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PacnpocTpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasmuxcs noja Haoaoaenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX F€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID
3a Hexeso ¢ 23 mo 29 centsiopst 2023 r.
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B o0030pe mpencraBnena nHGpopMaIus Mo MUPKYIUPYIONIMM B HACTOSIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeipBaromux natepec (VOI) u cybBapumanToB Omicron,
Haxojsmxcesa noj Habmogaenuem (VUM), reHOMHBbIE TOCTE0BaTeIbHOCTH KOTOPBIX pas-
MeIIEeHbI B MK TyHapoHo# 6a3e qanubix GISAID 3a Henento ¢ 23 mo 29 centsiopst 2023 r.

[To cocrosamMio Ha 29 centsOps 2023 r. B cooTBeTcTBUH ¢ Kiaccudukanueir BO3 k
BapuanTtam Bupyca SARS-COV-2, BeibiBatonux unrepec (VOI), oTHeceHbl cyOBapuaHThI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBnen 19.07.2023 r., xnaccudunupoan kak VOI
09.08.2023r.). B rpynny mupKyJIupyIOMIMX BapUAHTOB, HAXOISIIMXCS TMOJ HAOIIOJACHUEM
(VUM) Bxmrouensl reHeTndeckue Jmanu: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3, BA.2.86 (no6aBnen 17.08.2023 Ha ocHOBaHHMH OOJIBIIOrO KOJWYECTBA BBISBIICH-
HBIX MYTallUM ).

Ha cerogusmuuii neds B 6aze qanabix GISAID Bcero mpeacrasieno 16 058 857 re-
HomoB Bupyca SARS-COV-2 (3a megento aenonupoBano 30 741 mocnenoBareabHOCTh). B
MHUpE CTpaHaMH — JIMJEPAMH M0 KOJUYECTBY JCTIOHUPOBAHHBIX TE€HOMHBIX MOCIIEIOBATEb-
Hocrelt Bupyca SARS-CoV-2 ocrarorcst CIIHA — (4 913 739 renomoB — 30,6% oT Bcex pas-
memeHHbIX B GISAID) u Benukoopuranus (3 107 167 reromos — 19,4%).

Bcero B 6a3y mannbix GISAID nenonupoBano 8576 266 reHoMOB BapuaHTa
Omicron, 3a aHaTU3UPYEMYIO HEJENI0 pa3MelleHo eile 29 823 reHoMHbIE MMOCNIeI0BATENb-
Hoctn — 97,0% OT Bcex TMpeACTaBIEHHBIX 3a TEKYIIYIO HEAENI0 TeHOBAPHMAHTOB BHUpYCa
SARS-CoV-2 (ua mpouutoit veaene — 93,4%). Poccuiickumu n1abopatopusiMu pa3MeneHbl
78 625 renomubix nocienoBarenbHocTelr SARS-COV-2, B Tom uncie Bapuanta Omicron —
46 437 reHOMOB.

Ha cerogusimamii nenp B 6a3e nanusix GISAID 3adukcupoBaHO 1eTOHUPOBAaHUE Ba-
puanTa Omicron u3 215 ctpan u Tepputopuii (Ha npeasiayiien Henene — 214): ABctpanus,
ABctpusi, AzepOaiimxkan, Anbanusi, Ammkup, Amepukanckoe Camoa, AHmoppa, AHrona,
Anturya u bapOyna, Auruibs, Aprentuna, Apmenus, Apy6a, Adranucran, banrnazge,
bap6anoc, baxpeitn, benapych, benwsrus, bepmyackue OctpoBa, benus, benun, bonrapus,
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bonusus, borceana, bocuua u I'epueroBuna, bonaiipe, bpa3zunus, bpyneu, bpuranckue
Buprunckue octpoa, byran, bypynau, bypkuna-®aco, BenukoOpurtanus, Benecyana,
Benrpus, Buprunckue OctpoBa (CIIIA), Beetnam, 'ana, ['antn, 'am6us, ["aitana, I'Baje-
nyna, I'Baremana, I'Bunes, ['epmanus, ['ubpanrap, ['onnypac, I'onkonr, [I'penana, I'pemus,
I'py3us, 'yam, 'abon, Hanus, Jxubytu, Jlomunukanckas Pecny6nuka, Jlomunnka, JIPK
Jemokpatuueckas Pecryonmuka Boctounsiit Tumop, JleMokpatnueckas Pecnyonuka Can-
Tome u [lpuncunu, Eruner, 3amous, 3umbadse, U3pauns, Unaus, Ungonesus, Mopnanus,
Wpaxk, Upan, Upnauaus, Mcnannus, Mcnanus, Utanus, Kado-Bepae, Kazaxcran, Kaitmano-
BBl OcTtpoBa, Kam6omka, Kamepyn, Kanana, Karap, Kennst, Kunp, Kuraii, Kupubaru, Ko-
aymbusi, Kocoso, Kocra-Puka, Kot-a'UByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JIuGepus, JIuan, Jlusus, Jluxtenmreitn, JIutea, Jlecoro (KoponesctBo JlecoTo),
JIrokceMOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizus, Maib-
nuBbl, Manbsta, Mamu, Mapokko, Maptunnka, Mapmamiosl OctpoBa, Maiiorra, Mekcuka,
Mo3zambuk, MongoBa, Monako, Morronusi, Moatceppar, Mesama, Mukponesusi, Hamu-
ousi, Hunepnannel, Hurep, Hurepusi, Heman, HezaBucumoe rocymapctso Camoa, Huyn,
Hopgerus, HoBas 3emannus, Hosas Kanenonus, Hukaprya, Oman, OAD, OctpoBa Kyka, ,
[Takucran, [lanectuna, [Tanama, I[lanay, [1aparsaii, [lannya HoBas I'Bunes, Ilepy, IlopTyra-
nus, Ilonpma, I[Tyspro-Puxo, Peronbon, Pecnybnuka Konro, PecmyOnuka Ceitmienbckue
OctpoBa, PecnyOnuka I'Bunes-bucay, Pecnbnuka Banyty, Pymbinus, Poccus, Pyanna,
CanbBanop, Cen-Mapten, Cunt-Mapten, Caynosckas Apasusi, CeBepnas Makengonus, Ce-
BepHble Mapuanckue octpoBa, Ceneran, Coro3 Komopckux OctpoBoB, Cheppa-Jleone,
CnoBakusi, CnoBenusi, Cunramnyp, Cupusi, CIIA, Cent-Kutc u HeBuc, Cenr-BunceHnt u
I'penanunsl, Cent-Jlrocusi, Cunr-Mapren, CoapyxectBo baramckux OctpoBoB, Comanu,
Cynan, Taunann, TaiiBans, Tanzanus, Tepke u Kaiikoc, Toro, Tonra, Tpunaunan u Tobaro,
Tynuc, Typuusi, Yranna, Y30ekucran, Ykpauna, Ypyrsait, ®unnsuaus, Opannus, Opan-
nysckas ['Buana, @paniysckas [lonmunesus, @umununsl, XopBatus, YepHoropus, Yexus,
Uumu, Yan, LUAP, lseuwms, IIseitnapus, Llpu-Jlanka, DxBagop, DCTOHMS, DCBaTHHH,
Oduonus, DxBaropuanvhas ['Bunes, IOAP, lOxnas Kopes, IOxusiii Cynan, Snonus,
SImaiika.

3a npomenmue 4 Heaenu 51 crpana (23,7%) (3a npeasiaymue — 59 crpan (27,6%)
JOTIONHUIN JaHHBIE O JEMOHUPOBAHMM TEHOMHBIX IOCJeaoBaTeNbHOCTe Omicron B
GISAID.

JlnHaMuKa pacrnpocTpaHeHUs B MUpe cyOBapuaHToB Omicron CeKBEHHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID mpencrasnena Ha pucynke 1. Cpenu nupKyiupyo-
mux B Hacrosimee Bpems mraMMmoB SARS-CoV-2 nomunupyror cyoBapuantel EG.5.1.1
(12,29%), EG.5.1.3 (8,6%), EG.5.1 (7,18%), XBB.1.16.6 (5,01%).



Omicron sublineages
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe
(o cocrosinuto Ha 26.09.2023 r.)

I'eHeTHyeckoe pa3sHOOOpa3ue MUPKYJIUPYIOIIMX B PErHOHAX MHpPa CyOBapHaHTOB
Omicron 3a nocnegnue 4 Henenu nmokasaHo Ha pucyHke 2. B CeBepHoit AMepuke mocne-
Hue 4 Henmenu qoMuHHPYIOT cyoBapuantel EG.5.1.1 (10,29%) u XBB.1.16.6 (8,19%), B Es-
pore — EG 5.1.3 (11,58%) u EG.5.1.1 (10,98%), B cTpanax Asum — EG.5.1.1 (21,15%) u
HK.3 (15,91%), B Tuxookeanckom perumone — EG 5.1.1 (13,89%) u XBC.1.3 (10,32), B
Oxnoit Amepuke — GK.1.1 (20,75%) u XBB.1.5 (8,49%), B Adpuke — XBB.1.41.1
(13,89%) u XBB.1.16.11 (8,33%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHax Mupa 3a 4 Hefenu
(c 28 aBrycTta o 26 centsi0ps 2023 r.)

