Jmutpuesa JI. H., Kpacnos 1. M, YymaukoBa E.A., Ocuna H. A., 3umuposa A.A.,
HNBanosa A.B., Kapuayxos U. I'., KapaBaesa T.b.,
Ilep6akoBa C. A., KyrbipeB B. B.

PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst mox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX FT€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID
3a HeneJ1io ¢ 30 ceHTAOps mo 6 oxkTsAOps 2023 1.
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Pocnompebnaoszopa, Capamos, Poccuiickas @edepayus

B 00630pe mpeacTaBiena nHbopMaIus Mo HUPKYIUPYIOITUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxojsmxcsa noj HaomogaeHnueMm (VUM), reHOMHBbIE TOCTE0BAaTeIbHOCTH KOTOPBIX pas-
MelleHbl B MexayHapoHoi 6a3e nanHbiXx GISAID 3a Henento ¢ 30 ceHTaOps Mo 6 OKTHAO-
ps 2023 r.

[To cocrosinuto Ha 6 okTs0ps 2023 r. B cooTBeTCTBUU € Kiaccupukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, sepBatommx uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBien 19.07.2023 r., xnaccudumupoBan kak VOI
09.08.2023r.). B rpynny nupKyIUpyOIMIMX BapUAHTOB, HAXOMSIIMXCS IMOJ HAOIIOJACHUEM
(VUM) Bxmrouensl reHetnueckue muauu: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3, BA.2.86 (no6aBnen 17.08.2023 Ha ocHOBaHMH OOJIBIIOIO KOJHUYECTBA BBISBIICH-
HBIX MYyTalHi).

Ha ceromusimmamii nens B 6a3e qanabsix GISAID Bcero npeacrasieno 16 084 109 re-
HoMmoB Bupyca SARS-COV-2 (3a Hemento aenonupoBano 25 252 mocnegoBarenbHOCTH). B
MHUpE CTpaHaMH — JHIEPAMH TI0 KOJIMYECTBY JIEMNOHUPOBAHHBIX T€HOMHBIX TTOCIIEIOBATEIh-
Hoctelt Bupyca SARS-CoV-2 ocrarorcs CIIHA — (4 923 930 renomoB — 30,6% oT Bcex pas-
merieHHbIx B GISAID) u BenukoOpuranus (3 108 658 renomos — 19,3%).

Bcero B 60a3y nannbix GISAID nenonupoBano 8 601 174 renoma Bapuanta Omicron,
3a aHanM3upyeMyro Hejaento pasmernieHo eme 24 908 reHOMHBIX MOCIEI0BATEILHOCTEH —
97,0% ot Bcex mpeCcTaBIEHHBIX 3a TEKYIIYIO HE/eNo reHoBapruaHToB Bupyca SARS-CoV-
2 (na mpouutoit Heaene — 98,6%). Poccuiickumu maGopaTtopusiMu pa3menieHsl 78 625 re-
HOMHBIX nocnenoBatenbHocTeir SARS-COV-2, B Tom uncine Bapuanta Omicron — 46 437
TCHOMOB.

Ha ceromusiamii nenp B 6a3e nanubix GISAID 3adukcupoBaHo nemOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiayiien Hexene — 215): ABctpanus,
ABctpusi, AzepOaiimkan, AnbGanus, Amkup, Amepuxkanckoe Camoa, AHmaoppa, AHrosna,
Anturya u bapOyna, Aurunes, Aprentuna, Apmenus, Apyoa, Adranucran, banrnanen,
bap6anoc, baxpeitn, benapych, bensrus, bepmyackue OctpoBa, benus, benun, bonrapus,
boymmBusa, borcBana, bocuus u ['epueroBuna, bownaiipe, bpasunusa, bpynein, bpuranckue
Buprunckue octpoa, byran, bypynau, bypkuna-®aco, BenukoOpurtanus, Benecyana,
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Benrpus, Buprunckue OctpoBa (CILIA), Beetnam, 'ana, ['autu, 'am0Ous, ["aitana, I'Bane-
nyma, I'Baremana, I'Bunes, ['epmanus, ['ubpanrap, ['onnypac, I'onkonr, [I'penana, I'pemus,
I'py3us, 'yam, 'abon, danus, Jxubytu, Jlomunukanckas Pecny6nuka, Jlomunuka, JIPK
Jemokpatnueckas Pecrybnmuka Boctounsiit Tumop, Jlemokpatnueckas Pecnyonuka Can-
Tome u Ilpuncunu, Eruner, 3amous, 3um6adse, U3pauns, Maaus, Uagonesus, Mopaanus,
Wpaxk, Upan, Upnaunus, Mcnannus, Mcnanus, Utanus, Kado-Bepae, Kazaxcran, Kaitmano-
BBl OcTtpoBa, Kambomxka, Kamepyn, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubatu, Ko-
aymbusi, Kocoso, Kocra-Puka, Kot-a'Byap, Ky6a, Kygseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JIuGepus, Jlusan, Jlusus, Jluxrenmreiin, Jlutea, Jlecoto (Koponesctso Jlecoro),
JlrokcemOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizus, Maib-
nuBbl, Manbsta, Manmu, Mapokko, Maptunnka, Mapmamiosl OctpoBa, Maiiorta, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Montceppar, Mesaama, Mukponesusi, Hamu-
ousi, Hunepnanasl, Hurep, Hurepus, Henan, He3aBucumoe rocymapctso Camoa, Huyo,
Hopgerus, HoBas 3emannus, Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, ,
[Takucran, [lanectuna, [Tanama, I1anay, I1aparsaii, [lanmya HoBas I'Bunes, Ilepy, IlopTyra-
musi, [lonbma, Ilyspro-Puko, Petonbon, Pecnybnuka Kounro, Pecnybnmka Cefienbckue
OctpoBa, Pecnybnuka I'Bunes-bucay, Pecnbnuka Banyty, Pymbinus, Poccus, Pyanna,
CanbBanop, Cen-Mapten, Cunt-Mapten, Caynosckas Apasusi, CeBepnas Makengonus, Ce-
BepHble Mapuanckue octpoBa, Ceneran, Coro3 Komopckux OctpoBoB, Cheppa-Jleone,
CnoBakusi, Cinosenust, Cunranyp, Cupus, CIIA, Cenr-Kutc u HeBuc, Cent-BuncenT u
I'penanunsl, Cent-Jltocusi, Cunr-Mapren, CoapyxectBo baramckux OctpoBoB, Comanu,
Cynan, Taunann, TaiiBans, Tanzanus, Tepke u Kaiikoc, Toro, Tonra, Tpununan u ToGaro,
Tynuc, Typuus, Yranna, Y30ekucran, Ykpauna, Ypyrsait, @unnsuaus, Opannus, Opan-
nysckas I'Buana, @pannysckas [lonmunesns, @uwummnunsl, Xopsatus, YepHoropus, Yexus,
Uumu, Yan, AP, HBeuwms, IIseitunapus, Llpu-Jlanka, DxBagop, DCTOHMS, DCBaTHHH,
O¢uonus, DxBaropuanvhas ['Bunes, KOAP, lOxnas Kopes, IOxubiii Cynan, Snonus,
SAmaiika.

