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Pacnpocrpanenue BapuanToB Bupyca SARS-COV-2, sbi3piBaromux unrepec (VOI) u
cyoBapuanToB Omicron, Haxoasimuxcs noja Hadaoaenuem (VUM), Ha 0oCHOBe KOJIM-
4yecTBa X TeHOMOB, 1eMNOHUPOBAHHBIX B 0a3y JaHHbIX GISAID

3a Hexearo ¢ 16 mo 22 centaops 2023 r.

@KYH Poccuiickuti Hay4HO-UCc1e008amenbCKUull A(pOMuEOYYMHbIUL UHCIUMYM
«Muxpoby Pocnompebnaosopa, Capamos, Poccuiickaa @edepayus

B 0030pe npeactaBiena uHbopmaIs Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxonsmuxca noa Habmoaenuem (VUM), reHOMHBIE MOCIEA0BATEIHLHOCTH KOTOPBIX pas-

MelleHsl B MexayHaponHoil 0aze naHHbix GISAID 3a nHememo c¢ 16.09.2023 r. mo
22.09.2023 1.

[To cocrosHMIo Ha 22 ceHTsiOps 2023 r. B cooTBeTcTBUH ¢ Kiaccudukanueir BO3
BapuaHTam Bupyca SARS-COV-2, BeibiBatonux unrepec (VOI), oTHeceHbl cyOBapuaHThI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBnen 19.07.2023 r., xnaccupunupoBan kak VOI
09.08.2023r.). B rpynny HUpKyIUPYIOIMUX BapUaHTOB, HAXOMASIIUXCS O] HAOIIOJICHHUEM
(VUM) Bxmrouensl reHetnueckue quHuu: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3, BA.2.86 (no6aBnen 17.08.2023 Ha ocHOBaHHMH OOJIBIIOrO KOJWYECTBA BBISBIICH-
HBIX MYTaIlUM ).

Ha cerogusiunuii nens B 6a3ze manHbix GISAID Bcero npencrasneno 16 028 116 re-
HoMoB Bupyca SARS-COV-2 (3a neaenio aenonuposano 27 029 mocnenosarenbHoCTE#). B
MUpE CTpaHaMH — JIMJEPAMH MO0 KOJUYECTBY JCTIOHUPOBAHHBIX TE€HOMHBIX MOCIIEIOBATEb-
Hoctei Bupyca SARS-CoV-2 ocrarorcs CHIA — (4 901 234 renoma — 30,6% ot Bcex pas-
mernieHHbIX B GISAID) u BenukoOpuranus (3 104 978 renomon — 19,4%).

Bceero B 6a3y nanusix GISAID nenonupoBano 8 546 443 renoma Bapuanta Omicron,
3a aHAIM3UPYEMYIO HEIENI0 pa3MenieHo emie 25 238 reHOMHBIX MOCJIeI0BaTeIbHOCTeH —
93,4% ot Bcex mpeAcTaBICHHBIX 32 TEKYIIYIO HEZeNo reHoBapruanToB Bupyca SARS-CoV-
2 (ma npouutoit Henene — 80,9%). Poccuiickumu naboparopusiMu pasmeriieHsl 78 542 re-
HOMHBIe TtocienoBarenbHocTH SARS-COV-2, B Tom uncie Bapuanta Omicron — 46 354 re-
HOMa.

Ha cerognsmauii newp B 6aze ganubix GISAID 3adukcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 214 crpan u Tepputopuii (Ha npeasiaymiel Hepene — 213): ABcTpanus,
ABctpus, AzepOaiimpkan, Anbanus, Amwkup, Amepukanckoe Camoa, AHpmoppa, AHroia,
Anturya u bapOyna, Aarunes, ApreatuHa, Apmenusi, Apy6a, Adranucran, banrnazaer,
bapbanoc, baxpeiin, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, boxrapus,
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bonusus, borceana, bocuusa u I'epueroBuna, bonalipe, bpasunus, bpyHnei, bpuranckue
Buprunckue octpoa, byran, bypynau, bypkuna-®aco, BenukoOpurtanus, Benecyana,
Benrpus, Buprunckue OctpoBa (CILIA), Beetnam, 'ana, ['antn, 'am6us, ["aitana, I'Baje-
nyma, I'Baremana, I'Bunes, ['epmanns, ['ubpanrap, ['onnypac, I'onkonr, I'penana, I'pemus,
I'py3us, 'yam, 'abon, Hanus, Jxubytu, Jlomunukanckas Pecny6nuka, Jlomunuka, JIPK
JHemokpatnueckas Pecriybnmuka Boctounsiit Tumop, JleMokpatuueckas Pecryonuka Can-
Tome u [lpuncunu, Eruner, 3amous, 3umbadse, U3pauns, Unaus, Uugonesus, Mopnanus,
Wpaxk, Upan, Upnauaus, Ucnannus, Mcnanus, Utanus, Kado-Bepae, Kazaxcran, Kaitmano-
BBl OctpoBa, Kambomxka, Kamepyn, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubatu, Ko-
aymbusi, KocoBo, Kocra-Puka, Kot-1'Byap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JInuGepus, JIuan, Jlusus, Jluxtenmreitn, JIutea, Jlecoro (KoponesctBo JlecoTo),
JIrokcemMOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizus, Maib-
nuBbl, Manbsta, Manmu, Mapokko, Maptunnka, Mapmamiosl OctpoBa, Maiiorra, Mekcuka,
Mozambuk, MongoBa, Monako, Monronus, Montceppat, Mbsiama, Mukponesus, Hamu-
ousi, Hunepnaunel, Hurep, Hurepusi, Henan, Huy>, Hopserusi, HoBas 3enanausi, HoBas
Kanengonus, Hukaprya, Oman, OAD, OctpoBa Kyka, , [lakucran, [lanectuna, [Tanama, I1a-
nay, [Taparsaii, [lamyaHoBas ['Bunes, Ilepy, [lopryranus, [lonesma, ITyapTo-Puko, Perons-
oH, Pecnybnuka Konro, Pecniyonuka Ceitmensckue OctpoBa, Pecniyonuka ['Bunesi-bucay,
Pecnionuka Banyty, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Maprten, Cunr-MapTeH,
Caynosckas ApaBus, CeBepHass Makenonus, CeBepHble MapuaHckue octpoBa, CeHerain,
Coro3z Komopckux OctpoBoB, Cweppa-Jleone, CrnoBakusi, Cinoenus, Cunramyp, Cupus,
CHIA, Cent-Kutc u HeBuc, Cenr-Buncent u I'penaaunsi, Cent-Jltocus, Cunt-MapTen,
ConpyxectBo baramckux OctpoBoB, Comanu, Cyman, Tawnanpn, TaiiBanb, TaH3aHus,
Tepxc u Kaiikoc, Toro, Tonra, Tpunugan u Tobaro, Tynuc, Typuus, Yranaa, Y36ekucrtas,
VYkpauna, Ypyrsai, Ounnsauaus, Opannus, Opannysckas ['Buana, @panuysckas [lonune-
3usi, @uunusel, XopBatus, YepHnoropus, Yexusa, Ynnm, Yan, [{AP, [Isenus, Iseina-
pus, lpu-Jlanka, DxBagop, DcToHus, DcBaTuHU, Dduonus, DKBaTopuanbHas [ BuHes,
FOAP, HOxnas Kopes, FOxubiii Cynan, SInonus, Smaiika.