3a nocnennue 4 Helelu B MUPE pacnpocTpaHEeHHOCTh BapuaHToB VOI Bo Bcex peru-
OHax BO3pOCia, WX JOJS OCTaeTCs Mpeodaaroliell Cpelud CEKBEHHPOBAHHBIX T'€HOMOB
SARS-CoV-2, nau6onpmast — B crpanax FOxHoit Amepuku, CeBepHoil AMepuku u A3uu
(81,1%, 68,7%, 68,1% coorBercTBeHHO). Hanbombiiee konmdyectBo cyoBapuantoB VUM
mupkysupoBanio B Appuke, CeBepHoii AMepuke u Tuxookeanckom peruone (47,2%, 29,8%

u 28% cooTBeTCTBEHHO) (pHC. 3).
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Former VOCs/VQIs/VUMs

by BII/GIS, A*STAR Singapore

Pucynok 3. Pacnpoctpanenue cyoBapuanToB Omicron B peTHOHAX MUPa, CEKBEHUPOBAH-
HBIX ¢ 28 aBrycTta 1o 26 cents6ps 2023 r.

BapuanThl, Bei3biBawime uarepec (VOI)
ITo coctosinuto Ha 29 centsiOpst 2023 r. B 6a3y nanusix GISAID EpiCoV nocnenosa-
tenpHOCTH, OoTHOCsImUecss Kk XBB.1.5 (Kraken) memonmpoBanbl u3 137 ctpan. OtmeueHa

TEHJICHIUSI CHUKEHUS B IIUPKYJISIUU cyOBapuaHTta. 3a mocieqHue 4 Hepenu HanOolbiiee
pacnpocTpaHeHue cyoBapuaHT nonyuni B bpasumun — 72,5%, Aprentune — 63,6%, DxBa-
nope — 38,5%, FOAP — 27,3%, Ucnianuu — 16,7%, bensruu — 14,6%.

Cy6Bapuant XBB.1.16 (Arcturus) nenmonupoBan u3 110 ctpan. 3a nocnennue 4 He-
JIeNId CyOBapUaHT NMPEUMYIECTBEHHO Bblaesiian B Pymbiauu (37,8%), Unauu (31%), Benu-
koOpuranuu (30,4%), Iperun (28,6%), Tamnauae (26,9%), CIIA (25,2%), Upnanauu
(19,4%), benbrum (18,6%), Hunepnangax (16,7%), Janun (16,3%), SAnonuu (16,1%) u Ka-
naze (15,9%).

Cy6Bapuant EG.5 (Eris) cexBenupoBan nabopatopusimu 79 ctpaH (Ha mpeablayIiei
Henene — 75 crpanbl). B 6a3ze nanaeix GISAID nenonuposano 45 791 reHom cyOBapuaHnra,
(na mpomwtoi Henene — 35 787 renomoB). B Kurae, Cunranype, FOxnoit Kopee, IToptyra-
muy, [lIBeruu, Kanage n Mranuu mons cyOBapuaHTa cpefyi CEKBEHUPOBAHHBIX 3a TOCIE]-
Hue 4 "Henenu mwrammoB Omicron cocraswmia 84,7%, 70,2%, 51,1%, 50,6%, 46,8%, 45% u
42,5% COOTBETCTBEHHO.



[Tocnennsis oOHOBIIEHHAs olleHKa prucka s EG.5 Opina onybnukoBana BO3 21 cen-
Ta0pst 2023r. Ha ocHOBaHMM MMEIONIUXCSA JAHHBIX PUCK AJIsI OOIIECTBEHHOIO 3paBOOXpa-
HeHus, co3naBaembiii EG.S, olleHMBaeTcst Kak HU3KHM HA r100albHOM YPOBHE, YTO COOTBET-
CTBYET pUCKY, cBa3aHHOMY ¢ XBB.1.16 u aApyrumMu nupKyIupyOUIMMU B HACTOSIIIEE BPEMs
VOI. Xots EG.5 npoieMoHCTpHpOBa NOBBIIICHHYIO paCIPOCTPAHEHHOCTh, TPEUMYIIIECTBO
B POCTE U CBOMCTBA YKJIOHEHHS OT UMMYHHUTETA MO CPABHEHUIO C APYTHMMH LIHUPKYIUPYIO-
IIMMU B HACTOsAIIEE BpeMsl BapHaHTaMU, Ha CETOJHAIIHUNA JIEHb HE 3apEeTUCTPUPOBAHO HHU-
KaKWX U3MEHEHUH B TSXKECTH 3a00JIeBaHUSI.

Bapuaursl, Haxoasimuecs nojx Haoaoaeauem (VUM)
CybBapuantr XBB.1.9.1 (Hyperion) cexkBenupoBan mnabopatopusimu 119 crpan.

HaGmromaercs TeHaeHIMs CHUYKEHUS UPKYISIMU cyOBapuanta. Hanbosnbiiee pacipocrtpa-
Henne XBB.1.9.1 3a mocinenHue 4 Hemenu OTMEYCHO B CICHYIONIMX CTpaHax: ['py3us
(66,7%), Xopsatus (33,3%) u CLIA (14,8%).

Hupkymsius cyoBapuanta XBB.1.9.2 3adpukcuposana B 99 crpanax, mo cpaBHEHHUIO
C TIpeaBIAYyIIeH Heelel pacipoCTpaHeHHOCTh ocTanack Ha ypoBHe 11,2%.

Ha 29 centsiOpst KoM4ecTBO CTpaH, U3 KOTOPBIX MPEACTABICHB T€HOMHBIE TIOCIIEI0-
BaTenbHOCTH cyOBapmanta XBB.2.3 (Acrux) cocraswio 100. 3a mocnemgnue 4 Hemenu
HauOOJIBIIIEe pacHpoCTpaHeHHe cyOBapuaHT moayuna B Muguum (66,7%), Taunanme
(23,9%), Pymbinuu (23,4%), @panunu (19,8%).

B 6a3e nannbix GISAID renomsl cy6Bapuanta CH.1.1 (Orthrus) nemonupoBansl u3
106 crpan. B llBeitapuu, Ucnanuu, M3panne, Apctpanuu u HoBoii 3enanauu 3a mocien-
Hue 4 Hexenu 3adUKCUPOBAHO HAMOOJBINEE pAaCHpPOCTpaHEHHE CyOBapuMaHTa Ha YpPOBHE
11,5%, 9%, 8,2% coOTBETCTBEHHO.

Cy6Bapuant XBB (Gryphon) nupkynupyer B 143 crpanax mupa. 3a nocneanue 4
HeJenn HauOoJblllee pacnpocTpaHeHue cyoBapuanT nonyuun B [lakucrtane (52,4%), bpa-
swmu (15,4%), SAnonnn (9,3%), I'peunn (8,8%), Utanuu (7,5%).

Cyo6Bapuant BA.2.86 (Pirola) mo coctosHuio Ha 29 ceHTsA0ps mupKyaupyer B 23
CTpaHax Mupa. 3a nocienHue 4 Henenu HauOoJIbIIEe pacpoCTpaHeHHe CyOBapHaHTa OTMe-
yeHo B Jlanuu (4,9%).

Wudopmarnysi mo OOHOBJICHHBIM JaHHBIM O JCMOHHPOBAHHBIX T€HOMax BHpYca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabnuie 1.



Ta6auua 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B toMm uucie xo-

[IpoueHTt reno-

KomuecTBo MOB, OTHOCSI-
EIOHUPO- JIMHCECTBO TCHO™ 1 v est & BapUaH-
I MoB Omicron, )
Crtpana Vt{pexcz[eHHe IIPpOBOAUBHICC CCKBCHUPOBAHUC BaHHbIX Te- ACTIOHUPOBAHHBIX Ty Omicron
P ’ HOMOB (B.1.1.529), ne-
. 3a mociieaHue 4
Omicron nenenn (02.09. — MOHUPOBAHHBIX
(B.1.1.529) 29.09.2023 ) 3a nocieauue 4
HEeOeIHu
ABctpanmus  (cradbmamsarmus | NSW Health Pathology — Institute of Clinical Pa-
3a00JIeBAEMOCTH) thology and Medical Research; Westmead Hospi- 165051 471 100,0
tal; University of Sydney
ABctpus (crabunmsarus 3a- | Bergthaler laboratory, CeMM Research Center for
00J1eBacMOCTH) Molecular Medicine of the Austrian Academy of 191519 78 100,0
Sciences
Asep0aiimkan (ctabunmmsarms | National Hematology and Transfusiology Center 20 0 0.0
3a00J1€Ba€MOCTH) ’
Anbanus (crabwiamsanus 3a- | Respiratory Virus Unit, National Infection Ser-
. . 777 0 0,0
0oyeBaeMoCTH) vice, Public Health England
Amxup (crabummsanus 3a00- | National Reference Center for Viruses of Respira-
. . . 574 0 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabmiam3amus 3a- 1451 0 0,0
6oeBaeMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
. ) ; . 124 0 0,0
ounmsanus 3adboneBaemoctr) | sion of Viral Diseases, Pathogen Discovery
Anrmnes (crabmmusarnus 3a- | Carrington Lab, Department of PreClinical Sci-
00JIEBAEMOCTH ) ences, Faculty of Medical Sciences, The Universi- 54 0 0,0