3a mpomenmue 4 Hexenu 55 crpan (25,6%) (3a mpeasiaymiue — 51 ctpana (23,7%)
JOTIONTHUIN JaHHBIE O JEMOHUPOBAaHWUM TEHOMHBIX TOCJenoBaTenpHOCcTed Omicron B
GISAID.

JluHaMuKa pacrpocTpaHeHUs: B MUpe cyOBapuanToB Omicron CEKBEHHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID mpencrasnena Ha pucynke 1. Cpenu nupKyIupyro-
mux B Hacrosimee Bpems mraMMmoB SARS-CoV-2 nomunupyior cyoBapuantel EG.5.1.1
(11,38%), EG.5.1 (7,43%), EG.5.1.3 (7,19%), FL.1.5.1 (7,19%), XBB.1.16.6 (5,73%),
HK.3 (5,23%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B Mupe
(o cocrosinuio Ha 03.10.2023 r.)

['eneTnyeckoe pasHooOpaszWe HUPKYIUPYIOIIUX B PErHOHAaX MHUpa CyOBapHaHTOB
Omicron 3a nocnennue 4 Henenu mMokasaHo Ha pucyHke 2. B CeepHoit Amepuke 3a mo-
cieqHue 4 Helean TOMUHUpPYIONUM cyoBapuanTtom crai FL.1.5.1 (Fornax) — 10,64%, BbI-
COKO#f ocTaeTcst pacrpocTpaHenHocts mrammo EG.5.1.1 (9,93%) u XBB.1.16.6 (9,1%), B
EBponie mo-npesknemy nomuuupytor EG 5.1.3 (12,6%) u EG.5.1.1 (11,38%), B crpanax
Asun — HK.3 (20,45%) u EG.5.1.1 (18,66%), B Tuxookeanckom permone — EG 5.1.1
(14,68%) u HK.3 (8,59%), B IOxHo#t Amepuke — GK.1.1 (21,38%) u XBB.1.5 (10,34%), B
Adpuke — XBB.1.41.1 (26,32%) u XBB.1.16.11 (21,05%).
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See https:,

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHaxX Mupa 3a 4 Hefenu
(c 5 aBrycra mo 3 okTs10pst 2023 1.)

3a nocnennue 4 HeAeNIU B MUPE pacnpocTpaHeHHOCTh BapuaHToB VOI Bo Bcex peru-
onax, kpome KOxxHoit Amepuku u EBpomnbl, Bo3pocna. VX gonst octaercs npeoOanaromieit
cpenu cekBeHMpoBaHHbIX reHoMoB SARS-CoV-2, nanbonbmas — B ctpanax Adpuku, Ce-
BepHOU Amepuku u Asum (68,4%, 69,7%, 69,3% coorBercTBeHHO). HanbombIiee konuye-
ctBo cyoOBapuantoB VUM mmpkynupoBaio B Adpuke, EBporie u CeBepHoil Amepuke

(31,6%, 29,1% u 28,9% cooTBeTCTBEHHO) (pHC. 3).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHaX MUpPa, CEKBEHUPOBAH-
HBIX C 5 aBrycrta no 3 okts10ps 2023 .

BapuanTtsl, Bei3biBalomue narepec (VOI)

[To coctostauto Ha 6 okTaAOpst 2023 1. B 6a3y ganubix GISAID EpiCoV mnocnenosa-
TenbHOCTH, oTHOCcsmuecss K XBB.1.5 (Kraken) nenmonupoBanbsl u3 138 ctpan. OtMedena
TEHJICHIINS CHUKCHHS B IIUPKYJSIIUMKM cyOBapuaHTa. 3a mociennue 4 Henenu HanbOolbliee
pacnpocTtpanenue cyoBapuanT nonyuun B Ilepy — 83,3%, bpaszumun — 75,4%, Yunu —
44,8%, Ucmanuu — 16,8%.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 113 crpan. 3a mocnennue 4 He-
JeT CyOBapHaHT MPEUMYIIECTBEHHO BbiIeisiik B Pymbraun (45,3%), Muauu (33,3%), Be-
mukoopuranuu (29,3%), I'peumn (25%), CIHA (24,6%), Upnanguu (23,3%), benbrum
(20,1%), Hunepnaunnax (19,3%), Kanane (17,6%) u Snouun (15,5%).

Cy6Bapuant EG.5 (Eris) cexBenupoBan nabopatopusimu 83 crpaH (Ha mpeablayIiei
Henene — 79 crpan). Pacnpocrpanennocts EG.S mpomomxkaer pactu. B 0a3e naHHBIX
GISAID nenonupoBano 53 258 reHoMoB cyOBapuaHTa, (Ha mponuioi Henene — 45 791 re-
HoM). B Kurae, Cunranype, Hopseruu, [Tonbme, ®unnsaauu, [Isenun, Kanane gomns cyo-

BapuaHTa CPe/Id CEKBEHUPOBAHHBIX 3a Mocieanne 4 Hexenu mramMmmoB OmICron cocraBmia
85,7%, 77,6%, 65,9%, 50%, 49,6%, 48,6%, 46% cOOTBETCTBEHHO.
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Bapuantel, Haxoasinmmecsi noa Haoawaennem (VUM)
Cyo6Bapuant XBB.1.9.1 (Hyperion) cexBernupoBaH sabdoparopusmu 120 cTpaH.

Habmronaercs TeHIeHIMs CHIDKEHUS UPKYIsiuny cyoBapuanta. Hanbonbiee pacmpocTtpa-
neane XBB.1.9.1 3a nocnennue 4 Hemenw OTMEYEHO B CIEAYIONIMX CTpaHax: XOpBaTHA
(46,2%), ITyspro-Puxo (37,3%), Wsetinapus (21,5%), Ynunm (17,3%), CLHA (14,2%), 'ep-
Manus (14,3%).

[upkymsius cyoBapuanta XBB.1.9.2 3adukcuposana B 99 crpanax. 3a mocneanue
4 "enenu Haubosbllee pacHpocTpaHeHue cyoBapuant nonyuws B M3paune (19%), Crose-
uuu (12,5%).

Ha 6 okTa0ps KOTU4ecTBO CTpaH, U3 KOTOPHIX MPEACTaBICHB T€HOMHBIE TTOCIIEI0BA-
TenbHOCTH cyOBapuanta XBB.2.3 (Acrux) cocrasmwino 102. 3a mociemnue 4 Henmenu
HanOoJbIlIee paclpocTpaHeHne cyOBapuaHTa ycraHoBieHo B Wummu (63.3%), Tamnanne
(25,9%), ©panmum (22%), Pymeianu (20,3%), Gunnsaanm (13,6%).

B 6aze manubix GISAID renomsr cyoBapuanta CH.1.1 (Orthrus) nqenonupoBaHsbl U3
106 ctpan. B Uspaune, Ucnanuu, Anonnn, Hunepnanaax 3a mociennue 4 Henenu 3aduk-
CHpPOBaHO HamOOJIbIIIEe paclpoCTpaHeHUE cyOBapuanTa Ha ypoHe 9,6%, 8,6%, 5,6%, 5,1%
COOTBETCTBEHHO.