3a npomenmue 4 Heaenu 59 crpan (27,6%) (3a npeasiaymue — 61 crpana (28,6%)
JOTIONHUIN JaHHBIE O JEMOHUPOBAHUM TEHOMHBIX IOCienoBareabHOCTed Omicron B
GISAID.

JluHaMuKa pacrpocTpaHeHus: B Mupe cyOBapuanToB Omicron CEKBEHHPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID mpencrasnena na pucynke 1. Cpenu nupKyIupyro-
mux B Hacrosimee Bpemsi mramMmmMoB SARS-CoV-2 pgomunupyrot cyoBapuantel EG.5.1.1
(11,3%), EG.5.1 (7,03%), EG.5.1.3 (6,7%), XBB.1.16.6 (5,79%) u FL.1.5.1 (5,57%).
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//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

['eneTnyeckoe pasHooOpaszWe HUPKYIUPYIOIIUX B PErMOHAaX MHUpa CyOBapHaHTOB
Omicron 3a nocnennue 4 Henenu MmokasaHo Ha pucyHke 2. B CeBepHoli Amepuke mocnea-
HHe 4 Henenu JOMUHUPYIOT cyoBapuantel EG.5.1.1 (8,67%) nu XBB.1.16.6 (8,31%), B Es-
pore — EG 5.1.3 (11,58%) u EG.5.1.1 (11,22%), B ctpanax Asum — EG.5.1.1 (20,73%) u
EG.5.1 (11,86%), B Tuxookeanckom peruone — EG 5.1.1 (17,15%) u XBB.1.16.6 (6,76%),
B lOxnoit Amepuke — GK.1.1 (21,88%) u GK.1 (11,88%), B Adpuke — XBB.2.3.11
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Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B Mupe

(o cocrosinuio Ha 19.09.2023 r.)

(31,58%) u XBB.1.16.11 (10,53%).
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vww.who.int/en/activities/tracking-SARS-CoV-2-variants for variant information and definitions.

Pucynox 2. Pacnpoctpanenne cyoBapranToB Omicron B pernoHax Mupa 3a 4 Heleu
(c 22 aBrycra o 19 centsiopst 2023 r.)

3a nocnennue 4 Henelu B MUPE paciupocTpaHEeHHOCTh BapuaHToB VOI Bo Bcex peru-
OHax BO3pOCia, UX OIS OCTaeTcs Mpeodiadaromell cpeid CEKBEeHHPOBAHHBIX T'€HOMOB
SARS-CoV-2, naubonpmas — B ctpanax Adpuku, FOxuaoit Amepruku, CeBepHOoli AMEpUKH
u Asuu (75%, 72%, 70,2% u 63,4% cooTtBeTcTBeHHO). Hanbobliee KoaMuecTBO CyOBapu-
autoB VUM nupkynupyet B Asuu u Esporie (32,7% u 30,2% cooTBeTcTBeHHO) (pHC. 3).



Africa Asia Europe Oceania North America South America
(+8) (+ 4,063) (+5,389) (+ 246) (+11,019) (+ 636)

63.4% 63.1% 5%

70.2%
‘ % ‘55». 2 6% ————19%
2.5%
14.6%
26.1%

12.5% 32.7% 30.2% 337% 27.2%
Il Variants of Interest (Omicron XBB.1.5, XBB.1.16, EG.5, and all respective sublineages)
Variants under Monitoring (Omicron BA.2.75, CH.1.1, BA.2.86, XBB, and all respective sublineages)
I Other Omicron (non-VOC/VOI/VUM)
Others
EEE Former VOCs/VOIs/VUMs

North South
Africa Asia Europe Oceania America America
% Variants of Interest
(Omicron XBB.1.5, XBB.1.16, EG.5and 75,00 63.40 63.13 51.63 70.17 72.01
sublineages)
% Variants under Monitoring
(Omicron BA.2.75, CH.1.1, BA.2.86, XBB, 12 50 32.66 30.25 14.63 27.23 26.10
XBF, and all respective sublineages)
% Other Omicron
(non-VOC/VOI/VUM) 12.50 3.94 6.62 33.74 2.60 1.89
% Others 0 0 0 0 0 0
% Former VOCs/VOIs/VUMs 0 0 0 0 0 0
We gratefully acknowledge cj A .
This slide shows NEW data in GISAID on 2023-09-19 submitted since last report 7 days ago the Authors from Originating .
(new by submission date, not collection date) and Submitting /abomfwies
See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions of sequence data on Which the

analysis is based.

Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHaX MUpPa, CEKBEHUPOBAH-
HBIX ¢ 22 aBrycTa 1o 19 centsa6ps 2023 r.

BapuanTtsl, Bei3biBawmue narepec (VOI)
ITo cocrosinuto Ha 22 centsiops 2023 r. B 6a3y nanusix GISAID EpiCoV nocnenosa-
tenbHOCTH, OoTHOcsmuecs k XBB.1.5 (Kraken) nemonupoBansl u3 137 ctpan. OTmedeHa

TEHJCHIMS CTa0WIN3alny B HUPKYJIALUUA cyOBapuaHTa. 3a nocieqHue 4 Heaean Haubomb-
1Iee pacrnpoctpaHenue cyoBapuant noiayuwi B Urtamum - 12%, Kanane — 8%, CILIA — 8% u
Ucnanum — 6%.

Cy6Bapuant XBB.1.16 (Arcturus) nenmonupoBan u3 110 ctpan. 3a nocnennue 4 He-
nenu cyoBapuaHT nmpeumyinectBeHHO Bbyiensuin B CHIA (28%), Benukoopurtanuu (28%),
Upnauauu (27%), Anonuu (25%), IlIseunu (19%), Ucnanuu (17%) u Kanane (16%).

Cy6Bapuant EG.5 (Eris) cexBennpoBan nabopatopusiMu 75 ctpaH (Ha mpeablayIiei
Henene — 73 crpanbl). B 0a3ze qannbix GISAID nenonuposano 35 787 reHoMoB cyOBapHaH-
Ta, (Ha mporwoi Hexene — 28 421 renom). B FOxknoit Kopee, Uranuu, [Berun, OunisH-
i 1 BenukoOputanuu a0t cyOBapuaHTa Cpelld CeKBEHUPOBAHHBIX 3a MOCIETHHE 4 He-
nenu mramMmoB coctaBuia 13%, 13%, 12%, 8% u 8% cootBeTcTBEeHHO.

BapuaHTsl, Haxoasimuecsi moa Hadoawaenuem (VUM)
Cy6Bapmantr XBB.1.9.1 (Hyperion) cexBeHupoBan mnabopatopusimu 119 crpan.

HabGmronaercs crabuiibHas TeHACHLMS UUMPKyIsuuu cyOBapuanTta. Hambonbliuee pacmpo-
5



ctpanenue XBB.1.9.1 3a nocneanue 4 Henenu oTMeueHO B cieayromux crpaHax: Hosas
Benanmaus (2%) u CIIA (2%).

