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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst mox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX FT€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID
3a Heaesro ¢ 7 mo 13 oxkTsopst 2023 r.
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B 00630pe npeacTaBiena uHbopmaius Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxojsmxcsa noj HaomogaeHnueMm (VUM), reHOMHBbIE TOCTE0BAaTeIbHOCTH KOTOPBIX pas-
MeNIeHBI B MexayHapoHou 6aze maHHbix GISAID 3a Henenmio ¢ 7 mo 13 okrsaops 2023 r.

[To cocrosiuuio Ha 13 okta0ps 2023 1. B cooTBeTcTBUM C Kiaccudukamueir BO3 k
Bapuantam Bupyca SARS-COV-2, BeieBaromux uaTepec (VOI), oTHECeHBI CyOBapHaHTHI
XBB.1.5, XBB.1.16 u EG.5 (mo6aenen 19.07.2023 r., xnaccudumupoBan kak VOI
09.08.2023r.). B rpynny HUpKyIUPYIOMKUX BapUaHTOB, HAXOMASIIUXCS O] HAOIIOJICHHUEM
(VUM) Bxmrouensl reHetudeckue uann: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3, BA.2.86 (no6aBnen 17.08.2023 Ha ocHOBaHMH OOJIBIIOIO KOJHUYECTBA BBISBIICH-
HBIX MYTaIlUM).

Ha cerognsmauii nenp B 6aze manabsix GISAID Bcero mpeactasineno 16 111 862 re-
Homa Bupyca SARS-COV-2 (3a Henmemo aenonupoBano 27 753 mocnenoBatenbHocTH). B
MHUpE CTpaHaAMU — JUAEPAMH MO KOJUYECTBY JCMOHUPOBAHHBIX T€HOMHBIX MOCIEA0BATEb-
Hoctei Bupyca SARS-CoV-2 ocratorcst CHIA — (4 931 701 rerom — 30,6% oT Bcex pas-
mernieHHbIX B GISAID) u BenukoOpuranus (3 111 542 renoma — 19,3%).

Bcero B 6a3y nanubsix GISAID nenonuposano 8 628 331 reHom Bapuanta Omicron,
3a aHAIM3UPYEMYIO HENEeNM0 pasMmenieHo emie 27 157 reHOMHBIX MOCJIeI0BaTeIbHOCTeH —
97,8% ot Bcex mpeACTaBICHHBIX 32 TEKYILYIO HEZeNo reHoBapruanToB Bupyca SARS-CoV-
2 (na mpouutoit Henene — 98,6%). Poccuiickumu naboparopusimu pazmenieHsl 78 625 re-
HOMHBIX nocnenoBatenbHocTer SARS-COV-2, B Tom uncine Bapuanta Omicron — 46 437
T€HOMOB.

Ha cerognsmauii newp B 6aze ganubix GISAID 3adukcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiaymiel Hepene — 215): ABctpanus,
ABctpusi, AzepOaiimkan, AnbGanus, Amkup, Amepuxkanckoe Camoa, AHmaoppa, AHroina,
Anturya u bapOyna, Auruibs, Aprentuna, Apmenus, Apy6a, Adranucran, banrnazge,
bapbanoc, baxpeiin, benapycs, benbrus, bepmynckue OctpoBa, benu3s, benun, boxrapus,
bonusus, borceana, bocuusa u I'epueroBuna, bonaiipe, bpasunus, bpynei, bpuranckue
Buprunckue octpoa, byran, bypynau, bypkuna-®aco, BenukoOpurtanus, Benecyana,
Benrpus, Buprunckue OctpoBa (CIIIA), Beetnam, 'ana, ['autu, 'am0Ous, ["aitana, I'Bane-
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nyma, ['Batremaina, ['sunes, I'epmanus, ['ubpanrap, ['ongypac, ['onkonr, ['penana, ['penus,
I'py3us, 'yam, I'abon, anus, xuOytu, JJomuaukanckas Pecmy6nuka, Jlomuanka, J[PK
Hemokparnyeckass PecriyOonuka Boctounsiii Tumop, Jlemokpatuueckas PecnyOnmka Can-
Tome u Ilpuncunu, Eruner, 3amous, 3um6adse, M3zpauns, Uuausa, Magonesus, Mopaanus,
Wpaxk, Upan, Upnanaus, Mcnannus, Mcnanus, Mtamus, Ka6o-Bepae, Kazaxcran, Kaitmano-
BBl OctpoBa, Kambomxa, Kamepyn, Kanana, Karap, Kenusi, Kunp, Kuraii, Kupubaru, Ko-
aymbous, KocoBo, Kocta-Puka, Kot-a'MByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JluGepus, Jlusan, Jlusus, Jluxrenmreiin, Jlutea, Jlecoto (Koponesctso Jlecoro),
JlrokcemOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizusi, Maib-
nuBbl, ManbTta, Manu, Mapokko, Maptunuka, Mapmamuiosl OcTtpoBa, Maiiorta, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Montceppat, Mesiuma, Mukponesus, Hamu-
ousi, Hunepnannael, Hurep, Hurepus, Heman, He3aBucumoe rocymapctso Camoa, Huyn,
Hopserus, HoBas 3enannus, Hoeas Kanenonwus, Hukaprya, Oman, OAD, OctpoBa Kyxka, ,
[Takucran, [Tanectuna, [lanama, I1anay, [Taparsai, I1lanmya Hosas I'Bunes, Ilepy, [loptyra-
musi, [lonbma, Ilyspro-Puko, Petonbon, Pecnybnuka Kounro, Pecnybnmka Cefimenbckue
OctpoBa, PecnyOnuka ['Bunes-bucay, Pecnonuka Banyty, Pymbraus, Poccus, Pyanna,
CanbBanop, Cen-Mapren, Cunr-Mapten, Caynosckas Apasus, CeBepHas Makenonusi, Ce-
BepHble Mapuanckue octpoBa, Ceneran, Corwo3 Komopckux OctpoBoB, Cheppa-Jleone,
Cnosakusi, Cinoenust, Cunranyp, Cupus, CIIA, Cenr-Kutc u HeBuc, Cent-BuncenT u
I'penanunsl, Cenr-Jlrocus, Cunr-Mapren, ConpyxectBo baramckux OctpoBoB, Comany,
Cynan, Taunann, TaitBanb, Tanzanus, Tepke n Kaiikoc, Toro, Tonra, Tpuannan u ToGaro,
Tynuc, Typuus, Yranga, Y30ekucrtan, Ykpauna, Ypyrsai, Ounnsuaus, Opaunnus, Opan-
nysckas I'Buana, @pannysckas [lonmunesns, @uwummnunsl, Xopsatus, YepHoropus, Yexus,
Uumu, Yan, AP, [Iseuwms, IIseitnapus, Llpu-Jlanka, DxBagop, DCcToHMS, ICBaTHHH,
Oduonus, DxBaropuanvHas ['Bunes, IOAP, FOxnas Kopes, FOxueiit Cynan, Smnonus,
Smaiika.

3a mpomenmue 4 uHeaenu 52 crpansl (24,2%) (3a npeabiaympe — 55 cTpan
(25,6%) nomosHWIM JaHHBIE O JACTIOHMPOBAHMHM TCHOMHBIX II0CJICIOBATEILHOCTEH
Omicron B GISAID.

