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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuuxcsi mox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX FT€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID

3a Heaesdo ¢ 14 mo 20 okrsaops 2023 r.
@KVH Poccutickuii HayuHO-Uccie008amenbCKuil npomueouyMuslil uHcmumym « Mukpoo»
Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B 00630pe mpeacTaBiena nHGopmaIius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxonsmuxca noa Habmoaenuem (VUM), reHOMHBIE MOCIEA0BATEILHOCTH KOTOPBIX pas-
MEIICHBI B MexayHapoHou 6aze manuabix GISAID 3a Henemnio ¢ 14 mo 20 okrsadps 2023 r.

[To cocrosinuto Ha 20 okta0ps 2023 1. B cooTBeTcTBUM C Kiaccudukamueir BO3 k
Bapuantam Bupyca SARS-COV-2, BeieBaromux uaTepec (VOI), oTHECeHBI CyOBapHaHTHI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBiaen 19.07.2023 r., xmaccudumupoBan kak VOI
09.08.2023r.). B rpynny HUpKyIupyOIMUX BapUAaHTOB, HAXOMASIIUXCS MOJ HAOIIO/IEHUEM
(VUM) Brmouensl reHetnyeckue muaun: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3, BA.2.86.

Ha cerogusmnuii nens B 6aze qanabix GISAID Bcero npeacrasieno 16 137 884 re-
Homa Bupyca SARS-COV-2 (3a memenmio nenonupoBano 26 022 mocnegoBarenbHOCTH). B
MHUpE CTpaHaMU — JUAEPAMH MO KOJUYECTBY JCMOHUPOBAHHBIX T€HOMHBIX MOCIEA0BATEb-
Hocteit Bupyca SARS-CoV-2 ocratorcst CIHA — (4 939 375 renomoB — 30,6% ot Bcex pas-
memeHHbIX B GISAID) u BenukoOpuranus (3 114 072 renoma — 19,3%).

Bcero B 6a3y mannbix GISAID nenonmpoBano 8 654 057 reHomMoOB BapuaHTa
Omicron, 3a aHATU3UPYEMYIO HEENI0 pa3MelleHo euie 25 /26 reHOMHBIX MOCIe10BaTENb-
Hocteir — 98,9% oT Bcex MpejCTaBICHHBIX 32 TEKYIIYIO HEAEN0 T€HOBApUAHTOB BUpYCa
SARS-CoV-2 (na nponutoit venene — 97,8%). Poccuiickumu nabopatopusiMu pazMenieHbl
78 625 renoMubIx nocienoBatenbHocTet SARS-COV-2, B Tom uncie Bapuanta Omicron —
46 437 reHOMOB.

Ha cerognsimauii newp B 6aze ganubix GISAID 3adukcupoBaHo AenoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha nmpeasiayiien Hexene — 215): ABcTpanus,
ABctpusi, AzepOaitmkan, Anbanus, Amkup, Amepukanckoe Camoa, AHmoppa, AHrona,
Anturya u bapOyna, Auruibs, Aprentuna, Apmenus, Apy6a, Adranucran, banrnazaeu,
bapbanoc, baxpeiin, benapycs, bensrus, bepmynckue Octpoa, benu3z, benun, bonrapus,
boymmmBusa, borcBana, bocuus u I'epueroBuna, bonaiipe, bpasunusa, bpynein, bpuranckue
Buprunckue octposa, byran, bypynau, bypkuna-®aco, BenukoOpurtanusi, Benecyana,
Benrpus, Buprunckue OctpoBa (CILIA), Beetnam, 'ana, ['autu, 'am0Ous, ["aitana, I'Baze-
nymna, I'Baremana, ['Bunes, ['epmanus, ['ubpanrap, ['onnypac, I'onkonr, I'penana, I'penus,
I'py3us, 'yam, I'abon, anus, xubytu, JJomunukanckas Pecny6nuka, Jlomuaunka, J[PK
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Hemokparnyeckas PecriyOonuka Boctounsiii Tumop, Jlemokpatuueckas PecnyOnuka Can-
Tome u Ilpuncunu, Eruner, 3amous, 3um6adse, U3pauns, Uaausa, Uagonesus, Mopnanus,
Wpaxk, Upan, Upnaunus, Ucnannus, Mcnanus, Utanus, Kado-Bepae, Kazaxcran, Kaitmano-
BBl OcTtpoBa, Kambomxka, Kamepyn, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubatu, Ko-
aymbus, KocoBo, Kocta-Puka, Kot-a'MByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JluGepus, Jlusan, Jlusus, Jluxrenmreiin, Jlutsa, Jlecoto (Koponesctso Jlecoro),
JlrokcemOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizus, Maib-
nuBbl, Manbsta, Manu, Mapokko, Maptunuka, Mapiamiossl OctpoBa, Maitorta, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Montceppar, Mesaama, Mukponesusi, Hamu-
ous, Hunepnanael, Hurep, Hurepus, Heman, He3aBucumoe rocymapctso Camoa, Huyn,
Hopgerus, HoBas 3emannus, Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, ,
[Takucran, [Tanectuna, [lanama, Ilanay, Ilaparsaii, [1lanmya Hosas I'Bunes, Ilepy, [loptyra-
musi, [lonbma, Ilyspro-Puko, Petonbon, Pecnybnuka Kounro, Pecnybnmka Cefimenbckue
OctpoBa, PecnyOnuka I'Bunes-bucay, Pecnonuka Banyty, Pymbinus, Poccus, Pyanna,
CanbBanop, Cen-Mapten, Cunt-Mapten, Caynosckas Apasusi, CeBepnast Makenonus, Ce-
BepHble Mapuanckue octpoBa, Ceneran, Corwo3 Komopckux OctpoBoB, Cheppa-Jleone,
CnoBakusi, Crnoenust, Cunranyp, Cupusi, CIIA, Cent-Kutc n HeBuc, Cent-BuncenT u
I'penanunsl, Cent-Jltocus, Cunt-Mapren, CoapyxectBo baramckux OctpoBoB, Comanu,
Cynan, Taunaunn, TaiiBans, Tanzanus, Tepke u Kaiikoc, Toro, Tonra, Tpunaunan u ToGaro,
Tynuc, Typuus, Yranna, Y30ekucran, YkpauHa, Ypyrsail, ®unnsauaus, Opannus, Opan-
nysckas I'Buana, @pannysckas [lonmunaesns, @uwummnunsl, Xopsatus, YepHoropus, Yexus,
Uumu, Yan, HAP, Hseuwms, IIseinapusa, [lpu-Jlanka, DxBagop, DCcTOHMS, DCBaTHHH,
O¢duonus, DxBaropuanvhas ['Bunes, OAP, lOxnas Kopes, IOxubiii Cynan, Snonus,
Smalika.

3a nmpomenmue 4 Hemenu 49 crtpan (22,8%) (3a mpeabiaymme — 52 crpaHbl
(24,2%) nomoaHWAM JaHHBIE O JACTIOHMPOBAHMHM T'C€HOMHBIX IOCIEAOBATEIHHOCTEMH
Omicron B GISAID.

JluHamuKa pacnpocTpaHeHusi B Mupe cyOBapuanToB Omicron CeKBEHHUPOBAaHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID npencrasnena Ha pucynke 1. Cpenu nupKyiupyro-
X B HacTtosimiee BpeMs mrammoB SARS-CoV-2, kak u Ha mponuioi Heene, JOMUHUPYIOT
cyoBapuantel EG.5.1.1 (11,34%), EG.5.1.3 (7,8%), EG.5.1 (7,1%), FL.1.5.1 (6,91%), HK.3
(6,89%), XBB.1.16.6 (5,91%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuto Ha 17.10.2023 r.)

I'enetnueckoe pa3zHoOOpazue LUPKYJIUPYIOLUIMX B PETMOHAX MHUpPAa CyOBapHaHTOB
Omicron 3a nocieaHue 4 Helenu MOKa3aHO Ha pucyHke 2. B EBporie mpojomxaroT A0MuU-
HupoBath cyoBapuantel EG 5.1.3 u EG.5.1.1 (12,14% u 11,42% cOOTBETCTBEHHO), B CTpa-
Hax Asum — HK.3 (24,73%) u EG.5.1.1 (16,88%), B Tuxookeanckom peruone — EG 5.1.1
(13,87%) u HK.3 (12,23%), B IOxnoti Amepruke — XBB.1.5 (16,67%). B CeBepHoit Ame-
puke 3a mocienHue 4 Hemenau mnpeobnamanu cyoBapuantel HV.1 (12,28%), EG.5.1.1
(10,37%) u FL.1.5.1 (9,84%). B ctpanax Adpuxu — BA.2.86.2 u XBB.1.5.59 (50% u 50%

COOTBETCTBEHHO).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.
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Pucynok 2. Pactipoctpanenue cyoBaprantoB Omicron B perTHOHaX Mupa 3a 4 Helenu

(c 19 cents6ps o 17 okrsiops 2023 1.)