Hupkynsanus cyoBapuanta XBB.1.9.2 3adukcupoBana B 99 crpanax, 1Mo cpaBHEHHUIO
C MpebIyIel Heflesiel pacpoCTpaHeHHOCTh cHu3Mach Ha 0,4%.

Ha 22 centsiOpst KOIM4YEeCTBO CTpaH, U3 KOTOPBIX MPEICTABICHB T€HOMHBIE TIOCIIE0-
BaTenbHOCTH cyOBapmanta XBB.2.3 (Acrux) cocraBmwio 99. 3a mociennue 4 Hemeau
HanOoJbinee pacupocrpaneHue cyoBapuant nomyqrn B CLHA (12%), Urammu (9%), Hcma-
Huu (8%), Ounnsuanu (8%) u Benukoopurtanuu (8%).

B 6a3e ganubix GISAID renomsl cyoBapuanta CH.1.1 (Orthrus) memoHupoBaHbl U3
106 ctpaH, ero pacnmpoCTpaHEHHOCTh B Mupe coctaiseT 1%. B Mcnmannm, ABcTpaimu u
Hogoit 3enannuu 3a nociennue 4 Henenu 3apUKCUPOBaHO HAMOOJbIIEE PACIPOCTPAHEHUE
cyoBapuanTa Ha ypoBHe 15%, 10% u 7% cooTBeTCTBEHHO.

Cy6Bapuant XBB (Gryphon) mupkynupyetr B 143 ctpanax mupa. 3a mocneanue 4
Hejlenn HauOolbliiee pacrpocTpaHeHue cyOBapuaHT monyuun B Kutae (97%), Snonun
(92%), UIBeruu (91%), Hosoit 3enananu (91%), CILIA (88%) u Utamuu (88%).

BA.2.86 (Pirola) siBisiercst cyOBapuanToM Bapuanta OmMICron, mpoUCXOSIIUM OT
mTtamma BA.2. Ilo cocrosamio Ha 22 ceHTsA0ps cyoBapuanT BA.2.86 nupkymupyer B 20
CTpaHax Mupa. 3a mocieaHue 4 HeAeau HanOoJbIIee paclpocTpaHeHne CyOBapHaHT MOTy-
gy B Benukoopuranuu (1,7%).

Wudopmarnusi 10 OOHOBJICHHBIM JaHHBIM O JICSIOHMPOBAaHHBIX TEHOMax BHpYca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatumure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToM umucie ko-

IIpouieHT reHOMOB,

KommnuectBo JINYECTBO '€CHOMOB OTHOCAIIUXCA K
nernoHupoBad- | Omicron, AenoHu- | Bapuanty Omicron
Crtpana VYupexaenue, NpoBOJUBIIIEE CEKBEHUPOBAHUE HBIX TEHOMOB poBanHbIX 3a mo- | (B.1.1.529), nemo-
Omicron cienHue 4 Hepenu HHUPOBAHHBIX 34
(B.1.1.529) (25.08. — nocjaeaHue 4 He-
22.09.2023 r.) nenu
Ascrpanus (cradbmnmsanms 3a- | NSW Health Pathology — Institute of Clinical Patholo-
00J1eBaEMOCTH ) gy and Medical Research; Westmead Hospital; Uni- 164840 565 100,0
versity of Sydney
Asctpust (crabunmsanusi 3a0o- | Bergthaler laboratory, CeMM Research Center for
JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 191480 81 100,0
ences
AszepOaiimxan  (crabmmusarust | National Hematology and Transfusiology Center 20 0 0.0
3200J1€Ba€MOCTH ) '
AnbGanust (crabunmsanms 3a00- | Respiratory Virus Unit, National Infection Service,
: 777 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunuzanus 3abone- | National Reference Center for Viruses of Respiratory
i ) : 574 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
ocTpoBa (cTabunm3anusi 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. . . 169 0 0,0
Jr3arys 3a00J6BAEMOCTH) of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanust 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Awnrona (crabmmmzanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BaEMOCTH ) Platform
Anpoppa (crabmmusanusi 3a6o- | Instituto de Salud Carlos 111 323 0 0,0




JIEBAEMOCTH )

AHnturya u bapOyna (crabumu-

Carrington Lab, Department of Preclinical Sciences,

3anus 3a00J1eBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus
Aprentuna (crabmnmsamus 3a- | Instituto  Nacional ~— Enfermedades  Infecciosas
9487 9 100,0
00J1eBa€MOCTH ) C.G.Malbran
Apmenus (crabunumsanus 3a6o0- | Institute of Molecular Biology NAS RA, Republic of
JIeBa€MOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 00
ics Institute and Molecular Biology IBMPh RAU, Re- '
public of Armenia
Apyba (crabunmszanus 3abose- | National Institute for Public Health and the Environ- 1060 11 100,0
BAaE€MOCTH) ment(RIVM)
Adranucran (crabunumsanus 3a- | Central Public Health Lab 9 0 0.0
00J1eBa€MOCTH) '
baramckue octpoBa (crabmmu- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
3arus 3a00JIeBaEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnagem (crabmnusanus 3a- | Child Health Research Foundation
2207 0 0,0
00J1€Ba€MOCTH)
Bapb6amoc (crabunusarus 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies
baxpeitn (cradbunmszamnms 3a60- | Communicable Disease Laboratory, Public Health Di- 7092 0 0.0
JIEBAEMOCTH) rectorate ’
Benapych (crabumusanms 3a6o- | Laboratory for HIV and opportunistic infections diag-
JIEBa€MOCTH) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (crabunmsamnms 3abose- | Texas Children's Microbiome Center
703 0 0,0
BAEMOCTH)
besnbrus (poct 3a0051€Ba€MOCTH) _KU Lt_euven, Rega Institute, Clinical and Epidemiolog- 95454 262 100,0
ical Virology
benun (crabunmsanms 3abome- | Institut fiir Virologie — Institute of Virology — Charite 518 1 100.0

BAEMOCTH)
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bepmyackue octpoBa (cTabuiu-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 191 1 100,0
Bbosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 2420 0 0.0
JIEBAEMOCTH ) ’
bonmBus (cHmwkenue 3abosesa- | Laboratory of Respiratory Viruses and Measles, Os- 105 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomaiip (crabmnuzarus 3abose- | National Institute for Public Health and the Environ-
1073 0 0,0
BAaE€MOCTH) ment(RIVM)
Bocuus u I'epuerosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
: . 291 0 0,0
JM3alys 3a00J6BaGMOCTH) for Molecular Diagnostic and Research Laboratory
borceana (crabunmsanus 3a60- | Botswana Institute for Technology Research and Inno-
X 3452 1 100,0
JIEBAaCMOCTH ) vation
bpasunus (crabumusanus 3a6o- | Instituto A(_jolfo Lutz, Interdiciplinary Procedures Cen- 112891 69 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabmiu3anus 3a0o0ieBa- 46 0 0,0
€MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6086 16 100,0
boratory)
byran (crabunuzauus 3abone- | AFRIMS 100 0 0.0
BAEMOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 00
3a00J1€eBa€MOCTH) :
bypynau (crabmnmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
. . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukoOpurtanus  (cradbmimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1477517 2640 100,0
nomics UK (COG-UK) consortium.
Benrpust (crabmmmsanusi 3a0o- | National Laboratory of Virology, Szentagothai Re-
469 0 0,0
JICBa€MOCTH) search Centre
Benecyana (crabunmmzanusi 3a- | Laboratorio de Virologia Molecular 757 0 0,0




