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PacnpocTpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst nox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCcTBAa UX TeHOMOB, IeNIOHUPOBAHHBIX B 0a3y nanHbix GISAID
3a Hegearo ¢ 26.08.2023 r. mo 01.09.2023 r.
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B o0030pe mpencraBnena uHGpopMaIus Mo MUPKYIUPYIOIIMM B HACTOSIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxoasmuxcs moa HaomoaeHneM (VUM), reHOMHBIE TOCIEI0BATEILHOCTH KOTOPBIX Pas-
MeIeHbl B MeXayHapoaHoi 6aze maHHbIX GISAID 3a mememo ¢ 26.08.2023 r. mo
01.09.2023 r.

[To cocrosinuto Ha 1 cenTsOpsa 2023 r. B cooTBeTcTBUU € Kiaccudukauueidn BO3 k
BapuanTam Bupyca SARS-COV-2, BeibiBatonux unrepec (VOI), oTHeceHbl cyOBapuaHThI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBnen 19.07.2023r., xnaccudummpoan kak VOI
09.08.2023r.). B rpynny mUpKyJIupYOIMUX BapUaHTOB, HAXOMASIIUXCS TOJ| HAOIIOJICHHUEM
(VUM) Bxmtouensl reHerudeckue quaun: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3, BA.2.86 (no6aBnen 17.08.2023 Ha ocHOBaHHMH OOJIBIIOrO KOJWYECTBA BBISBIICH-
HBIX MYTaIlUM ).

Ha cerogusiuinuii nens B 6a3ze manHbix GISAID Bcero npencrasneno 15 935 764 re-
Homa Bupyca SARS-COV-2 (3a mememio nenonupoBano 35 833 mocnenoBarenbHOCTH). B
MHUpE CTpaHaMU — JUAEPAMU MO KOJUYECTBY JCMOHUPOBAHHBIX T€HOMHBIX MOCIEA0BATEb-
Hoctei Bupyca SARS-CoV-2 ocrarorcs CHIA — (4 873 674 renoma — 30,6% ot Bcex pas-
mernteHHbIX B GISAID) u BenukoOpuranus (3 099 254 renoma — 19,4%).

Bcero B 6a3y mannbix GISAID nenonmpoBano 8464 527 reHOMOB BapuaHTa
Omicron, 3a aHanu3upyemyro Hezaento pazmenieHa eme 30 779 reHOMHBIX MOCIEI0BaTEb-
HocTelt — 85,9% oT Bcex MpencTaBICHHBIX 33 TEKYIIYIO HEEN0 T€HOBApUAaHTOB BHpYCa
SARS-CoV-2 (na npomuutoit Henene — 53%). Poccuiickumu 1abopaTopusiMu pa3MeIieHbI 78
393 renomHbie mocnenoBaTenbHOCTH BUpyca SARS-COV-2, B ToM uucine BapuaHTa
Omicron — 46 205 renomos.

Ha cerognsimauii newp B 6aze ganubix GISAID 3aduxcupoBaHo enoHUPOBaHUE Ba-
puanta Omicron u3 211 ctpan u Tepputopuii (Ha npeasiayiien Heaene — 211): ABctpanus,
ABctpusi, AzepOaiimxkan, Anbanusi, Ammkup, Amepukanckoe Camoa, AHmoppa, AHrona,
Anturya u bapOyna, Anrumnbsi, Aprentuna, Apmenus, Apy6a, Adranucran, banrnaze,
bapbanoc, baxpeiin, benapycs, bensrus, bepmynckue OctpoBa, benu3s, benun, bonrapus,
bommBusa, borcBana, bocuus u I'epueroBuna, bownaiipe, bpasunusa, bpynei, bpuranckue
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Buprunckue octpoBa, byran, bypynmu, Bypkuna-®aco, BenukoOputanusi, Benecyaina,
Benrpus, Buprunckue OctpoBa (CIIIA), Beetnam, 'ana, ['autu, 'amOus, ["aitana, I'Baze-
nyna, I'Baremana, I'Bunes, ['epmanus, ['ubpanrap, ['onnypac, I'onkonr, ['penana, I'pemus,
I'py3us, 'yam, I'abon, anus, JxuOytu, Jomunukanckas Pecny6nuka, Jlomuaunka, J[PK
Hemokparnyeckas PecriyOonuka Boctounsiii Tumop, Jlemokpatuueckas PecnyOnuka Can-
Tome u Ilpuncunu, Eruner, 3amous, 3umbadse, U3pauns, Maausa, Uagonesus, Mopaanus,
Wpaxk, Upan, Upnauaus, Ucnannus, Mcnanus, Utanus, Kado-Bepae, Kazaxcran, Kaitmano-
BBl OctpoBa, Kambomxka, Kamepyn, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubaru, Ko-
aymbus, KocoBo, Kocta-Puka, Kot-a'UByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JluGepus, Jluan, JIluBus, Jluxtenmreitn, Jlutea, Jlecoro (Koponescto Jlecoto),
JIrokceMOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizus, Maib-
nuBbl, ManbTta, Manu, Mapokko, Maptunuka, Mapmamiosl OctpoBa, Maiiorra, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Montceppar, Mesaama, Mukponesusi, Hamu-
ous, Hunepnanasl, Hurep, Hurepus, Henan, Hopserus, Hosas 3enanaus, Hosas Kaneno-
Husi, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, Ilanama, Ilanay, [laparsaii, Ilanya-
Hogas I'Bunes, [lepy, Iloptyranus, [lonsma, I1yspto-Puko, Petonvon, Pecniyonuka Konro,
Pecniybnuka Ceitmensckue OctpoBa, Peciyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
Mbiaus, Poccusi, Pyanna, CaneBagop, Cen-Mapren, Cunt-Mapren, CaynoBckas ApaBus,
CeBepHas Maxkenonusi, CeBepabsie Mapuanckue octpoBa, Ceneran, Corwo3 Komopckux Oct-
poBoB, Ceeppa-Jleone, CnoBakus, CrnoBenusi, Cunranyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cenr-Buncent u I'penanunsi, Cent-Jlrocus, Cunr-Mapten, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanusa, Tepkc u Kaiikoc, Toro,
Tpununan u Tobaro, Tynuc, Typuus, Yranaa, Y30ekucran, YkpauHa, Ypyrsaii, Ounmnsu-
s, @pannus, Opannysckas ['Buana, @pannysckas [lonmnnesus, Oumununel, XopBartus,
UYepnoropus, Yexus, Unnu, Yan, [HAP, [lIBeuus, [Iseinapus, [pu-Jlanka, DxBagop, Ic-
TOHUS, DcBatuHM, Dduonus, DkBatopuanbHas ['Bunes, FOAP, IOxunas Kopes, HOxubiii
Cynan, Anonus, SImaiika.