JluHamuKa pacnpocTpaHeHusi B Mupe cyoBapuanToB Omicron CeKBEHHUPOBAHHBIX U
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIHpyro-
mux B HacTosmiee BpemMs mrtaMMoB SARS-CoV-2, kak 1 Ha IPOIIIION HeeNe, JTOMUHUPYIOT
cyoBapuantel EG.5.1.1 (12,24%), EG.5.1.3 (7,31%), EG.5.1 (7,07%), XBB.1.16.6 (6,2%),
FL.1.5.1 (6,06%), HK.3 (5,62%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Omicron sublineages

currently with r100%
> 5% global prevalence
- 90%
I-80%
-70%
- 60%
- 50%
FL.1.5.1 (6.06%)
- 40%
XBB.1.16.6 (6.20%)
EG.5.1 (7.07%) - 30%
EG.5.1.3 (7.31%) L 20%
HK.3 (5.62%)
F10%
EG.5.1.1 (12.24%)

—-0%

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories
of sequence data on which the
analysis is based.

g

Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B Mupe

(o cocrosinmio Ha 10.10.2023 r.)

I'enetnueckoe pa3zHoOOpazue HUPKYJIUPYIOLUIMX B PETMOHAX MHUpPAa CyOBapHaHTOB

Omicron 3a mocieaaue 4 HeaeNnu MoKa3aHo Ha pucyHke 2. B EBpomne mpomomxkaror qomu-
HUpoBaTh cyoBapuantel EG 5.1.3 (12,74%) u EG.5.1.1 (11,59%), B cTtpanax Asum — HK.3
(28%) n EG.5.1.1 (17,84%). B Tuxookeanckom perumone — EG 5.1.1 (14,25%) u HK.3
(11,86%), B IOxHoM Ameprke — GK.1.1 (24,59%) u XBB.1.5 (18,03%). B CesepHoii Ame-
pHKe 3a mocieaHue 4 Hemenu npeodnamanu cyoBapuantel EG.5.1.1 (10,58%), XBB.1.16.6
(9,75%) m FL.1.5.1 (9,39%). B crtpanax Adpuxun — XBB.1.16.11 (25%) u XBB.1.41.1

(25%).
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Pucynok 2. Pactipoctpanenue cyoBaprantoB Omicron B perHoOHaX MUpa 3a 4 Helenu

(c 12 cents6ps o 10 okrsiops 2023 1.)

3a nocnennue 4 HeAeNIU B MUpPE pacnpocTpaHeHHOCTh BapraHToB VOI Bo Bcex peru-
OHAaxX YBEJIMYHJIACh, MX JOJIS OCTAETCS MpeoOIagaronieil cpein CEKBEHUPOBAHHBIX TCHOMOB
SARS-CoV-2, naubonsinast — B crpaHax FOxHoit Amepuku, Azun u CeBepHOil AMepHuKu
(88,9%, 73,2%, 72,6% cootBeTcTBeHHO). Hambosmbinee koaudyecTBo cyoBapuantoB VUM

upkysauposano B Adpuke u EBpore (50% u 28,4% cootrBeTcTBEeHHO) (pHC. 3).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 3. PacnpocTtpanenue cyOBapranToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-
HbIX C 12 cents16ps no 10 oktsa0ps 2023 1.

BapuanTtsl, Bei3biBaomue narepec (VOI)
[To cocrosiauto Ha 13 okTsa6pst 2023 . B 6a3y manubix GISAID EpiCoV mocienosa-

TenbHOCTH, oTHOCcsmuecss Kk XBB.1.5 (Kraken) nenmonupoBanbsl u3 138 ctpan. OtMedena
TEHJICHIINS CHUKCHHS B IIUPKYJSIIMKM cyOBapuaHTa. 3a mociennue 4 Henenu HanbOosbliee
pacnpocTpaHeHue cyOBapuaHT noiy4yui B ctpanax FOxHoit Amepuku: [lepy — 80,6%, Ap-
reatune — 69,2%, bpazwmu — 64,7%, Yunu — 40%, Komymbuu — 33,3%.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 114 crpan. 3a nmocnennue 4 He-
Aenu cyOBapuaHT MpeuMyiecTBeHHO Boiaensuin B Pymbiauu (50%), Muauu (50%), Benu-
koOputanuu (27,5%), CIIA (22,9%), IMonbme (21,8%), XopBatuu (21,6%), CroBeHuu
(20%), Ucnanauu (19,7%), Asctpuu (19,6%), I'py3uu (19%), Hunepnannax (17,6%).

CyoBapuant EG.5 (Eris) cekBenupoBan nadoparopusmu 85 ctpan (Ha mpeapiayIiei
Henene — 83 crpan). Pacmpocrpanennocts EG.S mpomomkaer pactu. B 0a3e JnaHHBIX
GISAID nenonupoBano 64 401 renom cyOBapuaHnTa, (Ha mponuion Heaene — 53 258 reno-
moB). B Kurae, Cunramnype, IOxuoit Kopee, Hopseruu, Wcnannuu, Upnanauu, [Tonsie,
Ounnsaauu, bensrun, Utamuu, lanun, Kanage nons cyOBapuaHTa cpeid CEKBEHUPOBAH-



HbIX 3a nociiequue 4 "Hepenu mrammoB Omicron cocrasuna 83,6%, 79,5%, 58,9%, 58,3%,
57,4%, 50,9%, 49,1%, 48,6%, 48,4%, 47,7%, 47,4%, 46,7% cOOTBETCTBEHHO.

Bapuaunrsl, Haxoasiuecs nojx Haoawoaeauem (VUM)
Cy6Bapuant XBB.1.9.1 (Hyperion) cexBenupoBan mabopatopusimu 121 cTpaHbrl.

Habmronaercs TeHIeHIIUSA CHIDKEHUS IUPKYIsuuu cyoBapuanta. Hanbonbiee pacmpoctpa-
HEHHE cyOBapuaHTa 3a mocjenHue 4 HeOenu OTMEUYEHO B CIEAYIOUIMX CTpaHax: ['py3us
(71,4%), ITyspto-Puxo (27,2%), Ucnannus (16,4%), CILA (13,4%), ®unnsaaus (11,1%),
Kanana (10,9%), I'epmanus (10,8%), Hanus (10,8%).

[upkymnsius cyoBapuanta XBB.1.9.2 3apukcupoBana B 101 crpane. Cpenan cexe-
HUPOBAHHBIX 3a TMociennaue 4 Hepenu mramMmMoB Omicron yJOeNnbHBIN Bec cyOBapuaHTa Co-
craBwi B M3pawnie (15,8%), ['epmanuu (11,7%), Cnosennn (10,3%).

Ha 13 oxTs10psi KOTUYECTBO CTpaH, U3 KOTOPHIX MPECTaBICHH T€HOMHBIE TTOCIIEI0-
BaTesnibHOCTH cyOBapmanta XBB.2.3 (Acrux) cocraBwio 104. 3a mocnennue 4 Henmenu
HauOOJIbIIEe pacpoCTpaHeHue cyOBapuaHTa yctaHoBieHO B Mumuum (50%), Taunanme
(28,6%), dpanmuu (21,8%), Xopsaruu (18,2%), Pymbiauu (17,9%), Cnosenus (13,3%).