3a nocnennue 4 Henelu B MUPE pacnpocTpaHeHHOCTh BapuaHTOB VOI Bo Bcex peru-
oHax (kpome IOxHOW AMEpUKM) yBeIMUMUIIACh, UX JIOJI OCTaeTcs mpeoldagaroleil cpenu
CEeKBeHUPOBaHHBIX TeHOMOB SARS-CoV-2, naubonbimas — B crpanax IOxnoi u CeBepHoit
Awmepuku, Asun (83,3%, 74,5%, 72,3% cootBercTBeHHO). Hanbombiee komu4ecTBo cyo-

BaprantoB VUM 1pkysnupoBasio B Adppuke u EBporie (50% u 28,1% cooTBETCTBEHHO)

(puc. 3).
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHAX MUpPa, CEKBEHUPOBAH-
HBIX C 19 cents0pst mo 17 okTsa0ps 2023 .

Bapuantsl, Bei3biBawmme uaTepec (VOI)

[To cocrosiuuto Ha 20 oxTsa0ps 2023 1. B 6a3y manubix GISAID EpiCoV mnocnenosa-
tenbHOCTH, oTHOCsecs kK XBB.1.5 (Kraken) nenonupoBanst u3 139 crpan. Habmrogaercs
TEH/ICHIIUSI CHIDKCHUS B IIUPKYJSAIUU CyOBapwaHTa. 3a mocieaHue 4 Hemean HauOoJbIiee
pacrpocTpaHeHHe CyOBapuaHT MOJYyYWUSl B cleayronux crpaHax: JlrokcemOypr — 18,3%,
Ucnanus — 18,2%, benbrus — 13,4%, Snonus — 12,3%, Uranusa — 12,4%, IlIseiinapust —
11,9%.

Cy6Bapuant XBB.1.16 (Arcturus) nenmonupoBat u3 119 crpan. 3a nocnennue 4 He-
nenu cyOBapHaHT NMPEHMYIIECTBEHHO BbIIeIsUIH B Pymbranm (36,6%), [Monsme (32,3%),
Benukoopuranuu (26%), [Tyapro-Puko — 24,7%, CHIA (22%), Xopsaruu (22%), ®uniisH-
i (18,4%), Ulseitnapuun — 18,3%, IIseruun (17,1%), Hunmepmangax (16%), Kanane
(15%), ABctpanuu — 14,9%, ®paniuu (12,9%).
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Cy6Bapuant EG.5 (Eris) cexkBenupoBan jgaboparopusivu 88 ctpaH (Ha npeabLaymei
uwenene — 85 crpan). Pacmpocrpanennocts EG.5 mpomomkaer pactu. B 0a3e JaHHBIX
GISAID nemonupoBano 74 326 reHomoB cyOBapuaHnTa, (Ha mponuion Heaene — 64 401 re-
Hom). B Kurae, Cunramnype, Oxnoit Kopee, Konymouun, Ucnanauu, Kanazne, Januu, Hop-
Berun, bensrumn, HoBoit 3enanauu, Utanuu, senuu, @unnauauu, ['epmanuu, Upnanguu,
[Tospmme, monst cyOBapuaHTa Cpei CEKBEHHPOBAHHBIX 3a MOCJCAHHE 4 HEACIU IITaMMOB
Omicron cocrasuna 88,8%, 79,3%, 71%, 62,5%, 60,4%, 52,9%, 52,7%, 51,4%, 50,9%,
50%, 49,4%, 48,4%, 48,3%, 48,2% cOOTBETCTBEHHO.

Bapuanrtel, naxoasuuecs nox Hadaoaenuem (VUM)

Cyo6Bapuant XBB.1.9.1 (Hyperion) cexBeHupoBaH Jsabopatopusmu 124 cTpaH.

Habmonaercss TeHmeHIUsl CHIDKEHUS IUPKYISIUUA cyOBapuanTa. PacmpocTpaneHHOCTH 3a
nocnennue 4 Hexenu coctasmia 3,5%, HanOOIBIIas OTMEUEHA B CIEAYIONINX cTpaHax: [ py-
sus (71,4%), Karap (68,2%), Ilyspto-Puxo (24,7%), WUcnanmgus (14,9%), Pymbiaus
(12,7%), CIIA (12,4%), ¥Oxnas Kopes (11,5%), Upnangus (11,5%), ©unnsuaaus (10,9%).

Hupkynsauus cyoBapuanta XBB.1.9.2 3adukcupoBana B 103 crpanax. TenneHmus
pacipoCTpaHEHHOCTH cTa0uibHa U He mpeBblmaer 2,4%. Cpeau CeKBEHHUPOBAHHBIX 3a TO-
cinennue 4 Hepenu mramMMmoB Omicron yaenbHbIA Bec cyOBapuaHTa coctaBui B M3pawie
(13,2%), CnoBenuu (8,5%), 'epmanuu (6,2%).

Ha 20 oxTs10psi KOMTUYECTBO CTpaH, U3 KOTOPHIX MPEACTaBICHH T€HOMHBIE TTOCIEI0-
BaTenbHOCTH cyOBapmanta XBB.2.3 (Acrux) cocraBwio 111. 3a mocnemgnue 4 Heaenu
HauOOJbIIIee pacnpocTpaHeHne cyOBapuanta yctaHoBieHo Ha @umunmuuax (100%), Py-
MbIHUH (22,5%), @pannuu (19%), Crosenust (13,6%).

B 6a3e nmannbix GISAID renomsl cy6Bapuanta CH.1.1 (Orthrus) nemonupoBansl u3
106 crpan. PacnpocTtpanenue cyOBapuanTa B Mupe cTabmiIbHO Ha ypoBHE 2,3%. B Uspaune
u Mcnanuu 3a nocnennue 4 Heaenu 3auKCUpoOBaHO HauOOJBIIIEe pacIpOCTpaHEeHUEe CyOBa-
puanTa Ha ypoBHe 11,7%, 7,8% coOTBETCTBEHHO.

Cy6Bapuant XBB (Gryphon) mupkynupyet B 146 cTtpanax mupa ¢ TCHACHIIUEH CHU-
*KeHUs. 3a mocaeaHue 4 HeJlelnu paclpocTpaHeHHOCTh coctapisieT 1,7%, B SAnonun — 8,9%,
Benuko6puranuu — 5,1%, Asctpanuu — 4,2%.

CyoBapuant BA.2.86 (Pirola) mo coctosauio Ha 20 OKTSIOpsS HHMPKyIUpyeT B 32
ctpanax mupa. B 6a3e manusix GISAID nenonupoBano 923 renoma cyoBapuanta BA.2.86,
6ombire Bcero — nadboparopusimu BemukoOputanuu, [IBenmnu, CIHA, Wcnanwu, J[anun,
®panuun, Kanager, FOAP.

Wudopmarysi mo OOHOBICHHBIM JaHHBIM O JCMOHMPOBAHHBIX T'CHOMax BHpYyca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabnuie 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-

[IponenT reno-

KommuecTBo MOB, OTHOC-
CIIOHUPO- JIHACCTBO TEHO- IMUXCA K BapUaH-
§aHHLIX re- Mos Omicron, Ty Omicron
Crpana YupexxeHne, NpOBOAUBLIEE CEKBEHUPOBAHUE HOMOB JIETIOHUPOBAHHBIX (B.1.1.529), 1e-
. 3a nocienuue 4
Omicron HeIeIH (23 09. ITOHHUPOBAHHBIX
(B.1.1.529) 20.10.2023 1) 3a rocyiegHue 4
HEOCIHN
ABcrpamms  (cradomimsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 166254 499 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 191859 157 100,0
Sciences
Asep0Oaiimkan (poct 3abone- | National Hematology and Transfusiology Center 20 0 0.0
BAEMOCTH) ’
AnGanus (crabmnusanus 3a- | Respiratory Virus Unit, National Infection Ser-
. . 1009 0 0,0
60J1eBaEMOCTH) vice, Public Health England
Amxup (crabunmsarust 3a00- | National Reference Center for Viruses of Respira-
. : . 575 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (CTaOMiaM3amus 3a- 1451 0 0,0
00J1€BaEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
. . : : 138 0 0,0
ounmsanus 3aboneBaemoctn) | sion of Viral Diseases, Pathogen Discovery
Anrunbs (ctabunmsanus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The Universi- 54 0 0,0

ty of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequenc-

: 169 0,0
JICBACMOCTH) ing Platform
Anpmoppa (crabmnusanus 3a- | Instituto de Salud Carlos 111
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Scienc-
Iu3anus 3a001€BaEMOCTH es, Faculty of Medical Sciences, The University of 131 0,0
the West Indies, St Augustine Campus
Aprentuna  (craOwimsarus | Instituto  Nacional Enfermedades Infecciosas
9566 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmennst (poct 3abosieBae- | Institute of Molecular Biology NAS RA, Republic
MOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh ’
RAU, Republic of Armenia
ApybOa (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (crabunmzarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anuys 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnmanemr  (cradmnusanms | Child Health Research Foundation
2207 0,0
3200JIeBa€MOCTH)
bapbanoc (crabunmsarust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 932 0.0
Faculty of Medical Sciences, The University of ’
the West Indies
baxpeitn (crabmmusanus 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabwimsanus 3a- | Laboratory for HIV and opportunistic infections 120 0.0
0011eBa€MOCTH) diagnosis The Republican Research and Practical ’