Cy6Bapuant XBB (Gryphon) uupkynupyet B 144 ctpanax mMupa ¢ TeHIEHIIMEH CHU-
KeHUd. 3a mocieqHue 4 Henenu HauOoJbllee PAacIpOCTpaHEHHE CyOBapuaHT MOIYYMII B
[Takuctane (100%), Anonuu (9,9%), FOxuoi Kopee (5,3%), bpazuwiuu (5,1%), Benuxko-
oputanuu (5,0%).

Cy6Bapuant BA.2.86 (Pirola) mo cocrostHuto Ha 6 OKTSIOps IUPKYIHpyeT B 26 cTpa-
HaxX MHpa.

Wudopmaryst M0 OOHOBJICHHBIM JaHHBIM O JICIOHHPOBAHHBIX T'€HOMax BHpYcCa
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Ta0uure 1.



Ta6auua 1 — KonnyecTBo 1eNOHNPOBAHHBIX FeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B toMm uucie xo-

[IpoueHTt reno-

KomuecTBo MOB, OTHOCSI-
EIOHUPO- JIMACCTBO TEHO= | v est k Bapman-
I MoB Omicron, )
Crtpana quexcz[eHHe IIPpOBOAUBHICC CCKBCHUPOBAHUC BaHHbIX Te- JACTIOHUPOBAHHBIX Ty Omicron
P ’ HOMOB (B.1.1.529), ne-
. 3a nocieanue 4
Omicron senienn (09.09. — HOHUPOBAHHBIX
(B.1.1.529) 06.102023 ) 3a nocieauue 4
HeIennu
Asctpaims (poct 3aboneBae- | NSW Health Pathology — Institute of Clinical Pa-
MOCTH) thology and Medical Research; Westmead Hospi- 165554 618 100,0
tal; University of Sydney
ABctpus (crabunmsarus 3a- | Bergthaler laboratory, CeMM Research Center for
00J1eBacMOCTH) Molecular Medicine of the Austrian Academy of 191569 85 100,0
Sciences
Asep0aiimkan (ctabunmmsarms | National Hematology and Transfusiology Center 20 0 0.0
3200JICBAa€MOCTH ) ’
AnGanus (crabwimsanus 3a- | Respiratory Virus Unit, National Infection Ser-
) . 777 0 0,0
0oyeBaeMoCTH) vice, Public Health England
Amxup (crabummsanus 3a00- | National Reference Center for Viruses of Respira-
) : . 574 0 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabmim3amus 3a- 1451 0 0,0
60J1eBaEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
. . ; : 124 0 0,0
ounmsanus 3adboneBaemoctr) | sion of Viral Diseases, Pathogen Discovery
Anrmnes (crabmmusarnus 3a- | Carrington Lab, Department of PreClinical Sci-
00JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The Universi- 54 0 0,0

ty of the West Indies




Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequenc-

: 169 0,0
JICBACMOCTH) ing Platform
Anpmoppa (crabmnusanus 3a- | Instituto de Salud Carlos 111
323 0,0
00J1IeBaEMOCTH )
Anturya u bapOyna (ctabu- | Carrington Lab, Department of Preclinical Scienc-
Iu3anus 3a001€BaEMOCTH es, Faculty of Medical Sciences, The University of 131 0,0
the West Indies, St Augustine Campus
Aprentuna  (craOwimsarus | Instituto  Nacional Enfermedades Infecciosas
9531 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenus (crabmnmsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh ’
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0,0
JICBAEMOCTH ) ronment(RIVM)
Adranucran (crabunmzarms | Central Public Health Lab 9 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
au3anuys 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnmagem  (crabunmsarms | Child Health Research Foundation
2207 0,0
3200JIeBa€MOCTH)
bapbanoc (crabunmsarust 3a- | Carrington Lab, Department of PreClinical Sci-
00J1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 932 0.0
Faculty of Medical Sciences, The University of ’
the West Indies
baxpeitn (crabmmusanus 3a- | Communicable Disease Laboratory, Public Health
: 7092 0,0
00JIEBAEMOCTH) Directorate
benapych (crabmimsanus 3a- | Laboratory for HIV and opportunistic infections 120 0.0
0011eBa€MOCTH) diagnosis The Republican Research and Practical ’
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Center for Epidemiology and Microbiolo-
gy(RRPCEM)

bemu3 (crabunuzarus 3a60-

Texas Children's Microbiome Center

703 0 0,0
JIEBAEMOCTH)
bensrus (poct 3aboneBaemo- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 95973 417 100,0
CTH) ological Virology
benun (crabunmsanus 3a0o0- | Institut fiir Virologie — Institute of Virology —
: 518 0 0,0
JICBAEMOCTH ) Charite
bepmynckue octpoBa (crabu- | Respiratory Virus Unit, National Infection Ser-
. . 210 0 0,0
nu3anus 3a00JIeBaEMOCTH ) vice, Public Health England
Bbonrapust (poct 3abomesae- | National Center of Infectious and Parasitic Dis-
7420 0 0,0
MOCTH) eases
bonuBus (crabumusanms 3a- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
00JIeBaCMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
Bonniip (crabummsarus 3a60- | National Institute for Public Health and the Envi-
1073 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'epuerosuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounm3anus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 263 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3452 0 0,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmsarus 3a- | Instituto Adolf_o Lutz, Interdiciplinary Procedures 113300 85 100.0
00J1IeBaEMOCTH ) Center, Strategic Laboratory
bputanckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamus 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Cen-
JICBACMOCTH ) tre for Infectious Diseases(National Virology Ref- 6086 0 0,0

erence Laboratory)




byran (crabunusanust 3abo-

AFRIMS

100 0 0,0
JIEBAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzarus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradwiu- | COVID-19 Genomics UK (COG-UK) Consorti-
3a1us 3a00JI€BaCMOCTH) um. Wellcome Sanger Institute for the COVID-19 1481093 2813 100,0
Genomics UK (COG-UK) consortium.
Benrpus (crabwnmsanus 3a- | National Laboratory of Virology, Szentagothai
469 0 0,0
00JIeBaCMOCTH) Research Centre
Benecyana  (crabunuzarus | Laboratorio de Virologia Molecular
757 0 0,0
3a00J1€Ba€MOCTH)
Boernam (crabwimsarus 3a- | National Influenza Center, National Institute of 6411 0 0.0
00JIeBaCMOCTH) Hygiene and Epidemiology(NIHE) ’
['abon (crabunuzamus 3a60- | Centre de recherches médicales de Lambaré- 9 0 00
JIEBAEMOCTH) né¢(CERMEL) :
lautu (crabunmsarusi 3a60- | Laboratoire National de Santé Publique - 425 0 0.0
JICBAEMOCTH ) LNSP(HAITI — LNSP) ’
laitana (crabummsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
'am0us (cradbunmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH )
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 9348 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'Bamenyna  (crabunmsarms | National Reference Center for Viruses of Respira- 686 0 0.0

3a00JIeBa€MOCTH)

tory Infections, Institut Pasteur, Paris
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I'Baremana  (cTrabunmuzanms

