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Pacnpocrpanenue BapuanToB Bupyca SARS-COV-2, sbi3piBaromux unrepec (VOI) u
cyoBapuanToB Omicron, Haxoasimuxcs noja Hadaoaenuem (VUM), Ha 0oCHOBe KOJIM-
4yecTBa X TeHOMOB, 1eMNOHUPOBAHHBIX B 0a3y JaHHbIX GISAID

3a Hexearo ¢ 9 mo 15 centsaops 2023 r.

@KYH Poccuiickuti Hay4HO-UCCe008amenbCKUll R(pOMUEOYYMHbIL UHCIUNYM
«Muxpoby Pocnompebnaosopa, Capamos, Poccuiickaa @edepayus

B 0030pe npeactaBiena uHbopmaIs Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxonsmuxca noa Habmoaenuem (VUM), reHOMHBIE MOCIEA0BATEILHOCTH KOTOPBIX pas-

MemeHsl B MexayHaponHoi Oaze maHHbIXx GISAID 3a mememo ¢ 09.09.2023 r. mo
15.09.2023 r.

[To cocTostnuto Ha 15 centsiops 2023 r. B cooTBeTcTBUM ¢ Kiaccudukauueir BO3 k
BapuaHTam Bupyca SARS-COV-2, BeiwiBatonux unrepec (VOI), oTHeceHbl cyOBapuaHThI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBnen 19.07.2023r., xmaccudunmpoan kak VOI
09.08.2023r.). B rpynny HUpKyIUPYIOIMUX BapUaHTOB, HAXOMASIIUXCS O] HAOIIOJICHHUEM
(VUM) Bxmrouensl reHetnueckue muauu: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3, BA.2.86 (mo6aBnen 17.08.2023 Ha ocHOBaHWU OOJBIIOTO KOJIWYSCTBA BBISBJICH-
HBIX MYTalui).

Ha cerogusiuinuii nens B 6a3ze manHbix GISAID Bcero npencrasneno 16 001 087 re-
Homa Bupyca SARS-COV-2 (3a Henenro aenonupoano 36 365 mocnenoBarenbHocTei). B
MUpE CTpaHaMH — JIMJEPAMH MO0 KOJUYECTBY JCTIOHUPOBAHHBIX TE€HOMHBIX MOCIIEIOBATEb-
Hocteit Bupyca SARS-CoV-2 ocratorcs CIIA — (4 890 179 rernomos — 30,6% ot Bcex pas-
mernteHHbIX B GISAID) u BenukoOpuranus (3 102 681 renom — 19,4%).

Bcero B 6a3y mannbix GISAID penonmpoBano 8 521 205 reHomoB BapuaHTa
Omicron, 3a aHAIU3UPYEMYIO HEACNI0 pa3MelnieHa emie 29 453 reHOMHBIX MOCe0BaTeb-
Hoctelt — 80,9% OT Bcex MpencTaBICHHBIX 3a TEKYIIYIO HEIEN0 T€HOBApPUAHTOB BHpYCa
SARS-CoV-2 (na npouuioii Henene — 94%). Poccuiickumu 1abopaTopusiMi pa3MelIeHbl 78
542 renomubie nocieaoBaTenbHOCTH SARS-COV-2, B ToM uncie Bapuanta Omicron — 46
354 renoma.

Ha cerogusimnmii gens B 6a3e nanubix GISAID 3adukcupoBaHo enoHUpOBaHUE Ba-
puanta Omicron u3 213 crpan u Teppuropuii: ABcrpanus, ABctpus, AsepOaiikan, Anda-
Hus, Amxup, Amepukanckoe Camoa, AHnoppa, AHrona, AHturya u bapOyna, AHrumes,
Aprentuna, Apmenusi, Apyba, Adranucran, banrnanem, bap6anoc, baxpeitn, benapycs,
benbrus, bepmyackue OctpoBa, benus, bennn, bonrapus, bonusus, borcBana, bocHus u
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I'epueroBuna, bonaiipe, bpasunus, bpynen, bpuranckue Buprunckue octposa, byran, by-
pynau, bypkuna-®aco, BenukoOpuranus, Benecysna, Benrpus, Buprunckue Octpoa
(CILIA), Beetnam, I'ana, I'autu, 'amOus, ['aitana, ['Bagenymna, I'Batemana, [ Bunes, I'epma-
Hus, ['nbpanrap, I'onaypac, ['onkonr, I'penana, I'penusa, I'pysus, ['yam, ['abon, Jlanwus,
Jxubytu, lomunukanckas Pecnyonuka, lomunuka, JIPK Jlemokpatuueckas PecryOnuka
Bocrounsnii Tumop, Jlemokpatuueckas Pecnyonuka Can-Tome u [lpuncunu, Eruner, 3am-
ous1, 3um6aoBe, U3pawns, Unnus, Unnounesus, Mopaanus, Upak, Upan, Upnanausa, Mcnan-
nust, Ucnanus, Utanus, Kabo-Bepne, Kazaxcran, Kaitmanoser OctpoBa, Kambomxa, Kame-
pyH, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubatu, Komym6us, KocoBo, Kocrta-Puka,
Kot-n'UByap, Ky6a, Kyseiit, Koipreizcran, Kiopacao, Jlaoc, JlarBus, JIubepus, Jlusan, Jlu-
Bus, Jluxtenmreiin, Jlutea, Jlecoro (KopomnerctBo Jlecoto), JlrokcemOypr, Mamarackap,
Magspukuii, MaBputanusi, Makao, Manasu, Manaisusa, Manpaussl, Manbra, Manu, Ma-
pokko, Maptunuka, Mapmannossl OctpoBa, Maitorra, Mekcuka, Mo3am6uk, Momnaosa,
Momnako, Monroaus, MonTceppar, Mpsiuma, Mukpone3us, Hamuous, Hunepnanas:, Hu-
rep, Hurepusi, Henan, Hopserusi, HoBast 3emannus, HoBas Kanenonusi, Hukaprya, OmaHn,
OAD, OctpoBa Kyka, , Ilakucran, [Tanectuna, [Tanama, [Tamay, Ilaparsaii, [TanyaHoBas
I'sunes, Ilepy, Ilopryramms, [lonsmma, Ilyspro-Puko, Peronbon, Pecniyonuka Konro, Pec-
nyonuka Ceitmensckue OctpoBa, PecnyOnuka ['Bunes-bucay, Pecnonuka Banyty, Pymbi-
Hus, Poccus, Pyanna, CanbBanop, Cen-Mapren, Cunt-Mapren, Caynosckas Apasusi, Ce-
BepHast Makenonusi, CeBepHble Mapuanckue octpoBa, Ceneran, Coro3 Komopckux Octpo-
BOB, Creppa-Jleone, CnoBakus, Cinosenusi, Cunranyp, Cupus, CILIA, Cenr-Kutc u HeBuc,
Cenr-Buncent u I'penamunbi, Cent-Jltocus, Cunrt-Mapren, CoapyxectBo baramckux
OctpoBoB, Comanu, Cynan, Tawnann, TaiiBanb, Tanzanus, Tepkc u Kaiikoc, Toro, Tpunu-
nang u TobGaro, Tynuc, Typuus, Yranma, Y30ekucrtan, YkpauHa, YpyrBaii, OuUHISHIUA,
Opanuus, Opannysckas ['Buana, @pannysckas [lonunesus, Pumununsl, Xopsarus, Yep-
Horopusi, Yexusa, YUunu, Yan, LIAP, [eeuus, [Iseituapus, [lpu-Jlanka, JxBanop, Icro-
Hus, DcBatunu, Jduonus, JkBaTopuanbHas [Bunes, IOAP, IOxunas Kopes, FOxunpiii Cy-
naH, Anonus, SImaiika.