8




Center for Epidemiology and Microbiolo-
gy(RRPCEM)

bemu3 (crabunuzarus 3a60-

Texas Children's Microbiome Center

703 0 0,0
JIEBAEMOCTH)
benprus (crabunmsarms 3a- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 96651 591 99,6
00J1eBa€MOCTH) ological Virology
benun (crabunmsamus 3a0o0- | Institut fiir Virologie — Institute of Virology —
: 518 0 0,0
JICBAEMOCTH ) Charite
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Ser-
. . 210 0 0,0
nu3anus 3a00JIeBaEMOCTH ) vice, Public Health England
Bonrapus (cradbunusanms 3a- | National Center of Infectious and Parasitic Dis-
7452 0 0,0
00JIEBaEMOCTH ) eases
bonuBus (cumkenue 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabummsarus 3a60- | National Institute for Public Health and the Envi-
1073 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'epuerosuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounm3anus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3453 1 100,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmsarnus 3a- | Instituto Adolfo Lutz, Interdiciplinary Procedures
. 113645 2 100,0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Cen-
JICBACMOCTH ) tre for Infectious Diseases(National Virology Ref- 6086 0 0,0

erence Laboratory)




byran (crabunusanust 3abo-

AFRIMS

100 0 0,0
JIEBAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzarus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (ctadmiu- | COVID-19 Genomics UK (COG-UK) Consorti-
3a1us 3a00JI€BaCMOCTH) um. Wellcome Sanger Institute for the COVID-19 1486759 4037 100,0
Genomics UK (COG-UK) consortium.
Benrpus (crabwnmsanus 3a- | National Laboratory of Virology, Szentagothai
469 0 0,0
00JIeBaCMOCTH) Research Centre
Benecysnma  (crabunmsarus | Laboratorio de Virologia Molecular
757 0 0,0
3a00J1€Ba€MOCTH)
Boernam (crabwimsarus 3a- | National Influenza Center, National Institute of 6411 0 0.0
00JIeBaCMOCTH) Hygiene and Epidemiology(NIHE) ’
['abon (crabunuzamus 3a60- | Centre de recherches médicales de Lambaré- 9 0 00
JIEBAEMOCTH) né¢(CERMEL) :
lautu (crabunmsarusi 3a60- | Laboratoire National de Santé Publique - 435 4 100.0
JICBAEMOCTH ) LNSP(HAITI — LNSP) ’
laitana (crabmmmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
['am0us (crabunmsanus 3a00- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 9348 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'Bamenyna  (crabunmsarms | National Reference Center for Viruses of Respira- 691 0 0.0

3a00JIeBa€MOCTH)

tory Infections, Institut Pasteur, Paris
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I'Baremana  (cTrabunmuzanms

Asociacion de Salud Integral/Clinica Familiar Luis

< . 3915 0 0,0
3a0071€Ba€MOCTH) Angel Garcia
I'Bunes (crabmmu3sarus 3a60- | Centre de Recherche et de Formation en Infectiol- 596 0 0.0
JICBACMOCTH ) ogie Guinée ’
I'Bunes-bucay  (crabmamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (ctaOunmsarus 3a- | Charité Universitdtsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 576230 362 100,0
hygiene, CaSe—Group.
I'mbpanrap  (crabunmsarms | Respiratory Virus Unit, National Infection Ser- 199 0 0.0
3200JIeBaEMOCTH ) vice, Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13711 5 100.0
00JIEBaEMOCTH )
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research 19921 0 0.0
JIEBAEMOCTH ) Foundation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public
Health Research, National Center for Disease 2514 24 100,0
Control and Public Health(NCDC) of Georgia.
I'yam (crabunuzarus 3aboge- | Centers for Disease Control and Preven—tion Divi-
. ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aal_borg_Unlversn_y. Dgpartme_nt of Virus 367433 338 100,0
and Microbiological Special Diagnostics, Statens
Serum Institut.
Jlomunanka  (crabunusarms | Carrington Lab, Department of PreClinical Sci- 10 0 0,0
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3a00J1€Ba€MOCTH)

ences, Faculty of Medical Sciences, The Universi-
ty of the West Indies, St Augustine Campus

Jlomunukanckas PecmyOnmka

Respiratory Viruses Branch, Centers for Disease

(crabunmsarus 3aboneBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecmy0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (crabmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u Ilpuncunu | LNR-TB
(cTabmm3anus 3a00j1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunmusanus 3a60- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH)
3ambOus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1247 0 0.0
JICBAEMOCTH ) cine ’
3umbabBe (crabmnusanms 3a- | National Microbiology Reference Laborato-
; ) 316 0 0,0
00J1eBa€MOCTH) ry(Quadram Institute Bioscience)
Wzpawns (poct 3aboneBaemo- | Central Virology Laboratory, Israel Ministry of 118186 560 97.2
CTH) Health
Wunus (crabunmsarust 3a0o- | Department of Neurovirology, National Institute
JIEBA€MOCTH) of Mental Health and Neuroscienc-
es(NIMHANS).CSIR—Centre for Cellular and Mo- 142335 . 100,0
lecular Biology
Wunonesuss  (crabmnmsarms | National Institute of Health Research and Devel-
39689 0 0,0
3200JIeBa€MOCTH) opment
Wopnanust  (cradbunusanms | Andersen lab at Scripps Research, CA, USA
243 0 0,0
3200JIeBa€MOCTH)
Wpak (crabunu3zamus 3abone- | Biology, College of Education Department of Vi- 384 0 0.0

BAEMOCTH)

rology, Faculty of Medicine, University of Helsin-
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ki, Helsinki, Finland generated and submitted to
GISAID

Wpan (ctabmnmmsanus 3aboiie-

National Reference Laboratory for COVID-19,

. 2649 0 0,0
BAEMOCTH) Pasteur Institute of Iran
Wpnangus  (crabunmsarms | National Virus Reference Laboratory 59331 275 100,0
3a0071€Ba€MOCTH)
Wcnanaus (ctadbunusarus 3a- | Landspitali Department of Clinical Microbiology 10978 108 100.0
00JIEBAEMOCTH )
Wcnanus (crabunmsarus 3a- | Hospital Universitario 12 de Octubre 131058 789 100.0
00J1IeBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 91292 793 99.9
JICBAEMOCTH ) rology Laboratory
Kab6o—Bepne (cradmnmsarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran  (crabownmsarus | Reference laboratory for the control of viral infec-
. 2159 0 0,0
3200JICBA€MOCTH ) tions
Kambomka  (crabmnmsarms | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
3a00JIeBa€MOCTH)
Kamepyn (crabmmuszanus 3a- | CREMER(Centre de Rechercherches sur les Mal-
. . 1321 0 0,0
00JIEBAEMOCTH) adies Emergentes et Ré—émergentes)
Kanana (crabmnmsanms 3a60- | Laboratoire de santé publique du Québec 314324 4893 100.0
JIEBAEMOCTH)
KaiimanoBbI ocTpoBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbwmumsanus 3a00- | Biomedical Research Center(BRC), Qatar Univer- 1584 44 100.0
JICBACMOCTH) sity / Qatar Genome Project(QGP) ’
Kenus (crabunmumzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0
JIEBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kurmp (crabunuzanus 3abomne- | Department of Molecular Virology, Cyprus Insti- 465 0 0.0

BAEMOCTH)

tute of Neurology and Genetics
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Kurait (crabunuzamus 3a60-

National Institute for Viral Disease Control and

X 59121 358 100,0
JIEBAEMOCTH ) Prevention
Konymbus  (crabunmsarms | Instituto Nacional de Salud— Direccion de Investi-
., e 15162 9 100,0
3200JIEBAEMOCTH) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
JU3aIHs 3a00J1eBAEMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JICBAEMOCTH ) rologie ’
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion
- L, 9399 0 0,0
3a00JIEBAEMOCTH) y Ensefianza en Nutricion y Salud
Kor A'MByap (cradumm3arus | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labor- 239 0 0,0
atory
Ky6a (crabunuzanus 3aboie- | Respiratory Infections Laboratory
526 0 0,0
BAEMOCTH )
KygeiiT (crabunuzanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH ) ulty of Medicine, Kuwait
Keipreizcran  (crabunuzarus | SRC VB “Vector”, “Collection of microorgan-
e 45 0 0,0
3a00JIeBa€MOCTH) isms” Department
Kropacao (crabmmmsanmst 3a- | National Institute for Public Health and the Envi-
1231 1 100,0
6oseBaEMOCTH) ronment(RIVM)
Jlaoc (crabunumsanus 3adone- | LOMWRU/Microbiology Laboratory, Mahosot
i 898 1 100,0
BacMOCTH ) Hospital
JlatBus (crabmimsanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 138 0 0.0
JIEBAEMOCTH ) the National Health Laboratory Service ’
JIuGepus (crabwnusanms 3a- | Center for Infection and Immunity, Columbia 33 0 0.0

6011€eBaeMOCTH)

University
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JluBan (crabunmuzanusi 3a0o0-