ty of the West Indies




Amnrona (crabunuzanus 3a00-

KRISP, KZN Research Innovation and Sequenc-

: 169 0 0,0
JICBACMOCTH) ing Platform
Anpmoppa (crabmnusanus 3a- | Instituto de Salud Carlos 111
323 0 0,0
00J1IeBaEMOCTH )
Anturya u bapOyma (crabu- | Carrington Lab, Department of Preclinical Scienc-
nu3anus 3a00J1€BaeMOCTH es, Faculty of Medical Sciences, The University of 131 0 0,0
the West Indies, St Augustine Campus
Aprentuna  (craOwimsarus | Instituto  Nacional Enfermedades Infecciosas 9531 14 100,0
3a00JIeBAEMOCTH ) C.G.Malbran
Apmenus (crabmnmsanus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaCMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0 0.0
formatics Institute and Molecular Biology IBMPh ’
RAU, Republic of Armenia
Apy6a (crabmnmsanus 3a00- | National Institute for Public Health and the Envi-
1060 0 0,0
JIEBAEMOCTH ) ronment(RIVM)
Adranucran (crabunmzarms | Central Public Health Lab 9 0 00
3200JICBAa€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0 0.0
au3anuys 3a00J1€BaEMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnmagem  (crabunmsanms | Child Health Research Foundation
2207 0 0,0
3200JIeBa€MOCTH)
bapbanoc (crabunmsarust 3a- | Carrington Lab, Department of PreClinical Sci-
0oJ1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 932 0 0.0
Faculty of Medical Sciences, The University of ’
the West Indies
baxpeitn (crabmmusanus 3a- | Communicable Disease Laboratory, Public Health
: 7092 0 0,0
00JIEBAEMOCTH) Directorate
benapych (crabmimsanus 3a- | Laboratory for HIV and opportunistic infections 120 0 0.0
0011eBa€MOCTH) diagnosis The Republican Research and Practical ’
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Center for Epidemiology and Microbiolo-
gy(RRPCEM)

bemu3 (crabunuzarus 3a60-

Texas Children's Microbiome Center

703 0 0,0
JIEBAEMOCTH)
bensrus (poct 3aboneBaemo- | KU I__euve_n, Rega Institute, Clinical and Epidemi- 95601 262 100,0
CTH) ological Virology
benun (crabunmsanus 3a0o0- | Institut fiir Virologie — Institute of Virology —
: 518 1 100,0
JICBAEMOCTH ) Charite
bepmynckue octpoBa (crabu- | Respiratory Virus Unit, National Infection Ser-
. : 191 0 0,0
nu3anus 3a00J1eBaeMOCTH) vice, Public Health England
Bonrapus (poct 3abonesae- | National Center of Infectious and Parasitic Dis-
7420 0 0,0
MOCTH) eases
bonuBus (cumxenue 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ '
Bonsiip (crabmimzanus 3a60- | National Institute for Public Health and the Envi-
1073 0 0,0
JICBAEMOCTH) ronment(RIVM)
bocuust u I'epuerosuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounm3anus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 246 0 0,0
boratory
borcBana (crabmnmsanus 3a- | Botswana Institute for Technology Research and
. 3452 0 0,0
00JIEBAEMOCTH) Innovation
bpasunus (poct 3abonesae- | Instituto Adolf_o Lutz, Interdiciplinary Procedures 113198 61 100.0
MOCTH) Center, Strategic Laboratory
bpuranckue Buprunckue | Caribbean Public Health Agency
OctpoBa (cTabunuzamusi 3a- 46 0 0,0
0011€BaEMOCTH)
bpyneii (crabunmzanus 3a60- | National Public Health Laboratory, National Cen-
JICBACMOCTH ) tre for Infectious Diseases(National Virology Ref- 6086 5 100,0

erence Laboratory)




byran (crabunusanust 3abo-

AFRIMS

100 0 0,0
JIEBAEMOCTH )
bypkuna-®aco (crabmausa- | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1ust 3a0071€BaEMOCTH ) ’
bypyuau (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00J1eBa€MOCTH) National Institute of Public Health ’
Benukobopuranus (cradmiu- | COVID-19 Genomics UK (COG-UK) Consorti-
3a1us 3a00JI€BaCMOCTH) um. Wellcome Sanger Institute for the COVID-19 1479632 3037 100,0
Genomics UK (COG-UK) consortium.
Benrpus (poct 3aboneBaemo- | National Laboratory of Virology, Szentagothai
469 0 0,0
CTH) Research Centre
Benecysna  (crabmnmsanus | Laboratorio de Virologia Molecular
757 0 0,0
3a00J1€Ba€MOCTH)
Boernam (crabwimsarus 3a- | National Influenza Center, National Institute of 6411 0 0.0
6oseBaeMOCTH) Hygiene and Epidemiology(NIHE) ’
['abon (ctabunmsamnms 3a6o- | Centre de recherches médicales de Lambaré- 9 0 00
JIEBAEMOCTH) né¢(CERMEL) ’
lautu (crabunmsarusi 3a60- | Laboratoire National de Santé Publique - 425 0 0.0
JIEBAEMOCTH) LNSP(HAITI — LNSP) ’
laitana (crabmmmsanus 3a60- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
'am0us (cradbunmsanus 3a060- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH)
l'ana (crabwimsanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 9343 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'Bamenyna  (crabunmsarms | National Reference Center for Viruses of Respira- 686 1 100.0

3a00JIeBa€MOCTH)

tory Infections, Institut Pasteur, Paris
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I'Baremana  (cTrabunmuzanms

Asociacion de Salud Integral/Clinica Familiar Luis

< . 3915 10 100,0
3a0071€Ba€MOCTH) Angel Garcia
I'Bunes (crabmmuzarus 3a60- | Centre de Recherche et de Formation en Infectiol- 596 0 0.0
JICBACMOCTH ) ogie Guinée ’
I'Bunes-bucay  (crabmamsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
I'epmanus (ctabunuzanus 3a- | Charité Universititsmedizin Berlin, Institutfiir Vi-
00JIeBaCMOCTH) rologie. Institute of infectious medicine & hospital 575316 167 98,8
hygiene, CaSe—Group.
I'mbpanrap  (crabunmsarms | Respiratory Virus Unit, National Infection Ser- 199 0 0.0
3200JIeBaEMOCTH ) vice, Public Health England ’
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00J1eBacMOCTH) Memorial Institute For Health Studies ’
I'onkonr (crabumusanus 3a- | Hong Kong Department of Health 13694 16 100.0
6oseBaeMOCTH)
I'penana WINDREF/SGU Laboratory 106 0 0,0
I'penust (poct 3aboneBaemo- | Greek Genome Center, Biomedical Research
CTH) Foundation of the Academy of Athens(BRFAA) 19920 321 100,0
I'py3ust (crabunmsarust 3a00- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public
Health Research, National Center for Disease 2383 14 100,0
Control and Public Health(NCDC) of Georgia.
I'yam (crabumuzarus 3abome- | Centers for Disease Control and Preven-tion Divi-
. . : . 490 0 0,0
BAEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabunusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aal_borg_Unlversn_y. Dgpartme_nt of Virus 365960 292 100,0
and Microbiological Special Diagnostics, Statens
Serum Institut.
Jlomunanka  (crabunusarms | Carrington Lab, Department of PreClinical Sci- 10 0 0,0
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3a00J1€Ba€MOCTH)

ences, Faculty of Medical Sciences, The Universi-
ty of the West Indies, St Augustine Campus

Jlomunukanckas PecmyOnmka

Respiratory Viruses Branch, Centers for Disease

(crabunmsarus 3aboneBaemo- | Control and Prevention, USA 1963 2 100,0
CTH)
Jlemokpatnueckass  Pecmy0- | Pathogen Sequencing Lab, National Institute for
nuka Konro (crabmmmsarus | Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u Ilpuncunu | LNR-TB
(cTabmm3anus 3a00j1eBaeMO- 1 0 0,0
CTH)
Eruner (crabunmusanus 3a60- | Main Chemical Laboratories Egypt Army
2789 0 0,0
JIEBAEMOCTH)
3ambOus (crabmmmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1247 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabmnusanus 3a- | National Microbiology Reference Laborato-
: ) 316 0 0,0
00J1eBa€MOCTH) ry(Quadram Institute Bioscience)
Wzpawns (ctabmmmsanus 3a- | Central Virology Laboratory, Israel Ministry of 117450 448 98.9
00JIeBaEMOCTH) Health
WNunus (crabunmsanust 3a60- | Department of Neurovirology, National Institute
JIEBA€MOCTH) of Mental Health and Neuroscienc-
es(NIMHANS).CSIR—Centre for Cellular and Mo- 142309 45 100,0
lecular Biology
WNunone3uss  (cradmmmsarus | National Institute of Health Research and Devel-
39687 0 0,0
3200JIeBa€MOCTH) opment
Wopnanust  (cradbunusanms | Andersen lab at Scripps Research, CA, USA
243 0 0,0
3200JIeBa€MOCTH)
Wpak (crabunu3zamus 3abone- | Biology, College of Education Department of Vi- 384 0 0.0

BAEMOCTH)

rology, Faculty of Medicine, University of Helsin-
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ki, Helsinki, Finland generated and submitted to
GISAID

Wpan (ctabmnmmsanus 3aboiie-

National Reference Laboratory for COVID-19,

. 2649 0 0,0
BAEMOCTH) Pasteur Institute of Iran
Wpnangus  (crabunmsarms | National Virus Reference Laboratory 58937 261 100,0
3a0071€Ba€MOCTH)
Wcnanaus (ctabmnusarnus 3a- | Landspitali Department of Clinical Microbiology 10816 55 100.0
00JIEBAEMOCTH )
Wcnanus (crabunmsarus 3a- | Hospital Universitario 12 de Octubre 197325 781 941
00J1IeBaEMOCTH )
Wranus (crabunmsanus 3a00- | Army Medical Center, Scientific Department, Vi- 89811 449 100.0
JICBAEMOCTH ) rology Laboratory
Kab6o—Bepne (cradmnmsarus | Institut Pasteur de Dakar 746 13 100.0
3a00J1€Ba€MOCTH)
Kazaxcran  (crabwnmmsanms | Reference laboratory for the control of viral infec-
. 2069 0 0,0
3200JICBA€MOCTH ) tions
Kambomxka  (crabmnmsarms | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
3a00JIeBa€MOCTH)
Kamepyn (crabmmuszanus 3a- | CREMER(Centre de Rechercherches sur les Mal-
. . 1306 0 0,0
00JIEBAEMOCTH) adies Emergentes et Ré—émergentes)
Kanana (crabwimsanus 3a60- | Laboratoire de santé publique du Québec 306437 3431 100.0
JIEBAEMOCTH)
KaiimanoBbI ocTpoBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cradbwmumsanus 3a00- | Biomedical Research Center(BRC), Qatar Univer- 1540 0 0.0
JICBACMOCTH) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome  Trust  Research  Pro- 5526 0 0.0
JIEBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kurmp (crabunuzanus 3abomne- | Department of Molecular Virology, Cyprus Insti- 465 0 0.0