Asociacion de Salud Integral/Clinica Familiar Luis

< . 3915 0 0,0
3a0071€Ba€MOCTH) Angel Garcia
I'Bunes (crabmmuzarus 3a60- | Centre de Recherche et de Formation en Infectiol- 596 0 0.0
JICBACMOCTH ) ogie Guinée ’
I'Bunes-bucay  (crabmamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
['epmanus (ctabunuzanus 3a- | Charité Universititsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 575582 254 100,0
hygiene, CaSe—Group.
I'mbpantap  (crabmnmsarms | Respiratory Virus Unit, National Infection Ser- 199 0 0.0
3200JIeBaEMOCTH ) vice, Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13694 5 100.0
00JIEBaEMOCTH )
I'penana WINDREF/SGU Laboratory 108 0 0,0
I'penust (crabmimsanus 3a60- | Greek Genome Center, Biomedical Research 19920 39 100.0
JIEBAEMOCTH ) Foundation of the Academy of Athens(BRFAA) ’
I'py3ust (ctabunmsarus 3a60- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 9438 0 0.0
Health Research, National Center for Disease ’
Control and Public Health(NCDC) of Georgia.
I'yam (crabunuzarus 3aboge- | Centers for Disease Control and Preven—tion Divi-
. ) : . 490 0 0,0
BA€MOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabunusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aal_borg_Unlversn_y. Dgpartme_nt of Virus 366180 274 100,0
and Microbiological Special Diagnostics, Statens
Serum Institut.
Jlomunanka  (crabunusarms | Carrington Lab, Department of PreClinical Sci- 10 0 0,0
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3a00J1€Ba€MOCTH)

ences, Faculty of Medical Sciences, The Universi-
ty of the West Indies, St Augustine Campus

Jlomunukanckas PecmyOnmka

Respiratory Viruses Branch, Centers for Disease

(crabunmsarus 3aboneBaemo- | Control and Prevention, USA 1963 0 0,0
CTH)
Jlemokpatnueckass  Pecmy0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (crabmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u Ilpuncunu | LNR-TB
(cTabmm3anus 3a00j1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunmusanus 3a60- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH)
3ambOus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1247 0 0.0
JICBAEMOCTH ) cine ’
3um6abBe (crabmnusanms 3a- | National Microbiology Reference Laborato-
; ) 316 0 0,0
00J1eBa€MOCTH) ry(Quadram Institute Bioscience)
Wzpawns (ctabmmmsanus 3a- | Central Virology Laboratory, Israel Ministry of 117907 673 08.2
00JIeBaEMOCTH) Health
Wunus (poct 3aboneBaemo- | Department of Neurovirology, National Institute
CTH) of Mental Health and Neuroscienc-
es(NIMHANS).CSIR—Centre for Cellular and Mo- 142310 31 100,0
lecular Biology
Wunonesuss  (crabmnmsarms | National Institute of Health Research and Devel-
39687 0 0,0
3200JIeBa€MOCTH) opment
Wopnanust  (cradbunusanms | Andersen lab at Scripps Research, CA, USA
243 0 0,0
3200JIeBa€MOCTH)
Wpak (crabunu3zamus 3abone- | Biology, College of Education Department of Vi- 384 0 0.0

BAEMOCTH)

rology, Faculty of Medicine, University of Helsin-
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ki, Helsinki, Finland generated and submitted to
GISAID

Wpan (ctabmnmmsanus 3aboiie-

National Reference Laboratory for COVID-19,

. 2649 0 0,0
BAEMOCTH) Pasteur Institute of Iran
Wpnangus  (crabunmsarms | National Virus Reference Laboratory 59055 243 100,0
3a0071€Ba€MOCTH)
Wcnanaus (ctadbunusarus 3a- | Landspitali Department of Clinical Microbiology 10816 29 100.0
00JIEBAEMOCTH )
Wcnanus (crabunmsarus 3a- | Hospital Universitario 12 de Octubre 128265 911 99,0
00J1IeBaEMOCTH )
Hranuss  (poct3aboneBaemo- | Army Medical Center, Scientific Department, Vi- 90514 843 99,6
CTH) rology Laboratory
Kab6o—Bepne (cradmnmsarus | Institut Pasteur de Dakar 746 1 100.0
3a00J1€Ba€MOCTH)
Kazaxcran  (crabownmsarus | Reference laboratory for the control of viral infec-
. 2159 0 0,0
3200JICBA€MOCTH ) tions
Kambomxka  (crabmmmsarus | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
3a00JIeBa€MOCTH)
Kamepyn (crabmmuszanus 3a- | CREMER(Centre de Rechercherches sur les Mal-
. . 1306 0 0,0
00JIEBAEMOCTH) adies Emergentes et Ré—émergentes)
i(TeE{)ana (poct 3aboneBaemo- | Laboratoire de santé publique du Québec 308654 4365 100.0
KaiimanoBbI ocTpoBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbwmumsanus 3a00- | Biomedical Research Center(BRC), Qatar Univer- 1540 0 0.0
JICBACMOCTH) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0
JIEBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kurmp (crabunuzanus 3abomne- | Department of Molecular Virology, Cyprus Insti- 465 0 0.0

BAEMOCTH)

tute of Neurology and Genetics
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Kurait (crabunuzamus 3a60-

National Institute for Viral Disease Control and

X 58024 753 100,0
JIEBAEMOCTH ) Prevention
Konymbus  (crabunmsarms | Instituto Nacional de Salud— Direccion de Investi-
., e 15075 0 0,0
3200JIEBAEMOCTH) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
JU3aIHs 3a00J1eBAEMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JICBAEMOCTH ) rologie ’
Kocra—Puka (crabwmmsanms | Inciensa, Instituto Costarricense de Investigacion
N . 9399 0 0,0
3a00JIEBAEMOCTH) y Ensefianza en Nutricion y Salud
Kor A'MByap (cradumm3arus | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labor- 239 0 0,0
atory
Ky6a (crabunuzanus 3aboie- | Respiratory Infections Laboratory
526 0 0,0
BAEMOCTH )
KygeiiT (crabunuzanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH ) ulty of Medicine, Kuwait
Keipreizcran  (crabmnmmsanmst | SRC VB “Vector”, “Collection of microorgan-
e 45 0 0,0
3a00JIeBa€MOCTH) isms” Department
Kropacao (crabmmmsanms 3a- | National Institute for Public Health and the Envi-
1225 1 100,0
6oseBaEMOCTH) ronment(RIVM)
Jlaoc (crabunumsanus 3adone- | LOMWRU/Microbiology Laboratory, Mahosot
i 874 1 100,0
BacMOCTH ) Hospital
JlatBus (crabwimsanus 3a60- | Latvian Biomedical Research and Study Centre 14977 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 138 0 0.0
JIEBAEMOCTH ) the National Health Laboratory Service ’
JIuGepusi (cradbwmusanus 3a- | Center for Infection and Immunity, Columbia 33 0 0.0

6011€eBaeMOCTH)

University
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JluBan (crabunmuzanusi 3a0o0-