B 6aze manubix GISAID renomsr cyoBapuanta CH.1.1 (Orthrus) nqenonupoBaHsbl U3
106 crpan. Pactipoctpanenue cyOBapuaHTa B MUpe cTabuiapHO Ha ypoBHe 2%. B Uspauure,
Ucnannn, Hunepnannax 3a mocrneanne 4 Henenu 3aQUKCHPOBAHO HAMOOIBIIEE pPacIpo-
cTpaneHue cyoBapuanTa Ha ypoBae 10,7%, 9,3%, 4,7% coOTBETCTBEHHO.

Cy6Bapuant XBB (Gryphon) mupkynupyet B 145 cTtpanax mupa ¢ TeHACHIIUEH CHU-
XKeHud. 3a mocieqHue 4 Hemenu pacnpocTpaHeHHOCThb coctaBisier 4%, B Ilakucrane —
100%, SAnonmnu — 10,2%, ¥OxHoit Kopee — 6,2%, BenukoOputanuu — 5,3%.

Cyo6Bapuant BA.2.86 (Pirola) mo cocrosauio Ha 13 okTsiOpst 1upkyaupyer B 29
cTpaHax mupa. boiblie Bcero reHOMHBIX nocnenoBaTenbHocTell BA.2.86 nenoHupoBaHO
naboparopusimu Benukobpuranuu, Kanane, CIIIA, seruu, Jlanuun, @paniuu.

Wudopmarust M0 OOHOBJICHHBIM JaHHBIM O JICOHHPOBAHHBIX T'€HOMaxX BHpYyca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatuuie 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHToOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B tom uucie ko-

[IponenT reno-

KommuecTBo MOB, OTHOC-
CIIOHUPO- JIHACCTBO TEHO- IMUXCA K BapUaH-
A MoB Omicron, }
Crpana YupexxeHne, NpOBOAUBLIEE CEKBEHUPOBAHUE BAHHBIX Te- JIETIOHUPOBAHHBIX Ty Omicron
’ HOMOB (B.1.1.529), ne-
. 3a nocienuue 4
Omicron HeIeIH (16 09. ITOHHUPOBAHHBIX
(B.1.1.529) 13.10.2023 1) 3a rocyiegHue 4
HEOCIHN
ABcrpamms  (cradomimsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 166151 831 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00JIeBaCMOCTH) Molecular Medicine of the Austrian Academy of 191688 92 100,0
Sciences
Asep0Oaiimkan (ctabmnmmsarms | National Hematology and Transfusiology Center 20 0 0.0
3200JIeBa€MOCTH) ’
Anbanus (crabwmmsanms 3a- | Respiratory Virus Unit, National Infection Ser-
. . 777 0 0,0
60J1eBaEMOCTH) vice, Public Health England
Amxup (crabunmsarmst 3a00- | National Reference Center for Viruses of Respira-
. : . 575 0 0,0
JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (CTaOMiaM3amus 3a- 1451 0 0,0
00J1€BaEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
. ) i . 138 0 0,0
ounmsanus 3aboneBaemoctn) | sion of Viral Diseases, Pathogen Discovery
Anrunbs (ctabunusarus 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaeMOCTH) ences, Faculty of Medical Sciences, The Universi- 54 0 0,0

ty of the West Indies
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Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequenc-

: 169 0 0,0
JICBACMOCTH) ing Platform
Anpmoppa (crabmnusanus 3a- | Instituto de Salud Carlos 111
323 0 0,0
00J1IeBaEMOCTH )
Anturya u bapOyma (crabu- | Carrington Lab, Department of Preclinical Scienc-
nu3anus 3a00J1€BaeMOCTH es, Faculty of Medical Sciences, The University of 131 0 0,0
the West Indies, St Augustine Campus
Aprentuna  (craOwimsarus | Instituto  Nacional Enfermedades Infecciosas 9566 15 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenus (crabmnmsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0 0.0
formatics Institute and Molecular Biology IBMPh ’
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (crabunmzarms | Central Public Health Lab 9 0 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0 0.0
au3anuys 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnmagem  (crabunmsanms | Child Health Research Foundation
2207 0 0,0
3200JIeBa€MOCTH)
bapbanoc (crabunmsarust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 932 0 0.0
Faculty of Medical Sciences, The University of ’
the West Indies
baxpeitn (crabmmusanus 3a- | Communicable Disease Laboratory, Public Health
: 7092 0 0,0
00JIEBAEMOCTH) Directorate
benapych (crabmimsanus 3a- | Laboratory for HIV and opportunistic infections 120 0 0.0
0011eBa€MOCTH) diagnosis The Republican Research and Practical ’
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Center for Epidemiology and Microbiolo-
gy(RRPCEM)

bemu3 (crabunuzarus 3a60-

Texas Children's Microbiome Center

703 0 0,0
JIEBAEMOCTH)
bensrus (poct 3aboneBaemo- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 96367 479 99.8
CTH) ological Virology
benun (crabummsamus 3a0o0- | Institut fiir Virologie — Institute of Virology —
: 518 0 0,0
JICBAEMOCTH ) Charite
bepmynckue octpoBa (crabu- | Respiratory Virus Unit, National Infection Ser-
. . 210 0 0,0
nu3anus 3a00JIeBaEMOCTH ) vice, Public Health England
Bbonrapust (poct 3aboneBae- | National Center of Infectious and Parasitic Dis-
7420 0 0,0
MOCTH) eases
bonuBus (cumkenue 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabmmmsarus 3a60- | National Institute for Public Health and the Envi-
1073 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'epuerosuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounm3anus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3453 1 100,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmsarus 3a- | Instituto Adolf_o Lutz, Interdiciplinary Procedures 113631 48 100.0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTrabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Cen-
JICBACMOCTH ) tre for Infectious Diseases(National Virology Ref- 6086 0 0,0

erence Laboratory)




byran (crabunuzanus 3abo-

AFRIMS

100 0 0,0
JIEBAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzarus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobpuranus (poct 3a- | COVID-19 Genomics UK (COG-UK) Consorti-
00JIeBaCMOCTH) um. Wellcome Sanger Institute for the COVID-19 1483889 3405 100,0
Genomics UK (COG-UK) consortium.
Benrpus (crabunmsanmst 3a- | National Laboratory of Virology, Szentagothai
469 0 0,0
00JIeBaCMOCTH) Research Centre
Benecysna  (crabunuzanus | Laboratorio de Virologia Molecular
757 0 0,0
3a00J1€Ba€MOCTH)
Boernam (crabwimsarus 3a- | National Influenza Center, National Institute of 6411 0 0.0
00JIeBaCMOCTH) Hygiene and Epidemiology(NIHE) ’
['abon (crabunuzamus 3a60- | Centre de recherches médicales de Lambaré- 9 0 00
JIEBAEMOCTH) né¢(CERMEL) :
lautu (crabunmsarusi 3a60- | Laboratoire National de Santé Publique - 428 9 100.0
JICBACMOCTH ) LNSP(HAITI — LNSP) ’
laiiana (crabummsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
'am0us (cradbunmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 9348 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'Bamenyna  (crabunmsarms | National Reference Center for Viruses of Respira- 691 1 100.0

