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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst mox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX FT€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID
3a Heaesdro ¢ 15 mo 27 okrsaops 2023 r.
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B o030pe mpencraBnena uHGpopMaIus Mo MUPKYIUPYIOIIMM B HACTOSIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatonmx untepec (VOI) u cyoBapuantoB Omicron,
Haxonsmuxcs noa Hadmoaenrem (VUM), reHOMHBIE OCTEI0BATEILHOCTH KOTOPBIX pa3Me-
IIEHBI B MekayHapoaHou 6a3e manHbiX GISAID 3a Henento ¢ 15 mo 27 oxkrsaops 2023 r.

[To cocrostamro Ha 27 okTs0pst 2023 1. B cooTBeTCTBUU € Kinaccupukanueit BO3 k Ba-
puantam Bupyca SARS-COV-2, sepBatommx uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16 u EG.5. B rpynny uupKyJdpyrOIlUX BapuaHTOB, HAXOJSALIUXCS MOJ
Habmogenuem (VUM) Brmtouenbl renetudeckue maumHuu: DV.7, XBB, XBB.1.9.1,
XBB.1.9.2, XBB.2.3, BA.2.86. Cyo6Bapuant DV.7 BnepBbsie cekBenupoBan 19.01.2023r.,
kiaccupuupoBad TeXHHUECKONH KOHCYIBTATHBHOW TPYMIION 1O 3BOJIONKU Bupyca SARS-
CoV-2 (TAG-VE) kak VUM 23.10.2023r.

Ha ceromnsmnuii nens B 6a3ze mannbix GISAID Bcero npencrasiero 16 163 780 re-
HoMmoB Bupyca SARS-COV-2 (3a Henemto nenonuposano 25 896 nocienoBareiabHocTel). B
MHUpE CTpaHaMU — JUAEPaMH MO KOJUYECTBY JCMOHUPOBAHHBIX T€HOMHBIX MOCIEI0BATEb-
Hoctelt Bupyca SARS-CoV-2 ocratorcs CIIA — (4 947 607 renomoB — 30,6% oT Bcex pas-
memeHHbIX B GISAID) u Benukoopuranus (3 116 407 reaomos — 19,3%).

Bcero B 6a3y nanasix GISAID nenonupoBano 8 677 947 renomoB BapuanTa Omicron,
3a aHANM3UpyeMylo Hejaento pasmenieHo eme 23 889 reHoMHBIX MOCIEI0BATEILHOCTEH —
92,2% oT Bcex MpeCTaBICHHBIX 3a TEKYIIYIO HEJCI0 TeHoBapuaHToB Bupyca SARS-CoV-2
(na mpouwtoit Hexene — 98,9%). Poccuiickumu naboparopusimu pazmeriensl 79 659 renom-
HBIX nocnenoBarenbHocTeit SARS-COV-2, B Tom uncne Bapuanta Omicron — 47 381 renom.

Ha cerognsmauii newp B 6aze ganubix GISAID 3adukcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 215 crpan u Tepputopuii (Ha npeasiaymiel Hexene — 215): ABcTpanus,
ABctpusi, AzepOaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapoyna, Aurunbs, AprentuHa, Apmenusi, Apyoa, Adranucran, banrnanem, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benunn, bonrapusi, bo-
nmuBus, borcBana, bocuus u I epuerosuna, bonaiipe, bpasunus, bpynei, bputanckue Bup-
THHCKHE OCTpoBa, byran, bypynnu, bypkuna-®aco, BenukoOpuranus, Benecyasna, Benrpus,



Buprunckue Octposa (CIIIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['BaTe-
Maina, ['Bunes, I'epmanuns, [ mbpantap, 'onaypac, 'onkonr, ['perana, I'penus, ['py3us, ['yam,
["abown, Janus, J>xubytu, Jlomunukanckas Pecriyonuka, [lomunuka, JIPK JlemokpaTuueckast
Pecniy6mka Boctounsiii Tumop, [lemokpatuueckas Pecnybnuka Can-Tome u Ilpuncunmy,
Eruner, 3am0us, 3umbadse, M3pauns, Unaus, Uunonesus, Mopaanus, Upak, Upan, Upnan-
musi, Ucnannust, Ucnanus, Utanus, Ka6o-Bepae, Kazaxcran, Kaiimanossl OctpoBa, Kawm-
6omxka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubatu, Konym6us, Kocoso, Ko-
cra-Puxa, Kor-n'MByap, Ky6a, Kyseiit, Koipreizcran, Kropacao, Jlaoc, JlatBus, JIuGepus,
Jlusan, JIuus, Jluxrenurreiin, JIutea, Jlecoto (Koponesctso Jlecoto), JIrokcemOypr, Mana-
rackap, Maspukuii, MaBputanus, Makao, Manasu, Manaiizus, Maneausel, Mansra, Maiu,
Mapoxkko, Maptunuka, MapmamioBsl OctpoBa, Maiiorra, Mekcuka, Mo3am6uk, Moinosa,
Momnako, Monromnusi, Montceppart, Mbsitnma, Mukponesus, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, He3aBucumoe rocynapctso Camoa, Huys, Hopserusi, HoBas 3enanaus,
Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [Takucran, [Tanectuna, Ila-
Hama, [Tanay, [1aparsaii, [larya HoBas [ 'Bunes, Ilepy, [lopryranus, [lonsia, [Tyapto-Puxko,
PetonnoH, Pecriybnuka Konro, Pecnybnuka Ceitmensckue OctpoBa, Peciy6onuka I'Bunes-
bucay, Pecionuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, CuHT-
Mapren, Caynosckas Apausi, CeBepHast Makenonus, CeBepubie Mapuanckue octposa, Ce-
Herai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, CroBakusi, Cnosenusi, Cunranyp, Cu-
pus, CIIIA, Cent-Kurc u HeBuc, Cent-Buncent u I'penagunsi, Cent-JIrocus, Cunt-Mapres,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBanb, Tanzanusi, Tepkc
u Katikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranna, Y3oekucran, Ykpa-
vHa, YpyrBau, Ounisinausa, Opanuusa, Opanuysckas ['Buana, @pannysckas [lonunesus,
Ounnununbl, XopBatus, YepHnoropus, Yexus, Yunu, Yan, 1{AP, IlIsenus, IBeiinapus,
[pu-Jlanka, DxBagop, IcToHusa, IcBatunu, Dduonus, DkBaTtopuanbHas ['Bunes, KOAP,
IOxnas Kopes, IOxubiii Cynan, SAnonus, SMaiika.