3a npomemmue 4 Henenu 61 crpana (28,6%) (3a mpeapiayme — 58 ctpan (27,3
%) JNOTIOJIHWIIM JTaHHBIC O JETIOHUPOBAHUM T'€HOMHBIX TOCJeaoBaTeaIpHOCTEH Omicron B
GISAID.

JluHaMuKa pacmpocTpaHeHus] B MHUpe cyOBapuaHToB Omicron CEeKBEHHPOBAHHBIX H
3arpyxeHHbIX B 0a3y manHbix GISAID mpencrasnena na pucynke 1. Cpenu nupKyIupyro-
IMX IITAMMOB KOpPOHaBHpyca IOMUHHpYIOT cyOBapuantel EG.5.1.1 (11,89%), EG.5.1
(9,05%), EG.5.1.3 (6,95%), XBB.1.16 (5,71%) u XBB.1.16.6 (5,16%).
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https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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analysis is based.

GISAID

Pucynok 1. Pacnipoctpanenue cyoBapuantoB Omicron B Mupe

(o cocrosinuio Ha 12.09.2023 r.)

I'enetnueckoe pa3zHoOOpazue HLUPKYJIUPYIOLUIMX B PETMOHAX MHUpPAa CyOBapHaHTOB

Omicron 3a nocnennue 4 Henenu nokasaHo Ha pucyHke 2. B CesepHoli Amepuike nociea-
HHUe 4 Henenu NOMHHUPYIOT cyoBapuantel EG.5.1.1 (8,35%) nu XBB.1.16.6 (7,62%), B EB-
pone — EG 5.1.3 (11,45%) u EG.5.1.1 (10,74%), B ctpanax Asum — EG.5.1.1 (18,17%) u
EG.5.1 (13,46%), B Tuxookeanckom peruone — EG 5.1.1 (17,16%) u EG.5.1 (8,67%), B
IOxnoit Amepuke — GK.1.1 (17,14%) u XBB.1.5 (11,43%), B Adpuxe — XBB.2.3.11
(23,68%), BA.2.86 (14,47%), XBB.1.41.1 (13,16%).
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Pucynok 2. Pactipoctpanenue cyoBaprantoB Omicron B perTHOHaX MUpa 3a 4 HeJenu
(c 15 aBrycra mo 12 centsiopst 2023 r.)

3a nocneaHue 4 HEAECTU B MUpPE pacpocTpaHeHHOCTh BapuanToB VOI Bo Becex peru-
OHaxX YMEHBIIIWJIACh, OJTHAKO WX JIOJISI OCTAETCs Mpeodiagaromiell Cpei CeKBeHUPOBAHHBIX
reaomoB Bupyca SARS-CoV-2, nanbonbemas — B ctpanax EBpomsi, CeBepHOI AMEpHKH,
Asun u Adppuku (64,5%, 63,7%, 60,5% u 59,6% coorBercTBeHHO). Hanbosbiee Konde-
ctBo cyoBapuantoB VUM nupkymupyet B FOxuoit Amepuke u Adpuke (43,6% u 36,5%

COOTBETCTBEHHO) (puc. 3).
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% Variants of Interest

(Omicron XBB.1.5, XBB.1.16, EG.5 and 59.64 60.53 64.47 47.82 63.73 55.05
sublineages)

% Variants under Monitoring

(Omicron BA.2.75, CH.1.1, BA.2.86, XBB, 36.48 35.29 31.17 30.88 28.41 43.58
XBF, and all respective sublineages)
% Other Omicron
(non-VOCNOI/VUM) 3.88 4.18 433 21.30 7.85 1.38
% Others 0 0 0.03 0 0.01
% Former VOCs/VOIs/VUMs 0 0 0 0 0
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This slide shows NEW data in GISAID on 2023-09-12 submitted since last report 7 days ago the Authors from Originating .
(new by submission date, not collection date) ond Submitting laboratories
See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions of sequence data.on Which the

analysis is based.

Pucynok 3. Pacnpoctpanenue cyOBapruanToB Omicron B peruoHax MUpa, CEKBEHUPOBaH-
HBIX ¢ 15 aBrycra no 12 cents6ps 2023 r.

BapuanTtsl, Bei3biBaomue narepec (VOI)
[To coctostauto Ha 15 centsiops 2023 r. B 6a3y nanasix GISAID EpiCoV nocnenosa-

tenbHOCTH, oTHOCsMecss k XBB.1.5 (Kraken) nemonmpoBansl u3 137 ctpan. OtmedeHa
TEHJCHIMS CTa0WIN3alny B HUPKYJIALUUA cyOBapuaHTa. 3a nocieqHue 4 Heaean Haubomb-
ee pacrnpocTpaHeHue cyoBapuaHT noiay4uwi B bpaswnun - 54%, Aprentune — 40%, DkBa-
nope — 33%, Mekcuke — 17%, Utamuu - 11% u CIIA — 10%.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 107 crpan. 3a mocnennue 4 He-
nenu cyoBapuaHT nmpeumyinectBeHHO Bbyienasuin B CHIA (28%), Benukoopurtanuu (27%),
Wpnanauu (27%), Ouansuauu (24%), Snonun (21%) u Kanane (17%).

CyoBapuant EG.5.1 (Eris) B HacTosiee BpeMs 0 pacipOCTPaHEHHOCTH 3aHHUMAeT
IIEPBOE MECTO CPEIU JOMHMHHUPYIOIIMX BapuaHTOB B Azuu, EBpone, CeBepHOli AMepuke U
Tuxookeanckom pernoHe. CekBeHUpOBaH jabopaTopusiMu /3 cTpaH (Ha Ipeablayliei He-
nene — 70 crpan). B 6a3e mannbix GISAID nemonupoBan 28 421 renom cyOBapuanTa, (Ha
npouuioit Henene — 23 990 reromoB). B KOxnoit Kopee, SAnonun, bensrun n Uranuu nons
cyOBapuaHTa cpeld CEeKBEHHPOBAHHBIX 3a MocleaHue 4 Heaenu mTaMMoB cocTtaBmia 18%,
15%, 11% u 11% coOTBETCTBEHHO.



Bapuantsl, Haxoasinmmecsi noa Haoawaennem (VUM)
Cyo6Bapuant XBB.1.9.1 (Hyperion) cexBeHupoBaH Jsabopatopusmu 116 cTpaH.

HabGmronaercs crabunbHas TeHACHIMS UUPKyIsuuu cyOBapuanta. Hambonbiuee pacmpo-
ctpanenue XBB.1.9.1 3a nocnennue 4 Henenu OTMEUEHO B CIEAYIOMMX cTpaHax: HoBas
3enanaus (3%), FOAP (3%).

Hupkymsius cyoBapuanta XBB.1.9.2 3aduxcuposana B 98 crpanax, mo cpaBHEHHUIO
C IpeabIAYIel HelleNel pacpoCTpaHeHHOCTh cHU3MIach Ha 0,6%.

Ha 15 ceHTs0psi KOTUYECTBO CTpaH, U3 KOTOPHIX MPE/ICTABICHBI T€HOMHBIE MOCIE10-
BaTenbHOCTH cyOBapmanta XBB.2.3 (Acrux) cocraBmino 95. 3a mocnemnnue 4 Hemenu
HauOoJIbIIIee pacnpocTpaHeHue cyoBapuanT nonyumit B Muaaun (64%), CIIA (10%), bpa-
sunuu (9%) u Benukobpuranuu (9%).