3a00JIeBa€MOCTH)

tory Infections, Institut Pasteur, Paris
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I'Baremana  (cTrabunmuzanms

Asociacion de Salud Integral/Clinica Familiar Luis

< . 3915 0 0,0
3a0071€Ba€MOCTH) Angel Garcia
I'Bunes (crabmmuzarus 3a60- | Centre de Recherche et de Formation en Infectiol- 596 0 0.0
JICBACMOCTH ) ogie Guinée ’
I'Bunes-bucay  (crabmamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
['epmanus (ctabunuzanus 3a- | Charité Universititsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 575744 229 100,0
hygiene, CaSe—Group.
I'ubpanrap  (crabmnmsarms | Respiratory Virus Unit, National Infection Ser- 199 0 0.0
3200JIeBaEMOCTH ) vice, Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13711 11 100.0
00JIEBaEMOCTH )
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penust (crabmimsanus 3a60- | Greek Genome Center, Biomedical Research 19920 0 0.0
JIEBAEMOCTH ) Foundation of the Academy of Athens(BRFAA) ’
I'py3ust (cTtabunmsarus 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public
Health Research, National Center for Disease 2514 45 100,0
Control and Public Health(NCDC) of Georgia.
I'yam (crabunuzarus 3aboge- | Centers for Disease Control and Preven—tion Divi-
. ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabunusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aal_borg_Unlversn_y. Dgpartme_nt of Virus 367155 250 100,0
and Microbiological Special Diagnostics, Statens
Serum Institut.
Jlomunanka  (crabunusarms | Carrington Lab, Department of PreClinical Sci- 10 0 0,0
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3a00J1€Ba€MOCTH)

ences, Faculty of Medical Sciences, The Universi-
ty of the West Indies, St Augustine Campus

Jlomunukanckas PecmyOnmka

Respiratory Viruses Branch, Centers for Disease

(crabunmsarus 3abomeBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecmy0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (crabmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u Ilpuncunu | LNR-TB
(cTabmm3anus 3a00j1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunmusanus 3a60- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH)
3ambOus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1247 0 0.0
JICBAEMOCTH ) cine ’
3um6abBe (crabmnusanms 3a- | National Microbiology Reference Laborato-
; ) 316 0 0,0
00J1eBa€MOCTH) ry(Quadram Institute Bioscience)
Wzpawns (ctabmmmsanus 3a- | Central Virology Laboratory, Israel Ministry of 117987 609 97.8
00JIeBaEMOCTH) Health
Wunus (crabunmsanust 3a6o- | Department of Neurovirology, National Institute
JIEBA€MOCTH) of Mental Health and Neuroscienc-
es(NIMHANS).CSIR—Centre for Cellular and Mo- 142324 8 100,0
lecular Biology
Wunonesus  (crabwmmsarms | National Institute of Health Research and Devel-
39687 0 0,0
3200JIeBa€MOCTH) opment
Wopnanust  (cradbunusanms | Andersen lab at Scripps Research, CA, USA
243 0 0,0
3200JIeBa€MOCTH)
Wpak (crabunu3zamus 3abone- | Biology, College of Education Department of Vi- 384 0 0.0

BAEMOCTH)

rology, Faculty of Medicine, University of Helsin-
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ki, Helsinki, Finland generated and submitted to
GISAID

Wpan (ctabmnmmsanus 3aboiie-

National Reference Laboratory for COVID-19,

. 2649 0 0,0
BAEMOCTH) Pasteur Institute of Iran
Wpnangus  (crabunmsarms | National Virus Reference Laboratory 59279 348 100,0
3a0071€Ba€MOCTH)
Wcnanaus (ctadbunusarus 3a- | Landspitali Department of Clinical Microbiology 10899 65 100.0
00JIEBAEMOCTH )
Wcnanus (crabunmsarus 3a- | Hospital Universitario 12 de Octubre 129875 875 100.0
00J1IeBaEMOCTH )
Hranust (poct 3aboneBaemo- | Army Medical Center, Scientific Department, Vi- 90851 856 99.7
CTH) rology Laboratory
Kab6o—Bepne (cradmnmsarus | Institut Pasteur de Dakar
746 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran  (crabownmsarus | Reference laboratory for the control of viral infec-
. 2159 0 0,0
3200JICBA€MOCTH ) tions
Kambomxka  (crabmnmsarms | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
3a00JIeBa€MOCTH)
Kamepyn (crabmmuszanus 3a- | CREMER(Centre de Rechercherches sur les Mal-
. . 1321 0 0,0
00JIEBAEMOCTH) adies Emergentes et Ré—émergentes)
Kanana (crabmnmzanms 3a00- | Laboratoire de santé publique du Québec 310619 4214 100.0
JIEBAEMOCTH)
KaiimanoBbI ocTpoBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbwmumsanus 3a00- | Biomedical Research Center(BRC), Qatar Univer- 1540 0 0.0
JICBACMOCTH) sity / Qatar Genome Project(QGP) ’
Kenus (crabunmumzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0
JIEBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kurmp (crabunuzanus 3abomne- | Department of Molecular Virology, Cyprus Insti- 465 0 0.0

BAEMOCTH)

tute of Neurology and Genetics
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Kurait (crabunuzamus 3a60-

National Institute for Viral Disease Control and

X 58376 485 100,0
JIEBAEMOCTH ) Prevention
Konymbus  (cTabunmsarius InSt'IFutO Nacional ’de.SaIud— Direccion de Investi- 15162 13 100,0
3200JIEBAEMOCTH) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
JU3aIHs 3a00J1eBAEMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JICBAEMOCTH ) rologie ’
Kocra—Puka (crabunuzamus | Inciensa, Instituto Costarricense de Investigacion
- ., 9399 0 0,0
3a00JIEBAEMOCTH) y Ensefianza en Nutricion y Salud
Kor A'MByap (cradumm3arus | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labor- 239 0 0,0
atory
Ky6a (crabunusanms 3aboie- | Respiratory Infections Laboratory 596 0 0.0
BAEMOCTH ) ’
KyseiiT (cTadmmmszanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH ) ulty of Medicine, Kuwait
Keipreizcran  (crabunuzanus | SRC VB “Vector”, “Collection of microorgan-
e 45 0 0,0
3a00JIeBa€MOCTH) isms” Department
Kropacao (crabunmmzamus 3a- | National Institute for Public Health and the Envi-
1225 1 100,0
6oseBaEMOCTH) ronment(RIVM)
Jlaoc (crabmmmsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
i 898 2 100,0
BacMOCTH ) Hospital
JlatBus (crabmimsanus 3a6o- | Latvian Biomedical Research and Study Centre 14445 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 138 0 0.0
JIEBAEMOCTH ) the National Health Laboratory Service ’
JIuGepusi (crabmmusanus 3a- | Center for Infection and Immunity, Columbia 33 0 0.0

6011€eBaeMOCTH)