3a nporrenmiue 4 Henenau 44 crpansl (20,5%) (3a npeasiaymme — 49 ctpan (22,8%)
JOTIOJIHWJIM JaHHBIE O JEIMOHUPOBAHWUU TEHOMHBIX IMOcheqoBarenbHocTeil Omicron B
GISAID.

JluHamuKa pacnpocTpaHeHusi B Mupe cyoBapuanToB Omicron CEeKBEHHPOBAHHBIX U
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIHpyro-
mux B HacTosmiee BpemMs mrtaMMoB SARS-CoV-2, kak 1 Ha IPOIIIION HeeNe, JTOMUHUPYIOT
cyoBapuantsl EG.5.1.1 (10,35%), HK.3 (8,55%), HV.1 (7.96%), EG.5.1.3 (7,52%), FL.1.5.1
(6,56%), XBB.1.16.6 (5,89%), EG.5.1 (5,95%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B Mupe

(o cocrosinuio Ha 24.10.2023 r.)

I'enetnueckoe pa3zHOOOpazve LUPKYJIUPYIOLUIMX B PETHOHAX MHUpPa CyOBapHaHTOB

Omicron 3a nocieaane 4 HeleNy O0Ka3aHo Ha pucyHke 2. B EBporie mpoaomkaoT TOMUHU-
poBath cyoBapuantel EG 5.1.3 u EG.5.1.1 (11,53% u 11,26% coOTBETCTBEHHO), B CTpaHax
Asun — HK.3 (34,69%) u EG.5.1.1 (14,01%), B Tuxookeanckom perumone — EG 5.1.1
(13,96%) u HK.3 (13,48%), B CeBepnoit Amepuxke — HV.1 (14,2%), FL.1.5.1 (9,99%),
EG.5.1.1 (9,74%). B IOxHoit Amepuke 3a TociIeHue 4 Hellenu npeoliaaany cyOBapHaHThI
GK.1(28,57%) u XBB.1.5 (28,57%), B ctpanax Adpuku — XBB.1.41.1 (40%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Variants of Interest
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Sublineages shown here
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Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHaxX Mupa 3a 4 Hefenu
(c 26 cents0ps o 24 oxtsi0ps 2023 1.)

3a nocnegHue 4 HeJleau B MUPE paclpocTpaHeHHOCTh BapuanToB VOI Bo Bcex peruo-
HaX (kpome A(pHKaAHCKOT0) YBEIHMYMIACh, KX JIOJIS OCTacTCs peo0IaIaronieii cpeiu ceKBe-
HUpoBaHHBIX TeHOMOB SARS-CoV-2, naubonsiias — B crpanax FOxxno#t u CeBepHoil Ame-
puku, Asuu (92,9%, 75,6%, 73,3% cootBetcTBeHHO0). CyOBapuanthl VUM ITOMHHHUPOBAJIH B

Adpuke (60%) (puc. 3).
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 3. PacnpocTtpanenue cyOBapranToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-
HBIX C 26 ceHTs0pst mo 24 okTsops 2023 .

Bapuantsl, Bei3biBawmme uaTepec (VOI)
ITo cocrostHuto Ha 27 okta6ps 2023 r. B 6a3y ganubix GISAID EpiCoV nocnenosa-
TenbHOCTH, oTHOCsAmuMecs kK XBB.1.5 (Kraken) nemonuposans! u3 139 ctpan. B nupkynsiuu

cyOBapHaHTa HaOJI0JIaeTCS TCHICHIIUS CHIDKEHUs (CeHTs0ph — 5,5%, okTs0ps — 5,1%). 3a
nocnenHue 4 Heaenu HauOOoJbIlee PACIIPOCTPAHEHUE CyOBapHUaHT MOJYYHI B CIICAYIOIIUX
ctpanax: bpasunus — 80,4%, 18,3%, Ucnanus — 15,2%, bensrus — 13,2%, [loptyramus —
13,2%, Urtamust — 12,1%, Anonus — 11,1%, Ascpus — 11,1%.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 119 crpan, pacmpocTpaHeH-
HOCTh — 5,9%. 3a mocneanue 4 Hexenu cyOBapHaHT MPEUMYIIIECTBEHHO BBIIEISUIA B PyMbI-
Huu (38,2%), Poccun (34,5%), CIIA (18,6%), ABctpuu (18,4%), ITonbire (17,9%), ®un-
asiaun (16,4%), Benukoopurtanuu (16%), seiinapun — 14,8%, FOxnoii Kopee (14,3%),
[Mopryramuu (13,9%), I'pysun (13%), Cnosenun (12,7%), HIseruu (12,5%), WUspawmie
(11,6%), ABctpanuu (10,7%).



Cy6Bapuant EG.5 (Eris) cexBenupoBan aboparopusivu 90 ctpaH (Ha npeabLaymei
uenene — 88 crpan). Pacnpocrpanentnocts EG.5 npomomkaeT pactu. B 6aze nanusix GISAID
nernonupoBano 80 343 reHoma cyOBapuaHTa, (Ha mporniond Heaene — 74 326 renomos). B
Kutae, ®unnsuauu, Cunranype, lpeiinapun, llIBenun, benbrun, Jlanuu, Utanuu, Upnan-
nun, ABctpanuu, FOxxnoit Kopee nonst cybBapuanTta cpeiu CEKBEHUPOBaHHBIX 3a IMOCIIEIHNE
4 genenu mrrammoB Omicron cocrasuna 76,9%, 58,2%, 54,5%, 54,5%, 51%, 49,9%, 49,1%,
45,7%, 44,8%, 43,6%, 42,9% cOOTBETCTBEHHO.

Bapuantel, Haxoasinmmecsi noa Haoawaennem (VUM)

CyoBapuantr XBB.1.9.1 (Hyperion) cekBenupoBan mnabopatopusimu 124 crpan.