Laboratory of Molecular Biology and Cancer Im-

JICBACMOCTH ) munology, Lebanese University Public Health 926 0 0,0
England
JluBus (crabwnmsanus 3a00- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (poct 3aboaesaemo- | Vilnius University Hospital Santaros Kilinikos,
. 11217 0 0,0
CTH) Center of Laboratory Medicine
Jluxtenmren  (crabunam3sa- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JIrokcemOypr (crabuin3arus Labqratmre na_tlonal de santé, Microbiology, Mi- 36631 97 1000
3a00JIeBAEMOCTH ) crobial Genomics Platform
Makao (crabunuzarusi 3a60- | Centro de Sequenciamento Gendmico 1 0 00
JIEBAEMOCTH) ’
Magpukmii  (ctabunmsarmst | CNR Virus des Infections Respiratoires — France
7434 0 0,0
3200JICBA€MOCTH ) SUD
Maspuranus (cradunusamus | INRSP-Mauritania
7 0 0,0
3200JIeBa€MOCTH)
Maitorta (crabmnusanus 3a- | National Reference Center for Viruses of Respira-
. : . 373 0 0,0
00J1IeBaEMOCTH ) tory Infections, Institut Pasteur, Paris
Mamnaiizus (crabunusanus | Institute for Medical Research, Infectious Disease
3a00JIeBAEMOCTH) Research Centre, National Institutes of Health, 32137 1 100,0
Ministry of Health Malaysia
Manaeu (crabmmmsarus 3a- | KRISP, KZN Research Innovation and Sequenc-
: 283 0 0,0
0oy1eBaeMOCTH) ing Platform
Manu (crabunmsanus 3a60- | Northwestern University — Center for Pathogen
. : : : 159 0 0,0
JIEBAEMOCTH) Genomics and Microbial Evolution
Manbaueel  (crabunusanms | Indira Gandhi Memorial Hospital 333 0 0.0

3a00JIeBa€MOCTH)
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Mansta (cTabuinzanus 3a00-

Molecular Diagnostics Pathology Department Ma-

JICBACMOCTH) ter Dei Hospital Malta 163 0.0
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart-
37 0,0
ownuzanus 3a0oaeBaemoctr) | ment of Health
Mapokko (crabuausaius 3a- | Laboratoire de Biotechnologie
1343 0,0
00JIeBaEMOCTH )
Maprunuka (cradmnmmsarms | CNR Virus des Infections Respiratoires — France
1544 0,0
3a00J1€Ba€MOCTH) SUD
Mexkcuka (crabwmmsanms 3a- | Instituto de 16iagnostic y Referencia Epidemio-
) 44491 0,0
00JIeBaEMOCTH) logicos (INDRE)
Mo3zamouk  (cradmimsanus | KRISP, KZN Research Innovation and Sequenc-
: . 731 0,0
3a00JIeBAEMOCTH ) ing Platform, South Africa
Momnnasust (poct 3aboneBae- | ONCOGENE LLC
698 0,0
MOCTH)
Monako (crabwmsanus 3a- | National Reference Center for Viruses of Respira-
) : . 18 100,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Mownronust  (crabwnmmsarmst | National Centre for Communication Disease 917 0.0
3a00JIeBa€MOCTH) (NCCD) National Influenza Center ’
MownTtceppar (ctabunmsarms | Carrington Lab, Department of Preclinical Scienc-
3a00J1€Ba€MOCTH) es, Faculty of Medical Sciences, The University of 12 0,0
the West Indies
Mpbsama (ctabunuzanust 3a- | DSMRC 144 1000
0011€Ba€MOCTH)
HamuoOus (crabmmuzanus 3a- | National Institute for Communicable Diseases of 806 0.0
00J1eBa€MOCTH) the National Health Laboratory Service ’
Henan (crabunuzamus 3a60- | Molecular and Genomics Research Lab, Dhulikhel
JIEBA€MOCTH ) Hospital, Kathmandu University Hospital School 1284 0,0
of Public Health, The University of Hong Kong
Hurep (crabmnmsanms 3a00- | National Reference Laboratory, Nigeria Centre 128 100,0
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JICBAEMOCTH ) for Disease Control
Hurepust (crabmnmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBaEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3196 0 0,0
sity
Hupnepnanasr (crabunmsarms | National Institute for Public Health and the Envi- 77743 290 100,0
3a00JICBACMOCTH ) ronment(RIVM)
Huy»s Institute of Environmental Science and Research
39 0 0,0
(ESR)
HoBast 3enmanmus (crabwiu- | Institute of Environmental Science and Re- 33589 51 100.0
3armst 3a00JI€BAaEMOCTH ) search(ESR)
Hosas Kanenonus (crabmmu- | Laboratoire de Microbiologie Centre Hospitalier
L O 62 0 0,0
3a1ms 3a00J1€BaCMOCTH) Territorial de Nouvelle-Calédonie
Hopserus (crabunusanus 3a- Norv_veglan Institute of Public Health, Department 35397 38 100.0
00JIeBaCMOCTH) of Virology
OAD (crabmmmsanms 3adome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAacMOCTH) nomics UK(COG-UK) Consortium ’
Oman (crabunm3anms 3a00- | Oman—National Influenza Center
489 0 0,0
JIEBAEMOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Taxucran (crabwimsanus 3a- | Department of Virology, Public Health Laborato-
. L 3389 0 0,0
00J1eBaEMOCTH) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 74 0 0.0
JIEBAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna  (crabunmsarms | Biochemistry and Molecular Biology Department— 81 0 0.0
3a00JICBACMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (ctaOmnmsarus 3a- | Gorgas memorial Institute For Health Studies
3234 0 0,0
00J1eBaEMOCTH)
ITanya Hoass I'Bunes (crta- | Queensland Health Forensic and Scientific Ser- 924 0 0,0
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Omnm3anus 3a00J1eBa€MOCTH)

vices

[Taparsaii (cTabunm3anus 3a-

Laboratorio Central de Salud Publica de Paraguay

2124 0 0,0
00JIeBaEMOCTH )
[Mepy (crabmmuzanms 3abomne- | Laboratorio de Referencia Nacional de Bio-
BAEMOCTH) tecnologia 'y Biologia Molecular. Instituto 36383 0 0,0

Nacional de SaludPeru
lgr?/IJ;Bma (poct 3aboseBaeMoO- ?;nXOne SA, Research & Development Laborato- 44901 69 100.0
[Mopryramus (cradbunm3arus | Instituto Nacional de Saude(INSA) 93660 0 0.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (crabmmmsanms | Centers for Disease Control and Prevention Divi-
. . : . 17990 34 100,0
3a00JIeBAEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Pecnybonuka Banyaty (crta- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
owmnuzanus 3a0oaeBaemoctr) | Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cra- | Naval Medical Research Center Biological De-
. 633 0 0,0

ounmsarus 3aboneBaemoctr) | fense Research Di-—rectorate
Pecnyomuka Kupubatu (cra- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
ounm3anus 3aboneBaemoctn) | Laboratory (MDU-PHL) ’
Pecny6onuka Konro (crtabu- | Institute of Tropical Medicine

210 0 0,0
Ju3arys 3a0071eBaeMOCTH)
Pecniybnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTrabunuzanusa 3ab01eBaeMo- 57 0 0,0
CTH)
Pecny6nuka Hukaparya (cra- | MSHS Pathogen Surveillance Program,
ownmmsanus 3a6oneBaemoct) | CNDR, Departamento de Virologia 335 0 0,0
Pecny6nuka CanbBagop (cta- | Genomics and Proteomics Departament, Gorgas 599 0 0.0
ounmsanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecnyonuka Yanx (crabumu- | Pathogen Genomics Lab, National Institute for Bi- 8 0 0,0
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3a1ius 3a0071€Ba€MOCTH )

omedical Research (INRB),

Peronbon (cTabmnmm3anus 3a-

CNR Virus des Infections Respiratoires — France

00JIEBAEMOCTH ) SUD 12132 0.0
Poccus (crabunmmsanmst 3a60- | WHO National Influenza Centre Russian Federa-
JICBACMOCTH ) tion. Center for Precision Genome Editing and

Genetic Technologies for Biomedicine, Pirogov

Medical University, Moscow, Russian Federation.

Federal Budget Institution of Science, State Re-

search Center for Applied Microbiology & Bio-

technology. Group of Genetic Engeneering and 46437 0.0

Biotechnology, Federal Budget Institution of Sci- ’

ence ‘Central Research Institute of Epidemiology’

of The Federal Service on Customers’ Rights Pro-

tection and Human Well-being Surveillance. State

Research Center of Virology and Biotechnology

VECTOR, Department of Collection of Microor-

ganisms.
Pyanna (cradbunusanus 3a60- | GIGA Medical Genomics 197 00
JICBAaEMOCTH ) ’
Pymbiaus (crabunusanms 3a- | National Institute of Infectious Diseases—Prof. Dr. 11675 0.0
60J1eBaEMOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0,0
Caynosckass ApaBust (crabu- | Infectious Diseases, King Faisal Hospital Re-

1381 0,0

Ju3arys 3a0071eBaeMOCTH) search Center
CesBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ounmsarus 3aboneBaemoctr) | Macedonia Laboratory of Virology and Molecular 342 0,0