B 6aze nanubpix GISAID renomsl cyoBapuanta CH.1.1 (Orthrus) nenonupoBaHsl U3
105 crpan, ero pacnpocTpaHeHHOCTh B Mupe coctaBisier 1%. B Mcnanuu, HoBoit 3enan-
muu, Upnanauu u ABctpanuu 3a nocieaHue 4 Henenu 3aUKCHPOBAHO HauOOJbIIEEe pac-
npocTpaHeHue cyoBapuanTta Ha ypoBHe 13%, 8%, 6% u 5% cooTBeTCTBEHHO.

Cy6Bapuant XBB (Gryphon) nupkynupyer B 83 cTpanax, 3a mocienHue 4 HeIenu
CEKBEHUPOBaH JlaboparopusMu oaHow ctpanbl (FOAP — 3%).

BA.2.86 (Pirola) siBisiercst cyOBapuanToM Bapuanta OmICron, mpoUCXOSIIUM OT
mramma BA.2. [1o npensaputenbubiM ganabiM, BA.2.86 umeetr Ha 34 myTaruu OoJibiie B
cBoeM Oeinke-mune, yeM BA.2, kotopsiii Bei3Bai BoHy COVID-19 B 2022 1., u eme Ha 36
MyTtanuii 60sb11e, ueM XBB.1, kotopsrit 6sicTpo pacnipoctpanmics B CIIIA B nagane 2023
r. IMeeT TeHJIEHIINIO K POCTY paclpocTpaHeHus. BriepBrie 0OHapyXeH B UCCIENYEMBIX 00-
pasmax ouonornueckoro marepuana 24 urons 2023 r. O ciayyasx 3a00jieBaHUs, BRI3BAHHBIX
cyoBapmanTom BA.2.86, 18 aBrycra 2023r. coobnmmmm Jlanus u M3pauns, korma ObLIO 3a-
PErUCTPUPOBAHO BCcero 6 ci. 3aboneBaHus B yeTblpex crpaHax ([lanus, M3pauns, Benuko-
opuranus u CIIA). ITlo cocrosinuio Ha 8 centsiOps BapuanT BA.2.86 ObLn cBsizan ¢ 72 ciy-
gassMu 3a0oneBanus B 14 ctpanax. B ux umcno Bxomar CIHIA, Kanana, Jlaaus, [lIBenus,
[Mopryranus, U3pauns, Benukobpuranus, KOAP, Taunana, Mcnanus, Asctpanus, FOxHas
Kopes, SInonnst m @pannms. [lo nanaeim CDC, BA.2.86 Tarke ObL1 0OOHapyKeH B Mpodax
CTOYHBIX BOJI B Pa3HBIX CTpaHax.

WNudopmanust mo OOHOBJICHHBIM JaHHBIM O JICIOHUPOBAHHBIX TE€HOMax BHpYca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabnuie 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

B ToM uyucie ko-

[IponieHT reHOMOB,

Konmnuectso JIMYECTBO I'€HOMOB | OTHOCAIIINXCS K
nernoHupoBan- | Omicron, aenoHu- | Bapuanty Omicron
Crtpana VYupexaenue, NpoBOJUBIIIEE CEKBEHUPOBAHUE HBIX TEHOMOB | poBaHHBIX 3a 1o- | (B.1.1.529), nemo-
Omicron cilieqHue 4 HeNeNu | HUPOBAaHHBIX 32
(B.1.1.529) (25.08. — | mocneauue 4 He-
15.09.2023 r.) i () 0%
Ascrpanus (cradbmnmsanms 3a- | NSW Health Pathology — Institute of Clinical Patholo-
00J1eBaEMOCTH ) gy and Medical Research; Westmead Hospital; Uni- 164597 636 100,0
versity of Sydney
Asctpust (crabunmsanusi 3a0o0- | Bergthaler laboratory, CeMM Research Center for
JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 191440 84 100,0
ences
AszepOaiimxan  (crabmmusarust | National Hematology and Transfusiology Center 20 0 0.0
3200J1€Ba€MOCTH ) '
AnbGanust (crabunmsanms 3a0o0- | Respiratory Virus Unit, National Infection Service,
: 777 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunuzanus 3abone- | National Reference Center for Viruses of Respiratory
i ) : 574 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue  Buprunckue | UW Virology Lab
ocTpoBa (cTabunm3anusi 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. . . 124 0 0,0
Jr3arys 3a00J6BAEMOCTH) of Viral Diseases, Pathogen Discovery
Anrunbs (crabunmsanust 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Awnrona (crabmmmzanus 3abone- | KRISP, KZN Research Innovation and Sequencing
169 0 0,0
BaEMOCTH ) Platform
Anpoppa (crabmmusanusi 3a6o- | Instituto de Salud Carlos 111 323 0 0,0




JIEBAEMOCTH )

AHnturya u bapOyna (crabuiu-

Carrington Lab, Department of Preclinical Sciences,

3anus 3a00J1eBAEMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus

Aprentuna (crabwiumsamus 3a- | Instituto  Nacional — Enfermedades  Infecciosas 9487 20 100,0

00J1eBa€MOCTH ) C.G.Malbran

Apmenus (crabunumsanus 3a6o0- | Institute of Molecular Biology NAS RA, Republic of

JIeBa€MOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 00
ics Institute and Molecular Biology IBMPh RAU, Re- '
public of Armenia

Apyba (crabunmszanus 3abose- | National Institute for Public Health and the Environ- 1060 11 100,0

BAaE€MOCTH) ment(RIVM)

Adranucran (crabunumsanus 3a- | Central Public Health Lab 9 0 0.0

00JIeBAaCMOCTH ) ’

baramckue octpoBa (crabummu- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0

3arus 3a00JIeBaEMOCTH ) waldo Cruz Institute, FIOCRUZ ’

banrnagem (crabmnusanus 3a- | Child Health Research Foundation

2119 0 0,0

00J1€Ba€MOCTH)

Bapb6amoc (crabunuzarms 3a6o- | Carrington Lab, Department of PreClinical Sciences,

JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies

baxpeitn (cradbunmszamnms 3a60- | Communicable Disease Laboratory, Public Health Di- 7092 0 0.0

JIEBAEMOCTH) rectorate ’

Benapych (crabmnusamnus 3a6o- | Laboratory for HIV and opportunistic infections diag-

JIEBa€MOCTH) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)

benus (crabunmsamnms 3abose- | Texas Children's Microbiome Center 703 0 0.0

BAEMOCTH) '

besnbrus (poct 3a0051€Ba€MOCTH) _KU Lt_euven, Rega Institute, Clinical and Epidemiolog- 95254 990 100,0
ical Virology

benun (crabunmsanms 3abome- | Institut fiir Virologie — Institute of Virology — Charite 517 0 0.0

BAEMOCTH)
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bepmynckue octpoBa (cTabumim-