Habnronaercs TeHIeHIINS CHIKEHUS LIUPKYJISIUU cyOBapuanTa. PacipocTtpaHeHHOCTD BapH-
aHTa B MUpE 3a Mocieanne 4 Heaenu cocrasmia 3,5%, BeIIIe — B cIeayOmuX cTpaHax: Kartap
(69,8%), I'py3us (65,2%), Hopserus (22%), [Tyspto-Puxo (16,7%), FOxnas Kopes (14,3%),
Ucnannus (13,6%), Pymeraus (11,8%), Hanus (10,3%).

Hupkymsimust cyoBapuanta XBB.1.9.2 3aduxcupoana B 103 crpanax. Tenaenuus
pPacIpoCTPaHEHHOCTH cTa0WiIbHA U He npeBbimaet 2,4 -2,7%. Cpean ceKBEeHUPOBAHHBIX 3a
nocneanue 4 Heaenu mrammoB Omicron yaenbHBIN Bec cyOBapraHTa cocTaBui B ClI0BEeHUU
(19%), I'epmanumu (8,3%), Uspanne (8,1%).

Ha 27 okTg0psi KOMWYECTBO CTPaH, U3 KOTOPBIX MPECTaBICHBI TEHOMHBIE ITOCIIE10Ba-
tenpHOCTH cyOBapuanta XBB.2.3 (Acrux) cocraBmio 111. 3a mocieanue 4 Heenm HauOOoIIb-
niee pacnpocTpaHenue cyoBapuanTa ycraHosineHo B Munuu (100%), B XopBatuu (24%), Py-
MmbiHuu (17,2%), FOxuoii Kopee (14,3%), Cnosennu (12,7%), Upnanguu (11,7%).

Cy6Bapuant XBB (Gryphon) mupkynupyer B 146 cTtpanax mupa ¢ TCHACHIIUEH CHHU-
KeHHs. 3a mocieaHue 4 HeJlenu paclpocTpaHeHHOCTh cocTaBisieT 1,7%, B SAnonun — 7,6%,
Ascrpamuu — 3,8%, Benukobpuranuu — 3,4%.

Cy6Bapuant BA.2.86 (Pirola) mo cocrosiauio Ha 27 OKTAOps pKyIupyet B 34 crpa-
Hax mupa. B 6a3e gannbix GISAID nenonupoBano 1 136 renomoB cyOBapuanta BA.2.86,
Oonbiie Bcero — ygabopatopusmu BenukoOputanuu, IlIsenuu, CIIA, [danuu, Wcnanuw,
®panuun, Kanaasl, FOAP, Anonuwn.

B GSAID 3arpyxeno 356 TeHOMHBIX TOclie[oBaTeNbHOCTe cyOBapuanta DV.7, B
TOM uucJie JabopatopusimMu Benuko6puranuu - 212 renomos, Ucnanuu — 44 renoma.

WNudopmarmst o 0OHOBICHHBIM JaHHBIM O JCTIOHUPOBAaHHBIX TeHOMax Bupyca SARS-
COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabmurie 1.



Ta6auna 1 — KonyecTBo 1eNOHNPOBAHHBIX FeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B toMm yucie xo-

[IpoueHTt reno-
MOB, OTHOCSI-

KoanuectBo JIMYECTBO I'€HO- XCSL K BADI-
JIEIIOHUPO- MoB Omicron, J1e- I::HT Omicrpon
CTpaHa y‘lpeX(IIGHI/Ie, IMPOBOAUBIICC CCKBCHUPOBAHUC BaHHBIX I'€HO- IIOHHUPOBAHHBIX y
. (B.1.1.529), ne-
MoB Omicron | 3a mocneguuc 4 HOHIDOBANHLIX
(B.1.1.529) | mememn (30.09. — P
27102023 r.) | & mocuenune 4
HeeIu
ABctpanmus  (crabmamsarnus | NSW Health Pathology — Institute of Clinical Pa-
3a00JIeBAEMOCTH) thology and Medical Research; Westmead Hospi- 166988 730 100,0
tal; University of Sydney
ABctpus (crabunumsarus 3a- | Bergthaler laboratory, CeMM Research Center for
00J1eBacMOCTH) Molecular Medicine of the Austrian Academy of 192096 307 100,0
Sciences
Asep0aiimkan (ctadunusarust | National Hematology and Transfusiology Center 20 0 0.0
3a00J1€Ba€MOCTH) :
Anbanus (crabuimsanus 3a- | Respiratory Virus Unit, National Infection Service,
g 1009 0 0,0
0oyeBaeMoCTH) Public Health England
Amxup (crabunmsarnust 3a00- | National Reference Center for Viruses of Respira-
. . . 616 7 100,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTadunu3arus 3a060- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
. . . . 138 0 0,0
omnmsanus 3adonesaemoctn) | sion of Viral Diseases, Pathogen Discovery
Anrmnbs (cradmimusanus 3a- | Carrington Lab, Department of PreClinical Sci-
00JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The University 54 0 0,0

of the West Indies




Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequencing

169 0,0
JICBACMOCTH) Platform
Anpoppa (crabmnusanus 3a- | Instituto de Salud Carlos 1|
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Sci-
Iu3anus 3a001€eBaEMOCTH ences, Faculty of Medical Sciences, The University 131 0,0
of the West Indies, St Augustine Campus
Aprentuna  (crabwimsarms | Instituto  Nacional Enfermedades Infecciosas
9760 0,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenns (crabmimsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (cradmnusarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anus 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnagem  (crabunmsanwms | Child Health Research Foundation
2207 0,0
3a00JIeBa€MOCTH)
bapbanoc (crabunmsarnust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 939 0.0
Faculty of Medical Sciences, The University of the ’
West Indies
baxpeitn (crabunuzamust 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections di-
. . : 120 0,0
0011eBa€MOCTH) agnosis The Republican Research and Practical
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Center for Epidemiology and Microbiol-
ogy(RRPCEM)