BAEMOCTH)

tute of Neurology and Genetics
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Kurait (crabunuzamus 3a60-

National Institute for Viral Disease Control and

X 57235 858 100,0
JIEBAEMOCTH ) Prevention
Konymbus  (crabunmsarms | Instituto Nacional de Salud— Direccion de Investi-
., it 15032 0 0,0
3200JIEBAEMOCTH) gacion en Salud Publica
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
JU3aIHs 3a00J1eBAEMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabmmm3anms 3a60- | Charité¢ Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JICBAEMOCTH ) rologie ’
Kocra—Puka (cradbmmmsanus | Inciensa, Instituto Costarricense de Investigacion
N L, 9399 2 100,0
3a00JIEBAEMOCTH) y Ensefianza en Nutricion y Salud
Kor A'MByap (cradumm3arus | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labor- 239 0 0,0
atory
Ky6a (crabunuzanus 3aboie- | Respiratory Infections Laboratory
526 0 0,0
BAEMOCTH)
KygeiiT (crabunuzanus 3a6o- | Virology Unit, Department of Microbiology, Fac-
- . 914 0 0,0
JICBAEMOCTH ) ulty of Medicine, Kuwait
Keipreizcran  (crabmnmmsanmst | SRC VB “Vector”, “Collection of microorgan-
e 45 0 0,0
3a00JIeBa€MOCTH) isms” Department
Kropacao (crabmmmsanms 3a- | National Institute for Public Health and the Envi-
1222 0 0,0
6oseBaEMOCTH) ronment(RIVM)
Jlaoc (crabunumsanus 3adone- | LOMWRU/Microbiology Laboratory, Mahosot
i 874 1 100,0
BAaCMOCTH) Hospital
JCITaE)Bm (poct 3aboneBaemo- | Latvian Biomedical Research and Study Centre 14977 0 0.0
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 138 0 0.0
JIEBAEMOCTH ) the National Health Laboratory Service ’
JIuGepusi (cradbwmusanus 3a- | Center for Infection and Immunity, Columbia 33 0 0.0

6011€eBaeMOCTH)

University
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JluBan (crabunmuzanusi 3a0o0-

Laboratory of Molecular Biology and Cancer Im-

JICBACMOCTH ) munology, Lebanese University Public Health 871 22 100,0
England
JluBus (crabwnmsanus 3a60- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (poct 3aboaesaemo- | Vilnius University Hospital Santaros Kilinikos,
. 11217 0 0,0
CTH) Center of Laboratory Medicine
Jluxtenmren  (crabunam3sa- | Bergthaler laboratory, CeMM Research Center for
1115 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JIrokcemOypr (poct 3abore- Labqratmre na_tlonal de santé, Microbiology, Mi- 36286 35 1000
BaEMOCTH ) crobial Genomics Platform
Maxkao (crabunusanus 3a60- | Centro de Sequenciamento Gendmico 1 0 0.0
JIEBAEMOCTH) :
Magpuknii  (ctabunmsarmst | CNR Virus des Infections Respiratoires — France
7434 0 0,0
3200JICBA€MOCTH ) SUD
Maspuranus (cradunusamus | INRSP-Mauritania
7 0 0,0
3200JIeBa€MOCTH)
Maitorta (crabmnusanus 3a- | National Reference Center for Viruses of Respira-
. : . 373 0 0,0
00J1IeBaEMOCTH ) tory Infections, Institut Pasteur, Paris
Mamnaiizus (crabunusanus | Institute for Medical Research, Infectious Disease
3a00JIeBAEMOCTH) Research Centre, National Institutes of Health, 32058 0 0,0
Ministry of Health Malaysia
Manaeu (crabmmmsarus 3a- | KRISP, KZN Research Innovation and Sequenc-
: 283 0 0,0
0oy1eBaeMOCTH) ing Platform
Manu (crabunmsanus 3a60- | Northwestern University — Center for Pathogen
. : : : 159 0 0,0
JIEBAEMOCTH) Genomics and Microbial Evolution
Manbaueel  (crabunusanms | Indira Gandhi Memorial Hospital 333 0 0.0

3a00JIeBa€MOCTH)
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Mansta (cTabuinzanus 3a00-

Molecular Diagnostics Pathology Department Ma-

JICBACMOCTH) ter Dei Hospital Malta 163 0 0.0
MapiamioBsl octpoBa (crta- | State Laboratories Division, Hawaii State Depart-
37 0 0,0
ownuzanus 3a0oaeBaemoctr) | ment of Health
Mapokko (crabuausaius 3a- | Laboratoire de Biotechnologie 1330 5 100,0
00JIeBaEMOCTH )
Maprunanka (crabmnuzamms | CNR Virus des Infections Respiratoires — France
1544 0 0,0
3a00J1€Ba€MOCTH) SUD
Mexkcuka (cTaOuausanus 3a- Inst_ltuto de 16iagnostic y Referencia Epidemio- 43935 12 100.0
00JIeBaEMOCTH) logicos (INDRE)
Mo3zamouk  (cradmimsanus | KRISP, KZN Research Innovation and Sequenc-
: . 731 0 0,0
3a00JIeBAEMOCTH ) ing Platform, South Africa
Monpgapuss  (crabmnmsamus | ONCOGENE LLC 698 0 0.0
3a00J1€Ba€MOCTH)
Monako (crabwmsanus 3a- | National Reference Center for Viruses of Respira-
. : . 16 0 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Mownronust  (crabwnmmsarmst | National Centre for Communication Disease 917 0 0.0
3a00JIeBa€MOCTH) (NCCD) National Influenza Center ’
MownTtceppar (ctabunmsarms | Carrington Lab, Department of Preclinical Scienc-
3a00J1€Ba€MOCTH) es, Faculty of Medical Sciences, The University of 12 0 0,0
the West Indies
Mpbsama (ctabunuzanust 3a- | DSMRC 128 0 0.0
0011€BaEMOCTH)
HamuoOus (crabmmusanus 3a- | National Institute for Communicable Diseases of 806 0 0.0
00J1eBa€MOCTH) the National Health Laboratory Service ’
Henan (crabunuzamus 3a60- | Molecular and Genomics Research Lab, Dhulikhel
JIEBA€MOCTH ) Hospital, Kathmandu University Hospital School 1284 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabmnmsanms 3a00- | National Reference Laboratory, Nigeria Centre 123 0 0,0
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JICBAEMOCTH ) for Disease Control
Hurepust (cradbmnmsarus 3a- | African Centre of Excellence for Genomics of In-
00JIeBaEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3168 0 0,0

sity
Hupnepmanasr (poct 3aboie- | National Institute for Public Health and the Envi- 77100 300 100,0
BaeMOCTH) ronment(RIVM)
Huy» 39 0 0,0
HoBast 3enmanmus (crabwiu- | Institute of Environmental Science and Re- 33334 316 100.0
3a1ms 3a00JI€BaCMOCTH) search(ESR)
HoBas Kanenonus (cradmmu- | Laboratoire de Microbiologie Centre Hospitalier

o S 62 0 0,0

3a1us 3a00J1€BaCMOCTH) Territorial de Nouvelle-Calédonie
Hopserus (crabunu3aius 3a- Norv_veglan Institute of Public Health, Department 35109 31 100.0
00JIEBAEMOCTH ) of Virology
OAD (crabmmmsanms 3adomne- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BAa€MOCTH ) nomics UK(COG-UK) Consortium ’
Owman (crabmmuzarus 3a00- | Oman—National Influenza Center 481 18 100.0
JIEBAEMOCTH)
OctpoBa Kyka 189 0 0,0
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-

: L 3383 16 72,7
00JIEBAEMOCTH) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 66 0 0.0
JICBAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna  (crabunmsarms | Biochemistry and Molecular Biology Department— 81 0 0.0
3200JIeBa€MOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (ctabunmsarus 3a- | Gorgas memorial Institute For Health Studies 3934 5 100.0
6oJeBaEMOCTH)
[Tammya Homass I'sumest (crta- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
Oum3aius 3adboneBaeMocTr) | VICeS ’
[Taparsaii (ctabunm3sanus 3a- | Laboratorio Central de Salud Publica de Paraguay 2124 0 0,0
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00J1IeBAEMOCTH )