Laboratory of Molecular Biology and Cancer Im-

JICBACMOCTH ) munology, Lebanese University Public Health 893 24 100,0
England
JluBus (crabwnmsanus 3a6o- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (ctabmmmsarus 3a00- | Vilnius University Hospital Santaros Kilinikos,
. 11217 0 0,0
JICBACMOCTH ) Center of Laboratory Medicine
Jluxtenmren  (crabunam3sa- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JIrokcemMOypr (crabunuzamus | Laboratoire national de santé, Microbiology, Mi-
. : 36286 0 0,0
3a00JIeBAEMOCTH ) crobial Genomics Platform
Makao (crabunuzarusi 3a60- | Centro de Sequenciamento Gendmico 1 0 00
JIEBAEMOCTH) ’
Magpukmii  (ctabunmsarmst | CNR Virus des Infections Respiratoires — France
7434 0 0,0
3200JICBA€MOCTH ) SUD
Maspuranus (cradunusamus | INRSP-Mauritania
7 0 0,0
3200JIeBa€MOCTH)
Maitorta (crabmnusanus 3a- | National Reference Center for Viruses of Respira-
. : . 373 0 0,0
00J1IeBaEMOCTH ) tory Infections, Institut Pasteur, Paris
Mamnaiizus (crabunusanus | Institute for Medical Research, Infectious Disease
3a00JIeBAEMOCTH) Research Centre, National Institutes of Health, 32094 0 0,0
Ministry of Health Malaysia
Manaeu (crabmmmsarus 3a- | KRISP, KZN Research Innovation and Sequenc-
: 283 0 0,0
0oy1eBaeMOCTH) ing Platform
Manu (crabunmsanus 3a60- | Northwestern University — Center for Pathogen
. : : : 159 0 0,0
JIEBAEMOCTH) Genomics and Microbial Evolution
Manbaueel  (crabunusanms | Indira Gandhi Memorial Hospital 333 0 0.0

3a00JIeBa€MOCTH)
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Mansta (cTabuinzanus 3a00-

Molecular Diagnostics Pathology Department Ma-

JICBACMOCTH) ter Dei Hospital Malta 163 0.0
MapramioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart-
37 0,0
ownuzanus 3a0oaeBaemoctr) | ment of Health
Mapokko (crabuausaius 3a- | Laboratoire de Biotechnologie 1343 100,0
00JIeBaEMOCTH )
Mapruranka (cradmnuzamms | CNR Virus des Infections Respiratoires — France
1544 0,0
3a00J1€Ba€MOCTH) SUD
Mexkcuka (crabwmmsanms 3a- | Instituto de 16iagnostic y Referencia Epidemio-
) 43936 100,0
00JIeBaEMOCTH) logicos (INDRE)
Mo3zamouk  (cradmimsanus | KRISP, KZN Research Innovation and Sequenc-
: . 731 0,0
3a00JIeBAEMOCTH ) ing Platform, South Africa
Monpgapuss  (crabmnmsamus | ONCOGENE LLC
698 0,0
3a00J1€Ba€MOCTH)
Monako (crabunm3zanus 3a- | National Reference Center for Viruses of Respira-
) : . 16 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Mownronust  (crabwnmmsarmst | National Centre for Communication Disease 917 0.0
3a00JIeBa€MOCTH) (NCCD) National Influenza Center ’
MownTtceppar (ctabunmsarms | Carrington Lab, Department of Preclinical Scienc-
3a00J1€Ba€MOCTH) es, Faculty of Medical Sciences, The University of 12 0,0
the West Indies
Mpbsama (ctabunuzanust 3a- | DSMRC 128 0.0
0011€Ba€MOCTH)
HamuoOus (crabmmuzanus 3a- | National Institute for Communicable Diseases of 806 0.0
00J1eBa€MOCTH) the National Health Laboratory Service ’
Henan (crabunuzamus 3a60- | Molecular and Genomics Research Lab, Dhulikhel
JIEBA€MOCTH ) Hospital, Kathmandu University Hospital School 1284 0,0
of Public Health, The University of Hong Kong
Hurep (crabmnmsanms 3a00- | National Reference Laboratory, Nigeria Centre 124 100,0
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JICBAEMOCTH ) for Disease Control
Hurepust (crabmnmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBaEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3168 0 0,0

sity
Hupnepnanasr (crabunmsarms | National Institute for Public Health and the Envi- 77989 319 100,0
3a00JICBACMOCTH ) ronment(RIVM)
Huy» 39 0 0,0
HoBast 3enmanmus (crabwiu- | Institute of Environmental Science and Re- 33334 133 100.0
3a1ms 3a00JICBAEMOCTH ) search(ESR)
HoBas Kanenonus (cradmmu- | Laboratoire de Microbiologie Centre Hospitalier

o S 62 0 0,0

3a1us 3a00J1€BaCMOCTH) Territorial de Nouvelle-Calédonie
Hopgerus (crabuiu3zaius 3a- Norv_veglan Institute of Public Health, Department 35979 o5 100.0
00JIEBAEMOCTH ) of Virology
OAD (crabmmmsanms 3adomne- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BaEMOCTH ) nomics UK(COG-UK) Consortium ’
Owman (crabmmuzarus 3a00- | Oman—National Influenza Center 489 3 100.0
JIEBAEMOCTH)
OctpoBa Kyka 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-

: L 3389 9 90,0
00JIEBAEMOCTH) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 66 0 0.0
JICBAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Tanectuna  (crabwnmsarwms | Biochemistry and Molecular Biology Department— 81 0 0.0
3200JIeBa€MOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (ctabunmsarus 3a- | Gorgas memorial Institute For Health Studies 3934 3 100.0
6oJeBaEMOCTH)
[Tammya Homass I'sumest (crta- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
Ounm3aius 3adboneBaeMocTr) | VICeS ’
[Taparsaii (ctabunm3sanus 3a- | Laboratorio Central de Salud Publica de Paraguay 2124 0 0,0
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00J1IeBAEMOCTH )

[Tepy (cTabunuzarus 3adoie-

Laboratorio de Referencia Nacional de Bio-

BAEMOCTH) tecnologia y Biologia Molecular. Instituto 36146 7 100,0
Nacional de SaludPert
[Toneira (crabunmsanus 3a- | genXone SA, Research & Development Laborato- 44853 71 100,0
00JIeBaEMOCTH ) ry
[Topryramus (crabmnmsarus | Instituto Nacional de Saude(INSA) 93660 102 100.0
3a00J1€Ba€MOCTH)
[Tysapro Puxo (crabunmsarus | Centers for Disease Control and Prevention Divi-
. . i : 17673 73 100,0
3200JIeBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecniyonuka Banyaty (cra- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
ounuzanus 3a06oaeBaemoctr) | Laboratory (MDU-PHL) ’
Peciyonuka Jxubytu (cra- | Naval Medical Research Center Biological De-
. 633 0 0,0
ownuzanus 3a0oaeBaemoctr) | fense Research Di-rectorate
Pecniyonmuka Kupubatu (cra- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3aboneBaemoctn) | Laboratory (MDU-PHL) ’
Pecnyonuka Konro (crtabu- | Institute of Tropical Medicine
210 0 0,0
nu3arys 3a0071eBaeMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTrabmmzanus 3aboeBaeMo- 57 0 0,0
CTH)
Pecny6nuka Hukaparya (cra- | MSHS Pathogen Surveillance Program,
omnmmsanus 3aboneBaemoct) | CNDR, Departamento de Virologia 335 0 0,0
Pecny6nuka CansBagop (cra- | Genomics and Proteomics Departament, Gorgas 445 0 0.0
ounmsarus 3aboneBaemoctr) | Memorial Institute For Health Studies ’
Pecnyomuka Yan (crabwimu- | Pathogen Genomics Lab, National Institute for Bi-
3a1us 3a00J€BaCMOCTH ) omedical Research (INRB), 8 0 0,0
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Petonbon (cTabmnmzanus 3a-