Diagnostics
Cesepuble Mapuanckue oct- | Centers for Disease Control and Prevention Divi- 2091 0,0
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poBa (cTabunuzauus 3aloiie-
BAEMOCTH )

sion of Viral Diseases, Pathogen Discovery

Ceitmensl (cTabumu3amus 3a-

KEMRI- Wellcome Trust Research Programme,

- 619 0 0,0
00JIEBAEMOCTH ) Kilifi
Ceneran (crabmnmmsanus 3a- | IRESSEF GENOMICS LAB 1726 0 0,0
00JIeBaEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsanus 3aboseBaeMo- | ences, Faculty of Medical Sciences, The Universi- 99 0 0,0
CTH) ty of the West Indies
Cent—Kurc n HeBuc (cradbu- | Carrington Lab, Department of Preclinical Scienc-
Ju3anus 3a00JIeBaeMOCTH ) es, Faculty of Medical Sciences, The University of 22 0 0,0
the West Indies
Cenr—JIrocust (cradbmnmsanms | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3200JICBA€MOCTH ) ences ’
CepOus (crabmmmsanus 3a06o- | Institute of microbiology and Immunology, Facul-
.- LY 1685 0 0,0
JICBACMOCTH ) ty of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National Pupllc He_alth Laboratory, National Cen- 29916 1202 100,0
6oseBaEMOCTH) tre for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00J1€Ba€MOCTH)
Cunt—Mapten  (crabuimsa- | National Institute for Public Health and the Envi-
893 0 0,0
11s1 3a00JIeBAEMOCTH) ronment(RIVM)
Cupus (crabunuzanus 3abo- | CASE-2021-0266829 72 0 00
JIEBAEMOCTH) ’
CrnoBakus (crabmnusanus 3a- | Faculty of Natural Sciences, Comenius University
27420 0 0,0
0011€BaEMOCTH)
Crnosenus (crabunm3sanus 3a- | Institute o_f !\/Ilcrob!olog_y and Irnmt_mology, Facul- 36426 183 100.0
00JIeBAEMOCTH) ty of Medicine, University of Ljubljana
ComomonoBel  octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0,0
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Omnm3anus 3a00J1eBa€MOCTH)

Laboratory (MDU-PHL)

Comanu (ctabmnm3anmsi 3a-

National Public Health Lab- Mogadishu

11 0 0,0
00JIeBaEMOCTH )
Cynan (crabunmsarnus 3a0o0- | National Institute for Communicable Diseases of 208 0 0.0
JICBACMOCTH) the National Health Laboratory Service ’
Cypunam (crabmmsarus 3a- | National Institute for Public Health and the Envi- 154 0 0.0
60J1eBaEMOCTH) ronment(RIVM) ’
CIOA (crabmmmsanus 3abo- | Colorado Department of Public Health & Envi-
JICBAEMOCTH ) ronment. Maine Health and Environmental Test-
ing Laboratory. California Department of Public 2531748 7374 100,0
Health. UCSD EXCITE.
Creppa—Jleone (crabmnmsa- | Central Public Health Reference Laboratory 1 0 0.0
1115 3a00J1IEBAEMOCTH) ’
Taunann (crabunmsanus 3a- | COVID-19 Network Investigations(CONI) Alli-
29016 0 0,0
00JIEBaEMOCTH ) ance
TaiiBanp (crabunm3anus 3a- | Microbial Genomics Core Lab, National Taiwan
00J1eBaEMOCTH) University Centers of Genomic and Precision 3719 0 0,0
Medicine
Tanzanus (crabunmsanus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
00J1IeBaEMOCTH ) ’
Tepkce u Kaiikoc (crabunmsa- | Carrington Lab, Department of Preclinical Scienc-
1Us1 3a00J1€BAEMOCTH) es, Faculty of Medical Sciences, The University of 17 0 0,0
the West Indies, St Augustine Campus
Tumop-JlemTn  (cTabunmsa- | Microbiological Diagnostic Unit — Public Health 1 0 0.0
1151 32a00JIEBAEMOCTH ) Laboratory (MDU—-PHL) ’
Toro (crabunuzarusa 3a6omse- | Unité Mixte Internationale TransVIHMI(UMI 233
BaEMOCTH ) IRD — U1175 INSERM — Université de Montpel- 507 0 00

lier) IRD(Institut de recherche pour le développe-
ment)
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Tonra 96 0 0,0
Tpununan u Tobaro (crabu- | Carrington Lab, Department of PreClinical Sci-
JU3aIHs 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The Universi- 2763 0 0,0
ty of the West Indies
Tynuc (crabunmsanus 3a060- | Laboratoire de linique linique — Institut Pasteur de
) 688 0 0,0
JIEBAEMOCTH ) Tunis
Typuus (crabunuzanus 3a60- | Ministry of Health Turkey 21540 0 0.0
JIEBAEMOCTH )
VYrauga (crabmmmsanus 3a6o0- | MRC/UVRI & LSHTM Uganda Research Unit 899 0 0.0
JICBAa€MOCTH ) ’
VYkpauna (crabmmusanus 3a- | Department of Respiratory and other Viral Infec-
00JIeBaCMOCTH) tions of L.V.Gromashevsky Institute of Epidemi- 3711 5 100.0
ology & Infectious Diseases NAMS of Ukraine, ’
JSC “Farmak”
V36ekuctan (crabmnmsarus | Center for Advanced Technologies 61 0 0.0
3200JICBA€MOCTH ) ’
VYpyreait (ctabunmsanust 3a- | Departamento Laboratorios de Salud Puablica 247 0 00
6oseBaEMOCTH) (DLSP) Ministerio de Salud Publica ’
deneparuBHbie mTaThl Muk- | Pohnpei State Hospital,
ponesun (crabmnusanus 3a- | State Laboratories Division, Hawaii State Depart- 85 0 0,0
00JIEBAEMOCTH ) ment of Health
Oumunmuael  (cradbunuszanus | Philippine Genome Center 14996 9 100.0
3a00J1€Ba€MOCTH)
Ounnsaaaus  (ctabunuzanus Department of V_|ro!ogy, Faculty of Medicine, 93757 155 100.0
3a00JICBAEMOCTH) University of Helsinki
@pannus (cradbunmsanus 3a- | CNR Virus des Infections Respiratoires — France 387487 1986 100,0
00JIEBAEMOCTH) SUD
dpannysckas ['Buana (cta- | National Reference Center for Viruses of Respira- 1682 0 0.0

Oounm3anus 3a60J€Ba€MOCTH)

tory Infections, Institut Pasteur, Paris
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®paniry3ckast IMonmuesus | National Reference Center for Viruses of Respira-
(crabunuzanus 3aboneBaemo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsarus (crabunm3arnus 3a- | Croatian Institute of Public Health 95995 63 100.0
00JIeBaEMOCTH)
LIAP (crabmmuzanus 3abome- | Pathogen Sequencing Lab, National Institute for 80 0 0.0
BaEMOCTH ) Biomedical Research(INRB) ’
UYepnoropust  (crabmmmsanus | Charité Universitdtsmedizin Berlin, Institut fiir Vi-
: 491 7 100,0
3a00J1€Ba€MOCTH) rologie
Yexus (crabmmusanmst 3a6o- | The National Institute of Public Health 33659 - 100.0
JIEBAEMOCTH )
Yuu (poct 3a0oaeBaemoctr) | Instituto de Salud Publica de Chile 26063 0 0,0
[MBeitapust  (craOunu3arus .Department"o.f Biosystems Science and Engineer- 55451 217 1000
3a00JIeBa€MOCTH) ing, ETH Ziirich.
[IBenms (crabmmmsarus 3a- | The Public Health Agency of Sweden 117828 745 99.9
00J1€BaEMOCTH)
[Mpu-Jlanka (ctabunmmsanms | Centre for Dengue Research and AICBU, Depart-
D 1176 0 0,0
3a00JIeBa€MOCTH) ment of Immunology and Molecular Medicine
DkBanop (crabunuzanusa 3a- | Instituto Nacional de Investigacionen Salud Publi-
6135 8 100,0
00JIEBAEMOCTH) ca, INSPI
DKBaTOpHUAIbHAS I'Bunest | Swiss Tropical and Public Health Institute
(cTrabunuzanusa 3ab01eBaeMo- 2 0 0,0
CTH)
Ocatunm (cradmimsanus 3a- | Nhlangano Health Centre(National Institute for
00J1eBaEMOCTH) Communicable Diseases of the National Health 676 0 0,0
Laboratory Service)
Octonus (crabwnmsanms 3a- | Laboratory of Communicable Diseases(Estonia);
. : : 6158 0 0,0
00JIeBAEMOCTH) Eurofins Genomics Europe Sequencing GmbH
Do¢uonus (cradbunmsanus 3a- | International Centre for Genetic Engineering and 119 0 0,0
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00J1eBaEMOCTH )

Biotechnology(ICGEB) and ARGO Open Lab for
Genome Sequencing

IOAP (cTabwmmsanus 3a60-

KRISP, KZN Research Innovation and Sequenc-

: 26862 0 0,0

JIEBAEMOCTH ) ing Platform.

Oxnas Kopes (crabuiamsa- | Division of Emerging Infectious Diseases, Bureau

11s1 3a00J1€BAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 143099 83 100,0
Disease Control and Prevention Agency

Oxupii Cyman (crabunmsza- | MRC/UVRI & LSHTM Uganda Research Unit,

1115 3a00JIEBAEMOCTH ) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan

SImaiika (craOmmumsamus 3a- | Carrington Lab, Department of PreClinical Sci-

00JIeBaCMOCTH) ences, Faculty of Medical Sciences, The Universi- 3260 0 0,0
ty of the West Indies

Snonns (crabmmmsarus 3a- | Pathogen Genomics Center, National Institute of 445490 1088 100,0

00JIEBaEMOCTH)

Infectious Diseases
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Myoaukanuu:

1. ACS Infect Dis . 2023 Oct 18.

doi: 10.1021/acsinfecdis.3c00312. Online ahead of print.