3a npomexamue 4 Henenu 49 crpan (23,2%) (3a npeasinyimue — 47 crpan (22,3 %)
JOTIONTHUJIN JaHHBIE O JEMOHUPOBAHUM TEHOMHBIX IOcienoBaTeabHOCTe Omicron B
GISAID.

JlnHaMuKa pacrpocTpaHeHUs B MUpe cyOBapuaHTOB Omicron CeKBEHHUPOBAHHBIX U
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau HupKyIupyro-
IIMX IITAaMMOB KOpOHaBHpyca JAOMHHUPYIOT cyOBapuantel EG.5.1 (35,1%) u XBB.1.16
(12,93%).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 1. Pacipoctpanenue cyoBapuanto Omicron B Mupe

I'eneTnyeckoe pa3HOOOpazue HUPKYIUPYIOMIMX B PETHOHaX MHUpa CyOBapHaHTOB
Omicron 3a nocneanue 4 Henenau nmokazaHo Ha pucyHke 2. B CeBepHoii AMepuke, Kak U B
npeapiyme 4 Hemenu, aomuHUpoBanmu cyoOBapwantel EG.5.1 (19,34%) u XBB.1.16
(12,29%), B Espone — EG 5.1 (31,17%) u XBB.1.16 (17,65%), B ctpanax Asum — EG.5.1
(34,8%) u XBB.1.16 (13,42%), B Tuxookeanckom peruone — EG 5.1 (13,25%) u XBB.1.16
(10,41%), B HOxnoit Amepuke — XBB.1.5. (46,15%) u XBB.1.5.59 (23,08%), B Adpuke —

(o cocrosinuio Ha 29.08.2023 r.)

XBB.1.16 (25%), EG.4 (20%) 1 XBB.1.5.53 (20%).
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Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHax Mupa 3a 4 Hefenu
(c 1 o 29 aBrycra 2023 r.)

HecMmoTpss Ha CHM)KEHME B MHUpPE PacnpOCTPaHEHHOCTH BapuaHToB VOI, ux noins
ocTaeTcs npeolagaromield cpeii CeKBEHUPOBAHHBIX 3a MOceIHne 4 HeleTu TeHOMOB KO-
ponaBupycoB SARS-CoV-2, Bo Bcex pernoHax, HauOoJbIas HaOrogaeTcs B cTpaHax FOx-
HoW Amepuku, Adppuku, EBponsl u CeBepHoit Amepuku (89,7%, 70%, 67,7% u 63,6% co-
oTrBeTcTBeHHO). Hambombiiee konmudyectBo cyoBaprantoB VUM mupkynupyet B A3uu u Ce-
BepHoit Amepuke (38,3% u 35,4% cooTrBeTcTBEHHO) (pHC. 3).
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Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHAX MUpPa, CEKBEHUPOBAH-
HbIX ¢ 1 mo 29 aBrycra 2023 1.

BapuanThl, Bei3biBawime uarepec (VOI)
ITo cocrostauio Ha 1 centsiOps 2023 . B 6a3y ganubix GISAID EpiCoV nocnenosa-

tenbHOCTH, oTHOCsmuecs kK XBB.1.5 (Kraken) aemonuposanst u3 123 ctpan. CoxpaHsieTcs
TEHJCHIUS CHIKEHUS LMPKYISIUU cyOBapuaHTa. 3a mocienHue 4 Helelau HaumOoJsbliee
pacnipocTpaHenue cyoBapuaHT nonyuyusn B bpasunmum - 66%, Upnanaun - 12%, CIHA —
12%, Ucnanuu — 11%, Kanage — 11%, Uranmuu - 10%.

Cyo6Bapuant XBB.1.16 (Arcturus) nenonupoBan u3 106 crpan. B obmieii cTpykrype
JICTIOHUPOBAHHBIX TEHOBApUAHTOB cocTamisieT 1%. 3a mocnennue 4 Hexenu cyOBapuaHT
NPEeUMYIIECTBCHHO Bhiesisuin B Tawnanne (64%), Uuaun (42%), Benukoopuranuu (37%),
IBenuu (29%), CHIA (27%), Upnanauu (27%), Snonun (26%), Hunepnanmax (24%),
benbruu (21%), Ucnanuu (21%) u FOxHoi Kopee (20%).