benu3s (crabunuzamnms 3aboiie-

Texas Children's Microbiome Center

703 0 0,0
BAEMOCTH )
benbrus (crabumusaius 3a60- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 96868 462 99 8
JICBACMOCTH) ological Virology
benun (crabunmsarus 3a00- | Institut fiir Virologie — Institute of Virology — Char- 518 0 0.0
JICBAEMOCTH ) ite ’
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Service,
: 210 0 0,0
nu3anuys 3a00JIeBaEMOCTH ) Public Health England
Bbonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis- 7540 1 100.0
00JIEBaEMOCTH ) eases
bonuBus (cumkenne 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabunmsarus 3a60- | National Institute for Public Health and the Envi-
1073 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'eprieroBuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounmsanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3453 1 100,0
00JIEBAEMOCTH) Innovation
bpasunus (poct 3abomesae- | Instituto Adolfp Lutz, Interdiciplinary Procedures 114197 26 100.0
MOCTH) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabummzanus 3a60- | National Public Health Laboratory, National Centre
JICBACMOCTH ) for Infectious Diseases(National Virology Refer- 6086 0 0,0

ence Laboratory)




Bbyran (cTabunuzauus 3aboe-

AFRIMS

100 0 0,0
BAEMOCTH )
bypkuna-®aco (crabmamsa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1S 3a00J1€BAEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consor-
3a1ms 3a00JI€BaCMOCTH) tium. Wellcome Sanger Institute for the COVID- 1489154 4387 100,0
19 Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanus 3a- | National Laboratory of Virology, Szentagothai Re-
469 0 0,0
00JIeBaCMOCTH) search Centre
Benecynaina (crabunm3anus 3a- | Laboratorio de Virologia Molecular
757 0 0,0
00JIeBaEMOCTH)
Brernam (crabmmmsanus 3a- | National Influenza Center, National Institute of Hy-
. . . 6411 0 0,0
00JIeBaCMOCTH) giene and Epidemiology(NIHE)
['abon (crabunmzauus 3a6o- | Centre de recherches médicales de Lamba- 9 0 00
JIEBAEMOCTH) réné(CERMEL) ’
lautu (crabummsarusi 3a60- | Laboratoire National de Sant¢ Publique - 446 12 100.0
JICBAEMOCTH) LNSP(HAITI — LNSP) ’
laiiana (crabunmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
am0us (cradbmnmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 2348 0 0.0
Infectious Pathogens(WACCBIP), University of '
Ghana
I'Bamenyna (crabunusanus 3a- | National Reference Center for Viruses of Respira- 691 0 0.0

0011€eBaeMOCTH)

tory Infections, Institut Pasteur, Paris
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I'Batemana (cTabuauzarus 3a-

Asociacion de Salud Integral/Clinica Familiar Luis

( . 3915 0 0,0
00J1IeBaEMOCTH) Angel Garcia
I'Bunes (crabmmusarus 3a00- | Centre de Recherche et de Formation en Infectiolo- 596 0 0.0
JICBACMOCTH ) gie Guinée ’
I'Bunes-bucay  (crabmiamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanust (poct 3abomneae- | Charité Universititsmedizin Berlin, Institutfiir Vi-
MOCTH) rologie. Institute of infectious medicine & hospital 576489 366 99,5

hygiene, CaSe—Group.
I'mbpanrap (crabunusanus 3a- | Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaCMOCTH) Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13723 9 100.0
00JIEBaEMOCTH)
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research Foun- 19921 0 0.0
JIEBAEMOCTH) dation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public

Health Research, National Center for Disease Con- 2555 23 100,0

trol and Public Health(NCDC) of Georgia.
I'yam (crabunusanus 3abome- | Centers for Disease Control and Preven—tion Divi-

! ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 367636 311 100,0

and Microbiological Special Diagnostics, Statens
Serum Institut.
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JlomuHuka (cTabuian3anms 3a-

Carrington Lab, Department of PreClinical Sci-

00J1eBa€MOCTH) ences, Faculty of Medical Sciences, The University 10 0 0,0
of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecny0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (cradmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u [lpuncunu | LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunumsarus 3a6o- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH )
3am6bus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1947 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmimsanus 3a- | National — Microbiology  Reference  Labora-
) S 316 0 0,0
60J1eBaEMOCTH) tory(Quadram Institute Bioscience)
Wspawns (cTabunmsanus 3a- | Central Virology Laboratory, Israel Ministry of 118254 373 96.4
00JIeBaEMOCTH) Health
Wumus (poct 3aboneBaemo- | Department of Neurovirology, National Institute of
CTH) Mental Health and Neurosci-
ences(NIMHANS).CSIR—Centre for Cellular and 142385 1 100,0
Molecular Biology
Wunonesus  (crabmnmsarus | National Institute of Health Research and Develop-
39689 0 0,0
3a00J1€Ba€MOCTH) ment
Nopnanus (cradmnusanus 3a- | Andersen lab at Scripps Research, CA, USA
243 0 0,0
60J1eBaEMOCTH)
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Upax (ctabunuzauus 3adoe-
BAEMOCTH)

Biology, College of Education Department of Vi-
rology, Faculty of Medicine, University of Hel-

sinki, Helsinki, Finland generated and submitted to 384 0 0.0
GISAID
Wpan (crabmnusanus 3aboine- | National Reference Laboratory for COVID-19,
. 2649 0 0,0
BACMOCTH) Pasteur Institute of Iran
Wpnanaus (cradunusanus 3a- | National Virus Reference Laboratory 59519 270 100.0
00JIEBAEMOCTH )
Wcnannus (ctadbunusanus 3a- | Landspitali Department of Clinical Microbiology 10978 65 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsanus 3a- | Hospital Universitario 12 de Octubre 131957 616 100.0
00JIEBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 91662 538 100.0
JICBACMOCTH ) rology Laboratory
Kabo-Bepne (cradbmmmzarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran (crabmimzanus 3a- | Reference laboratory for the control of viral infec-
. 2210 0 0,0
00JIEBAEMOCTH ) tions
Kambomxa (cradunmsanus 3a- | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
0011€Ba€MOCTH)
Kamepyn (crabwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mala-
: . 1321 0 0,0
00J1eBaEMOCTH) dies Emergentes et Ré—¢émergentes)
Kanana (ctabunmzanus 3a60- | Laboratoire de santé publique du Québec 317205 4745 999
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbunu3zarius 3abomne- | Biomedical Research Center(BRC), Qatar Univer- 1584 43 100.0
BAEMOCTH ) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0