University

14




JluBan (crabunmuzanusi 3a0o0-

Laboratory of Molecular Biology and Cancer Im-

JICBACMOCTH ) munology, Lebanese University Public Health 893 100,0
England
JluBus (crabunmsanms 3a60- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAEMOCTH ) ’
JlutBa (ctabmmmsarus 3a00- | Vilnius University Hospital Santaros Kilinikos,
- 11217 0,0
JICBACMOCTH ) Center of Laboratory Medicine
Jluxtenmren  (crabuam3za- | Bergthaler laboratory, CeMM Research Center for
1St 3a00JIEBAEMOCTH) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JIrokcemMOypr (crabunuzamus | Laboratoire national de santé, Microbiology, Mi-
. : 36286 0,0
3a00JIeBAEMOCTH ) crobial Genomics Platform
Makao (crabunuzarusi 3a60- | Centro de Sequenciamento Gendmico 1 00
JICBAa€MOCTH ) ’
Maspukuii  (cradmmmsarus | CNR Virus des Infections Respiratoires — France
7434 0,0
3200JICBA€MOCTH ) SUD
Magpurtanus (crabunmsarms | INRSP-Mauritania ; 0.0
3200JIeBa€MOCTH) ’
Maitorta (crabmnusanus 3a- | National Reference Center for Viruses of Respira-
. : . 373 0,0
00J1IeBaEMOCTH ) tory Infections, Institut Pasteur, Paris
Mamnaiizus (crabunusanus | Institute for Medical Research, Infectious Disease
3a00JIeBAEMOCTH) Research Centre, National Institutes of Health, 32119 100,0
Ministry of Health Malaysia
Manaeu (crabmmmsarus 3a- | KRISP, KZN Research Innovation and Sequenc-
: 283 0,0
0oy1eBaeMOCTH) ing Platform
Manu (crabunmsanus 3a60- | Northwestern University — Center for Pathogen
. . : : 159 0,0
JIEBAEMOCTH) Genomics and Microbial Evolution
Manbaueel  (crabunusanms | Indira Gandhi Memorial Hospital 333 0.0

3a00JIeBa€MOCTH)
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Mansta (cTabuinzanus 3a00-

Molecular Diagnostics Pathology Department Ma-

JICBACMOCTH) ter Dei Hospital Malta 163 0.0
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart-
37 0,0
ownuzanus 3ab6oaesaemoctr) | ment of Health
Mapokko (crabuausaius 3a- | Laboratoire de Biotechnologie 1343 100,0
00JIeBaEMOCTH )
Mapruranka (cradmnuzamms | CNR Virus des Infections Respiratoires — France
1544 0,0
3a00J1€Ba€MOCTH) SUD
Mexkcuka (crabunmsanus 3a- | Instituto de 16iagnostic y Referencia Epidemio-
) 44491 0,0
00JIeBaEMOCTH) logicos (INDRE)
Mo3zamouk  (cradmimsanus | KRISP, KZN Research Innovation and Sequenc-
: . 731 0,0
3a00JIeBAEMOCTH ) ing Platform, South Africa
Monpgapuss  (crabmnmsamus | ONCOGENE LLC
698 0,0
3a00J1€Ba€MOCTH)
Monako (crabunm3zanus 3a- | National Reference Center for Viruses of Respira-
) : . 16 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Mownronust  (crabwnmsarust | National Centre  for Communication Disease 917 0.0
3a00JIeBa€MOCTH) (NCCD) National Influenza Center ’
MownTtceppar (ctabunmsarms | Carrington Lab, Department of Preclinical Scienc-
3a00J1€Ba€MOCTH) es, Faculty of Medical Sciences, The University of 12 0,0
the West Indies
Mpebsama (ctabunuzanust 3a- | DSMRC 128 0.0
0011€Ba€MOCTH)
HamuoOus (crabmmuzanus 3a- | National Institute for Communicable Diseases of 806 0.0
00J1eBa€MOCTH) the National Health Laboratory Service ’
Henan (crabunuzamus 3a60- | Molecular and Genomics Research Lab, Dhulikhel
JIEBA€MOCTH ) Hospital, Kathmandu University Hospital School 1284 0,0
of Public Health, The University of Hong Kong
Hurep (crabmnmsanms 3a00- | National Reference Laboratory, Nigeria Centre 128 100,0
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JICBAEMOCTH ) for Disease Control
Hurepust (crabmnmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBaEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3168 0 0,0
sity
Hupnepnanasr (crabunmsarms | National Institute for Public Health and the Envi- 77344 165 100,0
3a00JICBACMOCTH ) ronment(RIVM)
Huy»s Institute of Environmental Science and Research
39 0 0,0
(ESR)
Hosast 3enannus (poct 3a060- | Institute of Environmental Science and Re- 33589 159 100.0
JICBACMOCTH ) search(ESR)
Hosas Kanemnonus (crabmimu- | Laboratoire de Microbiologie Centre Hospitalier
L 2 62 0 0,0
3a1ms 3a00J1€BaCMOCTH) Territorial de Nouvelle-Calédonie
Hopserus (crabunusanus 3a- Norv_veglan Institute of Public Health, Department 35374 38 100.0
00JIeBaCMOCTH) of Virology
OAD (crabmmmsanms 3adome- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAacMOCTH) nomics UK(COG-UK) Consortium ’
Oman (crabunm3anms 3a00- | Oman—National Influenza Center
489 0 0,0
JIEBAEMOCTH)
OctpoBa Kyka Institute of Environmental Science and Research
(ESR) 189 0 0,0
[Taxucran (crabmimsanus 3a- | Department of Virology, Public Health Laborato-
: L 3389 5 100,0
00J1eBaEMOCTH) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 66 0 0.0
JIEBAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna  (crabunmsarms | Biochemistry and Molecular Biology Department— 81 0 0.0
3a00JICBACMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (ctaOmnmsarus 3a- | Gorgas memorial Institute For Health Studies
3234 0 0,0
00J1eBaEMOCTH)
ITanya Hosass I'Bunes (crta- | Queensland Health Forensic and Scientific Ser- 924 0 0,0
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Omnm3anus 3a00J1eBa€MOCTH)

vices

[Taparsaii (cTabunm3anus 3a-

Laboratorio Central de Salud Publica de Paraguay

2124 0 0,0
00JIeBaEMOCTH )
[Mepy (crabmmuzanms 3abomne- | Laboratorio de Referencia Nacional de Bio-
BAEMOCTH) tecnologia 'y Biologia Molecular. Instituto 36152 1 100,0
Nacional de SaludPeru
[Tompma (cTabumusanms 3a- | genXone SA, Research & Development Laborato- 44864 57 100.0
00JIEBAEMOCTH ) ry
[Mopryramus (cradbunm3arus | Instituto Nacional de Saude(INSA) 93660 0 0.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (crabmmmsamms | Centers for Disease Control and Prevention Divi-
. . ; . 17686 3 100,0
3a00JIeBAEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Pecnybonuka Banyaty (crta- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
owmnuzanus 3a0oaeBaemoctr) | Laboratory (MDU-PHL) ’
Pecnyomuka Jxubyru (cta- | Naval Medical Research Center Biological De-
. 633 0 0,0
ounmsarus 3aboneBaemoctr) | fense Research Di-—rectorate
Pecnyomuka Kupubatu (cra- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
ounm3anus 3aboneBaemoctn) | Laboratory (MDU-PHL) ’
Pecny6onuka Konro (crtabu- | Institute of Tropical Medicine
210 0 0,0
Ju3arys 3a0071eBaeMOCTH)
Pecniybnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTrabunuzanusa 3ab01eBaeMo- 57 0 0,0
CTH)
Pecny6nuka Hukaparya (cra- | MSHS Pathogen Surveillance Program,
ownmmsanus 3a6oneBaemoct) | CNDR, Departamento de Virologia 335 0 0,0
Pecny6nuka CanbBagop (cta- | Genomics and Proteomics Departament, Gorgas 445 0 0.0
ounmsanus 3aboneBaemoctr) | Memorial Institute For Health Studies '
Pecnyonuka Yanx (crabumu- | Pathogen Genomics Lab, National Institute for Bi- 8 0 0,0
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3a1ius 3a0071€Ba€MOCTH )