Cyoapuant EG.5.1 (Eris), BuepBoiec oOHapykeHHbINHB B Kutae B (eBpane 2023 1.,
MpeICTaBIsIeT cOOOM OJIMH W3 moABapuaHToB mramMma XBB.1.9.2, B ubem S-Oernke npucyt-
CTBYET JOMOJIHUTENbHas myTanus. M3MeHnenus B ctpykrype renoma EG.5 caenanum ero me-
HEE 3apa3HbIM MO CPABHEHUIO C POAUTEILCKUM ITaMMoM XBB.1.9.2, oqnako npu 3TOM HO-
BBII cyOBapuaHT pacmpoctpansercs Ha 20% OpicTpee, yem npyrue cyOBapuaHThl OMUKPO-
Ha. [To nanHbIM, omyOaukoBaHHBIM B bputanckom Menunuackom xypHaie (British Medical
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Journal) pacmnpocrpanenune cyoBapuanta EG.5.1 B umrome 2023r. mpHBEIO K YBEIHUYECHHUIO
yycia rocnuranuzanuil B fAnonuun, Hosoit 3enanaun, IOxuoit Kopee, Benukoopuranuu n
CIODA (BMJ 2023; 382 doi: https://doi.org/10.1136/bmj.p1900 (Published 16  August

2023)Cite this as: BMJ 2023;382:p1900).
B Hacrosmiee BpeMs 10 pacrpoCTpaHEHHOCTH 3aHUMAEeT MepBOE MECTO CPel JOMH-

HUpYyIOIUX BapuantoB B A3uu, EBpomne, CeBepHoli AMepuke u THXOOKEaHCKOM PETHOHE.
CexBennpoBaH jtaboparopusimu 61 ctpansl (Ha nmpenpayineit Henene — 42 crpan). B 6aze
naHbeix GISAID nenonmpoBano 18 514 remomoB cyOBapuaHTa, (Ha TPONUION HEIENe —
13 247 renomoB). B Kwurae, Ilopryranuu, I'epmannu, ABctpuu, Jlanum, ['oHronre moms
cyOBapmaHTa Cpeau CEKBCHHPOBAaHHBIX 3a TOCIEAHHE 4 HEICIW ITaMMOB COCTaBHIIA
65,8%, 52,5%, 52%, 47,5% 43,4% u 42,9% coOTBETCTBEHHO.

ITo coctostamio Ha 1 cenTsaops 2023r. B 6a3ze manabix GISAID pasmemeno 29 moce-
noBaTenbHOCTEHN cyoBapuanta BA.2.86 u3 9 crpan — Jlanus, llsenus, CILIA, FOAP, Benu-
koOputanus, [lopryranus, @pannus, M3panns, Kanana.

BapuaHTsl, Haxoasmuecsi nox HadoawaeHuem (VUM)
CybBapuantr XBB.1.9.1 (Hyperion) cexBenupoBan mnabopatopusimu 113 crtpaHn.

HaGmromaercs crabwibHash TEHACHIMS CHIDKCHHS LHUPKYJSIMUA cyOBapuaHTa (3a mMocCien-
HIOIO Hegnento Ha 2,3%). Haubomnbiiee pactipoctpanenue XBB.1.9.1 3a nocnennue 4 nengenu
OTMEYCHO B CJIeAyIImuX cTpanax: JlomuHukanckoi Pecryomuke (76,7%), Jlusane (52,4%),
Ounnsuauu (16,9%), Taunanne (16,2%), FOxnoit Kopee (15,4%), Kanane (14,9%).

HMupkynsauus XBB.1.9.2 3aduxcupoBana B 86 cTpaHax, Mo CpaBHEHHUIO C MPEIbITY-
IeH Heaene pacpoCTPAaHEHHOCTh OCTalach CTaOMILHOM M cocTaBuaa 5,3% (B Mcnanauu -
6%).

Ha 1 ceHTs0ps KOJIUYECTBO CTpaH, U3 KOTOPBIX MPEICTABIECHBI T€HOMHBIE TTOCIIE0-
BaTeNbHOCTH cyOBapuanTa XBB.2.3 (Acrux) yseauuniock ¢ 83 g0 86 crpaH, 10 BbIaese-
HUs cyOBapuaHta B Mupe coctaBisieT MeHee 0,5%. 3a nmocnennue 4 Henenu HaubOoblIee
pacnpoctpanenue cyoOBapuant monyuns B WMumum (44%), Kyseiite (29%), Cunramype
(20%), KOxnoii Kopee (14%), Benukooputanuu (14%), Kanage (13%), Ucnanguu (19%),
CHLIA (11%), ®pannun (11%).

B 6a3e manupix GISAID renomsr cyoBapuanta CH.1.1 (Orthrus) nenonupoBans! u3
96 ctpaH, ero pacnpocTpaHEHHOCTh B MUpe cTabunbHO cocTtasiset 0,8%. B Upnanauu, AB-
ctpanuu, ['onkonre u Mcnanuu 3a nocnenuue 4 Henenn 3aUKCUPOBAHO HAMOOJIBIIIEE pac-
npocTpaHeHue cyoBapuanta Ha ypoBHe 12%, 9%, 7% u 7% cooTBETCTBEHHO.

Cy6Bapuant XBB (Gryphon) mmupkynupyet B 130 cTtpanax, 3a mociennue 4 Henenu
cexeHupoBaH Jaboparopusimu 6 crpan (CILA, Benukobpurtanus, Kutaii, Anonus, ABctpa-
nusi, 3paunis).

Nudopmanusi mo OOHOBJICHHBIM JIaHHBIM O JENOHMPOBAHHBIX TE€HOMAaxX BHpyca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatuuie 1.


https://doi.org/10.1136/bmj.p1900

Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana Yupexaenue, NpoBOAUBILEE CEKBEHUPOBAHUE B Tom wumcie xo- | IIpoueHT reHoMOB,
Konmnuectso JIMYECTBO I'€HOMOB | OTHOCALIINXCSA K
nernoHupoBaH- | Omicron, aenoHu- | Bapuanty Omicron
HBIX TEHOMOB | poBaHHBIX 3a 1o- | (B.1.1.529), nemo-
Omicron ciaenHue 4 Henenu | HIPOBAHHBIX 3a
(B.1.1.529) (04.08. — 01.09. | mocnennne 4 He-

2023 1.) Di (N1

Asctpamus (crabunmsanus 3a- | NSW Health Pathology — Institute of Clinical Patholo-