00J1eBa€MOCTH)

Brernam (cTabunmzarus 3a60-

National Influenza Center, National Institute of Hy-

JIEBAEMOCTH) giene and Epidemiology(NIHE) 6411 0 0.0
I'abon (crabumuzamms 3abone- | Centre de recherches médicales de Lambaré- 9 0 00
BAEMOCTH) né¢(CERMEL) ’
lautu (crabmnmsarnmst 3abone- | Laboratoire  National de  Santé  Publique - 425 0 00
BacMOCTH) LNSP(HAITI — LNSP) '
laiiana (crabwnmzanus 3adone- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BaEMOCTH) '
I'amOus (crabmmusarus 3aboie- | MRCG at LSHTM Genomics lab 333 0 0.0
BAaEMOCTH) '
lana (crabwimzamnus 3abonesa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2343 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunmsarust 3a- | National Reference Center for Viruses of Respiratory
. . . 685 0 0,0
00JIeBAaCMOCTH ) Infections, Institut Pasteur, Paris
I'Batemana (crabunmsarust 3a- | Asociacion de Salud Integral/Clinica Familiar Luis
‘ , 3857 0 0,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (crabunmsanus 3abone- | Centre de Recherche et de Formation en Infectiologie 596 0 0.0
BacMOCTH) Guinée '
I'Bunes-bucay (crabunmszanus | MRCG at LSHTM, Genomics lab 20 0 00
3a0051€Ba€MOCTH) ’
I'epmanus (crabunmsanus 3a6o- | Charité Universitditsmedizin Berlin, Institutfiir Virolo-
JICBA€MOCTH ) gie. Institute of infectious medicine & hospital hy- 575144 143 99,3
giene, CaSe—Group.
I'ubpanrap (crabwimsanus 3a- | Respiratory Virus Unit, National Infection Service,
. 122 0 0,0
00JIeBaEMOCTH) Public Health England
Tonnypac (crabwimsanus 3a00- | Genomics and Proteomics Departament, Gorgas Me-
. . . 124 0 0,0
JICBa€MOCTH) morial Institute For Health Studies
I'onkonr (cradbunmsarms 3a06o0- | Hong Kong Department of Health 13674 9 100,0
JIEBAEMOCTH)
I'penana WINDREF/SGU Laboratory 106 0 0,0
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I'perust (crabunmzanus 3aboie-

Greek Genome Center, Biomedical Research Founda-

BacMOCTH) tion of the Academy of Athens(BRFAA) 18951 0 0.0
I'py3us (crabuimzanus 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 9383 41 100.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabunuzaius 3abomnesa- | Centers for Disease Control and Preven—tion Division
. . . 490 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Manus (crabmnmsarus 3aboie- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH ) ence, Aalbo_rg University. Department of Virus and 365706 919 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
Jomunuka (crabmmmsarms 3a- | Carrington Lab, Department of PreClinical Sciences,
00J1eBaeMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckas — Pecnyonuka | Respiratory Viruses Branch, Centers for Disease Con-
(crabmnmszarmst  3aboseBaemo- | trol and Prevention, USA 1963 10 100,0
CTH)
Jlemokpatuueckas PecmyOsuka | Pathogen Sequencing Lab, National Institute for Bio-
Konro (crabummsanus 3a6ose- | medical Research(INRB) 567 0 0,0
BAEMOCTH)
JIP Cent Tome u Ilpuncunu | LNR-TB
(crabumuzarust  3aboseBaeMo- 1 0 0,0
CTH)
Eruner (crabunusarms 3abone- | Main Chemical Laboratories Egypt Army
2789 0 0,0
BAEMOCTH)
3am6us (crabunusarus 3abome- | University of Zambia, School of Veterinary Medicine 1993 0 0.0
BAEMOCTH) ’
3umbabBe (cTabunmsanus 3abo- | National Microbiology =~ Reference  Laborato- 316 0 0.0
JIEBAEMOCTH) ry(Quadram Institute Bioscience) '
Wspanns (crabunumsarus 3a60- | Central Virology Laboratory, Israel Ministry of Health 117222 405 976

JIEBAEMOCTH)
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Nuns (crabunm3zanus 3aboie-

Department of Neurovirology, National Institute of

BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR- 142254 17 100,0
Centre for Cellular and Molecular Biology
Wuponesus (crabmnmzanus 3a- | National Institute of Health Research and Develop-
39687 0 0,0
00J1eBaCMOCTH ) ment
Hopmanus (crabunusarmst 3a- | Andersen lab at Scripps Research, CA, USA
243 0 0,0
00J1eBaEMOCTH)
Upak (crabunusaius 3abonesa- | Biology, College of Education Department of Virolo-
€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 384 0 0,0
sinki, Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pas-
) 2649 0 0,0
€MOCTH) teur Institute of Iran
Wpnangus (crabmnusanus 3a- | National Virus Reference Laboratory 58766 216 100,0
00J1eBa€MOCTH)
Wcnanaus (crabmnusaius 3a6o- | Landspitali Department of Clinical Microbiology 10816 78 100,0
JIEBAEMOCTH )
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 125069 717 917
JIEBAEMOCTH)
Uranus (crabmnusanus 3abone- | Army Medical Center, Scientific Department, Virolo- 89588 546 100,0
BaeMOCTH) gy Laboratory
Ka6o-Bepnae (cradbunmsarus 3a- | Institut Pasteur de Dakar
719 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (crabunmsanus 3a- | Reference laboratory for the control of viral infections
2069 0 0,0
00J1eBaeMOCTH)
Kamb6omka (crabmmusamnust 3a- | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
00J1eBaeMOCTH)
Kamepyn (crabwnmsanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
L 1306 0 0,0
JIEBAEMOCTH) Emergentes et Ré—€mergentes)
Kanama (crabmnmsanus 3a6omne- | Laboratoire de santé publique du Québec 304838 3971 100,0
BAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabummzanus 3a6ome- | Biomedical Research Center(BRC), Qatar University / 1540 0 0,0
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BAEMOCTH)

Qatar Genome Project(QGP)