JIEBAEMOCTH)

gramme/KEMRI-CGMR-C Kilifi
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Kumnp (crabunuszanus 3aboe-

Department of Molecular Virology, Cyprus Insti-

BAaE€MOCTH) tute of Neurology and Genetics 465 0 0.0
Kurait (crtabuamsarus 3a00- Natlona_l Institute for Viral Disease Control and 59496 307 100,0
JIEBAa€MOCTH ) Prevention
Konymbus (cradbunmsarus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., el 15221 0 0,0
00JIeBaEMOCTH ) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3anus 3a00JI1eBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JIEBAEMOCTH ) rologie '
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion y
N . 9495 3 100,0
3a00J1€Ba€MOCTH) Ensefianza en Nutricién y Salud
Kot JI'MByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labora- 239 0 0,0
tory
Kyba (crabunuszarus 3abone- | Respiratory Infections Laboratory 526 0 0.0
BAEMOCTH ) ’
KygeiiT (crabmmmsanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keipreizcran  (cradunuzanus | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
3a00JIeBa€MOCTH) Department
Kropacao (crabunmsanust 3a- | National Institute for Public Health and the Envi-
1231 0 0,0
0oeBaeMoCTH) ronment(RIVM)
Jlaoc (crabummsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
. 898 0 0,0
BAaCMOCTH) Hospital
JlatBus (crabmnusanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 139 0 0.0

JIEBAEMOCTH)

the National Health Laboratory Service
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JInbepus (crabunmzanus 3a-

Center for Infection and Immunity, Columbia Uni-

) 33 0 0,0
00J1IeBaEMOCTH) versity
JluBan (crabmnusanus 3a0o- | Laboratory of Molecular Biology and Cancer Im-
JICBAEMOCTH ) munology, Lebanese University Public Health Eng- 926 0 0,0
land
JluBus (crabunusanus 3a60- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (poct 3aboneBaemo- | Vilnius University Hospital Santaros Klinikos,
- 11409 0 0,0
CTH) Center of Laboratory Medicine
Jluxtenmreitn  (ctabunuza- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JlrokcemOypr (crabunuzanus | Laboratoire national de santé, Microbiology, Mi-
' . 36631 0 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunmuzanus 3a60- | Centro de Sequenciamento Gendmico 1 0 00
JICBAaEMOCTH ) ’
Magpukwii (crabunusanus 3a- | CNR Virus des Infections Respiratoires — France
7483 0 0,0
00JIEBAEMOCTH ) SUD
Masgpurtanus (cradunmsarus | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
: . . 373 0 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Manaiizus (crabunusanus 3a- | Institute for Medical Research, Infectious Disease
00JIEBaEMOCTH ) Research Centre, National Institutes of Health, 32232 20 100,0
Ministry of Health Malaysia
Manasu (cTabuimzamus 3a00- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JIEBAEMOCTH) Platform
Manu (crabunusanus 3abome- | Northwestern University — Center for Pathogen Ge- 159 0 0.0

BAaE€MOCTH)

nomics and Microbial Evolution
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MasnsauBel (cTabunuzanus

Indira Gandhi Memorial Hospital

333 0,0
3a0071€Ba€MOCTH)
Manbta (ctabumusarus 3a60- | Molecular Diagnostics Pathology Department Ma-
: : 163 0,0
JICBACMOCTH ) ter Dei Hospital Malta
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart- 37 0.0
onnusanus 3aboneBaemoctr) | ment of Health '
Mapokko (crabmim3anusi 3a- | Laboratoire de Biotechnologie
1343 0,0
00JIEBAEMOCTH )
Maprunuka (cradmmmsanus | CNR Virus des Infections Respiratoires — France
1544 0,0
3200JICBA€MOCTH ) SUD
Mexkcuka (crabunmsanus 3a- | Instituto de 16iagnostic y Referencia Epidemiolog-
: 44645 0,0
00JIeBaCMOCTH) icos (INDRE)
Mo3zambuk (cradbunusanus 3a- | KRISP, KZN Research Innovation and Sequencing
: 731 0,0
00JIeBaCMOCTH) Platform, South Africa
Momnnasus (ctabmnmmsanms 3a- | ONCOGENE LLC
698 0,0
00J1€BaEMOCTH)
Momnako (cradbunu3zarus 3a00- | National Reference Center for Viruses of Respira-
) : . 18 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouronus (ctabunusarnus 3a- | National Centre for Communication Disease 917 0.0
60J1eBaEMOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabmnmsarus | Carrington Lab, Department of Preclinical Sci-
3a00JICBACMOCTH ) ences, Faculty of Medical Sciences, The University 12 0,0
of the West Indies
Mpbsama (ctabunusanus 3a60- | DSMRC 144 0.0
JIEBAEMOCTH)
Hamuobus (crabmmusanums 3a- | National Institute for Communicable Diseases of 806 0.0

6oJeBaEMOCTH)

the National Health Laboratory Service

16




Heman (crabunuzanus 3a60-

Molecular and Genomics Research Lab, Dhulikhel

JICBACMOCTH ) Hospital, Kathmandu University Hospital School 1284 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsamus 3a60- | National Reference Laboratory, Nigeria Centre for
: 128 0 0,0
JICBACMOCTH) Disease Control
Hurepust (crabunmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBacMOCTH) fectious Diseases(ACEGID), Redeemer’s Univer- 3196 0 0,0
sity
Hunepnanaer (cradmimm3arus | National Institute for Public Health and the Envi- 77991 315 100.0
3200JIEBAEMOCTH ) ronment(RIVM)
Huy»> Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosast 3emanaus (ctadbunusa- | Institute of Environmental Science and Re-
33589 0 0,0
11s1 3a00JIeBAEMOCTH) search(ESR)
Hosas Kanenonus (ctabuiu- | Laboratoire de Microbiologie Centre Hospitalier
L . 62 0 0,0
3anus 3a00JeBaCMOCTH ) Territorial de Nouvelle-Calédonie
Hopserus (crabuinzanus 3a- Norv_veglan Institute of Public Health, Department 35397 11 100,0
6oseBaEMOCTH) of Virology
OAD (crabunmsarus 3abome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAaCMOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabunm3anus 3abose- | Oman—National Influenza Center
489 0 0,0
BA€MOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
: L 3389 0 0,0
00JIeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0