00J1eBaEMOCTH ) gy and Medical Research; Westmead Hospital; Uni- 163252 440 100,0

versity of Sydney

Asctpus (crabumusanus 3a00- | Bergthaler laboratory, CeMM Research Center for

JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 191356 28 100,0

ences

AsepOaitpkan  (cradbmnmsarms | National Hematology and Transfusiology Center 20 0 0.0

3a00J1eBa€MOCTH) ’

AnbGanust (crabunmsanms 3a00- | Respiratory Virus Unit, National Infection Service,

: 777 0 0,0

JICBAEMOCTH ) Public Health England

Amxup (crabunu3zanms 3abone- | National Reference Center for Viruses of Respiratory

i ) : 574 0 0,0

BAEMOCTH) Infections, Institut Pasteur, Paris

Awmepukanckue  Buprunckue | UW Virology Lab

octpoBa (cTabmim3anus 3a0o0- 1451 0 0,0

JIEBAEMOCTH)

Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division

. . . 120 0 0,0

Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery

Anruies (crabwimmsanus 3a60- | Carrington Lab, Department of PreClinical Sciences,

JIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0

West Indies
Awnrona (crabmmmzanus 3abone- | KRISP, KZN Research Innovation and Sequencing 169 0 0.0

BAEMOCTH)

Platform




Anpoppa (crabunuzanust 3a6o-

Instituto de Salud Carlos |11

323 0 0,0
JIEBAEMOCTH )
Anturya u bapOyna (crabunm- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBACMOCTH Faculty of Medical Sciences, The University of the 131 0 0,0
West Indies, St Augustine Campus
Aprentuna (crabmnumsamus 3a- | Instituto  Nacional — Enfermedades  Infecciosas 9450 0 0.0
00J1eBaEMOCTH ) C.G.Malbran ’
Apmenus (crabunmsanus 3a6o- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyba (crabunmszanusi 3abose- | National Institute for Public Health and the Environ-
1030 0 0,0
BacMOCTH) ment(RIVM)
Adranucran (cradbmimsanus 3a- | Central Public Health Lab 9 0 00
00JIeBaGMOCTH ) ’
Baramckue octpoBa (crabuim- | Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
3a1ust 3a00JIeBaEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnagem (crabmnusanus 3a- | Child Health Research Foundation 2119 0 0.0
00J1eBa€MOCTH) ’
Bap6amoc (crabunuzarms 3a6o- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 232 0 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (crabunumsamnus 3a60- | Communicable Disease Laboratory, Public Health Di- 7092 0 0.0
JIEBAEMOCTH ) rectorate ’
benapyce (crabunmsanus 3a60- | Laboratory for HIV and opportunistic infections diag-
JIEBa€MOCTH ) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (crabunmsamms 3abose- | Texas Children's Microbiome Center 703 0 0.0
BAEMOCTH) ’
benbrus (poct 3aboneBaemoctr) | KU Leuven, Rega Institute, Clinical and Epidemiolog- 94713 94 100,0

ical Virology




benun (crabunuzanus 3aboie-

Institut fiir Virologie — Institute of Virology — Charite

517 0 0,0
BAaEMOCTH)
bepmynckue octpoa (cradbuiu- | Respiratory Virus Unit, National Infection Service,
. 171 0 0,0
3a1us 3a00JIEBAEMOCTH) Public Health England
Bonrapus (crabmnusamus 3a60- | National Center of Infectious and Parasitic Diseases 7419 0 0.0
JIEBAEMOCTH ) ’
bonuBus (cumkenue 3abonesa- | Laboratory of Respiratory Viruses and Measles, Os- 105 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomaiip (crabmnuzaius 3aboie- | National Institute for Public Health and the Environ-
1068 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (crabu- | University of Sarajevo, Veterinary Faculty, Laboratory
: . 216 0 0,0
Jr3alys 3a00J¢6BAGMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmusanms 3abo- | Botswana Institute for Technology Research and Inno-
X 3422 2 100,0
JIEBAEMOCTH ) vation
bpaswius (poct 3aboneBaemo- | Instituto A(_Jlolfo Lutz, Interdiciplinary Procedures Cen- 112155 32 100,0
CTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunmu3zanus 3a0oieBa- 46 0 0,0
€MOCTH)
Bpyneit (crabunmsanums 3abone- | National Public Health Laboratory, National Centre for
BaecMOCTH) Infectious Diseases(National Virology Reference La- 6042 0 0,0
boratory)
Bbyran (crabmmumzamus 3aboie- | AFRIMS 100 0 0.0
BAEMOCTH)
Bbypkuna-®aco (crabunmsanus | Laboratoire bacteriologie virologie CHUSS 74 0 0.0
3a00J1eBa€MOCTH) ’
bypyamu (crabwmmsanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit, Na-
. . . 93 0 0,0
JICBAEMOCTH ) tional Institute of Public Health
BenukoOpurtanust  (cradbunmza- | COVID-19 Genomics UK (COG-UK) Consortium.
1Hs1 3300JIeBaCMOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1471550 1091 100,0

nomics UK (COG-UK) consortium.