Respiratory Virus Unit, National Infection Service,

3a1us 3a00JIEBAEMOCTH) Public Health England 1l 0 0.0
Bbosrapus (cradbunusarus 3a60- | National Center of Infectious and Parasitic Diseases 2420 0 0.0
JIEBAEMOCTH ) ’
bonmBus (cHmwkenue 3abosesa- | Laboratory of Respiratory Viruses and Measles, Os- 105 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomaiip (crabmnuzarus 3abose- | National Institute for Public Health and the Environ-
1073 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
: . 291 0 0,0
JM3alys 3a00J6BaGMOCTH) for Molecular Diagnostic and Research Laboratory
borceana (crabunmsanus 3a60- | Botswana Institute for Technology Research and Inno- 3451 0 0.0
JIEBAEMOCTH ) vation ’
bpasunus (crabumusanus 3ab6o- | Instituto A(_jolfo Lutz, Interdiciplinary Procedures Cen- 112662 80 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabmiu3anus 3a0o0ieBa- 46 0 0,0
€MOCTH)
bpyneii (crabunuszanus 3abone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 6042 0 0,0
boratory)
byran (crabunuzauus 3abone- | AFRIMS 100 0 0.0
BAEMOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 00
3a00J1€eBa€MOCTH) ’
bypynau (crabmnmuszanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
. . . 93 0 0,0
JIEBAEMOCTH) tional Institute of Public Health
BenmukoOpurtanus  (cradbmimsa- | COVID-19 Genomics UK (COG-UK) Consortium.
11 32a00J1IeBa€MOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1475294 2254 100,0
nomics UK (COG-UK) consortium.
Benrpust (crabmmmsanusi 3a0o- | National Laboratory of Virology, Szentagothai Re-
469 0 0,0
JICBa€MOCTH) search Centre
Benecyana (crabunmmzanusi 3a- | Laboratorio de Virologia Molecular 757 0 0,0




00J1eBa€MOCTH)

Brernam (cTabunmzarus 3a60-

National Influenza Center, National Institute of Hy-

JIEBAEMOCTH) giene and Epidemiology(NIHE) 6356 0 0.0
I'abon (crabumuzamms 3abone- | Centre de recherches médicales de Lambaré- 9 0 00
BAEMOCTH) né¢(CERMEL) ’
lautu (crabmnmsarnmst 3abone- | Laboratoire  National de  Santé  Publique - 425 0 00
BacMOCTH) LNSP(HAITI — LNSP) '
laiiana (crabwnmzanus 3adone- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BaEMOCTH) '
I'amOus (crabmmusarus 3aboie- | MRCG at LSHTM Genomics lab 333 0 0.0
BAaEMOCTH) '
lana (crabwimzamnus 3abonesa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2343 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunmsarust 3a- | National Reference Center for Viruses of Respiratory
i ) : 679 2 100,0
00JIeBAaCMOCTH ) Infections, Institut Pasteur, Paris
I'Batemana (crabunmsarust 3a- | Asociacion de Salud Integral/Clinica Familiar Luis
‘ , 3857 0 0,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (crabunmsanus 3abone- | Centre de Recherche et de Formation en Infectiologie 594 0 0.0
BacMOCTH) Guinée '
I'Bunes-bucay (crabunmszanus | MRCG at LSHTM, Genomics lab 20 0 00
3a0051€Ba€MOCTH) :
I'epmanus (crabunmsanus 3a6o- | Charité Universitditsmedizin Berlin, Institutfiir Virolo-
JICBA€MOCTH ) gie. Institute of infectious medicine & hospital hy- 574877 162 98,8
giene, CaSe—Group.
I'ubpanrap (crabwimsanus 3a- | Respiratory Virus Unit, National Infection Service,
. 122 0 0,0
00JIeBaEMOCTH) Public Health England
Tonnypac (crabwimsanus 3a00- | Genomics and Proteomics Departament, Gorgas Me-
. . . 124 0 0,0
JICBa€MOCTH) morial Institute For Health Studies
I'onkonr (cradbunmsarms 3a06o0- | Hong Kong Department of Health 13674 7 100,0
JIEBAEMOCTH)
I'penana WINDREF/SGU Laboratory 106 0 0,0
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I'perust (crabunmzanus 3aboie-

Greek Genome Center, Biomedical Research Founda-

BacMOCTH) tion of the Academy of Athens(BRFAA) 18951 0 0.0
I'py3us (crabuimzanus 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 9949 0 0.0
Research, National Center for Disease Control and '
Public Health(NCDC) of Georgia.
I'yam (crabunuzaius 3abomnesa- | Centers for Disease Control and Preven—tion Division
. . X 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Manus (crabmnmsarus 3aboie- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, Aalbo_rg Unlver_sny. _Department of Virus and 365466 204 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
Jomunuka (crabmmmsarms 3a- | Carrington Lab, Department of PreClinical Sciences,
00J1eBaeMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckas — Pecnyonuka | Respiratory Viruses Branch, Centers for Disease Con-
(crabmnmszarmst  3aboseBaemo- | trol and Prevention, USA 1952 4 100,0
CTH)
Jlemokpatuueckas PecmyOsuka | Pathogen Sequencing Lab, National Institute for Bio-
Konro (crabummsanus 3a6ose- | medical Research(INRB) 567 0 0,0
BAEMOCTH)
JIP Cent Tome u Ilpuncunu | LNR-TB
(crabumuzarust  3aboseBaeMo- 1 0 0,0
CTH)
Eruner (crabunusarms 3abone- | Main Chemical Laboratories Egypt Army
2789 0 0,0
BAEMOCTH)
3am6us (crabunusarus 3abome- | University of Zambia, School of Veterinary Medicine 1993 0 0.0
BAEMOCTH) ’
3umbabBe (cTabunmsanus 3abo- | National Microbiology =~ Reference  Laborato- 316 0 0.0
JIEBAEMOCTH) ry(Quadram Institute Bioscience) '
Wspanns (crabunumsarus 3a60- | Central Virology Laboratory, Israel Ministry of Health 117051 417 96.8

JIEBAEMOCTH)
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Nuns (crabunm3zanus 3aboie-

Department of Neurovirology, National Institute of

BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR- 142080 51 100,0
Centre for Cellular and Molecular Biology
Wuponesus (crabmnmzanus 3a- | National Institute of Health Research and Develop-
39687 0 0,0
00J1eBaCMOCTH ) ment
Hopmanus (crabunusarmst 3a- | Andersen lab at Scripps Research, CA, USA 243 4 100,0
00J1eBaEMOCTH)
Upak (crabunusaius 3abonesa- | Biology, College of Education Department of Virolo-
€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 384 0 0,0
sinki, Finland generated and submitted to GISAID
Hpan (crabunusanus 3abonesa- | National Reference Laboratory for COVID-19, Pas-
) 2649 0 0,0
€MOCTH) teur Institute of Iran
Wpnangus (crabmnusanus 3a- | National Virus Reference Laboratory 58590 997 100,0
00J1eBa€MOCTH)
Wcnanaus (crabmnusaius 3a6o- | Landspitali Department of Clinical Microbiology 10746 45 100,0
JIEBAEMOCTH )
Wcnanust (crabunusanus 3a6o- | Hospital Universitario 12 de Octubre 124993 717 100,0
JIEBAEMOCTH)
Uranus (crabmnusanus 3abone- | Army Medical Center, Scientific Department, Virolo- 89246 580 99 8
BaeMOCTH) gy Laboratory
Ka6o-Bepnae (cradbunmsarus 3a- | Institut Pasteur de Dakar
719 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (crabunmsanus 3a- | Reference laboratory for the control of viral infections
2058 0 0,0
00J1eBaeMOCTH)
Kamb6omka (crabmmusamnust 3a- | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
00J1eBaeMOCTH)
Kamepyn (crabwnmsanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
L 1306 0 0,0
JIEBAEMOCTH) Emergentes et Ré—€mergentes)
Kanama (crabmnmsanus 3a6omne- | Laboratoire de santé publique du Québec 302731 2848 100,0
BAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabummzanus 3a6ome- | Biomedical Research Center(BRC), Qatar University / 1540 0 0,0
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BAEMOCTH)