Raman Fingerprints of SARS-CoV-2 Omicron Subvariants: Molecular Roots
of Virological Characteristics and Evolutionary Directions

PamanoBckue puHrepnpuHTHI cyOBapuaHnToB OMUKPOH SARS-CoV-2: moute-
KYJSIPHbI€ KOPHHU BHPYCOJOIHYECKHX XaPaKTEPUCTHK U HANIPaBJICHHUA dBOJITIONNHA

Giuseppe Pezzotti, Eriko Ohgitani, Yuki Fujita u ap.

ABTOpBI CHCTEMAaTUYECKH COOMpaNM CHEKTPhl KOMOWMHAIMOHHOIO paccesHus y
mectd noaBapuaHToB Omicron B Amonuu (T.e. BA.1.18, BA.2, BA.4, BA.5, XE u
BA.2.75), u npuMeHSIM aJrOpUTMbl MAIIMHHOTO OOYy4eHHs s pacliu@pOBKH HX
CTPYKTYPHBIX XapaKTEpPUCTUK B MOJIEKYJIIPHOM MaciuTabe. YHUKalbHbIE paMaHOBCKHE
OTIIEYaTKHA POTAMEPOB CEPOCOAEPKAIUX AMUHOKHUCIIOT, IypuHOB U nupuMunHoB PHK,
KOH(uUrypanuii (eHOJbHBIX KOJIEL TUPO3UHA U BTOPUYHBIX OEJIKOBBIX CTPYKTYp YETKO
OTJIMYAJIM IIECTh NMOABapUaHTOB OMHUKpPOH. DTH CIIEKTpPAaJbHBIE XapaKTEPUCTHKH, CBS-
3aHHBIE C 3aPa3HOCTBIO U CKJIOHHOCTBIO K YKJIIOHEHUIO OT UMMYHHUTETA, BBISIBUIM 3BOJIIO-
LIMOHHBIE MOTHBBI, KOTOPbIE MOXHO CPaBHUTbH C pe3yJbTaTaMU T'€HOMHBIX HCCIEI0Ba-
HUl. JIOCTYIHOCTh paMaHOBCKOTO «METa0OJIOMHOTO CHUMKa», KOTOPBII 3aTeM ObLI mpe-
00pa3oBaH B LITPUX-KOA JUIsl OBICTPOM MACHTU(PUKALIMY TI0JIBAPUAHTA, OTKPbLIA MYTh AJIs
palMoHaNM3alMK aKTUBHOCTH U nu3MeHunBocTH SARS-COV-2 B pexxume peanbHOro Bpe-
MeHU. B kauecTBe N0Ka3aTenbCTBAa KOHLENIMU aBTOPbl NIPUMEHWIIN IPOLENYpPY pamMa-
HOBCKOT'O HITPUX-KOJa K 00pa3ly Ma3ka M3 HOCa, MOJYYeHHOMY OT nanueHta ¢ SARS-
CoV-2, u unentudunupoBanu ero noasapuant Omicron, 00bEIUHUB KOMMEPUYECKU J0-
CTYIIHYIO TEXHOJOTMIO MarHUTHBIX LIAPUKOB C HEJABHO pa3pabOTaHHBIMH paMaHOBCKH-
MU aHaJIU3aMH.

2. Comput Biophys Chem. 2023 Aug;22(5):569-587.

doi: 10.1142/s2737416523500278. Epub 2023 Jun 8.

Persistent topological Laplacian analysis of SARS-CoV-2 variants

IlocTosIHHBINH TOMOJOTMYECKHI JIAIUIACOBCKMI aHaau3 BapuaHTOB SARS-
CoV-2

Xiaoqi Wei, Jiahui Chen, Guo-Wei Wei

N3y4any BO3MOKHOCTH MOJIEIMPOBAHUS U aHAJIN3A MOCTOSIHHBIX TOMOJIOTMYECKUX
narutacuadn  (PTL) npu wm3ydeHuM OENIKOBBIX CTPYKTYp CHAHKOBOTO pEILENTOp-
ces3piBaroniero nomeHa (RBD) SARS-CoV-2. Astopsl ucnonb3oBanu PTL mis usyue-
HUs TOTO, KaK BbI3BaHHbIE MyTauueld B RBD cTpykTypHBIE N3MEHEHNsT KOMIUIEKCOB CBSi-
3piBaHusl RBD-anrnorensunnpeBpamatomiero gpepmenta 2 (ACE2) oTpakaroTcs B u3me-
HeHusx cnekTpoB PTL cpenu BapuanTtoB SARS-CoV-2. Kpome Toro, oHn UCIoyib30Baau
PTL nns ananu3za cesizbiBanus RBD u ctpykTypHbIX n3mMeHeHMi, Bbi3BaHHbIX ACE2 y

paznmuunbix BapuaHToB SARS-CoV-2. HakoHen, onu u3yuwnu BiausiHue cTpyktyp RBD,
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CO3JIaHHBIX C IMOMOIIBIO BBIUYMCIICHHM, Ha TOTIOJOTUYECKYIO TTApaJUurMy TIyOOKOTo 00Yy-
YEHUs U MPOTHO3bI HAOOPOB JIaHHBIX TIIYOOKOrO0 MYTallMOHHOTO CKaHMPOBAHMS ISl Ba-
puanta SARS-CoV-2 Omicron BA.2. [TomydeHnHbie pe3ynbTaThl MOKa3bIBalOT, uTo PTL
MMEIOT MIPEUMYIIIECTBA MEPE]T CTOMKOW TOMOJIOTHEN NIPU aHAIU3€E CTPYKTYPHBIX U3MEHE-
HUN O€JIKOB U MPEAOCTABIISIIOT HOBBIM MOIIHBIM MHCTPYMEHT U3yUCHHUSI TaHHBIX.

3. Comput Struct Biotechnol J. 2023 Sep 28:21:4816-4824.

doi: 10.1016/j.csbj.2023.09.033. eCollection 2023.

Fast end-to-end surface interpretation of SARS-CoV-2 variants by differenti-
able molecular surface interaction fingerprinting method

BLICTpaﬂ KOMIUIEKCHAasT IMOBEPXHOCTHasi HHTEPHNpPETAllNd Y BapHaHTOB
SARS-CoV-2 ¢ nomompbio Metona auddepeHIUPyeMoOil MOJIEKYJISAPHO MOBepPX-
HOCTHOM MICHTU(PUKAIUH.

Ziyang Zheng, Yangi Jiao, Haixin You, Junfeng An, Yao Sun

Hcnonb3yembie B HACTOAIIEE BPEMs METOJIbI T€OMETPUUECKOTO TITyOOKOT0o 00yye-
HUSI OCHOBAHBI Ha CETYATHIX MPECTABICHUSIX OCIKOB ISl HICHTU(DUKAIIMN TOTCHIIHAb-
HBIX IIeJIeH CBSI3bIBaHUS JiekapcTB. OTHAKO MCTOIB30BAaHUE CETOK MMEET OTPAaHUYCHUS U
HEMPUMEHHUMO JIJI1 MHOTUX BaXKHBIX 3a]1a4 MOJICKYJSIpHOU Ouoioruu. UToObl yCTpaHUTh
OTH OTPAHUYCHHUS, aBTOPHI MPUMECHIWIN METO AU dEepeHIIMPYEMOH MOJICKYISIPHON ITO-
BepxHOocTHOW uaeHTuukanuu (dMaSIF), koTopblii OCHOBaH Ha TpeXMEpHBIX OOJaKax
TOYEK U HOBOM 3(PPEKTUBHOM T€OMETPUUECKOM CBEPTOYHOM CJIOE JJisi OBICTPOTO IMpO-
THO3UPOBAHUS MECT B3aUMOJICHCTBHS HA IMOBEPXHOCTH Oeiika. UeTKO BU3YaIM3UPYIOTCS
pa3IMYHbIE CTPYKTYpPHI CaTOB CBsi3bIBaHMs Uil Delta, Omicron U ero mojBapHaHTOB.
ABTOpBI 00Hapyxwiu, yto Delta 1 Omicron AEMOHCTPUPYIOT CXOKHE MATTEPHBI TO-
BEPXHOCTHOTO CBsi3bIBaHUdA, Torna kak BA.2, BA.2.13, BA.3 u BA.4 nemoHCcTpupyror
cxoxue cTpykTypel. BA.4 obGnamaer Gonee BHICOKMM COOTHOIICHHEM CAaWTOB TOJOXKHU-
TEIHHOTO B3aMMOJICHCTBUS, YEM JIPYTHE, YTO MOKET OOBICHATH €ro 0O0JIee BHICOKYIO TIe-
penayy U uHuUIUpoBaHUEe cpenu Jroaei. KpoMme TOro, coOTHOIIEHHE CAaWTOB MOJIOXKH-
TenpHOTro B3auMopeicteus BA.2, BA.2.13, BA.3 Brimie, yem y Delta u Omicron, uto co-
OTBETCTBYET MX CKOPOCTH Iepeaaud M 3apakeHus. JlaHHas paboTa MpejIoKUT HOBBIN
s dexTruBHBIN crioco0 aHanmm3a OeloK-0ETKOBOrO0 B3aMMOJACHCTBUS BapuaHTOB SARS-

CoV-2.