Benrpus (crabunmsanus 3a0o0-

National Laboratory of Virology, Szentagothai Re-

469 0 0,0
JICBAEMOCTH ) search Centre
Benecyana (crabunmsamusi 3a- | Laboratorio de Virologia Molecular
757 0 0,0
00JIeBa€MOCTH )
Brernam (crabmmmzanmsi 3a6o- | National Influenza Center, National Institute of Hy-
. : ) 6356 0 0,0
JIEBAEMOCTH) giene and Epidemiology(NIHE)
I'abon (crabumuzamms 3abone- | Centre de recherches médicales de Lambaré- 9 0 00
BAEMOCTH) né¢(CERMEL) ’
lautu (crabunmsanus 3abone- | Laboratoire  National de Santé Publique - 425 0 00
BaEMOCTH ) LNSP(HAITI — LNSP) ’
laiiana (crabummsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'amOus (crabmmusamus 3aboie- | MRCG at LSHTM Genomics lab 333 0 0.0
BaEMOCTH) ’
I'ana (crabwnmsanus 3abonesa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2343 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Bamenyna (crabunmsanust 3a- | National Reference Center for Viruses of Respiratory
. . . 665 0 0,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'Batemana (craOwnm3anus 3a- Asomacmn’de Salud Integral/Clinica Familiar Luis 3857 34 1000
00J1€Ba€MOCTH) Angel Garcia
I'unes (cradbunumsarust 3abose- | Centre de Recherche et de Formation en Infectiologie 594 0 0.0
BAeMOCTH) Guinée '
I'Bunes-bucay (crabunmszanms | MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1eBa€MOCTH) ’
I'epmanus (crabunmsanus 3a6o- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 574562 34 100,0
giene, CaSe—Group.
I'ubpantap (crabunmsanus 3a- | Respiratory Virus Unit, National Infection Service,
: 122 0 0,0
00J1eBaeMOCTH) Public Health England
Ilonaypac (crabmnmsanus 3a60- | Genomics and Proteomics Departament, Gorgas Me- 124 0 0,0
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JIEBAEMOCTH )

morial Institute For Health Studies

l'onkonr (crabunusammst 3a00-

Hong Kong Department of Health

13666 15 100,0
JIEBAEMOCTH )
I'penana WINDREF/SGU Laboratory 106 0 0,0
I'pens (crabmmuzamus 3abome- | Greek Genome Center, Biomedical Research Founda- 18951 0 0.0
BaEcMOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunmsanus 3abose- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 9949 0 0.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabunuzaius 3abomnesa- | Centers for Disease Control and Preven—tion Division 487 0 0.0
€MOCTH) of Viral Diseases, Pathogen Discovery ’
Hanus (cradbunusarmst 3abose- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, Aalbo_rg Unlver_sny. _Department of Virus and 3652060 979 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
Jlomunuka (crabunmsarms 3a- | Carrington Lab, Department of PreClinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jomunukanckas — Pecmyonuka | Respiratory Viruses Branch, Centers for Disease Con-
(crabmmmzarust ~ 3aboieBaemo- | trol and Prevention, USA 1952 18 100,0
CTH)
Jlemokpatuueckas PecmyOsuka | Pathogen Sequencing Lab, National Institute for Bio-
Konro (crabunmsanus 3abose- | medical Research(INRB) 567 0 0,0
BAEMOCTH)
JIP Cent Tome u Ilpuncunu | LNR-TB
(crabunmuzarust  3aboseBaeMo- 1 0 0,0
CTH)
Eruner (crabunmsanus 3a6one- | Main Chemical Laboratories Egypt Army
2789 0 0,0
BAEMOCTH)
3am6Oust (crabmmmsaius 3abome- | University of Zambia, School of Veterinary Medicine 1223 0 0,0

11




BAEMOCTH)

3umbabBe (crabmnm3anus 3a00-

National Microbiology =~ Reference  Laborato-

JICBAEMOCTH) ry(Quadram Institute Bioscience) 316 0 0.0
W3pauns (cradbunusamust 3a6o- | Central Virology Laboratory, Israel Ministry of Health 116518 118 89 4
JIEBAEMOCTH )
WNunus (crabunusanus 3abone- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR- 141888 29 100,0
Centre for Cellular and Molecular Biology
Wuponesus (crabunmzanus 3a- | National Institute of Health Research and Develop-
39687 0 0,0
00JIeBAaCMOCTH ) ment
Hopmanus (crabmnusarmst 3a- | Andersen lab at Scripps Research, CA, USA
232 0 0,0
00J1eBaeMOCTH)
Wpak (crabunusaius 3abonesa- | Biology, College of Education Department of Virolo-
€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 384 0 0,0
sinki, Finland generated and submitted to GISAID
Upan (crabunmsarus 3abosesa- | National Reference Laboratory for COVID-19, Pas-
. 2649 0 0,0
€MOCTH) teur Institute of Iran
Upnanaus (crabunumsamus 3a- | National Virus Reference Laboratory 58354 309 100,0
00J1€Ba€MOCTH)
Ucnanust (crabunmsanus 3a6o- | Landspitali Department of Clinical Microbiology 10662 16 100,0
JIEBAEMOCTH)
Wcnanust (crabunmsanms 3a6o- | Hospital Universitario 12 de Octubre 123666 557 99 8
JIEBAEMOCTH)
Wramus (poct 3aboneBaemoctr) | Army Medical Center, Scientific Department, Virolo- 88405 169 100,0
gy Laboratory
Ka6o—Bepae (crabmmmzanus 3a- | Institut Pasteur de Dakar
719 0 0,0
00J1eBaeMOCTH)
Kazaxcran (crabmmusamnus 3a- | Reference laboratory for the control of viral infections
1969 0 0,0
00J1eBaeMOCTH)
Kamb6omka (cradbmmuzarust 3a- | Virology Unit, Institut Pasteur du Cambodge 1931 0 0.0

00J1eBaeMOCTH)
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Kamepyn (crabunmsanus 3a00-

