOH CO MHOTHMH IOJIBa-
puaHTaMu. DTH MOJBAPUAHTHI TPOJIEMOHCTPUPOBAIH MOBBIIIEHHOE YCKOJIb3aHHE OT UM-
MYHUTETA, YTO MPUBEIO K CHIKEHHUIO 3()(PEKTUBHOCTH CYHIECTBYIOIIMX BAKIUH U Tepa-
NEBTUYECKUX AaHTUTEN. YUYHUTHIBas YMEHBIICHHYIO MEPEKPECTHYIO HEWTpalnu3aluio,
HAOJI0TaeMYIO CPEJIH 3THUX ITOBAPHAHTOB, BITOJIHE BEPOATHO, uTO0 Y SARS-C0OV-2 nosiBu-
JIOCh HECKOJIBKO CEpOTHUIIOB. B kauecTBe OCHOBHOI'O aHTUT€HHOT'O caifTa Jyisi CEpOTUITUPO-
BaHMS ObLT BBIOpaH perienTop-cBs3biBaronuii 1omeH (RBD) G6enka BupycHoro mmumna (S).
ABTOpBI BhIOpaid 23 penpe3eHTaTUBHBIX BapUaHTa, BKJIIOUas BapuaHThl 10-OMUKpOHA U
cyoBapuanTsl OMHUKpPOHA, U KIACCU(PHUIIMPOBAIHN HX HA MATh CEPOTUIIOB HA OCHOBE CHCTE-
MAaTHYE€CKOW OLIEHKH aHTUTeHHOCTH X RBD. Kaxkiplii cepoTun BKIOYAET HECKOJIBKO I'e-
HETUYECKH Pa3IMUHbIX BapuaHToB. CepoTun-I BKIIOYaeT BCe BapUAHTHI, MPEIIICCTBYIO-
e OMUKPOHY (C ABYMsI TIOJTUIIAMH), TOTJ]Aa KaK OCTAJIbHBIEC YETHIPE CEPOTUIIA COCTOST
u3 cyoBapuanToB OMHUKpPOHA, HAXOIAIMXCS Ha pa3HbIX cTaausax sBomtonuu. [Ipeanonara-
€TCsl, YTO ITH CEPOTHUIIBI MOTYT CIY>)KMUTh OCHOBOM JJIsi OBICTPOM KiacCHU(pUKAIUKA HOBBIX
BapuaHToB SARS-C0V-2, a taxke 1t pa3pabOTKu OyIyIIUX BaKIUH IIUPOKOTO CIIEKTpa
NEUCTBUS W HEUTPAIM3YIOIIMX aHTUTEN MPOTUB KOpoHaBUpycHOM Ooneznu 2019 roga

(COVID-19).

5. Viruses. 2023 Oct 21;15(10):2132.

doi: 10.3390/v15102132.

Emergence of Genomic Diversity in the Spike Protein of the ""Omicron™ Variant

Bo3HnkHOBeHHE T€HOMHOr0 pa3HooOpasus B Oeske-miune BapuaHta «OMHK-
poH»

Surajit Basak, Pratanu Kayet, Manisha Ghosh, u ap.

[TpoBeaeHo uccienoBaHne 3aKOHOMEPHOCTEN UCITOJIb30BAaHUSI AMUHOKHUCIIOT U UX 3a-
MeH y BapuanTa Omicron U CpaBHEHUE C TAKOBBIMHU Y JIPYTUX YeThIpex BapuantoB Alpha,
Beta, Gamma, Delta. OTmMedeHo, 4TO UCTIOIB30BaHUE AMUHOKHUCIOT Y OMHKpPOHA UMEET
YETKYIO 3aKOHOMEPHOCTh, KOTOpast OTIn4aeT ero ot Apyrux VOCs 1 3HaUUTENBHO KOppe-
JUPYET C MOBBILIEHHOW TUAPO(OOHOCTHIO MIMIMOBUAHBIX OENKOB. ABTOPBI HaOIIOAANIN
YBEIIMYCHNUE YPOBHS HECHHOHUMHYHOTO 3aMEIICHHS IO CPABHEHHUIO C IPYTHMH YETHIPbMS
VOCs. YuuTsiBas (pUIOr€HETHYECKYIO B3aUMOCBSI3b, OHH MTPEIMOI0KIIN HATNYHe (QyHK-
IIMOHATBHON B3aMMO3aBHCUMOCTH MEXKIY PEKOMOWHAIMEH W CKOPOCTHIO MYTAIlHid, YTO
MOTJIO IPUBECTH K CIIBUTY ONITUMYMa CKOPOCTH MYTAIIMi IJIs 9BOIOIMU BapuanTa OMUK-
poH. Pe3ynbTaThl MOKa3bIBAIOT, UTO AJIS YIYULICHUS MPO(PHUIAKTUKNA U KOHTPOJIS 3a00I1e-
BaHU CIIEAYeT yIeNATh OOJbIlIe BHUMAHUS 3HAYUTEIBHON TeHeTHIeCcKol auddepeHima-
UM U Pa3HOOOPa3uI0 BHOBH MOSBISIIOIINXCS] BAPUAHTOB.