omedical Research (INRB),

Peronbon (cTabmnmm3anus 3a-

CNR Virus des Infections Respiratoires — France

00JIEBAEMOCTH ) SUD 12132 0 0.0
Poccus (poct 3aboneBaemo- | WHO National Influenza Centre Russian Federa-
CTH) tion. Center for Precision Genome Editing and

Genetic Technologies for Biomedicine, Pirogov

Medical University, Moscow, Russian Federation.

Federal Budget Institution of Science, State Re-

search Center for Applied Microbiology & Bio-

technology. Group of Genetic Engeneering and 46437 0 0.0

Biotechnology, Federal Budget Institution of Sci- ’

ence ‘Central Research Institute of Epidemiology’

of The Federal Service on Customers’ Rights Pro-

tection and Human Well-being Surveillance. State

Research Center of Virology and Biotechnology

VECTOR, Department of Collection of Microor-

ganisms.
Pyanna (crabunmszamnus 3a60- | GIGA Medical Genomics 197 0 0.0
JIEBAEMOCTH )
Pymbiaus (crabunusanms 3a- | National Institute of Infectious Diseases—Prof. Dr. 11675 34 100.0
60J1eBaEMOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0 0,0
Caynosckass ApaBust (crabu- | Infectious Diseases, King Faisal Hospital Re-

1338 0 0,0

Ju3arys 3a0071eBaeMOCTH) search Center
CesBepnas Makenonus (cta- | Institute of Public Health of Republic of North
ounmsarus 3aboneBaemoctr) | Macedonia Laboratory of Virology and Molecular 342 0 0,0

Diagnostics
Cesepubie Mapuanckue oct- | Centers for Disease Control and Prevention Divi- 2091 0 0,0
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poBa (cTabunuzauus 3aloiie-
BAEMOCTH )

sion of Viral Diseases, Pathogen Discovery

Ceiimensl (cTaOuau3amus 3a-

KEMRI- Wellcome Trust Research Programme,

- 619 0 0,0
00JIEBAEMOCTH ) Kilifi
Ceneran (crabmnmmsanus 3a- | IRESSEF GENOMICS LAB 1726 0 0,0
00JIeBaEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsanus 3aboseBaeMo- | ences, Faculty of Medical Sciences, The Universi- 99 0 0,0
CTH) ty of the West Indies
Cent—Kurc n HeBuc (cradbu- | Carrington Lab, Department of Preclinical Scienc-
Ju3anus 3a00JIeBaeMOCTH ) es, Faculty of Medical Sciences, The University of 22 0 0,0
the West Indies
Cenr—JIrocust (cradbmnmsanms | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3200JICBA€MOCTH ) ences ’
CepOus (crabmmmsanus 3a60- | Institute of microbiology and Immunology, Facul-
.- LY 1685 0 0,0
JICBACMOCTH ) ty of Medicine, University of Belgrade
Cunranyp (crabunusanus 3a- | National Pupllc He_alth Laboratory, National Cen- 29447 1014 100,0
6oseBaEMOCTH) tre for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3a00J1€Ba€MOCTH)
Cunt—Mapten  (crabuimsa- | National Institute for Public Health and the Envi-
886 0 0,0
11s1 3a00JIeBAEMOCTH) ronment(RIVM)
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Less neutralization evasion of SARS-CoV-2 BA.2.86 than XBB sublineages
and CH.1.1

Memnbiee ykioneHue ot HeiTpammsainuu y SARS-CoV-2 BA.2.86, uem y moaiu-
Huii XBB u CH.1.1.

Yanping Hu, Jing Zou, Chaitanya Kurhade u mp.

CunbHo MmyTupoBaHHbI BA.2.86 ¢ 6onee uem 30 myTarnusiMu MIUIOBUIHOTO Oe-
Ka 1o cpaBHeHHIo ¢ BapuanTamu Omicron BA.2 u XBB.1.5 Bb13Bas1 00€CIOKOEHHOCTH 1O
MOBOJY €ro CIIOCOOHOCTH YKIOHAThCA OT BakuuHaiuu npotuB COVID-19 unu npemie-
CTBYIOIIETO UMMYHHTETA, BbI3BaHHOTO HH(pekiueir SARS-CoV-2. B atom uccnenoBanuu
UCTIONIb30BaH aHanu3 HelTpamuzanuu SARS-COV-2, 4To0Bl CpaBHUTH CIIOCOOHOCTH
BA.2.86 yKJIOHATBCS OT HEWTpaIu3allMM C JPYTHMMH MOSBUBIIMMMCS NOJABapHAHTaAMU
SARS-CoV-2, Bkmouas CH.1.1, monyuennsiit u3 BA.2, pekomOunantHeiii XBC Delta-
Omicron .1.6 u moromkun XBB XBB.1.5, XBB.1.16, XBB.2.3, EG.5.1 u FL.1.5.1. Pe-
3yJbTaThl MMOKA3bIBAIOT, YTO BA.2.86 B MEHBIIEH CTENEHU YKIOHSAETCS OT HEUTpaau3a-
run, yem cyonuann XBB. IToromxkun XBB XBB.1.16, EG.5.1 u FL.1.5.1 nponomkaroT B
3HAYUTEIBHOW CTENEHM YKIOHSATHCS OT HEeWTpanu3auuu, Bei3BaHHOW MPHK-Bakumnoun
npotuB COVID-19 u 6uBanenTHo# peBakunHauuen npotuB BA.S. TlpumeuaTenbHo, 4yTo
no cpaBHenuto ¢ XBB.1.5 6onee nmo3nuue moromku XBB, ocob6enno EG.5.1, nemoH-
CTPUPYIOT MOBBIIICHHYIO YCTOMYMBOCTh K HeUTpanu3zanuu. Cpeau BceX MpOTECTUPOBAH-
HBIX BapUaHTOB HauOoJblllee YKIOHEHHE OT HeWTpanusanuu gemoncrpupyer CH.1.1.
Hamportus, XBC.1.6 aemoHCcTpupyeT HEOONBIIIOE CHIKEHNE, HO OCTAETCSl CPAaBHUTEIHHO
YyBCTBUTEJBHBIM K HEUTpanu3anuu 1no cpasHeHuto ¢ BA.5. bonee Toro, HenaBHsSA WH-
deknus, Bpi3BanHass XBB.1.5, 3HaunTeNbHO yBETUUMBACT MUPOTY U d(HPEKTUBHOCTH Tie-
PEKpeCTHOUW HeWTpanmu3aluu. JTU pe3yiabTaThl MOJATBEpXkaatT, uyto Oymaymas MPHK-
BakiuHa npotuB XBB.1.5, BeposiTHO, OyAeT cnocoOCTBOBATh HEUTPANU3ALNU LUPKYIIU-
PYIOIIMX B HACTOSILEE BPEMS BAPUAHTOB, a TAKKE MOJYEPKUBAIOT KPUTHYECKYIO BaXK-
HOCTb TMOCTOSTHHOTO HAOJIIOJICHUS JJIi MOHUTOPUHTA 3BOJIIOLMM M MOTEHIIMAIa YKIOHEe-
HUS OT IMMYHHTeTa y BapuantoB SARS-CoV-2.