Qatar Genome Project(QGP)

Kenust (crabwnmmsanus 3abode-

KEMRI-Wellcome Trust Research Pro-

BAaE€MOCTH) gramme/KEMRI-CGMR-C Kilifi S471 0 0,0
Kump (crabunmsanus 3abonesa- | Department of Molecular Virology, Cyprus Institute of
. 465 0 0,0
€MOCTH) Neurology and Genetics
Kurait (craOunmsanus 3aboJe- Natlpnal Institute for Viral Disease Control and Pre- 55661 1146 100,0
BAaEMOCTH) vention
Konym6ust (crabunmszanmst 3a- | Instituto Nacional de Salud— Direccion de Investi-
., s 14826 3 100,0
00J1€eBaeMOCTH) gacion en Salud Publica
Komopckue octpoBa (cradbmiu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1us 3a00JIEBAEMOCTH) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabmmmsanus 3abone- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 901 0 0.0
BacMOCTH) gie ’
Kocra—Puka (cradbunmsanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N "y 9363 0 0,0
00J1€BaeMOCTH) Ensenanza en Nutricion y Salud
Kor [dWUByap (cradbunmsauus | Molecular diagnostic unit for viral haemorrhagic fe- 939 0 0.0
3200J1€Ba€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky6a (crabunmsanus 3abonesa- | Respiratory Infections Laboratory 596 0 0.0
€MOCTH) ’
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty
7 ) 914 19 100,0
BaE€MOCTH) of Medicine, Kuwait
Keipreizcran (crabmnumzanus 3a- | SRC VB “Vector”, “Collection of microorganisms” 45 0 00
00J1€Ba€MOCTH) Department ’
Kropacao (crabumusanmst 3a6o- | National Institute for Public Health and the Environ-
1221 1 100,0
JIEBAEMOCTH) ment(RIVM)
Jlaoc (crabunmsanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 836 0 0.0
€MOCTH) tal ’
JlatBus (crabunmsaius 3abose- | Latvian Biomedical Research and Study Centre
14277 0 0,0
BAaEMOCTH)
Jlecoto (cradbunm3arnus 3aboine- | National Institute for Communicable Diseases of the 138 0 0.0
BAaeMOCTH) National Health Laboratory Service '
Jlubepust (crabmnmzarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0,0
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JIEBAEMOCTH )

sity

JluBan (crabunmsammsi 3aboie-

Laboratory of Molecular Biology and Cancer Immu-

BaEMOCTH) nology, Lebanese University Public Health England 849 24 100,0
JluBust (crabmnuzanus 3aboise- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) :
JlutBa (crabwmmzanms 3aboie- | Vilnius University Hospital Santaros Klinikos, Center
- 11217 0 0,0
BacMOCTH) of Laboratory Medicine
Jluxtenmreitn  (crabwnusarus | Bergthaler laboratory, CeMM Research Center for
3a00J1€BAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1383 0 0,0
ences
JlrokcemOypr  (crabunuzanus | Laboratoire national de santé, Microbiology, Microbial
. 36110 87 100,0
3200JIeBaEMOCTH) Genomics Platform
Maxkao (crabunuszamusi 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BACMOCTH) ’
Maspukuii (crabmmusamus 3a- | CNR Virus des Infections Respiratoires — France SUD 2434 4 100.0
00J1eBaeMOCTH)
MaspuTaHus (crabmmmzanus | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maiiorra (crabunusarms 3a6o- | National Reference Center for Viruses of Respiratory
. ) : 373 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (crabmnmsanus 3a- | Institute for Medical Research, Infectious Disease Re-
00J1eBaEMOCTH ) search Centre, National Institutes of Health, Ministry 31976 9 100,0
of Health Malaysia
Manasu (crabmnusamus 3a60- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JICBAEMOCTH) Platform
Manu (crabmimzanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
. . : ) 159 0 0,0
€MOCTH) nomics and Microbial Evolution
ManpauBel (ctadbmnusanus 3a- | Indira Gandhi Memorial Hospital
333 0 0,0
00J1€Ba€MOCTH)
Manbta (ctabunusanus 3abosne- | Molecular Diagnostics Pathology Department Mater
. ) 163 0 0,0
BAaeMOCTH) Dei Hospital Malta
MapmauioBsl octpoBa (crabu- | State Laboratories Division, Hawaii State Department 37 2 100,0
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TU3anys 3a00J1€Ba€MOCTH)

of Health

Mapokko (crabwimzarust 3a00-

Laboratoire de Biotechnologie

1297 8 100,0
JIEBAEMOCTH )
Maprunuka (crabmmusanus 3a- | CNR Virus des Infections Respiratoires — France SUD 1544 3 100,0
00J1eBa€MOCTH)
Mekcuka (cradbunmsanus 3a0o- | Instituto de 15iagnostic y Referencia Epidemiologicos 42819 5 100,0
JICBAEMOCTH ) (INDRE)
Mozamouk (cradbmmmsanus 3a- | KRISP, KZN Research Innovation and Sequencing
i 731 0 0,0
00J1eBaEMOCTH ) Platform, South Africa
Monnasust (cradmmmsamus 3a- | ONCOGENE LLC 698 0 0.0
00JIEeBaEMOCTH )
Momnako (crabmnmsanust 3a6o- | National Reference Center for Viruses of Respiratory
: ) : 16 0 0,0
JIEBAGMOCTH ) Infections, Institut Pasteur, Paris
Mounronust (crabmimzarms 3a- | National Centre for Communication Disease (NCCD)
X 917 0 0,0
00J1eBaEMOCTH ) National Influenza Center
MomnTtceppar (crabunu3sarus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpsama (crabunuzamnus 3a60- | DSMRC 128 0 0.0
JIEBAEMOCTH)
Hamun6us (crabumusamms 3a6o- | National Institute for Communicable Diseases of the
X . 806 0 0,0
JICBAEMOCTH ) National Health Laboratory Service
Henman (crabunmsanus 3abose- | Molecular and Genomics Research Lab, Dhulikhel
BaeMOCTH ) Hospital, Kathmandu University Hospital School of 1284 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunmsanus 3abone- | National Reference Laboratory, Nigeria Centre for
. 123 0 0,0
BaE€MOCTH) Disease Control
Hurepus (crabunmszanms 3a6o- | African Centre of Excellence for Genomics of Infec- 3168 0 0.0
JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanaer  (crabmnmsanms | National Institute for Public Health and the Environ- 26705 182 100,0
3200JIeBA€MOCTH) ment(RIVM)
Hosas 3enannus (cradbunmsarms | Institute of Environmental Science and Research(ESR) 32775 154 100,0
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3200JIeBa€MOCTH)