Kenust (crabwnmmsanus 3abode-

KEMRI-Wellcome Trust Research Pro-

BAaE€MOCTH) gramme/KEMRI-CGMR-C Kilifi S471 0 0,0
Kump (crabunmsanus 3abonesa- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craOunmsanus 3aboJe- Natlpnal Institute for Viral Disease Control and Pre- 56519 1030 100,0
BAaEMOCTH) vention
Konym6ust (crabunmszanmst 3a- | Instituto Nacional de Salud— Direccion de Investi-
., s 14885 0 0,0
00J1€eBaeMOCTH) gacion en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1us 3a00JIEBAEMOCTH) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BacMOCTH) gie ’
Kocra—Puka (cradbunmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N o, 9399 11 100,0
00J1€BaeMOCTH) Ensenanza en Nutricion y Salud
Kor [dWUByap (cradbunmsauus | Molecular diagnostic unit for viral haemorrhagic fe- 939 0 0.0
3200J1€Ba€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky6a (crabunmsanus 3abonesa- | Respiratory Infections Laboratory 596 0 0.0
€MOCTH) ’
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty
. ) 914 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreizcran (crabmnumzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” 45 0 00
00J1€Ba€MOCTH) Department ’
Kropacao (crabumusanmst 3a6o- | National Institute for Public Health and the Environ-
1221 0 0,0
JIEBAEMOCTH) ment(RIVM)
Jlaoc (crabunmsanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi-
874 10 100,0
€MOCTH) tal
JlatBus (crabunmsaius 3abose- | Latvian Biomedical Research and Study Centre
14277 0 0,0
BAaEMOCTH)
Jlecoto (cradbunm3arnus 3aboine- | National Institute for Communicable Diseases of the 138 0 0.0
BAaeMOCTH) National Health Laboratory Service '
Jlubepust (crabmnmzarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0,0
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JIEBAEMOCTH )

sity

JluBan (crabunmsammsi 3aboie-

Laboratory of Molecular Biology and Cancer Immu-

BaEMOCTH) nology, Lebanese University Public Health England 849 24 100,0
JluBust (crabmnuzanus 3aboise- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) :
JlutBa (crabwmmzanms 3aboie- | Vilnius University Hospital Santaros Klinikos, Center
- 11217 0 0,0
BacMOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabwnusarus | Bergthaler laboratory, CeMM Research Center for
3a00J1€BAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1383 0 0,0
ences
JlrokcemOypr  (cTabunuzanus Laborat_mre national de santé, Microbiology, Microbial 36286 176 100,0
3200JIeBaEMOCTH) Genomics Platform
Maxkao (crabunuszamusi 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BACMOCTH) ’
Maspukuii (crabmmusamus 3a- | CNR Virus des Infections Respiratoires — France SUD
7434 0 0,0
00J1eBaeMOCTH)
MaspuTaHus (crabmmmzanus | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maiiorra (crabunusarms 3a6o- | National Reference Center for Viruses of Respiratory
. . . 373 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (crabmnmsanus 3a- | Institute for Medical Research, Infectious Disease Re-
00J1eBaEMOCTH ) search Centre, National Institutes of Health, Ministry 31976 3 100,0
of Health Malaysia
Manasu (crabmnusamus 3a60- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JICBAEMOCTH) Platform
Manu (crabmimzanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
. . : ) 159 0 0,0
€MOCTH) nomics and Microbial Evolution
ManpauBel (ctadbmnusanus 3a- | Indira Gandhi Memorial Hospital
333 0 0,0
00J1€Ba€MOCTH)
Manbta (ctabunusanus 3abosne- | Molecular Diagnostics Pathology Department Mater
. ) 163 0 0,0
BAaeMOCTH) Dei Hospital Malta
MapmauioBsl octpoBa (crabu- | State Laboratories Division, Hawaii State Department 37 2 100,0
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TU3anys 3a00J1€Ba€MOCTH)

of Health

Mapokko (crabwimzarust 3a00-

Laboratoire de Biotechnologie

1330 11 100,0
JIEBAEMOCTH )
Maptunuka (cradbunmsaius 3a- | CNR Virus des Infections Respiratoires — France SUD
1544 0 0,0
00J1eBa€MOCTH)
Mekcuka (cradbunmsanus 3a0o- | Instituto de 15iagnostic y Referencia Epidemiologicos 43611 4 100,0
JICBAEMOCTH ) (INDRE)
Mozamouk (cradbmmmsanus 3a- | KRISP, KZN Research Innovation and Sequencing
i 731 0 0,0
00J1eBaEMOCTH ) Platform, South Africa
Monnasust (cradmmmsamus 3a- | ONCOGENE LLC 698 0 0.0
00JIEeBaEMOCTH )
Momnako (crabmnmsanust 3a6o- | National Reference Center for Viruses of Respiratory
: ) : 16 0 0,0
JIEBAGMOCTH ) Infections, Institut Pasteur, Paris
Mounronust (crabmimzarms 3a- | National Centre for Communication Disease (NCCD)
X 917 0 0,0
00J1eBaEMOCTH ) National Influenza Center
MomnTtceppar (crabunu3sarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpsama (crabunuzamnus 3a60- | DSMRC 128 0 0.0
JIEBAEMOCTH)
Hamun6us (crabumusamms 3a6o- | National Institute for Communicable Diseases of the
X . 806 0 0,0
JICBAEMOCTH ) National Health Laboratory Service
Henman (crabunmsanus 3abose- | Molecular and Genomics Research Lab, Dhulikhel
BaeMOCTH ) Hospital, Kathmandu University Hospital School of 1284 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunmsanus 3abone- | National Reference Laboratory, Nigeria Centre for
. 123 0 0,0
BaE€MOCTH) Disease Control
Hurepus (crabunmszanms 3a6o- | African Centre of Excellence for Genomics of Infec- 3168 0 0.0
JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanaer  (crabmnmsanms | National Institute for Public Health and the Environ- 76865 912 100,0
3200JIeBA€MOCTH) ment(RIVM)
Huy» 35 0 0,0
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Hogas 3enannus (crabunm3amus

Institute of Environmental Science and Research(ESR)

32775 29 100,0
3a00J1€Ba€MOCTH )
HoBas Kanenonus (cradbunmsa- | Laboratoire de Microbiologie Centre Hospitalier Terri-
: e 62 0 0,0
11s1 3a00JIEBACMOCTH ) torial de Nouvelle-Calédonie
Hopgerus (crabunuzamus 3a00- Nprweglan Institute of Public Health, Department of 35088 34 100,0
JICBAEMOCTH ) Virology
OAD (crabunmsanus 3abonesa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
Owman (crabuamsarus 3abonesa- | Oman—National Influenza Center 452 3 100,0
€MOCTH)
OctpoBa Kyka 189 0 0,0
[Makucran (crabunmsanus 3a00- | Department of Virology, Public Health Laboratories
A 3366 5 41,7
JIEBAGMOCTH ) Division
[Manay (crabunmsanus 3abone- | Can  Ruti SARS-CoV-2  Sequencing  Hub 66 0 0.0
BacMOCTH) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna (crabunmsanus 3a- | Biochemistry and Molecular Biology Department— 81 0 0.0
00JIeBaEMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (crabunusaius 3a0bome- | Gorgas memorial Institute For Health Studies
3228 0 0,0
BAEMOCTH)
[Tanmya HoBast I'Bunes (crabu- | Queensland Health Forensic and Scientific Services 924 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ;
[Maparsaii (cradbunmsanus 3a6o- | Laboratorio Central de Salud Publica de Paraguay 2124 0 0.0
JIEBAEMOCTH ) ’
Ilepy (crabunumzanus 3a0oneBa- | Laboratorio de Referencia Nacional de Biotecnologia 35695 0 00
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPerti ’
[Monpmia (crabumuzamust 3a00- | genXone SA, Research & Development Laboratory 44785 15 100,0
JIEBAEMOCTH)
[Mopryranus (crabmimsanus 3a- | Instituto Nacional de Saude(INSA) 93351 0 0.0
00J1€Ba€MOCTH)
[Myspro Puxo (cradbummsanms | Centers for Disease Control and Prevention Division
) . . 17512 19 100,0
3200J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery
Pecniyonuka Banyaty (crabumm- | Microbiological Diagnostic Unit - Public Health La- 100 0 0,0
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3arust 3a00JIeBa€MOCTH )

boratory (MDU-PHL)