4. Eur Rev Med Pharmacol Sci. 2023 Oct;27(19):9470-9476.

doi: 10.26355/eurrev_202310_33975.

Omicron new variant BA.2.86 (Pirola): Epidemiological, biological, and clini-
cal characteristics - a global data-based analysis

Hogslii BapuanT Omicron BA.2.86 (IIupoJia): anuaemuosiornyeckune, 01oJ10-
T'MYECKUEC U KIIMHUYICCKUEC XAaPAKTCPUCTUKHA — rJ100aJIbHBIA AHAJIN3 HA OCHOBE JaH-

HbIX
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Hogsrit BapuanT SARS-CoV-2, BA.2.86, Taxxe u3BecTHbIN Kak Pirola, mpemcras-
aseT coboit cyoBapuanT Omicron, BRI3BIBAIONINN OOJBITYI0 00ECIIOKOSHHOCTD, TTOCKOJIb-
Ky OBLJIO OOHApYKEHO, YTO OH COAEPKUT O0JbIIOE KOIMUECTBO MyTaluil. Llenpto nanHo-
IO UCCIIEIOBAHUS SIBJISETCS U3yUYEHUE U BBISBICHUE OMOJIOTMYECKUX M KIMHUYECKHX Xa-
paKkTepucTHK 3TOoro HoBoro Bapuanta SARS-CoV-2. Oto obGcepBaliioHHOE HCCIEI0Ba-
Hue ObUIO MPOBEACHO Ha Kadeape puznonorud MeauimHCKOTo KoJjieaKa Y HUBEPCUTE-
ta kopona Cayna, Op-Pusin, Caynosckas Apasus. [louck nurepaTypbl IpOBOAUICS MO
KIIIOYeBBIM TepMmuHaM, BKIouas «SARS-CoV-2, OmukpoH, BA.2.86, Ilupona, smnume-
MUOJIOTHS, KIMHUYECKUE XapakTepucTukny. Jlanusie mo Omukpon BA.2.86 Obutn nomy-
yeHbl OT BeceMupHoii opranusanuu 3apaBooxpanenus (BO3), LleHTpoB mo KOHTpoIO U
npodunaktuke 3ad6oneBanuii (CDC), I'mobanbHON MHULMATUBEI IO OOMEHY BCEMH JIaH-
HeimMu o rpurnie (GSIAD), PubMed, Web of Science, pernonanbHbIX MUHUCTEPCTB, HC-
CJIEIOBATENIbCKUX MHCTUTYTHI U MeXAyHapoHble neyatHeie CMU. [lepBonayanbHO ObI-
70 uaeHTUPUIIUPOBaHO 26 TOKYMEHTOB, U 10 TOKYMEHTOB ObUIM BKJIIOYEHBI B aHAJIN3
naHHBIX. MHpOpMaIus 0 pacpoCTPaHEHHOCTH U OMOJIOTHYECKHX XapaKTepUCTUKAX HO-
Boro Bapuanta SARS-CoV-2, Omicron BA.2.86, Oblna 3amnvcaHa U CHHTE3MpPOBaHA IS
ananuza. Omuxpon BA.2.86 Obu1 BhIsiBIIeH B 23 cTpaHax ¢ 264 MOATBEPKIACHHBIMU CITy-
JasMU 10 cocTostHUIO Ha 28 ceHTs0ps 2023 r. Yuciio u pacnpencsieHue dTUX CIydacB
oxBaThiBaloT BenukoOputanuto 66 (25,0%), CIIA 34 (12,87%), Hauuro 31 (11,74 %),
[MBeuuto 25 (9,46%), FOAP 20 (7,57%), Ucnanuro 20 (7,57%), @panuuto 15 (5,68%),
[Topryranuto7 (2,65%), SAnonuto 6 (2,27%), Kanany 5 (1,89). %), Taunaun 5 (1,89 %),
N3paiine 5 (1,89 %), I'permro 5 (1,89 %), I'epmanuto 3 (1,13 %), bensruro 3 (1,13 %),
JlrokcemOypr 3 (1,13 %), Hunepnaunsr 3 (1,13 %), IOxnyto Kopero 3 (1,13%). Oqnako
10 OJIHOMY CJIy4aro ObLJIO 3aperucTpupoBano B ABctpanuu, Utanuu, cnannuu, [1IBei-
napuu 1 Kurtae. 3a0oneBanue yaie peructpupyetcs y keHuuH (71,0%), ueM y MyKuuH
(29,0%). Ha ceronusamnuii AeHb cOOOIIEHUH O JeTalbHBIX UCX0JaX He moctynano. Ho-
BBl BapUaHT pacrpocTpaHmics OwvicTpee, yem npyrue Bapuantel SARS-CoV-2, u nepe-
CeK MHOTME MexayHaponHble rpaHulpl. HoBbiii Bapumant Omicron BA.2.86 3arponyn
264 genoseka B 23 crpaHax. 3a00J€BaHUE Yallle BCTPEYAETCS Y )KEHILMH, YEM Yy MYKUHUH,
U MOopakaeT NPEeUMYIIECTBEHHO JII0/IeH MOKUIoro Bo3pacta (crapue 60 net). OgHako o
CMEPTENBHBIX CIIy4asiX HE cO00IaIoch. ITOT BapuaHT OBICTPO paclpoCTpaHsIeTcs U Iie-
penaetcs eme OpicTpee. KimuHnueckne mposiBIeHHs y MalMeHTOB ¢ BapuaHTOM OMUKPOH
BA.2.86 He1ocTaTOYHO JOKYMEHTHUPOBAHBI U MOTYT OBITh CXOJIHbI C TAKOBBIMU MpHU 00-
nee panaux mrammax COVID-19, nposiBissich TerkuMu HH()EKIIMOHHBIMU CUMITTOMaMH,
BKJIIOYasl TOJIOBHYIO 00Jb, O0Ib B Telle, Kallelb, JUXOPAAKY, T€HEPATU30BAHHYI0 MU-
QITHI0 U CUIBHYIO YCTaloCTh. MHUpPOBbIE OpPraHbl 3/[paBOOXPAHEHUS TOJKHBI MPUHATH
npoQUIAKTUYECKUE MEPBI, YTOOBI OCTAHOBHUTH BCHBIIIKY ATOTO HOBOTO BapHaHTa II0
BCEMY MHPY, UTOOBI MUHUMHU3UPOBATh Opems 00JIe3HU.

5. Front Immunol. 2023 Oct 2:14:1209513.

doi: 10.3389/fimmu.2023.1209513. eCollection 2023.
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Genome sequencing of SARS-CoV-2 omicron variants in Delhi reveals altera-
tions in immunogenic regions in spike glycoprotein

CexBeHnupoBanue renoma sapuanta SARS-CoV-2 omukpon B [lesin BbISIBUIO
HU3MECHCHHNHA B HUMMYHOTI'CHHBIX 00J1aCTAX CMIAHKOBOIO IIMKOIIPOTEUHA.

Sristy Shikha, Mukesh Kumar Jogi, Ruchika Jha u mp.

HccnenoBanue BBISIBUIO HeKoTopble MyTanuu (pesepcust Y505, G339H wu
R346T/N) B renomax SARS-CoV-2 u3 Jlenu, Muaaus, u ux BeposTHOE 3HAUCHUE JIJIS U3-
MEHEHUsI UMMYHHOTO oTBeTa U cpojacTtBa ¢ ACE-2. CnaiikoBble MyTallii MOBIUSAIN Ha
HEUTPATU3YIONIYI0 aKTUBHOCTh QHTHTEN MPOTUB BapHaHTa OMUKPOH, KOTOPHIH JEMOH-
CTPUPYET YaCTUYHOE YCKOJb3aHHE OT MMMYyHHUTEeTa. TeM He MeHee, UCCIeOBaTeIn B
HACTOSIIEE BpPEMsI M3Y4alOT pa3IMYHBbIC CTPATETHMH CMATYCHHS ITOCICICTBUN, YTOOBI
CIIPABUTHCS C MOTCHIIMAILHBIM CHIDKEHUEM 3(PPEKTUBHOCTH WM JCHCTBEHHOCTH UMMY-
HOTIPENapaToB MPOTHUB CYIIECTBYIOMUX U Oyaymux BapuantoB SARS-CoV-2. Otu ctpa-
TETWH BKIIFOYAIOT MOJU(PHUKAIINIO BAKIMH TSI BO3JECHCTBUS HAa KOHKPETHBIC BAPUAHTHI,
TaKhe KaK BapUaHT OMHUKPOH, pa3paboTKy COCTABOB MOJMBAJICHTHBIX BaKIIMH U U3yYEHUE
IbTEPHATUBHBIX METO/IOB JIOCTaBKU. UTOOBI pEMIUTh 3Ty MpobiieMy, HEOOXOIUMO TaKXKe
TOHSITHh BJIIMSTHAE dTUX MYTAIlUH C IPYrod TOYKH 3PCHHS, OCOOCHHO C TOYKHU 3PCHUS H3-
MEHEHUN aHTUTEeHHBIX JIETEPMUHAHT. ABTOpPHI MPOBEIU TMOJTHOTEHOMHOE CEKBEHHpPOBa-
aue (WGS) SARS-CoV-2 B obpasnax ot 6ompHbIx COVID-19 u3 [lenu u npoanamusu-
pOBaJIM MYTAIlMIO CHIaiika ¢ yIIOPOM Ha aHTUTCHHBIC M3MEHEHUs. V3y4eHO BIUSHUE MY-
Talu Ha 00pa30BaHUE AIHUTOIOB, MOTEPIO/TIPUPOCT dPPEKTUBHOCTH U B3aUMOICHCTBUE
STIUTOIOB ¢ aHTUTENaMHU. HeKoTophie U3 MyTalyil WJIM BAPUAHTOB TEHOMOB, MTOXO0XKE, SB-
JSIOTCS TIPApOAUTENIMU OyAylmuX BapuaHTOB B MHAMM. DTOT aHanu3 IMoOKas3all, 4TO
ocna0JieHne B3aUMOJICUCTBHSI C AaHTUTENIAMUA MOXET NMPUBECTH K UMMYHHOM PE3UCTEHT-
HOCTH B IUPKYJIHPYIOIIUX IIITAMMaXx.