JIEBAEMOCTH)

(HUGTIP/IrsiCaixa/IGTP)
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[Tanmectuna  (cTaOumu3anus

Biochemistry and Molecular Biology Department—

3a00JICBACMOCTH ) Faculty of Medicine, Al-Quds University 81 0 0.0
[Tanama (crabumuzarus 3a60- | Gorgas memorial Institute For Health Studies
3234 0 0,0
JIEBAEMOCTH )
[Tanya Hosast I'Bunes (crabu- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
nu3arys 3a0071eBaeMOCTH) vices '
[Taparsait (ctabunm3arus 3a- | Laboratorio Central de Salud Publica de Paraguay
2174 0 0,0
00JIEBAEMOCTH )
[Tepy (crabunu3anms 3aboine- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacional 36383 0 0,0
de SaludPeru
ICTTc;IJ;Lma (poct 3aboneBaeMo- | genXone SA, Research & Development Laboratory 44930 73 100.0
[Mopryramus (cradbmim3arus | Instituto Nacional de Saude(INSA) 93848 170 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (crabunmsarus | Centers for Disease Control and Prevention Divi-
! . i : 18045 21 100,0
3200JICBACMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (crabu- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
nr3ars 3a00J1eBaeMOCTH) Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological Defense
. 633 0 0,0
ounm3sanus 3aboneBaemoctn) | Research Di—rectorate
Pecnybonuka Kupubatu (crta- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3adonesaemoctr) | Laboratory (MDU-PHL) ’
Pecny6nuka Konro (cradunu- | Institute of Tropical Medicine
210 0 0,0
3anust 3a607€BaEMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTabmm3arus 3ab0j1eBaeMo- 57 0 0,0

CTH)
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Pecniy6nuka Huxkaparya (cra-

MSHS Pathogen Surveillance Program,

owmmsanus 3a6oneBaemocti) | CNDR, Departamento de Virologia 335 0 0,0
Pecnyonuka CanbBagop (cta- | Genomics and Proteomics Departament, Gorgas 599 0 0.0
ounmzanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecny6nuka Yan (ctabunusa- | Pathogen Genomics Lab, National Institute for Bi-
11151 3a00JIEBAEMOCTH ) omedical Research (INRB), 8 0 0,0
Petonron (ctabmmuzamnus 3a- | CNR Virus des Infections Respiratoires — France
12132 0 0,0

00JIEBAEMOCTH) SUD
Poccus (crabunmzanus 3a6o- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and Ge-

netic Technologies for Biomedicine, Pirogov Med-

ical University, Moscow, Russian Federation. Fed-

eral Budget Institution of Science, State Research

Center for Applied Microbiology & Biotechnology.

Group of Genetic Engeneering and Biotechnology, 47381 213 100,0

Federal Budget Institution of Science ‘Central Re-

search Institute of Epidemiology’ of The Federal

Service on Customers’ Rights Protection and Hu-

man Well-being Surveillance. State Research Cen-

ter of Virology and Biotechnology VECTOR, De-

partment of Collection of Microorganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 197 0 0.0
JIEBAEMOCTH) ’
Pymbiaus (crabwimsanums 3a- | National Institute of Infectious Diseases—Prof. Dr. 11766 41 100.0
00J1eBa€MOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0 0,0
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CaynoBckas ApaBus (ctalu-

Infectious Diseases, King Faisal Hospital Research

1381 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
CeBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ownuzanus 3a0o1eBacmoctr) | Macedonia Laboratory of Virology and Molecular 342 0 0,0
Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3aboie- | sion of Viral Diseases, Pathogen Discovery 2091 0 0,0
BAEMOCTH )
Cetimrensl (cradbmmusanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 619 0 0,0
00JIEBAEMOCTH) Kilifi
Ceneran (crabunuzanms 3a60- | IRESSEF GENOMICS LAB 1726 0 0.0
JIEBAEMOCTH )
Cent—Buncent u I'penanunsl | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboiaeBaeMo- | ences, Faculty of Medical Sciences, The University 99 0 0,0
CTH) of the West Indies
Cent—Kutc u Hesuc (cradu- | Carrington Lab, Department of Preclinical Sci-
JU3aIus 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The University 22 0 0,0
of the West Indies
Cent-Jlrocust (crabunusanus | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3200JICBAa€MOCTH ) ences ’
CepOus (crabmmmsanus 3a060- | Institute of microbiology and Immunology, Faculty
- L 1685 0 0,0
JICBACMOCTH ) of Medicine, University of Belgrade
Cunranyp (poct 3aboneBae- | National F_>ubI|c !—Iealth Laboratory, National Centre 30287 1248 100,0
MOCTH) for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
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Myoaukanuu:

1. Comput Biol Med. 2023 Oct 12:167:107576.

doi: 10.1016/j.compbiomed.2023.107576. Online ahead of print.

Impact of BA.1, BA.2, and BA.4/BA.5 Omicron mutations on therapeutic
monoclonal antibodies

Bausinue myranmii Bapuanta Omukpon BA.1, BA.2 u BA.4/BA.S Ha TepaneB-
THYeCKHe MOHOKJIOHAJIbHbIE AHTHTEJIa