J Comput Aided Mol Des . 2023 Oct 4.

doi: 10.1007/s10822-023-00534-0. Online ahead of print.

Cooperative and structural relationships of the trimeric Spike with infectivity
and antibody escape of the strains Delta (B.1.617.2) and Omicron (BA.2, BA.5, and

BQ.1)
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KoonepaTuBHbie U CTPYKTYpHBIE CBSI3U TPUMEPHOTO claiika ¢ HHPEKIIMOHHOCTHIO
U yCKOJb3aHHEeM OT antuten mramMmoB Jlenbra (B.1.617.2) u Omukpon (BA.2, BA.5S u
BQ.1)

Anacleto Silva de Souza, Robson Francisco de Souza, Cristiane Rodrigues Guzzo

[IpoBenu MoaenupoBaHUE TpeXMEpHOro crnaiika u3 Heckoidbkux SARS-CoV-2
(monBapuantsl Delta 1 Omicron BA.2, BA.5S u BQ.1) u uccnenoBajin MexaHU3MBbI, C TO-
MOIIBIO KOTOPBIX ONPEAEIICHHbIE MYTAIIMHU MPUIAI0T YCTOMUYUBOCTh K HEUTPATIU3YIOIINM
anTuTenamM. OTMEUYEHO, YTO MYTAllMd B NEPBYIO OYEpPE/b BIMUSAIOT HA B3aUMOJECHCTBUE
MeX/1y OEJIKOBBIMU JIOMEHAMU BHYTPH U Mex Ay nporomepamu. 3ameHsl K417N u L452R
pacUIMpsItOT B3aMMOJECHCTBHS BOJAOPOJHBIX CBSA3€H, yMEHbLIAs WX B3aUMOJCICTBUE C
HEUTPATU3YIOIUMHU aHTUTeNaMu. B3anMoneicTBys ¢ Oau3iaexaluMyu OCTaTKaMH, MyTa-
uuu K444T u N460K B Bapuante SpikeBQ.1 noreHunansHo CHUKaIOT BO3AEHCTBHE pac-
TBOPUTENIS,, TEM CaAMBIM CIIOCOOCTBYS YCTOMYMBOCTH K aHTUTENaM. Takke HCCIeI0Balu
BrusHue 3ameH D614G, P681R u P681H Ha cTpykTypy Oenka Spike, koTopasi MOXeET
OBITH CBsi3aHa C MH(MEKIIMOHHOCTHIO. 3aMeHa D614G BIuseT Ha CBA3b MEKIY OCTaTKOM
IIIMIMHA U COCETHUMU JOMEHAMU, B HA Mepexo] Mexay coctostHusiMu RBD BBepx u
BHU3. Myrtauust P681R, oOGHapyxeHHass B Bapuante JlenbTa, yCHIMBAaeT KOPPEISALUU
MeX 1y OeNKOBBIMU CyObeIUHUIIAaMHU, ToT/Ia Kak MyTarus P681H B cy6BapuanTax OMuk-
pOHa OCJIa0JIsIeT albHOIEHCTBYIOIINE B3aUMOACHCTBHS, KOTOPbIE MOTYT OBbITh CBSI3aHbI
CO CHI)KEHHMEM (y30TreHHOCTH. VMcrnonbp3ys MoJenb MHOKECTBEHHOM JMHEHHOW perpec-
CHH, YCTAHOBWJIM CBSI3b MEXKJY MEKIPOTOMEPHOW KOMMYHHUKALIMEN U MOTEPEN YyBCTBHU-
TEIBHOCTU K HEUTPAIU3YIOIIMM aHTUTeNaM. DTH pe3yibTaThl MOJAYEPKUBAIOT BaXXKHOCTh
CTPYKTYPHOH CBSI3M MEXAy OCTKOBBIMU JJOMEHAaMH M JAIOT MPEICTaBICHUE O MOTEHLH-
IbHBIX MEXaHU3Max yKIoHeHHsI oT uMmyHuTeTa SARS-CoV-2. B nienom, 310 uccneno-
BaHUE yrayOJsieT NOHMMAaHHUE TOTO, KaK KOHKPETHbIE MyTallMK BIMSIOT Ha WUH(EKIMOH-
HOCTh SARS-COV-2, 1 KaKk BUPYC YKJIOHSETCS OT UMMYHHOUW CHCTEMBI.

J Med Virol. 2023 Oct;95(10):e29128.

doi: 10.1002/jmv.29128.

Long-term dynamic shifts in genomic base content and evolutionary trajecto-
ries of SARS-CoV-2 variants

I[OJIFOCpO‘-IHBIe AJUHAMHUYCCKUEC CABUT'HU B 0a30BOM cOCTaBe reHoMa TPACKTOpHUHA
sBoroIMu BapuantoB SARS-CoV-2

Xinjie Li, Yuqgi Zhang, Jie Wang, Jun Han, Tao Shen

BricTpoe pacnpoctpaneHnue u 3ameTHble MyTaluu BapuantoB SARS-CoV-2, oco-
6enHo OMHKpOHa, TPEOYIOT MOHUMAHUS UX HBOJIOLMOHHBIX XapaKTepUCTHK. B aToM mc-
CJIeIOBAaHUU aBTOPHI MPOAHATIU3UPOBAIIA PETPE3CHTATUBHbBIE BHICOKOKAYECTBEHHBIE TMOJI-
HOT€HOMHBIE IOCeA0BaTeNbHOCTH BapuaHTOB SARS-COV-2, 4yToOBI M3y4uTH HONITO-
CpOYHBIC TMHAMUYECKHE M3MEHeHUs1 6a30Boro cocraBa renoma (ocooenno GC) u Bapua-