CREMER(Centre de Rechercherches sur les Maladies

. 1306 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—¢mergentes)
Kanana (poct 3a6oneBaemoctn) | Laboratoire de santé publique du Québec 3006020 2106 100,0
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabmwmsanus 3abone- | Biomedical Research Center(BRC), Qatar University /
. 1540 14 100,0
BAEMOCTH) Qatar Genome Project(QGP)
Kenus (crabmnumszarms 3abone- | KEMRI-Wellcome Trust Research Pro- 5459 1 100.0
BaE€MOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kump (crabunmsanus 3abonesa- | Department of Molecular Virology, Cyprus Institute of
. 465 0 0,0
E€MOCTH) Neurology and Genetics
Kuraii (poct 3a601eBaeMocTH) \I>Iear':;?§:l Institute for Viral Disease Control and Pre- 53860 1030 100,0
Konym6us (crabunmsanus 3a- | Instituto Nacional de Salud— Direccion de Investi-
., 11 14783 0 0,0
00J1eBaeMOCTH) gacion en Salud Publica
Komopckue ocrpoBa (crabmmu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3arus 3a00JIeBaEMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunmzanms 3a6ome- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 901 0 00
BaeMOCTH) gie '
Kocra-Puxa (crabunuzauus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N . 9363 4 100,0
00J1eBa€MOCTH) Ensenanza en Nutricion y Salud
Kor A'MByap (crabunmsamms | Molecular diagnostic unit for viral haemorrhagic fe- 239 0 00
3200J1€Ba€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory '
Kyba (cradbunusarust 3aboneBa- | Respiratory Infections Laboratory 526 0 0.0
€MOCTH) ’
Kygeiit (crabmmuzanus 3abome- | Virology Unit, Department of Microbiology, Faculty
7 ; 914 19 100,0
BaEMOCTH) of Medicine, Kuwait
Koipreiscran (ctadbunuzanus 3a- | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
00J1eBaeMOCTH) Department
Kropacao (cradbmmmsarms 3a00- | National Institute for Public Health and the Environ-
1217 2 100,0
JIEBAEMOCTH) ment(RIVM)
Jlaoc (crabunmsanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 836 0 0.0

€MOCTH)

tal
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JlatBusa (crabunuzamus 3a0oie-

Latvian Biomedical Research and Study Centre

14277 0 0,0
BAaEMOCTH)
Jlecoto (crabunmsarust 3a0ose- | National Institute for Communicable Diseases of the
X . 138 0 0,0
BacMOCTH) National Health Laboratory Service
Jubepus (cradbunmsarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabmmusamus 3aboie- | Laboratory of Molecular Biology and Cancer Immu- 893 17 810
BAacMOCTH) nology, Lebanese University Public Health England ’
JluBus (crabmnuzanus 3abone- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) )
JlutBa (crabmimsanus 3abose- | Vilnius University Hospital Santaros Klinikos, Center
. 11217 0 0,0
BacMOCTH) of Laboratory Medicine
Juxtenmreitn  (crabunmsamums | Bergthaler laboratory, CeMM Research Center for
3200JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 1383 0 0,0
ences
JlrokcemOypr  (crabunuzarus | Laboratoire national de santé, Microbiology, Microbial
. 35825 0 0,0
3200JICBAEMOCTH ) Genomics Platform
Makao (crabunuzamusi 3a6omne- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukwuii (cradbunumsanus 3a- | CNR Virus des Infections Respiratoires — France SUD
7375 0 0,0
00J1eBaeMOCTH)
MaspuTaHus (crabmmmzanus | INRSP-Mauritania 7 0 0.0
3a00J1€Ba€MOCTH) ’
Maiiorra (crabunuzarms 3a6o- | National Reference Center for Viruses of Respiratory
i ) : 373 0 0,0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris
Manaiizus (cradmnusamust 3a- | Institute for Medical Research, Infectious Disease Re-
00J1eBaEMOCTH) search Centre, National Institutes of Health, Ministry 31888 0 0,0
of Health Malaysia
Manaeu (crabmmuzamus 3a60- | KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JIEBAEMOCTH) Platform
Manu (crabunuzanus 3abonesa- | Northwestern University — Center for Pathogen Ge- 159 0 0.0

€MOCTH)

nomics and Microbial Evolution
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ManpauBsl (cTaOwim3anust 3a-

Indira Gandhi Memorial Hospital

333 0 0,0
00JIeBa€MOCTH )
Manbra (crabunmzanus 3abone- | Molecular Diagnostics Pathology Department Mater
. . 163 0 0,0
BacMOCTH) Dei Hospital Malta
MapmaimioBsl octpoBa (cradbu- | State Laboratories Division, Hawaii State Department
35 0 0,0
JU3arEs 3a0016Ba€MOCTH) of Health
Mapokko (crabmimzanus 3a60- | Laboratoire de Biotechnologie 1289 0 0.0
JIEBAEMOCTH )
Maptunuka (cradbunmsaius 3a- | CNR Virus des Infections Respiratoires — France SUD
1452 0 0,0
00J1eBaeMOCTH)
Mekcuka (crabmamsamnms 3a6o- | Instituto de 15iagnostic y Referencia Epidemiologicos 42338 12 100,0
JICBA€MOCTH) (INDRE)
Mo3zam6buk (crabmmusanus 3a- | KRISP, KZN Research Innovation and Sequencing
i 731 0 0,0
00J1eBaeMOCTH ) Platform, South Africa
MonnaBus (crabunmusanus 3a- | ONCOGENE LLC 698 0 0.0
00J1€Ba€MOCTH)
Momnako (crabunusanust 3a60- | National Reference Center for Viruses of Respiratory
. ) : 16 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Mouronust (crabunuzarms 3a- | National Centre for Communication Disease (NCCD)
. 917 0 0,0
00J1eBaEMOCTH ) National Influenza Center
Montceppar (crabunmzanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpsama (crabunuzarnus 3a6o- | DSMRC 128 0 0,0
JIEBAEMOCTH)
HamuOus (crabunmsanus 3a60- | National Institute for Communicable Diseases of the
. . 806 0 0,0
JICBa€MOCTH) National Health Laboratory Service
Henan (crabunmsanms 3a6one- | Molecular and Genomics Research Lab, Dhulikhel
BaEcMOCTH) Hospital, Kathmandu University Hospital School of 1284 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunmsanus 3abome- | National Reference Laboratory, Nigeria Centre for 123 0 0.0

BAEMOCTH)

Disease Control
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Hurepust (crabmnmzanust 3abo-

African Centre of Excellence for Genomics of Infec-

JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University 3167 0 0.0
Hunepnanaer  (crabunmsarms | National Institute for Public Health and the Environ-
3a00J1€BAEMOCTH) ment(RIVM) 76473 121 100,0
Hosas 3enannus (cradbunusarums | Institute of Environmental Science and Research(ESR)