Bahaa Jawad, Puja Adhikari, Rudolf Podgornik, Wai-Yim Ching

[TosiBenue cyoBapuantoB Omicron SARS-CoV-2 (BA.1, BA.2, BA.4 u BA.S) ¢
Oecrpelne/ICHTHBIM KOJTMYECTBOM MYTAIllUi B UX pPeIenTop-CBs3bIBatonieM nomene (RBD)
Oenka-mmmna, BeI3Bajgo Bo3oOHOBIeHHEe MHpekuun COVID-19, coznaB cepbe3nyro mpo-
onemy mis 3QPEKTUBHOCTH CYIIECTBYIOMIMX BAKIMH U TePaMH MOHOKJIOHAJIbHBIMU aH-
tutenamu (mAb). ABTOpHI TPOBENTU CHUCTEMATHYECKOE MOJIEKYISPHO-AMHAMHYECKOE
(MD) moaenupoBanue, 4TOOBI BBISICHUTD, Kak MyTaiiud B RBD 3Tux nmonBapuanToB Biu-
SIOT Ha B3aMMOJICHCTBUE C IMUPOKHM CHEKTPOM MOHOKJIOHAIBHBIX AHTUTEN, BKIIOYAs
AstraZeneca (COV2-2196 u COV2-2130), Brii Biosciences (BRII-196), Celltrion (CT-
P59), Eli Lilly (LY-CoV555 u LY-CoV016), Regeneron (REGN10933 u REGN10987),
Vir Biotechnology (S309) u S2X259. IlonyueHHble UMH PE3yIbTaThl TOKA3BIBAIOT IOJI-
HYI0 niotepto cBs3piBanus COV2-2196, BRII-196, CT-P59 u LY-CoV555 co Bcemu RBD
Omicron. Kpome Ttoro, REGN10987 mnosiHOCTBIO TepsieT cBs3biBaHue ¢ BA.1, HO coxpa-
HsIeT YacTHU4HOe cBs3biBaHue ¢ BA.2 u BA.4/5. CHuxeHne CBS3bIBaHUS SIBIISICTCS 3HAYH-
tenpHbIM 11 LY-CoVO016 u REGN10933, Ho ymepenusim mist COV2-2130. S309 u
S2X259 coxpanstot csizbiBaHue ¢ BA.1, HO 1eMOHCTPUPYIOT TOHMKEHHOE CBSI3bIBAHUE C
JIPYTHMH MOABapUAHTAMH. B 11e710M, 3TH pe3yIbTaThl MOKA3bIBAIOT, YTO OOIBIIUHCTBO Te-
paneBTUYECKUX MOHOKJIOHAJBHBIX aHTUTE] UMEIOT MOHIKEHHYI0 aKTUBHOCTh (JIOO OHa
OTCYTCTBYET) B OTHOIIIEHWHU cyOBapraHTOB OMUKpPOHA, YTO YKa3bIBa€T HA OCTPYIO HEOO-
XOJUMOCTh B HOBBIX TEPANEBTUYECKUX MOHOKJIOHAJIBHBIX aHTUTEIAX C JIYYIIUM JTU3aii-
HOM.

2. J Virol. 2023 Oct 20:e0092223.
doi: 10.1128/jvi.00922-23. Online ahead of print.

Mutations in S2 subunit of SARS-CoV-2 Omicron spike strongly influence its
conformation, fusogenicity, and neutralization sensitivity

Myrtanuu B cyobequnune S2 muna Omukpona SARS-CoV-2 cuiibHO BJAUSIOT
Ha ero koHpopMaunio, GPy30reHHOCTh U YYBCTBUTEJIbHOCTh K HEHTpaJIM3alum.
Sahil Kumar, Rathina Delipan, Debajyoti Chakraborty, u ap.

ABTOpBI OXapaKTEPU30BAIN (PYHKIMOHAIBHOE 3HAUEHNE MYyTallUii B CIIaliKe 110/1Ba-

puanToB OmMukpona BA.1 u BA.S5. IlyreM cucremMaTHuecKkoro nepeHoca MyTaluii B LU
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mukoro turna (WT) oHH OlleHHIN YyBCTBUTENBHOCTh K HEHTpaU3aiuy, Gy30reHHOCTh U
3aBucuMocTb oT TMPRSS2 nns nponnkHoBeHus. JlaHHbBIE TOKA3alu, YTO MyTallMi KaK B
S1, Tak 1 B S2 nonoaHSIOT ApyT Apyra, aeaas OMUKPOH BRICOKOYCTOMYMBBIM BaApUAHTOM.
ABTOpBI OKa3aJIK, 4YTO MyTAIlMU B CyObeUHNUIIE S2 BIUSIOT Ha CTPYKTYPHBIEC U OMOJIOTH-
YECKHE CBOICTBA, TaKME KaK YCKOJIb3aHUE OT HEUTpaIu3aluu, NyTh IPOHUKHOBEHUSI, QY-
30r€HHOCTH M MOTPEeOHOCTH B MpoTease. In vivo 3Tu MyTanuu MOTYT UTpaTh BaKHYIO POJIb
B TPONMU3ME U peIUIuKaluu. JleTalbHOe MOHUMAaHUE BIUSHUS MyTanuil S2 Ha (yHKIHIO
Spike, ykiioHEeHHE OT UMMYHHTETA U TPOHUKHOBEHHE BUpYyca Oy/AeT CIIOCOOCTBOBATh pas-
paboTKe BaKIMHBI, a TAKKE TEPAreBTUUECKUX BMEIIATENIbCTB, HAPABICHHBIX Ha OJIOKU-
pOBaHUE OCHOBHBIX MIPOTEa3 JJisi IPOHUKHOBEHHUS BUpyca. Takum o0pa3oM, 3TO UCCIEN0-
BaHUE BBISIBUJIO PEIIAIONIYI0 POk MyTaluii S2 B crabunu3anuu muna OMUKpPOHA U MOJTY-
JSIAA YCTOMYUBOCTH K HEUTpalIU3allMy aHTUTEIaMU, HalleJICHHBIMU Ha cyObeauuuiy S1.