CNR Virus des Infections Respiratoires — France

00JIeBaEMOCTH) SUD 12132 0 0.0
Poccuss (poct 3aboneBaemo- | WHO National Influenza Centre Russian Federa-
CTH) tion. Center for Precision Genome Editing and

Genetic Technologies for Biomedicine, Pirogov

Medical University, Moscow, Russian Federation.

Federal Budget Institution of Science, State Re-

search Center for Applied Microbiology & Bio-

technology. Group of Genetic Engeneering and 46437 0 0.0

Biotechnology, Federal Budget Institution of Sci- ’

ence ‘Central Research Institute of Epidemiology’

of The Federal Service on Customers’ Rights Pro-

tection and Human Well-being Surveillance. State

Research Center of Virology and Biotechnology

VECTOR, Department of Collection of Microor-

ganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 197 0 0.0
JICBAa€MOCTH ) ’
Pymbraus (crabwimmsanms 3a- | National Institute of Infectious Diseases—Prof. Dr. 11675 73 100.0
00JIeBAEMOCTH) Matei Bals Molecular Diagnostics Laboratory ’
Camoa 169 0 0,0
CaynoBckast ApaBus (cradou- | Infectious Diseases, King Faisal Hospital Re-

1338 0 0,0

au3anus 3a00J1€BaEMOCTH) search Center
Cesepnas Makenonust (cta- | Institute of Public Health of Republic of North
ounmsarus 3aboneBaemoctr) | Macedonia Laboratory of Virology and Molecular 342 0 0,0

Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3sarus 3abouie- | sion of Viral Diseases, Pathogen Discovery 2090 0 0,0

BAEMOCTH )
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Ceitmiensl (cTaOunuzaius 3a-

KEMRI- Wellcome Trust Research Programme,

619

0,0

00J1eBa€MOCTH) Kilifi
Ceneran (crabmnmmsanus 3a- | IRESSEF GENOMICS LAB 1659 0 0.0
00J1IeBaEMOCTH )
Cent-Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunuzanus 3aboseBaeMo- | ences, Faculty of Medical Sciences, The Universi- 99 0 0,0
CTH) ty of the West Indies
Cent—Kurc m HeBuc (cradbu- | Carrington Lab, Department of Preclinical Scienc-
Ju3anus 3a00J1eBaeMOCTH) es, Faculty of Medical Sciences, The University of 22 0 0,0
the West Indies

Cenr-Jlrocus (crabwmmsanus | Carrington Lab, Department of PreClinical Sci- 204 0 0.0
3a00J1€Ba€MOCTH) ences ’
CepOus (crabunuzanus 3a00- | Institute of microbiology and Immunology, Facul-

.- LY 1685 0 0,0
JICBACMOCTH ) ty of Medicine, University of Belgrade
Cunranyp (crabwmmsanus 3a- | National Pupllc He_alth Laboratory, National Cen- 28519 977 100.0
00J1eBa€MOCTH) tre for Infectious Diseases
Cen-Maptun (crabunuzamus | Institut Pasteur 302 0 0.0
3200JIeBa€MOCTH)
Cunt—Mapten  (ctabunmsa- | National Institute for Public Health and the Envi-

886 0 0,0

1Us1 3a00JI€BAEMOCTH) ronment(RIVM)
Cupust (cradbunumzanus 3a60- | CASE-2021-0266829 79 0 00
JICBAaEMOCTH ) ’
CrnoBakus (crabunusanus 3a- | Faculty of Natural Sciences, Comenius University 97420 1 100,0
6011eBaEMOCTH)
Cnosenus (cradbwmusanus 3a- | Institute of Microbiology and Immunology, Facul-

.- s - 36074 94 100,0
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Potent antibodies against immune invasive SARS-CoV-2 Omicron subvariants

Lidong Wang 1, Yang Wang 1, Hao Zhou 2

MouHbie aHTHTEIa MPOTHB HMMYHOUHBa3UBHBIX cyoBapuaHToB SARS-CoV-2
Omicron

AHHOTAIINS

Pa3paboTka HeWTpanusywommx antuten (nAbs) sBiseTcs BaXXHOM cTpaTeruei
60ps0ObI ¢ BapumantoM Owmukpona. Mytamuu N-konineBoro gomeHa Omicron (NTD),
Btouast A67V, G142D u N2121, u3MEHSIOT aHTUT€HHYIO CTPYKTYpPY, @ MyTallUd B JO-
MeHe, cBs3biBaonieM penentop muna (S) (RBD), takue xkak N501Y, R346K u T478K,
MOBBIIIAIOT CPpoACTBO Mekay RBD m anrnorensuanpeBpamaromuii pepment 2 (AIID2),
yTo 0OecrneunBaer OMUKPOHY MOIIHOE YKJIOHEHHE OT UMMYHHUTETA. BONBIIMHCTBO HAT
(COV2-2130, ZCB11, REGN10933) u komOmnanuii HAT (COV2-2196 + COV2-2130,
REGN10933 + REGN10987, Brii-196 + Brii-198) mubo 3HaYUTEIbHO CHU3MIH, JTHOO
NOTEPSIM CBOIKO HEUTPATU3YIOUIYI0 CIOCOOHOCTh B OTHOIIEHHH OMHMKpPOHA, HO HEKOTO-
peie nAb, takue kak SAS5, SAS8, S309, LY-CoV1404, no-npexuemy 3¢ (HEKTUBHBI B
HeUTpanu3auuu OoNbIIMHCTBA cyOBapraHToB Omicron. B 3Toif cTathe OCHOBHOE BHUMa-
HUE y/eNseTcs MyTauusM cyOBapuaHToB OMHUKpPOHA U MEXaHM3MaM CYIIECTBYIOIIHUX Te-
pamneBTUYECKUX AaHTHUTEN, KOTOpPbIE OCTAalOTCsA A(PPEKTUBHBIMU TMPOTHB CYOBapHAHTOB
OMUKpOHA, 4TO MTOMOKET HAaM B U3YYEHUH HOBOTO TIOKOJICHUS ITUPOKUX HAT B KaueCTBE
KITFOUEBBIX TEPANEeBTHUECKUX cpencTB it 60pb0Osl ¢ SARS-CoV-2 u yckopenus uccie-
JIOBAHUS HOBBIX KJIMHUYECKHUX MPOTUBOBUPYCHBIX MPENAPATOB U PEAreHTOB.