HoBas Kanenonus (crabunmsa-

Laboratoire de Microbiologie Centre Hospitalier Terri-

11151 3a00JIEBAEMOCTH) torial de Nouvelle-Calédonie 62 0 0.0
Hopgserus (crabunuzanus 3abo- Nprweglan Institute of Public Health, Department of 35041 16 100,0
JIEBAEMOCTH) Virology
OAD (crabunmsamus 3abonesa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium '
Owman (crabmmusanus 3aboneBa- | Oman—National Influenza Center 452 10 100,0
€MOCTH)
OctpoBa Kyka 189 0 0,0
[Makucran (crabumusanus 3a6o- | Department of Virology, Public Health Laboratories
R 3341 21 95,5
JIEBAaCMOCTH ) Division
[Manay (crabwnmsamms 3abome- | Can Ruti SARS-CoV-2  Sequencing  Hub 66 0 0.0
BaGMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Tanectuna (crabunmsanus 3a- | Biochemistry and Molecular Biology Department— 81 0 0.0
00J1eBaEMOCTH ) Faculty of Medicine, Al-Quds University '
[Manama (crabunm3arus 3abone- | Gorgas memorial Institute For Health Studies
3228 0 0,0
BAEMOCTH)
IManya Homas I'sunest (crabu- | Queensland Health Forensic and Scientific Services 924 0 0.0
Tu3anus 3a00J1€BaeMOCTH) '
[MaparBaii (crabunusaius 3a60- | Laboratorio Central de Salud Publica de Paraguay 2124 0 0.0
JIEBAEMOCTH) '
[Tepy (cTrabunm3zanus 3aboneBa- | Laboratorio de Referencia Nacional de Biotecnologia 35690 26 1000
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru '
[Monpmra (crabumuzamust 3a00- | genXone SA, Research & Development Laboratory 44766 4 100,0
JIEBAEMOCTH)
[Mopryranust (crabmmmzanus 3a- | Instituto Nacional de Saude(INSA) 93351 0 0.0
00J1eBaeMOCTH)
ITyspro Puko (crabunmsamums | Centers for Disease Control and Prevention Division
. . . 17336 16 100,0
3a00J1eBa€MOCTH) of Viral Diseases, Pathogen Discovery
PecniyOnuka Banyaty (cradunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0

3anust 3a00J1€BA€MOCTH)

boratory (MDU-PHL)
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Pecriybnuka JIxubytu (crabu-

Naval Medical Research Center Biological Defense

: 633 0 0,0

Jr3arys 3a00JIeBAaCMOCTH ) Research Di-rectorate
Pecniyonuka Kupubatu (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JU3arEs 3a00J16Ba€MOCTH) boratory (MDU-PHL) ’
Pecniyonmuka Konro (cradbwmu- | Institute of Tropical Medicine 210 0 0.0
3a1us 3a00JIEBACMOCTH ) ’
Pecniyonmuka Maparackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaeMOCTH) ’
Pecniy6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
TU3anus 3a00J1IeBaEMOCTH) CNDR, Departamento de Virologia 335 0 0,0
Pecniyonmuka CambBagop (cra- | Genomics and Proteomics Departament, Gorgas Me- 445 0 0.0
Oum3anys 3a0071€BaEMOCTH) morial Institute For Health Studies '
Pecniyonuka Yan (crabunmsa- | Pathogen Genomics Lab, National Institute for Bio-
1Us1 3a00JIEBACMOCTH) medical Research (INRB), 8 0 0,0
Peronbon (crabummsarust 3a60- | CNR Virus des Infections Respiratoires — France SUD 12119 9 100.0
JIEBAEMOCTH)
Poccust (crabunuzanus 3abomne- | WHO National Influenza Centre Russian Federation.
BacMOCTH ) Center for Precision Genome Editing and Genetic

Technologies for Biomedicine, Pirogov Medical Uni-

versity, Moscow, Russian Federation. Federal Budget

Institution of Science, State Research Center for Ap-

plied Microbiology & Biotechnology. Group of Genet-

ic Engeneering and Biotechnology, Federal Budget In- 46354 20 100,0

stitution of Science ‘Central Research Institute of Epi-

demiology’ of The Federal Service on Customers’

Rights Protection and Human Well-being Surveil-

lance. State Research Center of Virology and Biotech-

nology VECTOR, Department of Collection of Micro-

organisms.
Pyanna (crabunmsanus 3abome- | GIGA Medical Genomics 197 0 0,0
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BAEMOCTH)

Pymbraus (crabunusamnust 3a60-

National Institute of Infectious Diseases—Prof. Dr. Ma-

JICBa€MOCTH) tei Bals Molecular Diagnostics Laboratory 10977 0 0,0
CaynoBckast ApaBust (ctabunu- | Infectious Diseases, King Faisal Hospital Research
1338 0 0,0
3a1us 3a00JICBACMOCTH ) Center
Ceseprass Maxkenonus (crabu- | Institute of Public Health of Republic of North Mace-
JU3arus 3a00J1¢6Ba€MOCTH) donia Laboratory of Virology and Molecular Diagnos- 310 0 0,0
tics
Cesepnbie Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (crabmnmsarus 3abosieBac- | Of Viral Diseases, Pathogen Discovery 2090 0 0,0
MOCTH)
Cetimrenbl (crabmmsanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 619 0 00
JIEBAEMOCTH ) '
Ceneran (crabmnuzamus 3a60- | IRESSEF GENOMICS LAB 1659 0 0.0
JIEBAGMOCTH )
Cenr—Buncenr u ['penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabmwmmzarst  3aboseBaemo- | Faculty of Medical Sciences, The University of the 93 0 0,0
CTH) West Indies
Cenr—Kurc u Hesuc (crabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00JIEBAEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent-Jlrocuss  (crabmnmsanus | Carrington Lab, Department of PreClinical Sciences 186 0 0.0
3a0051€Ba€MOCTH) :
Cepbus (crabmmuszanus 3abose- | Institute of microbiology and Immunology, Faculty of
- O 1685 0 0,0
BaeMOCTH) Medicine, University of Belgrade
Cunranyp (crabunuzamnus 3a60- Natlor_lal Pupllc Health Laboratory, National Centre for 28055 557 100,0
JICBa€MOCTH) Infectious Diseases
Cen-Maptun (crabmumuzarus | Institut Pasteur 302 0 0.0
3a00J1€Ba€MOCTH)
Cunt—Mapren (cradbmimsanus | National Institute for Public Health and the Environ-
882 0 0,0
3200JIeBa€MOCTH) ment(RIVM)
Cupus (crabunmszanms 3abone- | CASE-2021-0266829 72 0 0,0
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BAEMOCTH)

CrnoBakus (ctabmnm3anus 3a00-

Faculty of Natural Sciences, Comenius University

27313 2 100,0
JIEBAEMOCTH )
CnoBenus (crabunm3sarus 3a00- | Institute of Microbiology and Immunology, Faculty of
- L A 35945 10 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomoHoBBI octpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
JU3arEs 3a0016Ba€MOCTH) boratory (MDU-PHL) '
Comanu (crabunmsauusi 3a0o- | National Public Health Lab- Mogadishu 11 0 00
JIEBAGMOCTH ) '
Cynan (crabwnmsanust 3abose- | National Institute for Communicable Diseases of the
X . 208 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunam (crabmmuzarust 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
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IMyoankanuu:
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doi: 10.3201/eid2911.230894. Online ahead of print.

New SARS-CoV-2 Omicron Variant with Spike Protein Mutation
Y451H, Kilifi, Kenya, March-May 2023

HoBplii Bapuant Omicron SARS-CoV-2 ¢ myranmei Oejika-muna
Y451H, Kniudu, Kenusi, mapr-maii 2023 r.

Mike J Mwanga, Arnold W Lambisia, John Mwita Morobe, u np.