[Tepy (cTabunuzarus 3adoie-

Laboratorio de Referencia Nacional de Bio-

BAEMOCTH) tecnologia y Biologia Molecular. Instituto 35904 0 0,0
Nacional de SaludPert
[Toneira (crabunmsanus 3a- | genXone SA, Research & Development Laborato- 44793 19 100,0
00JIeBaEMOCTH ) ry
[Mopryramus (ctabunmsarms | Instituto Nacional de Saude(INSA) 93660 275 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (crabmmmsanms | Centers for Disease Control and Prevention Divi-
. . i : 17619 28 100,0
3200JIeBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecniyonuka Banyaty (cra- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
ounuzanus 3a06oaeBaemoctr) | Laboratory (MDU-PHL) ’
Peciyonuka Jxubytu (cra- | Naval Medical Research Center Biological De-
. 633 0 0,0
ownuzanus 3a0oaeBaemoctr) | fense Research Di-rectorate
Pecnyomuka Kupubatu (cra- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
Omnmsanus 3aboneBaemoctn) | Laboratory (MDU-PHL) ’
Pecnyonuka Konro (crtabu- | Institute of Tropical Medicine
210 0 0,0
nu3arys 3a0071eBaeMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTrabmmzanus 3aboeBaeMo- 57 0 0,0
CTH)
Pecny6nuka Hukaparya (cra- | MSHS Pathogen Surveillance Program,
ownmmsanus 3a6oneBaemoct) | CNDR, Departamento de Virologia 335 0 0,0
Pecny6nuka CansBagop (cra- | Genomics and Proteomics Departament, Gorgas 445 0 0.0
ounmsarus 3aboneBaemoctr) | Memorial Institute For Health Studies ’
Pecnyomuka Yan (crabwimu- | Pathogen Genomics Lab, National Institute for Bi-
3a1us 3a00J€BaCMOCTH ) omedical Research (INRB), 8 0 0,0
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Petonbon (cTabmnmzanus 3a-

CNR Virus des Infections Respiratoires — France

00JIeBaEMOCTH) SUD 12132 . 100,0
Poccuss (poct 3aboneBaemo- | WHO National Influenza Centre Russian Federa-
CTH) tion. Center for Precision Genome Editing and
Genetic Technologies for Biomedicine, Pirogov
Medical University, Moscow, Russian Federation.
Federal Budget Institution of Science, State Re-
search Center for Applied Microbiology & Bio-
technology. Group of Genetic Engeneering and
Biotechnology, Federal Budget Institution of Sci- 46437 6 100,0
ence ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Pro-
tection and Human Well-being Surveillance. State
Research Center of Virology and Biotechnology
VECTOR, Department of Collection of Microor-
ganisms.
Pyanna (cradbunusamus 3a6o- | GIGA Medical Genomics 197 0 0.0
JICBAa€MOCTH ) ’
Pymbraus (poct 3a6oneae- | National Institute of Infectious Diseases—Prof. Dr.
MOCTH) Matei Bals Molecular Diagnostics Laboratory 11671 119 100,0
Camoa Institute of Environmental Science and Research
169 0 0,0
(ESR)
CaynmoBckast ApaBus (crabu- | Infectious Diseases, King Faisal Hospital Re- 1338 0 0.0
nu3arus 3a0071€eBaeMOCTH) search Center ’
Cesepras Makenonus (cta- | Institute of Public Health of Republic of North
ounm3arus 3aboneBaemoctr) | Macedonia Laboratory of Virology and Molecular 310 0 0,0
Diagnostics
Cesepubsle Mapuanckue oct- | Centers for Disease Control and Prevention Divi- 2090 0 0.0

poBa (cTabunuzanmsi 3a0o0iie-

sion of Viral Diseases, Pathogen Discovery
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BAEMOCTH )

Ceitmensl (cTabumu3amus 3a-

KEMRI- Wellcome Trust Research Programme,

- 619 0 0,0
00J1eBa€MOCTH) Kilifi
Ceneran (craommmsanus 3a- | IRESSEF GENOMICS LAB 1659 0 0,0
00J1IeBaEMOCTH)
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunmsarus 3aboieBaeMo- | ences, Faculty of Medical Sciences, The Universi- 98 0 0,0
CTH) ty of the West Indies
Cent—Kurc u HeBuc (cradu- | Carrington Lab, Department of Preclinical Scienc-
nau3anus 3a00J1€BaEMOCTH ) es, Faculty of Medical Sciences, The University of 22 0 0,0
the West Indies
Cenr—Jlrocus (crabwmmsamus | Carrington Lab, Department of PreClinical Sci- 186 0 0.0
3200JICBA€MOCTH ) ences ’
CepOust (poct 3aboneBaemo- | Institute of microbiology and Immunology, Facul-
. N 1685 0 0,0
CTH) ty of Medicine, University of Belgrade
Cunranyp (poct 3aboneBac- | National Pupllc He_alth Laboratory, National Cen- 28519 494 100.0
MOCTH) tre for Infectious Diseases
Cen-Maptun (ctabunuzanms | Institut Pasteur 302 0 0.0
3a00J1€Ba€MOCTH)
Cunt—Mapten  (crabunmsa- | National Institute for Public Health and the Envi-
882 0 0,0
11151 32a00JIeBA€MOCTH) ronment(RIVM)
Cupus (crabunumzanus 3a6o- | CASE-2021-0266829 79 0 00
JIEBAEMOCTH) :
CrnoBakus (crabunusanus 3a- | Faculty of Natural Sciences, Comenius University 97412 1 100.0
00J1€BaEMOCTH)
Crnosenust (poct 3aboneBae- | Institute of Microbiology and Immunology, Facul-
. I - 35945 0 0,0
MOCTH) ty of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0

Ounm3anus 3a60J€Ba€MOCTH)

Laboratory (MDU-PHL)
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Comamm (cTabunmuzarnus 3a-

National Public Health Lab- Mogadishu

11 0 0,0
00JIeBaEMOCTH)
Cynman (crabmamsanus 3a00- | National Institute for Communicable Diseases of 208 0 0.0
JICBACMOCTH ) the National Health Laboratory Service ’
Cypunam (crabmmsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00J1eBa€MOCTH) ronment(RIVM)
CIOA (poct 3aboneBaemo- | Colorado Department of Public Health & Envi-
CTH) ronment. Maine Health and Environmental Test-
ing Laboratory. California Department of Public 2507437 8321 99,9
Health. UCSD EXCITE.
Ceeppa—Jleone (crabmnmsa- | Central Public Health Reference Laboratory 1 0 0.0
1S 3a00J1IEBAEMOCTH ) '
Taunann (crabwmmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 28935 13 100.0
00JICBAEMOCTH) ance
TaiiBanb (crabmmmsarus 3a- | Microbial Genomics Core Lab, National Taiwan
00J1eBaEMOCTH) University Centers of Genomic and Precision 3675 0 0,0
Medicine
Tanzanus (crabunmmsanms 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
00J1IeBaEMOCTH) ’
Tepkc u Kaiikoc (cTabunmsa- | Carrington Lab, Department of Preclinical Scienc-
1S 3a00JIEBAEMOCTH ) es, Faculty of Medical Sciences, The University of 17 0 0,0
the West Indies, St Augustine Campus
Tumop-Jlemtu  (cTabunmsa- | Microbiological Diagnostic Unit — Public Health 1 0 0.0
11151 32a00JIEBAEMOCTH) Laboratory (MDU—PHL) ’
Toro (crabunuzarusa 3a6omse- | Unité Mixte Internationale TransVIHMI(UMI 233
BAE€MOCTH) IRD — U1175 INSERM — Université de Montpel- 507 0 00
lier) IRD(Institut de recherche pour le développe- ’
ment)
Tonra 96 0 0,0
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Tpununan u Tobaro (cradbu-

Carrington Lab, Department of PreClinical Sci-

JU3aIHs 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The Universi- 2729 5 100,0
ty of the West Indies
Tynuc (crabmmmsanust 3a060- | Laboratoire de linique linique — Institut Pasteur de
) 688 0 0,0
JIEBAEMOCTH ) Tunis
Typuus (crabunuzanus 3a60- | Ministry of Health Turkey 91438 0 0.0
JIEBAEMOCTH )
VYrauga (crabmmmsanus 3a6o0- | MRC/UVRI & LSHTM Uganda Research Unit 806 0 00
JIEBA€MOCTH ) ’
VYkpanna (crabmmuzaius 3a- | Department of Respiratory and other Viral Infec-
00JIeBaCMOCTH) tions of L.V.Gromashevsky Institute of Epidemi- 3508 3 1000
ology & Infectious Diseases NAMS of Ukraine, ’
JSC “Farmak”
V36exkucran (cradbmmmsarus | Center for Advanced Technologies 40 0 0.0
3200JIeBa€MOCTH) ’
VYpyreait (ctabunmsanust 3a- | Departamento Laboratorios de Salud Publica 247 9 100.0
00J1IeBaEMOCTH ) (DLSP) Ministerio de Salud Publica ’
deneparuBHbie mTathl Muk- | Pohnpei State Hospital,
poHesun (crabunmsanms 3a- | State Laboratories Division, Hawaii State Depart- 85 0 0,0
00JIeBaEMOCTH) ment of Health
Oumunmuabl - (cradmwimsanus | Philippine Genome Center 14882 0 0.0
3a00J1€Ba€MOCTH)
dunnsaaus (poct 3abonesa- | Department of Virology, Faculty of Medicine,
N o 23347 0 0,0
€MOCTH) University of Helsinki
®pannus (camkenune 3ad6oie- | CNR Virus des Infections Respiratoires — France 382840 9136 100.0
BAEMOCTH) SUD
®pannysckas ['Bmana (cta- | National Reference Center for Viruses of Respira- 1682 4 100,0