3. Nature. 2023 Oct 23.
doi: 10.1038/s41586-023-06750-w. Online ahead of print.

Antigenicity and receptor affinity of SARS-CoV-2 BA.2.86 spike

AHTHTeHHBIEe cBoiicTBa M adpuHHOCTH, K penentopam muna SARS-CoV-2
BA.2.86
Qian Wang, Yicheng Guo, Liyuan Liu, u mp.

benox mmuna cyosapuanta SARS-CoV-2 Omicron, BA.2.86, cogepxut 34 nono-
HUTEJBHBIX MYTallUU 110 CPABHEHUIO C €ro npeaumecTBeHHUKoM BA.21. ABTopsl uccieno-
BaJiM €r0 aHTUT'€HHOCTh C MCIOJIb30BAHUEM YEJIOBEYECKON CHIBOPOTKH M MOHOKJIOHAJIb-
Hbix aHtuten (MAT). [lokazano, yto BA.2.86 He Obut Oojiee yCTOWUYMB K YEIOBEUYECKOM
CBIBOPOTKE, UeM JoMUHHUpYIoIIMe B HacTosee BpeMs XBB.1.5 u EG.5.1, uto yka3biBaer
Ha TO, YTO HOBBIM MIOJIBAPHAHT, B 3TOM acleKTe, He OyJeT UMETh IPEUMYIIECTBa B pacpo-
CTpaHeHUU. Ba)kHO OTMETHUTBH, UTO CHIBOPOTKA MAIIMEHTOB, MEPEHECIIUX MPOPHIBHYIO UH-
dexmuio XBB, npoaemMoHcTprpoBaia BRIpaXKEHHYI0 HEUTPATU3YIOIIYIO0 aKTUBHOCTD IPO-
TUB BCEX MPOTECTUPOBAHHBIX BUPYCOB, YTO MO3BOJISIET MPEANOIO0KUTh, UTO OYAyLIUE MO-
HOBaJieHTHbIE BakiMHbl XBB.1.5 Moryr o0ecrneunTh AOMOTHUTEIBHYIO 3aIUTy. XOTS
BA.2.86 noka3an 60ibIIyI0 YCTOWYMBOCTH K MOHOKJIOHAJIBHBIM aHTUTENAM K 3IUTONaM
cyonomena 1 (SD1) u penentop-cBs3biBaroniero gomeHa (RBD) kmaccoB 2 u 3, oH ObL1
0ojiee YyBCTBUTEICH K MOHOKJIOHAJIBHBIM aHTHUTENIAM K snuronam kiacca | u 4/1 Ha
«BHYTpeHHEHN cTopoHe» RBD, KOTOPBIN JOCTYIIEH TOIBKO TOTa, KOT1a TOT JOMEH HaXO0-
JTUTCS] B «BEPXHEI» MO3UIMH. ABTOPHI TAKXKE BBISBUIIN IIECTh HOBBIX IIUIMOBBIX MYTalIUM,
KOTOpBIE ONOCPENYIOT PE3UCTEHTHOCTh K aHTuTenam, Bkimrodas ESS54K. unm BA.2.86
Takke 00J1a/1al yIMBUTEILHO BHICOKUM CPOJACTBOM K perientopaM. KoHeuHas TpaekTopus
pacnpocTpaHeHus 3Toro HoBoro Bapuanta SARS-CoV-2 Bckope OyIeT packpbiTa B X0/
IPOJOJKAOIIETOCS MOHUTOPUHIA, HO €r0 PACIPOCTPAHEHUE MO BCEMY MHPY BBI3bIBAET

TPEBOTY.
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4. Virus Res. 2023 Oct 24:199251.
doi: 10.1016/j.virusres.2023.199251. Online ahead of print.

Integrin avpl facilitates ACE2-mediated entry of SARS-CoV-2

HNurterpun avpfl odseryaer ACE2-onocpenoBanHoe npoHnkHoBeHne SARS-
CoV-2
Zeqiong Cai, Han Bai, Doudou Ren u np.

[Ipennonaraercsi, YT0 UHTErPUHBI y4acTBYIOT B uHpeknuun SARS-CoV-2, Ho oc-
HOBHBIE MEXAHM3MBbI OCTAIOTCS B 3HAUUTEIBbHON CTENEHU HESICHBIMU. DTO UCCIIEIOBAaHUE
ObLIO HaMpPaBJIEHO HAa U3YYEHUE TOTO, KaK UHTErPUHBI 00seryatoT onocpenoBanHoe ACE2
nponukHoBeHne SARS-CoV-2 B knetky. CHauana aBTOpbI TPOTECTUPOBAIN BOCIIPUMMYH-
BOCTbH TPYIIIBI KJIETOYHBIX JIMHUHN uenoBeka K nHpekunn SARS-CoV-2, u uccnenoBanu
YPOBHH 3KCIIPECCUU MHTETPUHOB B 3TUX KJIETOUHBIX JTUHUAX ¢ moMoulsto KIILP, BectepH-
OJIOTTUHTA U MPOTOYHOU uTOMeTpun. OHU OOHAPYKUIIU, YTO UHTETPHUH oV 1 ObLT CHIIBHO
oboraieH B 9yBcTBUTENBHBIX K SARS-C0OV-2 Ki1eTOUHBIX TUHUSAX. [[OMOTHUTEIBHBIC HC-
cienoBaHus mokazanu, 9to MyTaHT RGD (403-405)—AAA nedexTeH B CBI3bIBAHUH C UH-
TerpuHOM avf31 1O CpaBHEHUIO C €ro0 aHAJIOrOM JUKOTO THIA, @ AHTUTEJA MPOTUB UHTE-
rpuHa avfB1 3HaunTenbHO MHrUOMPYIOT NMpoHukHOBeHHEe SARS-CoV-2 B kierku. [anb-
HEWIIME UCCIEI0OBAHUS ¢ MCIOJIb30BaHWEM MBIMHBIX KieTok NIH3T3, skcnpeccupyro-
mux yenoedeckuit ACE2, unterpun av, uuterpus $1 u/unm uarerpus ovp1, mo3Bomistor
MPEIOJIOKUTh, YTO UHTETPUH avP1 He cmocobeH HYHKIMOHUPOBATH KaK HE3aBHCHUMbBIN
perenTop, HO MOXKET 3HAYUTEIbHO 00JierynTh MpoHUKHOBeHHE SASR-COV-2 B KIETKY.
Hakonen, otmMedeHo, uto y Bapuanta OMUKPOH UMEET MECTO 3HAUYUTEIHHOE YBEIUUYEHUE
MIPOHUKHOBEHUs BUpyca, onocpenoBaHHoro ACE2. Oty pe3ynpTaTrbl MOTYT YIYYIIUTh
Halnie nmoHnManue naroreHe3a uHpeknuun SARS-COV-2 u npeanoxutb NOTCHIMAIBLHYIO
TepaneBTUUECKYI0 MuIllieHb 11 teuenust COVID-19.
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