Peciyomuka [[xubytu (crabu-

Naval Medical Research Center Biological Defense

: 633 0 0,0
JIU3arys 3a00JICBaCMOCTH ) Research Di—rectorate
Pecniyoimuka Kupubaru (crabu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
Tu3anus 3a00J1eBaEMOCTH) boratory (MDU-PHL) ’
Pecniyonmuka Konro (cradbumu- | Institute of Tropical Medicine 210 0 0.0
3a1us 3a00JICBACMOCTH ) '
Pecniyonmuka Maparackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Omm3aus 3a0071€Ba€MOCTH ) '
Pecniyonuka Hukaparya (crabu- | MSHS Pathogen Surveillance Program,
Jr3arys 3a00JIeBaCMOCTH ) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonuka CanbBagop (crta- | Genomics and Proteomics Departament, Gorgas Me-
. . . 445 0 0,0
Our3arus 3a00716BaGMOCTH ) morial Institute For Health Studies
Pecniyonuka Yanx (crabuimsa- | Pathogen Genomics Lab, National Institute for Bio-
1Us1 3a00JIEBACMOCTH) medical Research (INRB), 8 0 0,0
Peronbon (cradbmmuzarust 3a00- | CNR Virus des Infections Respiratoires — France SUD 12132 13 100,0
JIEBAEMOCTH)
Poccust (crabunuzanms 3abone- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni-
versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap-
plied Microbiology & Biotechnology. Group of Genet-
ic Engeneering and Biotechnology, Federal Budget In- 46354 7 100,0

stitution of Science ‘Central Research Institute of Epi-
demiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.
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Pyanna (crabunmsanus 3aboe-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabuimzanms 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. : . 11632 137 100,0

JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
CaynoBckast ApaBust (craduiu- | Infectious Diseases, King Faisal Hospital Research

1338 0 0,0
3a1us 3a00JIEBACMOCTH ) Center
Ceseprass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
Ju3arys 3a00J6BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 310 0 0,0

tics
Cesepubie Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (crabmmmsanus 3abonesac- | Of Viral Diseases, Pathogen Discovery 2090 0 0,0
MOCTH)
Ceitmens! (cradbunmszanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAaCMOCTH ) ’
Ceneran (crabunmuzamus 3a60- | IRESSEF GENOMICS LAB 1659 0 0.0
JIEBAEMOCTH )
Cenr—Buncenr u [I'penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabunmsarst ~ 3aboseBaemo- | Faculty of Medical Sciences, The University of the 98 0 0,0
CTH) West Indies
Cent—Kurc u Hesuc (cradbunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIEBAEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cenr—Jlrocus  (crabunmsarust | Carrington Lab, Department of PreClinical Sciences 186 0 0.0
3a00J1€Ba€MOCTH) ’
Cepbus (crabmmmsarus 3abose- | Institute of microbiology and Immunology, Faculty of
. . . 1685 0 0,0

BaeMOCTH) Medicine, University of Belgrade
Cunranyp (crabunusarms 3a00- Natlor_lal Pub_llc Health Laboratory, National Centre for 98242 402 100,0
JIEBAEMOCTH) Infectious Diseases
Cen-Maptun  (crabummzanums | Institut Pasteur 302 0 0.0
3a00J1eBa€MOCTH)
Cunt-Mapren (crabmnmsanus | National Institute for Public Health and the Environ-

882 0 0,0
3a00J1eBa€MOCTH) ment(RIVM)
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Cupus (crabunmszanust 3abose-

CASE-2021-0266829

72 0 0,0
BAaEMOCTH)
CrnoBakus (crabunmsanus 3a6o- | Faculty of Natural Sciences, Comenius University 97412 5 100,0
JIEBAEMOCTH )
CnoBenus (crabwim3zanus 3a0o- | Institute of Microbiology and Immunology, Faculty of
- L A 35945 0 0,0
JICBAEMOCTH ) Medicine, University of Ljubljana
ComomonoBbsl  octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Comanu (crabmmusamus 3a60- | National Public Health Lab- Mogadishu 11 0 0.0
JIEBAaCMOCTH ) ’
Cynan (crabmnmsanust 3abose- | National Institute for Communicable Diseases of the
. . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabunmsanust 3a060- | National Institute for Public Health and the Environ-
154 0 0,0
JICBA€MOCTH) ment(RIVM)
CIOA (crabmmusamus 3abose- | Colorado Department of Public Health & Environ-
BaEMOCTH ) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2496226 8143 938
UCSD EXCITE.
Creppa—Jleone (cradmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3a00J1€Ba€MOCTH) ’
Taunanx (crabunusamus 3a60- | COVID-19 Network Investigations(CONI) Alliance 28910 46 100,0
JIEBAEMOCTH)
TaitBanp (ctabunmsanus 3a60- | Microbial Genomics Core Lab, National Taiwan Uni-
. ; . . 3637 0 0,0
JIEBAEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabmmusaius 3a6o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
JIEBAEMOCTH) '
Tepxkc u Kaiikoc (cradbunusarust | Carrington Lab, Department of Preclinical Sciences,
3a0051eBa€MOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemurn  (crabunmsanus | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0
3200JIeBa€MOCTH) boratory (MDU-PHL) ’
Toro (crabmmmsanms 3aboneBa- | Unité Mixte Internationale TransVIHMI(UMI 233 496 0 0,0
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€MOCTH) IRD — U1175 INSERM — Universit¢ de Montpellier)
IRD(Institut de recherche pour le développement)
Tonra 96 0 0,0
Tpunuman u Tobaro (cradbuim- | Carrington Lab, Department of PreClinical Sciences,
3arus 3a00J1€BAEMOCTH ) Faculty of Medical Sciences, The University of the 2729 17 100,0
West Indies
Tynuc (crabunmsanus 3abose- | Laboratoire de linique linique — Institut Pasteur de Tu- 688 5 100.0
BaEcMOCTH) nis ’
Typuwust (crabunuszanus 3adose- | Ministry of Health Turkey 91438 0 0.0
BAEMOCTH) ’
Vranga (crabunuzamnus 3abone- | MRC/UVRI & LSHTM Uganda Research Unit 806 0 0.0
BAEMOCTH) ’
Vkpauna (crabmmusanus 3a6o- | Department of Respiratory and other Viral Infections
JICBAEMOCTH ) of L.V.Gromashevsky Institute of Epidemiology & In- 3507 2 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak”
V36ekuctan (crabwnmzanms 3a- | Center for Advanced Technologies 40 0 0.0
00J1eBaeMOCTH) ’
VYpyrBaii (crabunuzanusi 3a00- | Departamento Laboratorios de Salud Publica (DLSP) 298 0 00
JIEBAEMOCTH) Ministerio de Salud Publica '
deneparuBnbie mraTel Mukpo- | Pohnpei State Hospital,
Hesun (crabmnmsaimst 3abose- | State Laboratories Division, Hawaii State Department 85 0 0,0
BAEMOCTH ) of Health
Gununmunael (ctabunmsanus 3a- | Philippine Genome Center 14882 5 1000
00J1eBaeMOCTH) ’
Ounnsaaus (crabunmsanus 3a- | Department of Virology, Faculty of Medicine, Univer- 93347 36 100.0
00J1eBaeMOCTH) sity of Helsinki ’
®pannus (camkenue 3abosesa- | CNR Virus des Infections Respiratoires — France SUD 381517 1941 100.0
€MOCTH) ’
®panmysckas ['Buana (cradbu- | National Reference Center for Viruses of Respiratory 1682 5 100.0
JU3arys 3a00JIeBaCMOCTH ) Infections, Institut Pasteur, Paris '
®panmysckas [Tonmuuesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0