Onnm3anusi 3a00J€BAEMOCTH )

tory Infections, Institut Pasteur, Paris
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®paniry3ckast IMonmuesus | National Reference Center for Viruses of Respira-
(crabunuzanus 3aboneBaemo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
Xopsarus (crabunm3arnus 3a- | Croatian Institute of Public Health 24897 33 100.0
00JIeBaEMOCTH)
LIAP (crabmmuzanus 3abome- | Pathogen Sequencing Lab, National Institute for 80 0 0.0
BAaCMOCTH ) Biomedical Research(INRB) ’
Yepuoropust (crabunmsanus | Charité Universitditsmedizin Berlin, Institut fiir Vi- 484 0 00
3a00JIeBAEMOCTH ) rologie ’
;lTe:I;)m (poct 3aboseBaemo- | The National Institute of Public Health 33652 4 100.0
Yumu (cHmxenue 3aboineBae- | Instituto de Salud Publica de Chile 95780 0 0.0
MOCTH)
[lBetinapust  (crabunuzanus !Department"qf Biosystems Science and Engineer- 54898 89 100,0
3200JIeBa€MOCTH) ing, ETH Ziirich.
HIserus (cradbunmsanus 3a- | The Public Health Agency of Sweden 116542 699 100.0
0011€Ba€MOCTH)
[pu-Jlanka (cradunmsarus | Centre for Dengue Research and AICBU, Depart-

D 1176 0 0,0
3a00JIeBaEMOCTH) ment of Immunology and Molecular Medicine
OkBagop (crabunmzanus 3a- | Instituto Nacional de Investigacionen Salud Publi- 6135 28 1000
00JIEBAEMOCTH) ca, INSPI
DkBaTopHaIbHAS I'Bunes | Swiss Tropical and Public Health Institute
(cTrabunuzanusa 3aboaeBaeMo- 2 0 0,0
CTH)
Ocesatunam (cradbmnusanus 3a- | Nhlangano Health Centre(National Institute for
00J1eBaEMOCTH) Communicable Diseases of the National Health 676 0 0,0

Laboratory Service)

Octonus (crabunmsanms 3a- | Laboratory of Communicable Diseases(Estonia); 6158 0 0.0

6011€eBaeMOCTH)

Eurofins Genomics Europe Sequencing GmbH
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O¢uonus (crabunuszanus 3a-

International Centre for Genetic Engineering and

0011eBaEMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 119 0 0,0
Genome Sequencing

IOAP (crabunusanmst 3a00- _KRISP, KZN Research Innovation and Sequenc- 26716 18 100.0

JICBACMOCTH) ing Platform.

HOxnas Kopes (crabuamsa- | Division of Emerging Infectious Diseases, Bureau

1Us1 3a00JIEBAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 139386 926 100,0
Disease Control and Prevention Agency

Oxupii Cyman (crabunmsza- | MRC/UVRI & LSHTM Uganda Research Unit,

1Us1 3a00JIEBAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan

Smaiika (crabmmumsamus 3a- | Carrington Lab, Department of PreClinical Sci-

00J1eBacMOCTH) ences, Faculty of Medical Sciences, The Universi- 3260 0 0,0
ty of the West Indies

Snonus (crabmimsarus 3a- | Pathogen Genomics Center, National Institute of 439723 1323 100.0

00J1€BaEMOCTH)

Infectious Diseases
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E:xeneneannoe yxnugoonosaenue BO3 Ne 159 ot 01.09.2023

Bapuantsl SARS-Co0V-2, npeacraBiasiioimne UHTepec, 1 BapUAHTHI, HAXO-
Hecs moJ HadJIoaeHueM

Bo Bcem mupe ¢ 28 aBrycta no 24 centsops 2023 r. (28 gueit) B GISAID 6but0 1€e-
penano 21 773 nocnenoBarensHoctd SARS-CoV-2.

B nactosmee Bpemst BO3 otcnexuBaet Heckonbko BapuanToB SARS-CoV-2, B Tom
quClIe:

Tpu Be3biBaromux naTepec Bapuanta (VOI): XBB.1.5, XBB.1.16 u EG.5. ¢

Cemb BapuaHTOB, Haxonsmuxcs nog monutopunrom (VUM): BA.2.75, BA.2.86,
CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

Bo Bcem mupe EG.5 B Hacrosiiiee Bpemsl sIBIsieTCS HauOoJjiee pacipoCTPaHEHHBIM
VOI, o nem coobmmnu 73 crpansl. Pacnpoctpanennocts EG.5 npopomxaeT pacTu: Ha ee
noito mpuxoautcs 33,6% nocnenoBaTenbHOCTEH, npenctaBieHHbIXx B GISAID nHa 36 He-
nene (¢ 4 mo 10 centsiops 2023 r.) mo cpaBHeHUIO ¢ 25,9% Ha 32 nenene (¢ 7 mo 13 aBry-
cta 2023 r.) (Puc. 4, Tabnuna 2). O6HoBneHHas oneHka pucka aist EG.5 6bu1a omy6nu-
koBaHa 21 ceHts0ps 2023 r., mpu 3ToM 0011ast OTIIeHKa HU3KOTO JAOMOJHUTEILHOTO PHUCKa
JUIsl OOIIIECTBEHHOTO 3/IpAaBOOXPAHEHHMS HA TJI00aJIhHOM YPOBHE OCHOBaHA HA MUMEIOIIUX-
csl paKTUYECKUX AHHBIX. JTO COTIACYETCS C PUCKOM, CBSI3AHHBIM C APYTMMH LIUPKYIIU-
pytomnmu B HacTosimee Bpems VOL.

Pacnpoctpanennocts XBB.1.5 u XBB.1.16 camxaercsa Bo Bcem mupe. Ha XBB.1.5
npuxoaminock 8,6% mocnenoBarenbHOCTe Ha 36 Heaene, uTo MeHbine 12% Ha 32 Hene-
ne. AHanmorudHbIM oOpaszom, Ha XBB.1.6 npuxoaunocs 23,5% mocnenoBaTeabHOCTEN Ha
32 nenene u 18,9% na 36 Henene (pucyHok 5 Tabnuma 2).

B Tabnuie 2 mokazaHo konmuecTBO crpaH, coobmuBmmx o VOI u VUM, a Takxke
ux pacnpoctpaHeHHOcTh ¢ 32 mo 36 uHegemo 2023 r. Cpemun VUM cyOBapuaHT
XBB.1.9.2 npoieMoHCTpUpOBa TEHICHLINIO K YBEIMYCHUIO HUPKYISLUUUA B TEYEHUE OT-
YETHOI'0 mepuoja, torga kak apyrue VUM ¢ noCTaTOYHBIM KOJMYECTBOM I10CIIENOBA-
TEIBLHOCTEHN JJISI MPOBE/ICHUSI OLIEHKU MOKAa3aJIi TeHJICHIIMIO K CHIDKCHHIO WJIN CTaOWIIU-
s3aimu. Yto kacaercs BA.2.86, TO XOTd O MHOCIEAOBATEIBHOCTAX cooOmanocs u3 21
CTpaHbl B IATH pernoHax BO3, ux 4uciio ocTaeTcsl CIMIIKOM HU3KHM, YTOOBI Ompene-
auth TeHaeHuu. VOI u VUM, neMoHCTpUpyIOIMEe TEHICHIMIO K YBEIWYECHUIO, BbIJE-
JICHBI JKENITBIM I[BETOM, T€, KOTOPBIE OCTAJINCh CTAOWIBHBIMHU, BBIJICJICHBI CHUHUM, a T€,
KOTOPBbIE UMEIOT TEHACHIINIO K CHUKEHUIO, BBIJICIICHBI 3€JICHBIM.

Ha pernonanbHOM ypOBHE JaHHBIE CEKBEHHPOBAHHUSI, JOCTATOUYHBIE IIJIsl pacuera
pacmpoCTpaHEeHHOCTH BApUAHTOB B TeueHHe 32—36-i Henenb, ObUIH JOCTYIHBI U3 Tpex
pernoHoB BO3: AMepHuKaHCKOTO peruoHa, 3amajaHo-TuxookeaHckoro pernona u EBpo-
neiickoro pernona. Cpenu VOI Bapuant EG.5 0b11 Hanbosee pacnpoCTpaHEHHBIM BO
BCEX Tpex perunonax, a XBB.1.5 u XBB.1.6 nemoHCTpupoBanu TEHACHINIO K CHUKEHUIO
win ctadmwmsanuu (Tabnaumna 3). Cpenu VUM Bo Bcex Tpex perroHax HaOJ01aauch
crabunbHble TeHaeHuuu it BA.2.75 1 XBB.2.3, tenaenuus kK camkennro it CH.1.1 u

TeHJIeHIIUs K yBeandeHuto i XBB.1.9.2 (tabnuna 3).
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VY4uuTteiBasi TEHASHINIO K CHUKEHUIO 00hEMOB TECTHPOBAHUS M CEKBEHHPOBAHUS BO
BCEM MHpE, CTAHOBUTCS BCE TPYyIHEE OICHUTH CEPbE3HOCTHh MOCIEACTBUN BapHaHTOB
SARS-CoV-2 ¢ myTtamusMu, KOTOpbIE MOTEHIMAIBHO O00eCleurnBaroT 0ojiee BBICOKYIO
3apa3HocTh. B HacTosimee Bpems HET JaOOPaTOPHBIX WM SMUACMHOIOTHYECKUX OTYe-
TOB, YKa3bIBAIOIIMUX HA KaKyl0-mn0o cBsA3b Mexay VOI/VUM 1 noBBILIEHHON TAXKECTHIO
3a0oneBanus. Huskue u Hepenpe3eHTaTUBHBIE YPOBHH T'€HOMHOro Haazopa 3a SARS-
CoV-2 no-tipeskHeMy CO3/Iaf0T MPOOJIEMBI TS aJICKBATHOUW OICHKW CUTYallud C BapuaH-
TaMH.

Tabnuna 2. Exxenenenvuas pacnpoctpaneHHocTs (%) VOI u VUM SARS-CoV-2, ¢
32 mo 36 nenemo 2023 1.