32335 0 0,0
3a00J1€Ba€MOCTH )
Hosas Kanemonus (cradbuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11151 3a00JIEBAEMOCTH ) torial de Nouvelle-Calédonie ’
Hopserus (crabunmzanus 3a060- Nprweglan Institute of Public Health, Department of 35024 20 100,0
JICBA€MOCTH) Virology
OAD (crabunusamus 3aboseBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
OwmaHn (crabunm3anus 3aboneBa- | Oman—National Influenza Center 423 0 0.0
€MOCTH) ’
IMTakucran (crabunmsanus 3a6o- | Department of Virology, Public Health Laboratories 3317 5 100.0
JIEBA€MOCTH) Division ’
[Manay (crabmnusamus 3abome- | Can Ruti SARS-CoV-2  Sequencing  Hub 66 0 0.0
BAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna (crabunmszanus 3a- | Biochemistry and Molecular Biology Department— 73 0 0.0
00J1eBaEMOCTH ) Faculty of Medicine, Al-Quds University '
[Tanama (crabunu3arust 3a6omne- | Gorgas memorial Institute For Health Studies 3998 0 0.0
BAEMOCTH) '
IManya Homas I'sunest (crabu- | Queensland Health Forensic and Scientific Services 924 0 0.0
Tu3anus 3a00J1€BaeMOCTH) '
[Maparsaii (cradbunm3anus 3a6o- | Laboratorio Central de Salud Publica de Paraguay 2124 0 0.0
JIEBAEMOCTH) '
[Tepy (cTrabunm3anus 3aboneBa- | Laboratorio de Referencia Nacional de Biotecnologia 35336 0 0.0
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru ’
[Monpmia (crabunm3anust 3abo- | genXone SA, Research & Development Laboratory 44761 5 100,0
JIEBAEMOCTH)
[Mopryranust (crabmnmsarus 3a- | Instituto Nacional de Saude(INSA) 93350 409 100.0

00J1eBaeMOCTH)
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ITIyapro Puko (crabunuszanus

Centers for Disease Control and Prevention Division

3a00J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery 17124 0.0
Pecniy6nuka Banyaty (cradbuim- | Microbiological Diagnostic Unit - Public Health La- 100 0.0
3anus 3a00J1eBaEMOCTH ) boratory (MDU-PHL) ’
Pecniyonuka JxuOyru (cradbu- | Naval Medical Research Center Biological Defense
: 633 0,0
Jr3arys 3a00JIeBAaCMOCTH ) Research Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecniyonuka Konro (crabuium- | Institute of Tropical Medicine 210 0.0
3anust 3a00JIEBAEMOCTH) ’
Pecniybnuka Mapnarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0.0
Omn3anus 3a00J1IeBaEMOCTH) ’
Pecniy6nuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program,
TU3anus 3a00J1IeBaEMOCTH) CNDR, Departamento de Virologia 335 0,0
Pecnyonmuka CanbBagop (cta- | Genomics and Proteomics Departament, Gorgas Me-
. . : 445 0,0
Omn3anys 3a00J1€BaeMOCTH) morial Institute For Health Studies
Peciyonuka Yan (crabunmsa- | Pathogen Genomics Lab, National Institute for Bio-
11s 3a00J1€BaEMOCTH) medical Research (INRB), 8 0,0
Peronbon (crabuimsarust 3a60- | CNR Virus des Infections Respiratoires — France SUD 11337 0.0
JIEBAEMOCTH ) ’
Poccust (crabunuzanms 3abone- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni-
versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap- 46189 100,0

plied Microbiology & Biotechnology. Group of Genet-
ic Engeneering and Biotechnology, Federal Budget In-
stitution of Science ‘Central Research Institute of Epi-
demiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
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lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabwimsanus 3abode-

GIGA Medical Genomics

197 0 0,0
BAEMOCTH)
Pymbinus (crabunmsarus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
; . . 10977 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
CaynoBckast ApaBus (craduiu- | Infectious Diseases, King Faisal Hospital Research
1333 0 0,0
3a1s 3a00JICBACMOCTH ) Center
CeBepHass Maxkenonusi (cradbu- | Institute of Public Health of Republic of North Mace-
nu3arms 3a00J1€BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0 0,0
tics
Cesepnbie Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (crabmnmsarnus 3abonesac- | Of Viral Diseases, Pathogen Discovery 2089 0 0,0
MOCTH)
Ceitmens! (cradunmzanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Ceneran (cradwmmsarust 3a60- | IRESSEF GENOMICS LAB 1659 0 0.0
JIEBAEMOCTH)
Cenr—Buncentr u ['penamuns | Carrington Lab, Department of PreClinical Sciences,
(crabwnmzarust  3abosieBaemo- | Faculty of Medical Sciences, The University of the 91 0 0,0
CTH) West Indies
Cenr—Kurc u Hesuc (crabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent-Jlrocuss  (crabmnmsanus | Carrington Lab, Department of PreClinical Sciences 186 0 0.0
3a0071€Ba€MOCTH) ’
CepOus (cradbunumzarus 3abose- | Institute of microbiology and Immunology, Faculty of
- O 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (crabunuzamnus 3a60- Natlor_lal Pupllc Health Laboratory, National Centre for 97653 260 100,0
JICBa€MOCTH) Infectious Diseases
Cen-Maptun (crabmmu3anus | Institut Pasteur 302 0 0,0
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3200JIeBa€MOCTH)

Cunr—Mapren  (craOumu3amms

National Institute for Public Health and the Environ-
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Hyoaukanun

1. Curr Opin Virol. 2023 Aug 28;62:101349.

doi: 10.1016/j.coviro.2023.101349. Online ahead of print.