6. Nat Microbiol. 2023 Oct 16.

doi: 10.1038/s41564-023-01504-w.

SARS-CoV-2 evolution in the Omicron era
Jposronus SARS-CoV-2 B a3py Omicron

Cornelius Roemer, Daniel J Sheward, Ryan Hisner wump.

0630p. C Tex nop, kak B 2022 roay nossuica u pacrpoctpanuicas SARS-CoV-2
BA.5 (OMHKpPOH), €ro JIMHUHM 3aMETHO Pa3HOOOpa3UINCh. ABTOPHI pacCMaTPHUBAIOT BO-
JIOLMOHHBIE TPAEKTOPUHU U IIPOLIECCHI, JIEKAIME B OCHOBE BO3HUKHOBEHUS TUX JIMHUM,
U OIpeseNsitoT Haubosee pacnpocTpaHeHHble TOIMHIN. OHU 00CYX/Ial0T MOTEHIIHAIb-
HOE MpoucxoxaeHue tuauii BA.2 Broporo nokonenus. [Ipoctast u cnoxxHast pekoMOnHa-
s, aHTUT€HHBIN JIpeiid u KoHBepreHTHas 3Boolus no3Bouuian SARS-CoV-2 nakarn-
JAUBaTh MYTallMM, U3MEHSIOIINE €r0 aHTUT€HHOCTb. ABTOPBI TaKKe OOCYX/IaloT MOTEH-
uanbHbIe TpaekTopuu 3Boionuu SARS-CoV-2 B Oymymiem.
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7. Sci Rep. 2023 Oct 14;13(1):17478.

doi: 10.1038/s41598-023-44796-y.

Tracking SARS-CoV-2 Omicron lineages using real-time reverse transcrip-
tase PCR assays and prospective comparison with genome sequencing

Orciae:xxkuBanue jguuuii SARS-CoV-2 Omicron ¢ ucmoas3zoBanuem IIIIP-
aHaJiu3a ¢ OﬁpaTHOﬁ TpaHCKpI/lHTaZ}Oﬁ B p€ajJbHOM BPEMEHH U INPOCHECKTUBHOIO
CPaBHCHHUSA C CCKBCHUPOBAHHEM I'CHOMA

Nathan Zelyas, Kanti Pabbaraju, Matthew A Croxen

OmukpoH cran gomuHupytommM Bapuantom SARS-CoV-2 Bo BceM mmpe ¢ je-
kabpst 2021 roma, mpu 5TOM OTIENbHBIE BOJHBI CBSI3aHBI C OTACIBHBIMU CYOJITMHUSMU
Omukpona. beictpoe obHapyxenue BA.1, BA.2, BA.4 u BA.5 Obu10 1OCTUTHYTO B IIPO-
BuHIIMN AnsOeprta, Kanana, 6imaromgapst paspadborke u BHeapenuto [11[P-ananuzoB ¢ 00-
paTHOW TPAaHCKPUNITa30i B peaqbHOM BpeMeHH, HareneHHbIX Ha S:N501Y, S:ins214EPE.
, S:H69/V70, ORF7b:L11F u M:D3N. HUcnonb3yss KOMOMHALINUIO pe3yIbTaTOB JUJIS Kax-
JIOTO U3 ATHUX MapKepoB, 0Opa3Ibl MOKHO OTHECTH K CyOnuHuUsSIM B mpezenax BA.1,
BA.2, BA.4 wiin BA.5. AnanuTndeckas 9yBCTBUTEIBHOCTh ATHX MapKepoB Kojebarach
ot 132 no 2229 xonwuii/mi, a nabopatopHasi TOUHOCTh cocTaBisiia 98,9-100%. Ilo cpas-
HEHUIO C CEKBEHHMPOBAHUEM T€HOMA OBLJIO MPOJIEMOHCTPUPOBAHO cOOTBETCTBHE HA 97,3%
npu uccienoBanuu 12 592 o6pasnos. Mcnonp30BaHue 3THX aHAIM30B B COYETAHHUH C Ce-
KBEHHpOBaHUEM reHoma oOjerymno HabmoaeHue 3a quHusMu SARS-CoV-2 Ha mpots-
YKEHUHU BCETO NMepuoia ToMuHupoBanust BA.S.

8. Sci Total Environ . 2023 Oct 16:167844.

doi: 10.1016/j.scitotenv.2023.167844. Online ahead of print.

Development of highly sensitive one-step reverse transcription-quantitative
PCR for SARS-CoV-2 detection in wastewater

Pa3paboTka BHICOKOYYBCTBUTEJIbHON OAHOTANNHOM KoJm4ecTBeHHO# TILP ¢
o0paTHO# TpaHcKpunuuei 15 ooHapy:keHuss SARS-CoV-2 B cToUHBIX Bogax

Sunayana Raya, Bikash Malla, Ocean Thakali u ap.

Ot1o uccnegoBanue Obuto mpoBeaeHo s MoHutopuHra PHK SARS-CoV-2 u
cnenu(pUUHBIX JJI1 BApUAHTOB MYTAallMii B CTOYHBIX BOJAX C MCIOJIb30BAaHHEM KOJIUYE-
CTBCHHOW TOJIMMEpPA3HOM IenHoi peaknuu ¢ obOparHoi Tpanckpunmueil (RT-qPCR).
Opnosrannas RT-qPCR ¢ ucnonszoBannem Habopa ans obHapyxenus SARS-CoV-2 B
crounbix Bogax (Takara Bio), KOTOpbIii OTHOBPEMEHHO aMILTU(GHUIMPOBAI JBE 001acTh
N-rena ¢ ucnonb3oBanrem ananu3oB CDC N1 u N2 ¢ onHuM (ayopeciieHTHbIM KpacH-
TeJIeM, MPOJEMOHCTPUPOBaa Jy4lryto 3¢ dexTuBHOCTs npu obHapyxkeanun PHK SARS-
CoV-2 (monoxxutenbHbIil k03P duueHTt, 66 %) no cpaBHenuto ¢ apyxstanHoit RT-gPCR
¢ ucnonszoBanueM ananuza CDC N1 wiu N2 (40 % xaxzasiii u 52 % B coYeTaHHUH) CO
3HAYUTENBbHO Oosiee HU3KUMU 3HaueHusMu Ct. OpHostanHelid aHanu3 RT-qPCR BB

PHK SARS-CoV-2 B 59 % (38/64) o6pa3noB mnocrynarouieil BoAbl, cOOpaHHBIX Ha
29



OUHMCTHBIX cOoOpykeHusx B SAnonuu B nepuon ¢ supapsa 2021 roga nmo mapt 2022 ropa.
Koppensmus mexny konnentpanueir PHK SARS-CoV-2 B cTouHBIX BOJax, M KOJHYE-
ctBoM citydyaeB COVID-19, peructpupyembix Kaxablil 1€Hb B TEUCHUE 7 THEW 10 U TO-
cie ordopa mpoo, Obu10 3HAYUTENBHBIM (p < 0,05, r = 0,76 = 0,03). Tpunuats oguH 0bpa-
3e1] ObLI JOTOJHUTEIBFHO MPOTECTUPOBAH C MOMOIMIBIO CalT-crienuduueckol oaHOAITaIl-
Hoit OT-kIILP c¢ mectero myrammsmu (E484K, L452R, N501Y, T478K, G339D u
E484A). Myranus N501Y Obuta oOHapyxeHa B nepuoJi ¢ Maprta no uroHb 2021 roxa, Ho
oplna 3ameHeHa mytanusamu L452R u T478K B nmepuon ¢ utons mo oktsaops 2021 roxa,
4TO OTpakaeT Mepexo]l OoT alb(a- K JAeNbTa-BapHaHTaM B UCCIIelyeMOM peruoHe. Myra-
uuu G339D u E484A Obutu BhisiBiIeHBI B siHBape 2022 roja u mo3xe, Korja 3abolieBae-
MOCTh BapuaHTOM OMHMKPOH JOCTUIJIA NUKA. DTU PE3yNbTaThl MOKA3bIBAIOT, YTO UCCIIE-
JIOBAHHUE CTOYHBIX BOJ MOXKET OBITh 3((HEKTUBHO HCTOJIH30BAHO B KAYECTBE JOMOJTHEHUS
K KJIMHUYECKUM TeCTaM JUIs OTciexuBaHus pacupocrpanenuss COVID-19 u monutopuH-
ra HUPKYyJUPYIOLIUX BApUAHTOB.
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