Crpanbl® MocneposatenbHoctb® 2023-32 2023-33| 2023-34 2023-35 2023-36

VOis
XBB.1.5* 125 287491 12.0 10.7 9.7 9.8 8.6
XBB.1.16* 120 69600 23.5 22.4 21.3 21.3 18.9
EG.5 73 31905 25.9 28.1 30.2 30.5 33.6
VUMs
BA.2.75* 128 128180 1.7 1.6 1.7 2.0 2.7
CH.1.1* 99 41367 0.1 0.1 0.1 0.0 0.0
XBB* 136 76999 6.2 5.9 5.2 4.7 4.1
XBB.1.9.1* 114 65528 10.3 9.8 9.5 9.9 8.7
XBB.1.9.2* 92 34137 6.3 6.9 5.7 5.1 5.3
XBB.2.3* 89 19158 7.7 4.8 5.0 53 4.8
HeHasHayeHHble 92 149746 1.3 3.6 24 1.0 -
Opyrne* 211 6778535 4.6 4.7 4.7 4.4 4.7

KonudecTBo cTpaH M MOCIeA0BAaTEIIEHOCTH YKa3aHbl C MOMEHTA TOSBIICHUS BapH-
aHTOB.

* BxiroyaeT MOTOMKH, 32 UCKJIFOUEHHEM TeX, KOTOpble MHAWBUIYaIbHO YKa3aHbI B
npyrux mectax Tabmuuel. Hampumep, XBB* ne Brmouaer XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

+ «Jlpyroe» mpeacraBusieT Apyrue HUPKYIUPYIOLINE JTUHUH TEepeIayn, 3a HUCKIIO-
yenueMm VOI, VUM, BA.1*, BA.2*, BA.3*, BA.4*, BA.5*. 13-3a 3aaepxek uiu peTpo-
CIIEKTHUBHOTO TMPHCBOCHUSI BAPUAHTOB, CIIEYET MPOSBIATH OCTOPOKHOCTH NMPH HHTEP-
IpeTay pacpoCTPaHEHHOCTH KaTeropuu «Jlpyroey.

} Pacnpoctpanennocts BA.2.86 He MoxkeT ObITh paccunTaHa M3-3a OYCHb HEOOJb-
IIOTO KOJIMYECTBA IMOCIIEAOBATEIILHOCTEH; 3TO TAKXKE MPEACTABICHO 3aITPUXOBAHHBIMU
syeiikamu B Tabmiwie. KommuecTBo mocnenoBaTeIbHOCTH U CTPAaHbI ObUTH TOMYyYSHBI U3
GISAID no cocrostauto Ha 8:00 yTpa 29 ceHTsa0ps.
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Tabmuna 3. ExenenenvHas pacnpoctpanenHoct VOI u VUM SARS-CoV-2 no

pernonam BO3
e o AW A0 o R0 s’ wre
VOls
XBB.1.5* v Mhhnnnnm -\\\\\\\_ ©
XBB.1.16* R NI YT
EG.5* 0 DMIMIIINNE - A
VUMs
BA.2.75% £ NMane - Hnage
BA.2.86' : \\\\\\\\\\\\\&\_\\\\\\“ :
CH.1.1* Y MBHIDOONNONONRNEEEE I
XBB* v IHLHIIME. . NN
XBB.1.9.1* < MHinmnnmjmre o ine
XBB.1.9.2* 0 \\\\\\\\‘\\\\\\‘z-\\\\\\ 0
XBB.2.3* > N

* BxiroyaeT MOTOMKH, 32 MCKIIFOUEHHEM TeX, KOTOpble MHJIMBUIAYAIbHO yKa3aHbI B
npyrux mectax Tabmuuel. Hampumep, XBB* ne Bxmouaer XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3. t Pacnpoctpanennocts BA.2.86 He MoxkeT ObITH pac-
CUMTaHa M3-32 OYEHb HEOOJBIIOr0 KOJUYECTBA IMOCIEA0BaTEIbHOCTEN. ¥ U3-3a HEOOb-
IIOr0 KOJMYECTBA MOCJEA0BATEIbHOCTEN, MPEACTABIEHHBIX B 3TUX PErMOHaX, HE yjaa-
nock onpeaenuth TeHaeHuun a1 VOI u VUM B 3TuUX perrnoHax; OHU MPEICTABIECHBI
3alITPUXOBAaHHBIMU stueiikaMu B Tabiuie XKenTbIM BblieIeHbI Tpeodaaromue BapuaH-
THI.
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Pucynok 4. I'mobanpHas 28-mHeBHas pacrnpocTpaHeHHOCTh XBB.1.5, XBB.1.16 u

EG.5, ¢ 31 urons mo 27 aBrycra 2023 r.*+

EG.5

XBB.1.16

28-day prevalence per country
I 051-1.00
I 0.21-0.50
B 0.11-0.20
>0.00 - 0.10

Too few sequences reported
to estimate significant
proportions (<50 sequences)

Historical presence

e )
y atd

P
No sequences shared i
Not applicable
The designations employed and the presentation of the material in this publication do not Data Source: World Health Organization, Global ¢ "2\\\' World Health
imply the expression of any opinion whatsoever on the part of WHO concerning the legal Initiative on Sharing All Influenza Data ‘d*\b‘ y, yvorld Hea t
status of any country, territory, city or area or of its authorities, or concerning the Map Production: WHO Health Emergencies \\IAA V‘A‘z’ Organlzatlon
delimitation of its frontiers or boundaries. Dotted and dashed lines on maps represent Programme N

approximate border lines for which there may not yet be full agreement.

Map Date: 26 September 2023 © WHO 2023, All rights reserved.

* OTueTHBIN MepUOJ IS yUeTa 3aJIep>KKU B MIPEICTABICHUH TTOCIEI0BATEIHLHOCTH B
GISAID. + Hcropuueckoe MpUCYTCTBUE YKa3bIBAaeT Ha CTPAaHbI, paHee COOOIIABIIME O
nocnenosarenbHocTsIX VOI, HO He coobmaBime 06 3ToM B iepuof ¢ 31 uronst mo 27 aB-

rycra 2023 r.
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Pucynox 5. KommuecTBO M NOpOLIEHT JEHOHMPOBAHHBIX MOCIENOBATEIBHOCTEN
SARS-CoV-2 ¢ 1 mapta o 31 aBrycra 2023 r.

Pango line ages
| _{LISY
B o2
Blowu e
foas
Joay
loase
Jos e
Ml
fsase
) e 1 50
| [ECSERE
B xen 1925° (1Gs")
B 102
B e 1 260
| |EUREY
B | xon*
Bl Other

lunasugned

Number of sequences submitted to GISAID

Percentage of sequences submitted to GISAID

Dete of specimen collection

Pucynoxk 5. Ha manenu A moka3aHO KOJIMYECTBO, a Ha NaHenu B — mpoueHTt Bcex
LUPKYJIUPYIOIMX BapuaHtoB ¢ Maprta 2023 rona. Iloka3aHbel ceCTpMHCKHE JIMHUHU
Omicron u nononHuTeNbHBIE MTOTOMKH Omicron VOC, Haxonsuecs mnoja AadbHEHIInM
monuTopuHroMm. BA.1*, BA.2* BA.3* BA.4* u BA.5* (* yka3piBaeT Ha BKIIIOUCHUE
JTouepHUx JuHUMN) BiIovaroT Bce BA.1, BA.2, BA.3, BA.4 u BA.5 00benuHII TOTOMKH,
32 UCKJIFOUEHUEM LUPKYJIUPYIOIIUX B HACTOSALIEE BPEMs BAPUAHTOB, ITOKA3aHHBIX WHJIU-
BuayaneHo. Kareropus «HeHazHaueHHbIE» BKIHOYAET JMHHUM, 0KHMJIAIOIINE PACCMOTpE-
Hus g HauMeHoBanusl B PANGO, torga kak kareropust «lpyrue» BKIIOYAeT JUHUU,
KOTOpBIE HA3HAYEHBbI, HO HE YKa3aHbl B JIereHAe. MICTOYHMK: JaHHBIE O MOCIIEN0BATEIb-
Hoctu SARS-CoV-2 u meragannsie GISAID 3a nepuon ¢ 1 mapra o 31 aBrycra 2023 r.
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Iyoaukanun:

doi: 10.1016/j.drup.2023.101008. Online ahead of print .

Drug Resist Updat. 2023 Sep 22;71:101008.

Antibody evasion associated with the RBD significant mutations in several emerging
SARS-CoV-2 variants and its subvariants

VKI0HEHHE OT aHTHUTE CBSI3aHO CO 3HAUUTEIHLHBIMUA MyTalyusiMH RBD B HECKOIBKHX HO-
BbIX BapuaHTax SARS-CoV-2 u ero moaBapuanTax

Manojit Bhattacharya, Srijan Chatterjee, Sang-Soo Lee u ap.