oM B XOJC€ 5BOJIFOIIHH. HOHy‘IeHHBIe PE3YJIbTAThl IPOACMOHCTPUPOBAIN KpaﬁHe oTpu-
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HATEIbHYIO0 KOppenanuio Mexay coaepxanueM GC 1 BpeMeHeM MOsBICHUS BapuaHTa (T
=-0,765, p <2,22e-16). Y BapuanTa OMUKPOH BBISBICHO 3HAUYNTEIHLHO OOJIee HU3KOE CO-
nepxxkanne GC, yem y apyrux BapuantoB. HaOmiomanach ycToWumBasi OTpHIlaTeNbHas
Koppemsius mexay coaepxkanuem C u T (r=-0,778, p <2,22e-16) u Mex 11y ColiepKaHU-
eMm Gu A (r=-0,773, p <2,22e-16). Cpenu Bcex mraMMoB OMHUKPOH TIOKa3ajl HauboIb-
11yro 6a30ByI0 U3MEHYMBOCTD, MPUYeM HambOoJiee yacTbiMu ObutH MyTanuu C->T (menu-
aHa [MexkBapTWwiIbHBIN pazMax [IQR]]: 29 (27, 31), 37,67%), 3a KOTOPBIMU CIETOBATN
mytaumu G->A ( 11 (9, 13), 14,63%). B Teuenue tpex yeT HaOIIOAANCS €XKETOMAHBIN
temn cHikeHus coaepxkanus GC y SARS-CoV-2 na 0,12%, KOTOpBIi MOXKET cTaTh 00-
Jiee BBIPAKEHHBIM B OYJYIIMX HOBBIX BapUaHTaX. JTU PE3YJIbTAThl JaJIH MPEACTaBICHUE
00 aBomonoHHON TpaekTopun SARS-COV-2, moguepkHyB Ba)KHOCTH HEMPEPHIBHOTO
TEHOMHOTO Haj3opa s 3(h(PEeKTUBHOTO MPOTHO3UPOBAHUS OYIYIIUX BapUAHTOB U pea-
TUPOBAHUS HA HUX.

J Phys Chem B. 2023 Oct 12;127(40):8586-8602.

doi: 10.1021/acs.jpch.3c01467. Epub 2023 Sep 29.

Comparative Study of the Mutations Observed in the SARS-CoV-2 RBD Var-
iants of Concern and Their Impact on the Interaction with the ACE2 Protein

CpaBHI/ITeJIBHOG HCCICA0BAaHUC MYTaHI/Iﬁ, Ha6J'IIOI[aeMBIX B BBI3BIBAKOIIIUX o0ecrio-
koeHHOcTh BapuaHTax RBD SARS-CoV-2, u ux BiusHHE HA B3aUMOJACHCTBHE C OCITKOM
ACE2

Mariem Ghoula, Audrey Deyawe Kongmeneck, Rita Eid, u ap.

ABTOpBI IPUMEHWIIN OOIIMI MPOTOKOJ, B KOTOPOM PEKOHCTPYHUPOBAIH BBI3bIBA-
fome  o0ecnmokoeHHOCTh BapuaHThl  SARS-CoV-2 u  mpoBenn  MOIIGKYJSIPHO-
JTUHAMHUYECKOE MOJIeNMpoBaHue s u3ydeHus crabunbHoct komriuiekca ACE2-RBD B
Kax0M Bapuante. OHU TaKkKe MPOBENIN pacdyeThl CBOOOIHON IHEPIHH, UTOOBI CPABHUTH
CBsI3BIBAIONINE M OMO(U3NUECKe CBOMCTBA pa3nuuHbiX BapuanToB SARS-CoV-2 npu ux
B3aumozeiicteun ¢ ACE2. Takum 006pa3om, OHU CMOTJIM MOJTYYUTh TMOCIET0BATEIbHbIE
pe3yabTaThl U OOHAPYKUTh HOBBIE BAXKHBIE OCTATKH, KOTOPHIE OBLIM HEOOXOAMMBI IS
coxpaHeHHs OajaHca MEXay Hojep:kaHueM Bbicokoro cpoactBa kK ACE2 u cnocobHo-
CTBIO YKJIOHSATBCS OT aHTWUTEN, HalelleHHbIX Ha RBD. DToT neranbHBI CTPYKTYpHBIN
anHanm3 nokaszai, uto VOCs SARS-CoV-2 neMoHCTpUpYIOT 60jiee BBICOKOE CPOJICTBO K
ACE2 no cpaBHeHuto co mraMMmoM u3 Yxans. Kpome toro, octatku K417N u E484K/A
MOT'YT MIpaTh PELIAIOLIYIO POJib B YKJIOHEHUHM OT aHTuTeN, Toraa kak Q498R u N501Y
CHeNMaIbHO MYTUPOBAHBI, 4TOOB! ycuiauTh cpoactBo RBD k ACE2 u, Takum oGpasom,
yBenuuuTh 3¢ dekt Bupyca COVID-19.

J Virol. 2023 Oct 5:e0101123.
doi: 10.1128/jvi.01011-23. Online ahead of print.
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Multiple mutations of SARS-CoV-2 Omicron BA.2 variant orchestrate its vi-
rological characteristics

MHuoxecTBeHHbIe MyTaiuu Bapuanta SARS-CoV-2 Omicron BA.2 onpenensior
€ro BUPYCOJIOIrMICCKUC XapaKTCPUCTHUKH.

Izumi Kimura, Daichi Yamasoba, Hesham Nasser

[Ipenpinymue ucciaegoBanusa Bapuanta Omicron BA.2 mokaszanu, 4To BUPYCOIO-
TMYECKHE XapaKTepucTUKH BA.2 onpenensrorcs MyTanusMH 0 KpallHEH Mepe B JIBYX
pa3iIMyHBIX 00JacTSIX BUPYCHOTO FeHOMA: B reHe crnaiika BA.2 (moBblaroneM ciausiHue
BHpYCa U BHYTPEHHIOIO MATOI€HHOCTh) U HECMalKoBOW obnactu reHoma BA.2 (yto npu-
BOJIUT K OCJIa0JIEHUIO BHYTPEHHEH nartoreHHocTH). OHAaKO MyTalHuH, MOAYJIMPYIOIIUE
BHpYyCoJIOTH4ecKre cBovicTBa BA.2, ocTaroTcs HeynoBUMBIMU. B 3TOM HcciienoBannm aB-
TOPBI IPOJEMOHCTpUpOBa, yTo 3ameHa L371F B O6enke-mune BA.2 npugaet 601b11yI0
(y30reHHOCTh U BHYTPEHHIOIO NMATOr€HHOCTh. KpoMe Toro, oHu 0OHApYKWIH, YTO MHO-
YKECTBEHHBIE MYyTallUU HUXKe reHa spike B reHoMe BA.2 oTBeTCTBEHHBI 3a ocjabiieHue
BHYTPEHHEW MAaTOT€HHOCTH BHPYCa U CIIOCOOHOCTH K perumMkanuu. [lockonbky MyTanuu
B BapHaHTax IIUNOBBIX 0enkoB y SARS-CoV-2 Moryr mMomyiaupoBaTh OIpeesICHHBIE
BHPYCOJIOTMYECKHE CBOMCTBA, TAKUE KaK YKIOHEHHWE OT UMMYHHUTETAa U NH(PEKITUOHHOCTD,
OOJIBLIIMHCTBO HMCCIIeI0BaHUM paHee ObUIM COCPEOTOUYEHBI HAa MyTalMsIX IIUIOBBIX Oell-
KOB. Pe3ynbTaTsl NOATBEPKIal0T Ba)KHOCTh MYTalluii, HE CBSA3aHHBIX C CIIAMKOBBIM Oell-
KoM, B BapuanTax SARS-CoV-2.
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