Coobmaercst 0 HemaBHO mosiBUBIIEMcs: cyoBapuante SARS-CoV-2 Omicron
FY.4, xotopsrit umeer mytaruu Y451H B mune u P42L B Oenkax OTKpBITON pam-
KU cuuThiBaHuA 3a. [lossnenune FY .4 coBnaso ¢ yBeIMUYEHUEM YHCIA CIIy4aeB 3a-
0oneBanwusi, Bbi3BaHHOTO SARS-CoV-2 B npubpexnsix paitonax Kenuu B amperne-
mae 2023 roma. Heobxoaumo nponomkuTh reHoMHbIN Haa3op 3a SARS-CoV-2 nns
BBISIBJICHUSI HOBBIX JIMHUH 111 TpenoTBpaiienus Bemnbiek COVID-19.

doi: https://doi.org/10.1101/2023.09.11.557206

Immune Evasion, Infectivity, and Fusogenicity of SARS-CoV-2 Omicron
BA.2.86 and FLip Variants

YK/IOHeHHe 0T MMMYHHUTETa, HHPEKUMOHHOCThL U (y30reHHOCTh SARS-
CoV-2 Omicron BA.2.86 u BapuanrtoB FLip

Panke Qu, Kai Xu, Julia N. Faraone, u ap.

Opomrorust SARS-CoV-2 TtpebyeT mepeorieHKH TeKyIIUX Mep MO BakI[MHa-
uuu. ABTOpHI oxapakrepu3oBanu BA.2.86 u Bapuant FLip nunun XBB, uccnenys
ux HeWTpanuzamnuio napawiensHo ¢ D614G, BA.1, BA.2, BA.4/5, XBB.1.5 u
EG.5.1 ceiBopoTKamMu BakIIMHUPOBAHHBIX U MEpeOO0JIEBIINX B MEPBYIO BOJIHY, BbI-
3BaHHyl0 XBB.1.5, u MonokionaneHbiMu antutenamu (mAb) S309. buonoruue-
CKHE CBOMCTBA LKA BAPUAHTOB OLIEHWIN IyTEM HU3MEPEHUs BUPYCHOU MH(EKIHU-
OHHOCTHU M clusHust MeMmOpan. BA.2.86 MeHee yCTOMYMB K UMMYHUTETY T10 CPaB-
Henuto ¢ FLip u npyrumu Bapumantamu XBB, 4TO COOTBETCTBYET aHTUTCHHBIM
paccTostHUSM. BaxkHO OTMETUTH, 4TO B oTiMyue oT BapuaHToB XBB mAb S309 ne
cMoriio HeWtpanuzoBaTh BA.2.86, BeposatrHo, u3-3a myrtauuu D339H. BA.2.86
MMeJl OTHOCUTEILHO BBICOKHME MOKA3aTeNN CIUSHUS U MHOEKIMOHHOCTH B KJIETKAX
Calu-3, u Huskue — B kierkax 293T-ACE2 no cpaBHEHHUIO ¢ HEKOTOPHIMU Bapu-
antamu XBB, 4To yKa3piBaeT Ha MOTEHIIMAIBHO OTIMYAIONIYIOCS KOHGOPMAIIMOH-
HYIO0 CTaOWJIBHOCTH MIMIOBUHOTO Oenka y BA.2.86. B 1ienom 3T0 ucciaegoBaHue
MOAYEPKUBACT BAXXHOCTh SMUJIHAA30pa 3a BapuanTamu SARS-CoV-2 u HeoOxo-
JUMOCTh B OOHOBJIEHHBIX BakimHax npotus COVID-19.

doi: https://doi.org/10.1101/2023.09.11.557161
The high infectivity of the SARS-CoV-2 Omicron variant is associated
with an exclusive S477N spike receptor-binding domain mutation
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Bbicokasi nHeknoHHOCTH Bapuanta OMukpon SARS-CoV-2 cBs3aHna ¢
IKCKJIIO3UBHOI myTanueii S477N B peunentop CBA3BLIBAIOIIEM JIOMEHE HIUIO-
BbIi OeJika

Jadson C. Santos, Elvira R. Tamarozzi, Mariangela Dametto u mp.

Pacnpoctpanenne OMHKpOHA MOKET OBITh CBSI3AHO C MYTAllMOHHBIMH 3aMe-
Hamu B RBD muma. ABTOpBI MCIOJB30BAJIA METOJl MOJICKYISIPHOW JIHMHAMHUKH
(M) nns mogenupoBanus B3aumozeiictBus RBD-ACE2, yToObl cpaBHUTH BIIUS-
HUE KOHKPETHBIX MyTauuid BapuantoB [lenbra u Omukpon. M/] B3aumonencTBus
cnaiik-ACE2 mokasan crnemyromiee: 1) aMUHOKUCIOTHBIM MPO(UiIh, y4acTBYIOMIUI
BO B3ammojeicTBun cnailk-ACE2, pa3znnuaercs y Delta u Omicron; ii) BapuaHt
OMUKpOH yCTaHABJIMBAET HECKOJBKO JIOMOJHUTEIBHBIX B3aUMOJICHCTBUIM, BbIjE-
s wmn RBD (S477), kotopslii mpeactaBisieT co0ol TMOKMIT MyTalMOHHBIN
octaTok. [lockonbky mytanust S477N aBiseTcss SKCKIO3MBHOM i1 OMHMKpOHA,
KOTOPBI MOXET MHUIIMUPOBATh cBsizbiBaHue ¢ ACE2, noBwiiieHHas WHPEKIIMOH-
HOCTh OMHMKPOHA MOKET OBITh CBsI3aHa HE TOJBKO ¢ MyTHpoBaHHBIM RBD, HO U C
HeMyTHpoBaHHbIMU (Hampumep, G476 u L492) ocrarkamu, THUITUUPYIOIIUMHU CBSI-
3bIBaHUE 3a cueT BIusHUA MyTaunu N477. [1o cpaBHEHUIO ¢ MPEIbIAYIINMHA BapH-
anTamMu octatok N477 y Omicron mpejacTaBisieT coboli HOBUHKY B HMHTepdeiice
NUHAMUKH B3anMoaencTBusa crank-ACE?2.

doi: https://doi.org/10.1101/2023.09.11.557279

Deep mutational scans of XBB.1.5 and BQ.1.1 reveal ongoing epistatic
drift during SARS-CoV-2 evolution

I'nybokoe myranmonnoe ckanupoBanue XBB.1.5 u BQ.1.1 BbIsIBHIIO
NMPOJOJIKAIIIMIACH MUCTATHYECKUN apeid B mpouecce 3Boarouun SARS-
CoV-2.