6. Viruses. 2023 Oct 10;15(10):2073.
doi: 10.3390/v15102073.
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Comparative Analysis of Conformational Dynamics and Systematic Character-
ization of Cryptic Pockets in the SARS-CoV-2 Omicron BA.2, BA.2.75 and XBB.1
Spike Complexes with the ACE2 Host Receptor: Confluence of Binding and Struc-
tural Plasticity in Mediating Networks of Conserved Allosteric Sites

CpaBHMTEIbHBIH aHAJIU3 KOHPOPMANMOHHON TMHAMMKH U CHCTeMAaTH4YecKast
XapaKTEePUCTHKA KPUNTHYECKUX KAPMAHOB B CnaiikoBbIX kKoMmiiekcax SARS-CoV-
2 Omicron BA.2, BA.2.75 u XBB.1 ¢ peuentopom-xo3sinnom ACE2: ciiusinue cCBsA3bI-
BAHMA ¥ CTPYKTYPHOM IVIACTUYHOCTH B ONOCPEAYIOIIMX CeTAX KOHCEPBATHBHBIX aJI-
JocrepuxkoB Mecra

Mohammed Alshahrani, Grace Gupta, Sian Xiao u np.

HecMoTpss Ha 3HaYUTENbHOE CTPYKTYpPHOE CXOJICTBO, BapuaHThl Omicron BA.2,
BA.2.75 n XBB.1 Moryt umeth yHUKalIbHbIE KOHPOPMAIMOHHbIE TUHAMUYECKHUE XapaK-
TEPUCTUKHU U CHEU(PUUIECKOe pacrpeneacHue KoHGOPMalMOHHBIX cOCTOsHUU. Mcnoib-
3yst KOH(OpPMAIIMOHHBIE aHCAMOJIM TPUMEPHBIX KoMITIeKcoB muoB Omicron SARS-CoV-
2 ¢ ACE2, aBTOopbl IIPOBEIN KOMIUIEKCHBIN CKPUHUHI KPUIITUYECKUX KapMaHOB, YTOObI
U3Y4YHUTh PoJb MmyTaruii Omicron u cBsi3biBanusi ACE2 B pacnipeenenuu v GyHKIIMOHAb-
HbIX MEXaHU3Max MOSBIAIONINXCS AJUIOCTEPUUECKUX CAWTOB CBA3BIBAHUS. DTOT aHAIM3
OXBATUJI BCE IKCIIEPUMEHTAIBHO U3BECTHBIE AJUIOCTEPUUECKHUE CAUTHI U OOHAPYKUIT CETH
B3aMMOCBSI3aHHBIX U (PYHKIIMOHAJIBHO 3HAYMMBIX aJNIOCTEPHUUECKHX CaTOB, KOTOPHIE pe-
TYJUPYIOTCA HW3MEHYMBOW KOH(OPMALIMOHHON alalnTUPYEMOCTBIO HIMIOBBIX CTPYKTYpP
SARS-CoV-2. [loka3zaHo, kak cBs3biBaHne ACE2 m mMyTanuu B HIMIOBBIX KOMILJIEKCAX
BA.2, BA.2.75 u XBB.1 MogynupytoT pacnpe/ieieHue KOHCEPBATUBHBIX U MOJIAIOIINXCS
JIEKapCTBEHHOMY BO3JIEUCTBUIO QIJIOCTEPUUYECKUX KapMaHOB, COJEPKAUIUMX (QYHKIHO-
HAJIBHO Ba)KHbIE 00NacTu. Pe3ynbTaThl BasKHBI /Ui TOHUMAaHUS (YHKIIMOHAIBHON POIU
KPUIITHYECKUX KapMaHOB C JICKAPCTBECHHBIMU IIPENapaTaMu, KOTOPbIE MOXKHO HCIIOIb30-
BaTh JUI aJUIOCTEPUYECKU-ONOCPEIOBAHHOIO TEPANEBTUYECKOT0 BMEIIATEIbCTBA, Halle-
JICHHOTO Ha KOH(OpPMAIMOHHBIE COCTOSIHUS BapuaHTOB OMHUKpPOHA.
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