Oounuzanus 3a00J1eBaeMOCTH)

Infections, Institut Pasteur, Paris
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XopBatus (crabunuzanus 3a00-

Croatian Institute of Public Health

24559 79 100,0
JIEBAEMOCTH )
LIAP (crabwimsanus 3aboneBa- | Pathogen Sequencing Lab, National Institute for Bio- 80 1 100.0
€MOCTH) medical Research(INRB) ’
Yepnoropus (crabunmszanus 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 484 3 1000
00J1eBa€MOCTH ) gie ’
Yexust (crabmnmszamms 3aboise- | The National Institute of Public Health 33638 0 0.0
BAEMOCTH) ’
Yunu (cHmxkenue 3aboneBaemo- | Instituto de Salud Publica de Chile
cri) 25780 0 0,0
[IBeiinapus (cradbunusamnms 3a- | Department of Biosystems Science and Engineering,
00J1eBaeMOCTH) ETH Ziirich. 54893 165 1000
[Berus (crabunmsanus 3a60- | The Public Health Agency of Sweden 116135 592 99.8
JIEBAaCMOCTH ) ’
[Ipu-Jlanka (crabmmusamus 3a- | Centre for Dengue Research and AICBU, Department 1176 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine '
DkBagop (crabunusanus 3a60- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 6135 47 100,0
DxBatopuansHast ['Bunest (cra- | Swiss Tropical and Public Health Institute 5 0 0.0
Oounmzanys 3a00J1€Ba€MOCTH) ’
Oceatunu (cTabunmsanus 3a60- | Nhlangano Health Centre(National Institute for Com-
JICBAEMOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0

Service)
Dcronus (crabunmsamnus 3a6o- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0
JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH ’
D¢uonus (crabunmsanus 3abo- | International Centre for Genetic Engineering and Bio-
JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 119 0 0,0
nome Sequencing

IOAP (crabunusanus 3aboneBa- | KRISP, KZN Research Innovation and Sequencing
€MOCTH) Platform. 26600 27 100,0
HOxnast Kopest (crabmnmsamms | Division of Emerging Infectious Diseases, Bureau of 137622 429 98,6

3a00J1eBa€MOCTH)

Infectious Diseases Diagnosis Control, Korea Disease
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Control and Prevention Agency

IOxnb1ii Cynan (craOumusanms

MRC/UVRI & LSHTM Uganda Research Unit, South

3200JICBAEMOCTH ) Sudan Ministry of Health, WHO South Sudan 28 0 0.0

SImaiika (crabumusarus 3abome- | Carrington Lab, Department of PreClinical Sciences,

BaecMOCTH) Faculty of Medical Sciences, The University of the 3260 0 0,0
West Indies

Snonus (crabmnusaius 3abone- | Pathogen Genomics Center, National Institute of Infec- 438585 1456 99 9

BAEMOCTH)

tious Diseases
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yoaukanuu:

doi: https://doi.org/10.1101/2023.09.14.23295379

A highly divergent SARS-CoV-2 lineage B.1.1 sample in a patient with long-term
COVID-19

CunbHo oTimyawinuiicsa oopaszen jJunuu B.1.1 SARS-CoV-2 y nmanueHTa ¢ 1Ju-
TeJbHBIM Teduenuem COVID-19.

Elena Nabieva, Andrey B. Komissarov, Galya V. Klink, u ap.

[IpencraBnens! JanHbIe TEHOMHOTO aHanu3a obpasma SARS-CoV-2, momydeHHOro B OK-
Ta6pe 2022 roga ot BUY-non0oXXUTEeTpHOTO MallMeHTa C MPEANOIOKUTEIbHO JITTUTEIb-
Hoit mH(peknmeir COVID-19. ®unoreHeTnuecKuii aHaln3 MOKa3bIBaeT, YTO oOpas3el xa-
paKkTepu3yeTcsi MPUPOCTOM B 89 MyTaluii ¢ MOMEHTa PACXOXKACHUS CO CBOUM OJMKai-
IIMM CEKBEHHPOBAHHBIM COCEIOM, KOTOPBI ObLT mony4yeH B ceHTsi0pe 2020 rona u npu-
HaJJIeKUT K JTuHuU B.1.1, npaktudecku ucuesnysiien B 2022 roay. 33 U3 3TUX MyTalui
ObLTH KOAMpYIOMUMH U 3aTpoHyiu Spike. I3 Hux 17 sSBIAIOTCS ONpeaestomUMH JTU-
HUIO B HEKOTOPBIX M3 BBI3bIBAIOIINX OecriokoicTBO BapuaHToB (VOC) uiu HaxonaTcs B
caiiTax, TZie Apyras MyTauus SIBJISI€TCA ONpPENENSIoneld B COOTBETCTBYIOIIEM BapUaHTE,
W/WIM TIOKA3aHO, YTO OHU YYACTBYIOT B YKIIOHEHUHM OT aHTHUTEIN, U/WIM OOHAPYKEHBI B
JIpYrux ciaydasx nepcuctupyromiero 3adonesanus COVID-19; B ux 4uciao BXOASIT HEKO-
TOpBIC «OOBIUHBIE MOI03peBaeMbIe», Takue Kak Spike: L452R, E484Q, K417T, Y453F u
N460K. Ananu3 MOJEKYJISIPHBIX YaCOB MOKAa3bIBAET, YTO MyTallUU B 3TOW JIMHUU HaKall-
JUBAIOTCS C OOJIbIIIEH CKOPOCTHIO TO CPAaBHEHUIO C MPEeAKoBbIM mtamMmoMm B.1.1. Oto
yBeJUYEHUE OOYCIIOBIICHO HAKOIJICHUEM HECHMHOHMMMYHBIX MYTAallUid CO CPEIHUM 3Ha-
yeareMm dN/dS 2,2, 9To yKka3plBaeT Ha CHUJIBHBIN MOJOXKHUTENBbHBIA OTOOP BO BpeMs JBO-
JIOLMM BHYTpHU nanueHnta. Kpome Toro, €cTb OCHOBaHHUS MOJararh, YTo BUPYC, MO Kpai-
HEel Mepe Kakoe-TO BpeMs, IEPCUCTUPOBA B HKEIIYJOUHO-KHUIIIEYHOM TPAKTE, O YEM CBHU-
JIETEIbCTBYET HAIMUME MYyTallUil, KOTOPbIE PEKU B T€HEPAIbHBIX MOMYISIIIUOHHBIX HPO-
0ax, HO 4acTO BCTPEUAIOTCA B MPOOaX CTOYHBIX BOJA. DTOT aHAIMU3 JOMOIHIET PacTyIUi
o0wveM uccnenoBanuil 3somounn SARS-CoV-2 y xpoHnyeckn MHOUUIMPOBAHHBIX MAlU-
€HTOB U €€ CBSI3U C MOSIBJICHUEM BBI3BIBAIOIINX OCCTIOKONCTBO BAPUAHTOB.