2. BMC Immunol. 2023 Sep 26;24(1):34. doi: 10.1186/s12865-023-00567-y.

The development of a highly sensitive and quantitative SARS-CoV-2 rapid an-
tigen test applying newly developed monoclonal antibodies to an automated chemi-
luminescent flow-through membrane immunoassay device

Kengo Nishimura 1, Hiroaki Kitazawa 2, Takashi Kawahata 2, Kosuke Yuhara 2,
Takahiro Masuya 2, Toshihiro Kuroita 3, Kentarou Waki 4, Seiichi Koike 5, Masaharu
Isobe 5, Nobuyuki Kurosawa 6

Pa3pa60TKa BBICOKOYYBCTBUTECJIBbHOIO H KOJIMICCTBCHHOI'0 IKCIIPECC-TECTAa HA
antured SARS-CoV-2 ¢ npuMeHeHHeM HeJaBHO Pa3padoTAHHBIX MOHOKJIOHAJIBHBIX
AHTHUTE]I K aBTOMATU3UPOBAHHOMY YCTPOﬁCTBy A XEMWIIOMUHECHEHTHOT'O IIPO-
TOYHOI'O MeMﬁpaHHOFO HMMYHOaHaJ/In3a.

AHHOTAIMS

[TpenpicTopusi: beictpas u TouHas nuarHoctuka nuil ¢ uHpeknueir SARS-CoV-2

aBngerca 3PQGEeKTUBHBIM CIHOCOOOM MpPENOTBpAIllEHUs U KOHTPOJIS PACIPOCTPAaHEHUs
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COVID-19. Xorsa obnapyxenune Bupycaoii PHK SARS-CoV-2 ¢ momompio RT-qPCR
ABJIETCA 30JI0THIM cTaHAapToM TectupoBanusd Ha COVID-19, ncnonb3oBaHue s3Kcmpecc-
JIMAarHOCTUYECKUX TECTOB JJIsi oOHapyxeHus antureHoB (Ag-RDT) craHoBUTCS 10MOI-
HUTEJIBHBIM HMHCTPYMEHTOM HaA30pa IO MEpe pocTa 4Hcia Clyd4aeB 3a0oseBaHUs
Omicron. cTpeMHUTEIbHO pacTeT BO BceM Mupe. Opnako pe3ynbratel Ag-RDT mMenee
TOYHBI Y JIMI] C HU3KON BUPYCHOU HArpy3KoHu.

PesynbTatsl: [{1st pa3paboTKH BEICOKOUYBCTBUTENIBHOIO U TouHOro Ag-RDT y mop-
CKHX CBMHOK, MMMYHH3UPOBaHHBIX OeikoM Hykieokamncuaa SARS CoV-2 (CoV-2-NP),
ObU10 moaydeHo 90 MOHOKJIOHANBHBIX aHTHUTeN. [I[puMEHUB 3axBaThIBalOIee aHTUTEIO,
pacro3Haromiee CTpyKTYpHBIN »muTon N-koHIeBoro nomeHa CoV-2-NP, u nerextupyro-
mee aHTuTeno, pacrnosHatomee C-konneBoit xBoct CoV-2-NP, k aBromMaTHueckoMmy
YCTPOMCTBY I XEMHJIFOMUHECIIEHTHOI'O MPOTOYHOTO MEMOpPAaHHOTO MMMYHOAHAu3a,
MBI pa3padoTanu HOBeIE Ag-RDT, CoV-2-POCube. CoV-2-POCube pacno3HaeT HCKITIO-
yuTenbHO BapuaHThl CoV-2-NP, HO He Oenku HyKJIeoKarncuaa APYruX KOPOHABUPYCOB
genmoBeka. CoV-2-POCube noctur mpenena 4dyBcTBUTENbHOCTH OOHapyxkenus 0,20 ~
0,66 nr/mMmn CoV-2-NP, nemonctpupysa Oosnee ueM B 100 pa3 OoNbIIyi0 YyBCTBHUTEIb-
HOCTB, 9YeM KomMepuecku qoctymabie Ag-RDT SARS-CoV-2.

BreiBogpl: CoV-2-POCube 065agaeT BEICOKOW aHATUTHYECKON YYBCTBUTEIIHBHOCTHIO
U MokeT oOHapyxkuBath BapuanTbel SARS-CoV-2 3a 15 munyt 6e3 HaOIIOIEHUS KPIOY-
KOBOTO 3¢ (deKTa npu BBICOKUX /033X, YTO YAOBJIETBOPSAET NMOTPEOHOCTh B PaHHEH aua-
rHoctrke SARS-CoV-2 ¢ Gonee Huskoi BupycHoit Harpyskoi. CoV-2-POCube — mHo-
roobemaromnas ajabTepHATUBA JOCTYMHBIM B HACTOSIIIEEC BpeMs JUATHOCTHYECKUM
ycTpoiicTBaMm st 60s1ee ObICTPOro MPUHATHS KIMHUYECKUX PEHICHUH y JIML C MOJ03pe-
HueM Ha COVID-19 B ycnoBusX OrpaHUYEHHBIX PECYPCOB.

3. SARS-CoV-2 Omicron BA.2.86: less neutralization evasion compared to
XBB sub-variants

Yaling An, Xuemei Zhou, Lifeng Tao, Haitang Xie, Dedong Li, Ruyue Wang, Hua
Hu, Zepeng Xu, Lianpan Dai, View ORCID ProfileKun Xu, George F. Gao

SARS-CoV-2 Omicron BA.2.86: MeHbIIee yKJIOHEeHHE OT HelTpaJu3aluH Mo
cpaBHeHMIO ¢ noaBapuantamu XBB

doi: https://doi.org/10.1101/2023.09.26.559580

This article is a preprint and has not been certified by peer review

AHHOTaIMA

[TocTosiHHOE TOSIBJIEHUE W PACHpOCTpPaHEHHE HOBBIX BAPUAHTOB KOPOHABHpYCa,
TSDKEJIOT0 OCTporo pecnuparoprHoro cuaapoma (SARS-CoV-2) co3nano cepbe3Hyro npo-
Onemy s OoprOBI ¢ MaHIeMHUeH KopoHaBupycHou Ooneznu 2019 roga (COVID-19).
Henaro B Omicron BA.2.86 6110 06HapysxeHO Oosee 30 aMMHOKUCIOTHBIX U3MEHEHU
B Oenke-mmmwne (S) o cpaBHernio ¢ Omicron BA.2 wim XBB.1.5. Tlorennnan BA.2.86
YKJIOHEHHIO OT UMMYHUTETA BBI3bIBAET CEPbE3HYI0 03a004eHHOCTh. B 3TOM Hccnenoa-
HUU MBI OIICHWIN HEUTPaIU3yIONIyI0 aKTUBHOCTh CHIBOPOTOK, COOPAaHHBIX Y YYACTHUKOB
Y MBIIIeH. YYaCTHUKH OBUTH pa3eNieHbl Ha MSTh IPYMI B COOTBETCTBHH C MX CTaTyCOM