0630p. C MOMeHTa BOZHUKHOBEHHsI TUKOTO mTaMMa SARS-CoV-2 mosBuiioch He-
CKOJIbKO BapUaHTOB, KOTopble o003Hauanuck kak VOC, VOI u VUM. Bapuant OMUKpOH
oTMedeH kak HemaBHuM VOC, mosBuBiuiics B HosiOpe 2021 ronma, BIOCIEICTBUU BO3-
HHUKJIO HECKOJIBKO €ro IMOJIBApHaHTOB, TakuX kak BA.1/2, BA.2.75/2.75.2, BA.4/5, BF.7,
BQ.1/1.1, XBB.1/1.5 u T. 1., KOTOpbIE paCIPOCTPAHSIIOTCS IO BCEMY MHpY. Y CKOJIb3aHHE
OT aHTHUTENl — pacIpocTpaHeHHOe sBJIeHHe, HabmonaemMoe y Bcex npenpiaymux VOC u
VOI, Bxitouas OMukpoH u ero nogasapuantsl. Mytanuu B NTD (N-KoHIIEBOM TOMEHE) U
RBD (penienTop-cBsi3bIBaIOIIEM JIOMEHE) IIUMA TUX BaPHUAHTOB U MOJABAPUAHTOB OTBET-
CTBEHHBI 32 YCKOJIb3aHUE OT aHTUTEN. B TO ke Bpems ObLIO OTMEYEHO, UTO 3a MOCICAHUE
HECKOJIbKO MECAIIEB YBETUUMIOCHh yncio myrauuii RBD. B aTom 0030pe onucanbl Bax-
Hele mytaruu RBD, a umerano R346T, K417N/T, L452R, N460K, E484A/K/Q u N501Y,
OOHapyXEeHHbIE B MPEABIAYIIUX TMOsBUBIINXCS Bapuantax SARS-CoV-2, Bxmrouas
Omicron U ero MoJIBApUaHThI, C BBICOKON YacTOTOW, a TaKKe UX POJb B YKIOHEHUH OT
antuTen. B o0030pe Takke OMUCaHBl Pa3IMYHBIE KIACChl HEUTPATU3YIOMIMX AHTHUTEI
(nAb) nns BapuanToB SARS-COV-2, u MoJsieKyIsipHasi IEPCIIEKTUBA MYTAIMA B YCKOJIb-
3aHUU OT NAb. DTO TMOMOXET OyayIIUM HCCIENoBaTeNsiM pa3paborath >PQeKTUBHBIE
BaKI[MHBI, KOTOPbIE CMOTYT HAKOHEII IPEIOTBPATUTh MaHIEMUIO

doi: 10.3390/microorganisms11092336.

Microorganisms. 2023 Sep 18;11(9):2336.

Molecular Evolutionary Analyses of the Spike Protein Gene and Spike Pro-
tein in the SARS-CoV-2 Omicron Subvariants

MounekynspHO-IBOIIOIIMOHHBIN aHaIN3 TeHa Oelka-mumna u Oenka-1mia B cyOBa-
puantax oMukpoH SARS-CoV-2

Norika Nagasawa, Ryusuke Kimura, Mao Akagawa wu np.

ABTOpBI TIPOBEHM MOJICKYJISIPHO-IBOJIIOIIMOHHBIN aHaNM3 TeHa Oelika IIuma
(S)/6enka S c ucnonb30BaHUEM NEPEAOBBIX TeXHOJNOTUN OuonHpopmaTuku. Bo-nepBbix,
B pe3yibTaTe (UIOTEHETHIECKOTO BPEMEHHOTO aHAIn3a ObLIO YCTAHOBIIEHO, YTO OOIUI
NpeJIOK BapuaHTOB YXaHb, Anbda, bera, Jlenpra n BapuanTos/moaBapuanToB OMUKPOH
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muBeprupoBait B Mae 2020 roxa. [Tocie aToro obmuii nmpenok Bapuanta OMUKPOH B Te-
YEHHUE OJIHOTO Tojia MOPOAUII pa3iudHbie moAaBapuanTel OMukpoH. Kpome Toro, B urose
2021 roga XuMepHBIA BUPYC, TPOMEKYTOUHBIN Mexay noapapuantamu BM.1.1.1 u BJ.1,
U3BECTHBIN kak XBB, nuBepruposai, yTo NpUBENO K MOSABICHUIO TPEoO0IagaoIUX MO/I-
BapuanTtoB XBB.1.5 u XBB.1.16. 3arem nannsie rpaduxa cxoactsa (SimPlot) moka3zanu,
YTO TOYKA PEKOMOMHAIMM (TOYKAa pa3pbiBa) COOTBETCTBYET IMOJIOKEHHIO HYKJICOTH[A
1373. B pesynbTate cyoBapuantel XBB.1.5 HaxonsaTcs Ha 5'-CTOpOHE OT TOUKH pa3phiBa,
KaK IITaMM ¢ TnociienoBaresbHOCThiO BJ.1, n 3'-cTopoHe, Kak mTamMM ¢ IOCJIeI0BaTENb-
HocThio BM.1.1.1. JlaHHbIe reHOMHOM CETH MOKa3alu, 4To cyOBapuaHThl OMUKPOH OBbLITH
TEHETUYECKH CBSI3aHbI C OOIIUMU MpeIKaMu BapuaHTOB YxaHb U JlenbTa, 4TO MpUBENO K
MHOECTBY aMHUHOKHUCJIOTHBIX MyTallMil. AHaJu3 CEJIEKTUBHOIO JABJICHUS IMOKa3al, 4TO
npeobnanaromue noaBapuantel XBB.1.5 u XBB.1.16 umenu cnenuduyueckue aMHHO-
KUCJIOTHbIE MyTaluu, Takue kak V445P, G446S, N460K u F486P, pacnonoxeHHbIE B
RBD, ecnu cpaBHuBath ¢ noasapuantamu BA.4 u BA.5. Bonee Toro, B 3TUX moaBapu-
aHTax Takke ObUIM OOHApYXEHbI HEKOTOPBIE PEMpPE3CHTATUBHBIE AMUHOKHUCIOTHBIE MY-
Talllu, CBSI3aHHBIE C IMMYHOT€HHOCTHI0, BKiTtouast L452R, F486V, R493Q u V490S. Otu
3aMEHbI ObLIM BOBJICYEHBI B KOH(POPMAIIMOHHBIE MUTOIBI, YTO MOIPA3yMEBACT UX BIIUSA-
HUE HA UMMYHOTE€HHOCTh M YKJIOHEHHE OT BaKIMHAIUU. bosiee Toro, 3T MyTanuu ObLIN
UACHTH(PUIIMPOBAHBI KaK CAMTHI MOJIOXKUTEIHLHOTO 0TOOpa. DTH Pe3yNbTaThl MO3BOJISIIOT
IPEIONIOKUTh, YTO cyOBapuaHThl Omicron ¢ MyTauusMu reia S/0enka S ObICTPO 3BO-
JIOLIMOHUPOBAM, a MyTallMH, HaOIo/1aeMble B KOH(POPMAIIMOHHBIX 3MUTOMAX, MOTYT
CHU3UTH A(H(PEKTUBHOCTH CYIIECTBYIOIICH BAKIMHBI, BKIIOYas OMBAJICHTHBIC BAKIIMHBI,

takne kak MPHK-Bakiuubl, cojaepxamiue TOCJIEI0BATEIbHOCTH CYOBapHUaHTOB
BA.4/BA.5.

doi: 10.1016/j.virol.2023.109882. Online ahead of print
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Molecular insights into the SARS-CoV-2 Omicron variant from Bangladesh suggest
diverse and continuous evolution

Mounekynspasie ganabie 0 Bapuante SARS-CoV-2 Omukpon u3 banrmanemn npemnona-
raroT pa3HOOOPA3HYIO U HETPEPHIBHYIO ABOTIOLINIO

Sultana Zahura Afrin, Fardousi Akter Sathi, Mohammed Nooruzzaman, Rokshana Parvin

B xozxe nccnenoBanus Oblla MpOAHATM3UPOBAHA MOJICKYJISpHAS JWHAMUKA LUPKY-
mupyromero Bapuanta SARS-CoV-2 OMHKPOH ¢ MOMEHTa ero HIeHTHU(PHUKAIMH B HOSO-
pe 2021 roga no suBapb 2023 roma. M3yuenue nocnegosarensHocteit SARS-CoV-2 us
banrnmazem BBISBUIO TPU Pa3IMYHbBIC BOJHBI, BRI3BaHHBIE BapHaHTOMOMHKpPOH. B ctpa-
Hy ObL10 3aBe3eHo Oonee 50 cyOnuuuii Bapuanta OMHUKpPOH, OOJBIIMHCTBO U3 KOTOPBIX
OTHOCSITCSI K OCHOBHBIM JIMHUSAM BA.1-mogo6usIx (24,91%), BA.2-mogo6usix (43,35%),
BA.5-mono6ubIx (5,76%), XBB (10,47%) u «npoune u HeHazHaueHHBIE» (18,64%). bo-
Jiee TOTO0, OTHOCUTEIbHAS YaCTOTa C TEYCHHEM BPEMEHH IMoKa3ana, 4To JTUHUU OMHKPOH

CymI€CTBOBAJIM B TCUHCHUC KOPOTKOI'O IICpHOJda BPCMCHH, IPCKIAC YCM OBUIN 3aMEHCHBI
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npyrumu cyonmHusiMu. B penenrtop-cBs3piBaromeM gomeHe Oeika Spike O6puto oOHapy-
YKEHO MHOXXECTBO NMOTEHIMaIbHbIX MyTauui, Bkiatouas G339D/H, S371 L/F, K417 N,
T478K, E484A, Q493R, Q498R u NS501Y. Ortmeueno, uro BapuanT SARS-CoV-2
Omicron u3 baHrmanen mpoaeMOHCTPHPOBAT Pa3HOOOpa3HBIE TEHETUYECKUE 0COOCHHO-
CTH U HETPEPBHIBHYIO BOMIONUIO. [103TOMY BBEIOOp BaKIIMHBI U HAOIIOJEHUE 32 TOCIIUTA-
JU3UPOBAHHBIMU TAIMEHTAMH Ba)KHBI HAPSTY C TCHETHUCCKON XapaKTEPUCTUKON ITUPKY-
mupytomero SARS-CoV-2.
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