Diagn Microbiol Infect Dis. 2023 Aug 26;107(4):116070.

doi: 10.1016/j.diagmicrobio.2023.116070. Online ahead of print.

An overview of SARS-CoV-2 variants circulating in the 2020-2022 period in Lom-
bardy

O030p BapuanToB SARS-CoV-2, nupkyaupyomux B nepuox 2020-2022 rr. B Jlom-
Oapaumn

Federica Giardina, Guglielmo Ferrari, Federica Zavaglio, u ap.

B sT0 uccnenoBanue OBUIO BKIFOYEHO B OOIIEH CIOKHOCTH 15729 pecrnupaTopHBIX 00-
pasioB, coOpaHHbIX B mepuoj ¢ aekadpst 2020 roaa mo asryct 2022 rona. Coobiaercs o
pacrnipoctpaneHnu BapuantoB SARS-CoV-2 B perunone JlombGapaus, Urtanus, 3a nByx-
JeTHUI nepuon uccienoBanusa. Bapuantel Anbgda, [lensta 1 OMUKPOH cTayu npeodia-
JAIOLIMMHU, BbI3bIBasi OOJBUIMHCTBO CJIy4aeB, TOr/la Kak BapuaHThl bera niu 'amma B oc-
HOBHOM BBI3bIBAJIM JIOKAJIbHBIE BCHBILKH. CEKBEHHPOBAHUE CIIEAYIOLIEr0 MOKOJIEHUS
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BBISIBIJIO HECKOJIBKO MYTallMi M HEOOJBIIOE KOJIMYECTBO JIEJEHUNA BO BCEX OCHOBHBIX
BapuaHTax. Bcero ObUIO CEKBEHMpPOBAHO 747 IMTaMMOB, MPUHANICKANIUX K KIaje
Omukpon. IlepBoit naenTugupoBanHoi tuare Omicron 6p1a B.1.1.529, 3a koTopoit
cienoBasin BA.1, BA.2, BA.4, BA.5, BE.x u BF.x. B nenom na6moganmu 147 myranuii B
oenke Spike; cpeau nux 30/147 (20,4%) npou30UUIH B PEIIENTOPCBA3BIBAIOIIEM JTOMEHE.
N501Y 6wt uaeaTudunupoBan B 21,4% s mocnegoatenbHocTet BA.4 1 1o 50,2%
1u1st mocnenoBatenbHocTedt BA.1. Hu oqun u3 mraMmMmoB Omicron He coaepsKail 3aMEHbI
E484K, Ho B 37,2% nocnenoBarenbHocTed BA.2 ocTaTOK TyTaMUHOBOW KUCJIOTHI B TIO-
noxxeHnu 484 ObLT 3aMeHeH anaHuHoM. MHTepecHo, uTto myTtanus H655Y, o koTtopoii Ha
CErOJIHAIIHUM JEHb COOOIIANIOCh TOJIBKO y mTaMMoB Gamma, Oblia uIeHTUPHUIIIpPOBaHa
6onee yem B 80% mnocnenoBaTeabHOCTENH. MyTalli MPOUCXOIUIN B OOJACTH PELEHTOP-
CBSI3BIBAIOIIETO JIOMECHA.

Biophys J . 2023 Sep 15;S0006-3495(23)00580-5.

doi: 10.1016/j.bpj.2023.09.003. Online ahead of print.

Structure adaptation in Omicron SARS-CoV-2/hACE2: Biophysical origins of evo-
lutionary driving forces

Crpykrypuas agantanusi Omicron SARS-CoV-2/hACE2: ouopusuveckue HCTOKH
IBOJIOINMOHHBIX IBH/KYIIIUX CUJI

Ya-Wen Hsiao, David J Bray, Tseden Taddese, u ap.

ABTOPBI UCIOJIB30BAIM MOJICIIMPOBAHUE MOJEKYISIPHON AMHAMHKHU, YTOOBI U3YyYUTh U3-
MeHeHMsI (QYHIAaMEHTAJbHBIX B3aUMOJCUCTBUN MEXIY PEIENTOP-CBA3BIBAIOIIUM JIOME-
HOoM (RBD) ramkonpoTenHa muna v perenTopoM KIETKH-XO3siMHA (YeJOBEYEeCKHil aH-
THOTEH3UH- nipeBpamatomuii pepment 2: hACE2), Bo3HUKalOIIKE B pe3yIbTaTe MyTaIuil
Bapuanta Omicron (BA.1). u BA.2), oTHOCHTEIHHO MCXOAHOTO IITAMMAa JUKOTO THUIIA.
YcTaHOBIEHO, YTO TJMKAaHBl WrpaloT JKU3HEHHO BAXHYKO poJib B HHTepdeiice
RBD...hACE2 nns Bapuanta Omicron, a B3auMOJEHCTBUE MEXIYy TJIUKaHAMU M MyTa-
[USIMU TIOCJIEIOBATEIbHOCTEN MPUBOINUT K YCHIICHUIO CBs3bIBaHMs. OOHAPYKEHBI 3HAYU-
TEJbHBIE CTPYKTYPHBIC pa3ivuusi B KOMIUIEKCAX, KOTOPhIE B IEJIOM COJMMKAIOT OeNoK-
I U €r0 PerenTop. DTO corjacyeTrcss ¢ 00Jiee BBHICOKMM IMOJOXKHUTEIbHBIM 3apsSIoM
RBD, obycnoBnennsiM myTanusmMu BA.1 u BA.2, no cpaBHEHHUIO ¢ TUKUM THUIIOM U 00b-
sacHsercs 3TuM. OHAKO NajbHEeWlne pa3nuuyus Mexay noasapuantamMu BA.1 u BA.2
(KoTOpBIE UMEIOT SKBUBAJICHTHBIC 3apsiibl RBD) Takke oueBHAHBI: MyTallid YMEHBIIAIOT
MEKJIOMEHHBIE B3aMMOJICHUCTBHUS MEKY BOCXOJAIIECH LENbI U COCEAHEN LEMbIO MO Ya-
COBOM CTpeJKe, YTO MPUBOAWT K TMOBBINICHHOW ruOkoctu ansi BA.2. CrnemoBaTenbHO,
UMEET MECTO TMOSBJICHUE TOTOJHUTEIBHBIX TECHBIX KOHTAKTOB B OJHOU periuke BA.2,
KOTopble BKIOYatoT cBsi3biBaHue ¢ hACE2 BToporo RBD, B nomonHeHue kK Bocxoasiei
HeNnu. ITU CTPYKTYPHBIE M 3JEKTPOCTATUUYECKUE PA3UUUsl MO3BOJSIOT IIy0XkKe MOHSTH
MEXaHU3MBI, C MTOMOIIbIO KOTOPBIX BUPYCHBIE MyTallMd MOAYJIUPYIOT CBSI3bIBAHHE KJIIE-
TOK-X0351€B, U 00ECIIEYNBAIOT OMOPU3NUECKYIO OCHOBY JIJIsl IBMIKYIITUX CHJI SBOJIOIIUH.
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