BaKI[MHAIIMKM (MHAKTHBUPOBAaHHAs BaKIlMHA, OeiKkoBas cyObenuHnyHas BakiuuHa ZF2001
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wi ZF2202-A) n nndexkunonnoro craryca (Omicron BF.7/BA.5.2). ZF2202-A — 310
BakIMHa HOBOro nokojieHus npotuB COVID-19, Bxoasmas B coctaB Bakuuasl ZF2001, ¢
OOHOBJICHHBIM JIBYXBaJleHTHBIM UMMYyHOTreHoM Delta-BA.5 RBD-retepoaumep. Mepimeit
BALB/c uMMyHM3UpOBanu KaHIUJATHBIMU OE€IKOBBIMU BaKIIMHAMHU-TOMOJIUMEpPAMU
XBB.1.5 RBD, BA.5-BA.2, Delta-XBB.1.5 unu BQ.1.1-XBB.1.5 RBD nmns oreHku
HEUTpaIM3YIOMUX OTBETOB. MbI oOHapyxwmin, uro Omicron BA.2.86 nemoHCTpHpyeT
0oJee CIIIbHOE YKJIOHEHUE OT UMMYHHUTETa, yeM BA.2, n3z-3a> 30 n10oNOJHUTENbHBIX MY-
tanuii B 6enke S. [lo cpaBHenuto ¢ moaBapuantamu XBB, BA.2.86 He mposBiseT 00Jb-
el YyCTOMYMBOCTH K HEHUTPATU3YIOIIMM PEAKUMSIM, BbI3BAaHHBIM BakuuHanuet ZF2001,
npopeiBHON uHbeknuer BF.7/BA.5.2 unu OyctepHoil no3oi BakimuHauuu ZF2202-A.
Kpome Toro, pe3ynabTaThl SKCIEPHMMEHTOB Ha MbIIIax moka3anu, 4yto BQ.1.1-XBB.1.5
RBD-rereponumep u XBB.1.5 RBD-romonumMep MHAYyLHUPYIOT BBICOKME HEUTpaAIU3YIO-
e peakiuu npotuB cyoBapuanToB XBB u BA.2.86, uTo yka3pIBaeT Ha TO, YTO BAKIIU-
Hbl ipoTuB COVID-19 cnepyromiero nokojeHus T0JKHBI ObITh pa3paboTaHbl ISl TTOBBI-
mieHus1 3QPEKTUBHOCTH 3aLTUTHI OT HUPKYIUPYIOMIUX ITAMMOB B OYIyIIEM.

4. Deep mutational scans of XBB.1.5 and BQ.1.1 reveal ongoing epistatic drift
during SARS-CoV-2 evolution

Ashley L. Taylor, View ORCID ProfileTyler N. Starr

I'ny6okoe myranuonnoe ckanupopanne XBB.1.5 u BQ.1.1 BeIsIBWIO NMPoa0JI-
JKAOIIMICS dMucTaTuYeckuii apeiid Bo Bpems 3Boawonuu SARS-CoV-2.

doi: https://doi.org/10.1101/2023.09.11.557279
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AHHOTaLIUA

3amenbl, KoTOpble (UKCHpyroTcs Mexay Bapuantamu SARS-CoV-2, moryt u3me-
HUTh MYTAIIMOHHBIN JIaHmadT Oyay1Iel SBOITIOIUU TOCPECTBOM 3mHcTa3a. Hanpumep,
KpYIMHbIE 3MHUCTATUYECKUE CABUTH B MyTallMOHHBIX d(ddekTax, BbizBaHHble N501Y, ner-
JM B OCHOBY NEPBOHAYAJIBHOTO MOSBICHUS] BapuaHTOB OMHMKpOHA, HO MPOJIOJIKAIOT JIU
TaKU€ KPYIHBIE SIUCTATUUYECKUE CKAYKU OINPEIEIATh MPOAOJKAIOIIYIOCS SBOIIOLUIO
SARS-CoV-2, ocraercs HesicHBIM. MbI IPOBEH TNyOOKOE MyTallMOHHOE CKAaHUPOBAaHUE,
9TOOBI U3MEPUTH BIUSHUE BCEX MYTAIMKA OTACIBbHBIX aMUHOKUCIIOT U JIENCIHA OTAEIb-
HBIX KOJIOHOB B JIOMEHE, CBsA3BIBaIOIIEeM cralikoBeie perentopsl (RBD), Ha abdunHOCTH
ces3biBanusi ACE2 u skcnpeccuto Oenka B mocienHux Bapuantax Omicron BQ.1.1 u
XBB.1.5. 1 MBI cCpaBHWJIM MYTallMOHHbBIE 3aKOHOMEPHOCTH C 00JI€€ paHHUMHU BUPYCHBIMU
mTaMMaM#, KOTOpble paHee mpoduinupoBanu. Kak v B MpeAbIAyIIMX HCCICAOBAHUAX
riy0okux mytanuii RBD, MbI 00HapyXniau MHOKECTBO MyTallui, KOTOPbIE IEPEHOCITCS
WIM J1ake yCUINMBAIOT cBsi3biBaHME ¢ perentopoM ACE2. TonepaHnTHOCTH CaliTOB K Jere-
[IMYA OJTHOTO KOJIOHA BO MHOTOM COOTBETCTBYET TOJIEPAHTHOCTH K MYyTaI[UsSIM aMHUHOKHC-
710T. Xots Aenenuu B RBD erie He HaOmogaauch B JOMUHAHTHBIX JIMHUASX, MBI HaOJIfO-
JTaeM MHOKECTBO TIEPEHOCUMBIX JICJICIINM, B TOM YHCIIC B MOJOKECHHUSIX, KOTOPHIE IEMOH-
CTPUPYIOT MHEN-Bapualuu B 0OoJiee MIMPOKOM 3BOJIOLMU CapOEKOBUPYCAa U B HOBBIX
npencraBisitomux uaTepec Bapuantax SARS-CoV-2, B mepByro odepear XOpomio nepe-

Hocumyto aeneruio A483. B BA.2.86. 3amMeHbl, KOTOPBIE OTIMYAIOT HEJAaBHUE BAPHUAHTHI
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BHpYCa, HE BBI3BAJIM CTOJIb PE3KMX SMUCTATHUYECKMX HapyuleHui, kak N501Y, HO MbI
WICHTUDUITIPYEM TPOIOIDKAIONIMIACS dMUcTaTHYecKuil Apeiid B Bapuantax SARS-CoV-
2, BKJIIOYasi B3auMojieiicTBre Mexay peBepcusiMu R493Q u mytanusiMu B MOJI0KEHUSIX
453, 455 n 456, Bxiroyas Mmyrauuu. Takue Kak F456L, koTtopsle onpenenstoT HeJaBHO
nosiBuBIIytocs JuHuio EG.5. Hammum pe3ynbrarsl MOJUEPKUBAIOT MPOIOJDKAIOIIMICS
npeiid sddexToB MyTaruii, BBI3BAaHHBIX SIKCTA30M, KOTOPBIH MOXKET MPOJ0JIKATH
HANpaBJATh 3BOIONKMI0 SARS-COV-2 B HOBBIE 001aCTH MPOCTPAHCTBA MOCIIEIOBATEIb-
HOCTEH.
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