Ashley L Taylor, Tyler N Starr

3ameHsbl, KOoTopbie (uKcupyroTcs Mexay Bapuantamu SARS-CoV-2, moryt
U3MEHUTh MYTAllMOHHBIN JTaHAaT OyayIieil 9BOTIONUH TOCPEICTBOM AIUCTA3A.
Hampumep, KpymHbI€ SMUCTaTUYECKUE CIABUTH B MYTalMOHHBIX 3 deKTax, BbI-
3BaHHble N501Y, Jiermu B OCHOBY MEPBOHAYAIBHOTO TOSIBJICHUS BapUaHTOB
OMUKpOHa, HO OCTaeTCs HESICHBIM, ITPOJIOJKAIOT JIU TaKUE KPYIHBIE AIUCTaTUYe-
CKHE CKauyKH OIpeaensaTh TeKylryro sBojornuio SARS-CoV-2. ABtopsl nposenu
rIy0OOKO€ MyTallUOHHOE CKaHUPOBAHWE, YTOOBI U3MEPUTH BIUSHUE BCEX MYTAIUi
OTJICJIbHBIX aMUHOKHUCIIOT U JICJICIMI OTACIBHBIX KOJOHOB B JOMEHE, CBS3bIBAIO-
niem craiikoBeie peuentopsl (RBD), Ha apdunnocts cszbiBanuss ACE2 u skc-
npeccuro Oenka B nociaeaaux Bapuantax Omicron BQ.1.1 u XBB.1.5 u cpaBHuiu
MyTallMOHHBIE 3aKOHOMEPHOCTH C 00jiee paHHUMU BUPYCHBIMU ILITAMMaMU, KOTO-
pbie oHU yxe TpodrmpoBan. Kak M B MpeapIIyuX UCCIEIOBAHUSIX TITyOOKHX
myTtauuii RBD, oHu 00HapyXUiIM MHOXKECTBO MYTAallMid, KOTOpbIE JaKe yCHUIIUBA-
10T cBsi3biBaHue ¢ perentopoM ACE2. TonepaHTHOCTh CAaTOB K JIEJICIIMH OJHOTO
KOJIOHa BO MHOI'OM COOTBETCTBYET TOJIEPAHTHOCTH K MYTallUIM aMUHOKHCIIOT.
Xots neneruu B RBD eme He HaOmromanvch B TOMUHAHTHBIX JTMHHUSX, UMEETCS
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MHOECTBO XOPOIIIO MEPEHOCUMBIX JEJICIHi, B TOM YHCJIE€ B MOJOKEHUAX, KOTO-
pble JIEMOHCTPUPYIOT MHAEN-Bapyallid B 00Jiee MIMPOKON 3BOJIONHNH CapOEKOBH-
pyca U B HOBBIX MpejcTaBistomux untepec Bapuantax SARS-CoV-2, B nepyro
ouepenp Xopolo nepeHocumyto aenenuio A483 B BA.2.86. 3aMeHbl, KOTOpBIE OT-
JNYa0T HEJJABHUE BAPUAHTHI BUPYCA, HE BBI3BAJIM CTOJb APAMATUYHBIX AIIUCTATH-
yeckux HapymeHud, kak N501Y, Ho uaeHTuGUIUpPYETCs MPOI0JDKAOIIUNCS IITH-
cratudeckuit aperd B Bapuantax SARS-CoV-2, Bkitouas B3auMOICHUCTBUE MEXKIY
peBepcusimu R493Q u myTtanusmu B nonoxxkeHusix 453, 455 u 456, Bkiitoyasi Takue
MyTauu Kak F456L, koTopble onpenensoT HeJaBHO MOsSBUBIIYIOCS JuHUIO0 EG.S.
OTH pe3ynbTaThl MOAUYEPKUBAIOT MPOJOIIKAIOIINNCA Apeid MyTaluid, BEI3BAHHBIX
AIUCTA30M, KOTOPBIA MOKET MPOOJIKATh HAaMmpaBiaTh 3Boonuio SARS-CoV-2 B
HOBBIE 00JIACTH.

Int J Mol Sci. 2023 Sep 1;24(17):13573.

doi: 10.3390/ijms241713573.

Integrative Genome-Based Survey of the SARS-CoV-2 Omicron
XBB.1.16 Variant

HNuterpaTuBHoe TreHOMHoOe wucciaenoBanue Bapuanrta SARS-CoV-2
Omicron XBB.1.16

Fabio Scarpa, llenia Azzena, Alessandra Ciccozzi wu ap.

Bapuaat XBB.1.16 SARS-CoV-2, Takxke M3BECTHBIA KaK APKTYp, SIBISETCS
HEJJaBHUM MOTOMKOM pekomOnHaHTHOro XBB. [1o cpaBHeHHIO CO CBOMM MPSIMbIM
npeamectBeHHUKOM, XBB.1, XBB.1.16 Hecer nonoaHUTENbHBIE MyTallUy B IlIH-
MOBUJIHOM O€JIK€ B KJIIOUEBBIX AHTUTCHHBIX CalTax, MOTCHI[MAILHO MPHUAAIOIINE
CIIOCOOHOCTh YKJIOHATHCA OT UMMYHHOTO OTBETA MO CPABHEHUIO C JIPYTUMH IUP-
KYJUPYIOLUMMH JTUHUAMHA. ABTOPHI MPOBEIU KOMIUJIEKCHOE T€HOMHOE HCCIIEI0Ba-
HUE, YTOOBI TIOJYYUTh JCTAILHOE MPEACTABICHUE 00 SBOJIONNU U TOTCHIIMATIBHON
onacHOCTH BapuaHTa XBB.1.16, KOTOpBIil CTad JOMUHUPYIOIIUM B KOHIIE WIOHS.
['eHeTHyeCcKMEe TaHHBIE MOKA3bIBAIOT, UTO BapuaHT XBB.1.16 neMoHCcTpupyeT 3BO-
JIOMOHHYIO OCHOBY C OTpaHUYEHHON MuBepcudUKaIue, B OTIIMYUE OT OMACHBIX
JIMHUH, U3BECTHBIX OBICTPHIMH M3MeHEeHHsIMU. CropocTs sBotonnu XBB.1.16, co-
crapisitomas 3,95 X 10-4 3aMeH/caiiT/ro/1, HECKOJIBKO MEIJICHHEEe, YeM y ero Mpsi-
MbIX npenmectBeHHUKOB XBB 1 XBB.1.5, nupkynupyromux yxe HECKOJIbKO Me-
csueB. PekoHcTpykiusi OaiiecoBckoro rpaduka jana OCHOBaHUE MPEIoJiaraTh,
YTO MUK F€HETUYECKON M3MEHYMBOCTH OBLI IOCTUTHYT B Hayase mas 2023 roaa, u
B HACTOSIIIIEe BpeMsl OH HAaXOJUTCA B ¢ase IIaTo, a pa3Mep BUPYCHON MOIMYISIUN
aHAJIOTMYEH YPOBHSAM, HaOMOAaBIIMMCS B Havasne MapTta. CTpYKTYpHBIM aHau3
MOKa3bIBaET, 4TO B 11esioM BapuadnT XBB.1.16 He obOnanaer CTpyKTYpHBIMH Xapak-
TEPUCTUKAMH, 3aMETHO OTJIMYAIOIMIMMUCA OT XapaKTEPUCTUK POJUTEIIbCKUX JIH-
HUW, U Teopetuyeckoe cpoAcTBO K ACE2, mo-BuIMMOMY, HE MEHSIETCA Cpelu
CpaBHHUBAEMbIX BapuaHTOB. B 3akitoueHue cienyeT OTMETUTh, YTO T€HETUUYECKUI
U cTpykTypHbIil aHanmn3 SARS-CoV-2 XBB.1.16 He maeT goka3aTelbCTB €ro HC-
KITFOUNTETTLHOM OMAaCHOCTH WJIM BBICOKOW CITOCOOHOCTH K pacmpoctpaHeHuto. O6-
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Hapy>KEHHBIE Pa3INyuMsl C NPEAbIAYIIUMH JTUHUSIMHU, BEPOSITHO, CBSA3aHbI C TEHETHU-
YeCKUM JpeiihoM, KOTOPBIM oOecrednBaeT MOCTOSHHYIO aIallTUPYEMOCTh BUpYycCa
K XO35IMHY, HO OHU HE 00s13aTeIbHO CBSA3aHbI C OOJIbIIEH OMAaCHOCThIO. TeM He Me-
Hee, HEMPEPbIBHBIH MOHUTOPUHI T€HOMAa HEOOXOIUM ISl JTy4YIlero MOHUMaHUS
€ro MOTOMKOB U JIPYTUX JINHUH.
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