Antigenic evolution of SARS coronavirus 2

AHTHTeHHAasl IBOTIOIUs KopoHaBupyca SARS 2

Anna Z Mykytyn 1, Ron Am Fouchier 1, Bart L Haagmans 2

NHcTpyMEeHTHI AJi KapTUPOBAHUS BIMSHUS 3aMEH HA JAIbHEUIIYIO aHTUTCHHYIO
spomonnio SARS-CoV-2, takue kak aHTUreHHas KapTorpadusi, MOTyT OBITH TMOJIE3HbI
it oOHOoBIeHHs BakuuH nmpotuB SARS-CoV-2. B 3Tom 0030pe paccMOTpeHa 3BOIOIHS
aatureHoB SARS-COV-2, momuepkHyTO BIHMSHHE aMHUHOKHCIOTHBIX 3aMeH B Oerke
Spike, B Tom ymciie B KOMOMHALIUK C YCKOJIb3aHUEM OT uMMyHuTeTa. [Ipeacrasiena an-
TUTEHHAs! CTPyKTypa paHHHX BapuaHToB SARS-COV-2, a Takke moIIMHHN BapuaHTa
omukpoH BA.1 u BA.2, onucana 3BoionMs BapuaHTa OMUKPOH U ero nojuynHuil. [Ipen-
cTaBjieHbl aHTUTeHHbIEe KapThl SARS-CoV-2. OTMeueHo, 4To TOMUHUPYIOIIUN B HACTO-
aiiee BpeMs BapuaHT XBB.1.5 sBnsercs Hanbosiee TeHETUYECKU U aHTUTEHHO OT/IaJICH-
HbIM BapUAaHTOM IO OTHOLIEHHUIO K yXaHbCKOMY mTamMMy. KpoMe Toro, 3TOT BapuaHT OT-
mngaercs oT BA.S 14 3amenamu u nenenueit 1 amuaOKHCIOTE. SARS-COV-2 mpomon-
JKaeT OBICTPO SBOJIIOIMOHUPOBATH, U KaXKIble HECKOJIBKO MECSIEB IMOSBIISIOTCS HOBBHIE
BapuaHTHl. BrojHe BEpOSITHO, YTO MOMYJIAIMOHHBII UMMYHUTET BHOCUT OOJIBIIION BKIIA]
B 3TO, CTUMYJIUPYS MOSBJICHUE BAPUAHTOB OMHUKDPOH C JAJIbHEHIIUMU 3aMEHaMH, KOTO-
pble 00ecTeunBalOT YKIOHEHHE OT HEUTPAIU3YIOIIUX aHTUTEN. Tekylue KapThl, CO3/1aH-
Heie 11 SARS-CoV-2, Hecyt 60mnbioit 00beM MHGOpMALIUKA, HO AHTUTEHHBIE PACCTOS-
HUS MEXIy BapuaHTaMM Ha 3TUX KapTaX OCTAIOTCA HEOOJBIIUMHU MO CPAaBHEHUIO C HEKO-
TOPBIMU APYTUMHU BUPYCAMH, KOTOPbIE HUPKYIUPOBAIN B YEJIOBEUECKUX MOMYJIALMAX Ha
MPOTSHKEHUU JECATUNICTUN, TAKUMHU KaK BUpPYC rpunna. byayiine kapTel, BEpOsITHO, IPO-
SICHSIT HaIlpaBJieHHue 3BOMIOIMU aHTUTeHOB SARS-C0OV-2, moMoryT B co3JaHUU BaKIIMHbI
U J1ayT MpeAcTaBleHne O MPO(HUIAX MOMYJISIIHOHHOTO IMMYHUTETA K BHOBD IMOSBIISIO-
IIUMCSI BApUAHTaM.

2. Front Microbiol. 2023 Aug 14;14:1232453.

doi: 10.3389/fmich.2023.1232453. eCollection 2023.

Novel receptor, mutation, vaccine, and establishment of coping mode for
SARS-CoV-2: current status and future

Hosrblii penentop, Mmyranusi, BAKIIMHA U CcO3JaHHe cnocoda 6oprObI ¢ SARS-
CoV-2: Tekymuii ctatyc u Oyayiiee

Zhaomu Zeng# 1 2 3, Xiuchao Geng # 4, Xichao Wen # u np.

HenaBuue uccienoBaHus MOKa3bIBAIOT, YTO TOMUMO aHTHOTEH3UHIIPEBPAIIAIOIIETO
depmenta 11 (ACE2) necsitku O0enkoBbIX MoOJieKys, Bkirodas AXL, MOTyT JnelcTBOBaTh
Kak perentopsl xo3suHa st SARS-CoV-2, 3apakaromniero KiIeTKH 4ejI0BeKa, a MyTaluu
BHUpYyCa U YKJIIOHEHHWE OT UMMYHHTETA, TIOX0XKE, HUKOTAa He TpekpataTcs. B atom 0630pe
aHATM3UPYIOTCA U CUCTEMATU3UPYIOTCS MOCeIHrue MyOauKaluu, BCECTOPOHHE paccMart-
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puBaroTcs Xxapakrepuctuku renoma SARS-CoV-2, a Takxke matoreses, B acliekTe 3Haue-
Hus peuentopoB (Bkiatouas ACE2 u npyrue HOBbIE peLENnTOpbl), MyTallUd U YKIOHEHUE
OT UMMYHUTETA, pa3paboTka BakinH. O030p MPEIOCTABISIET TEOPETUUECKYIO OCHOBY TS
yrayOJeHHOTO TTOHMMAaHUS MaroreHerndeckoro mexanusma SARS-CoV-2, a takke uc-
CJIeIOBATENbCKYI0 0a3y M HOBbIE MJIEH JUIsl TMArHOCTUKHM W KilacCU(pUKaluu 3a0o0JieBa-
HUi, cBa3aHHbIX ¢ COVID-19. OTmMeueHo, 4yTo HOBBIM mTaMM BapuaHTa oMukpoH FU.1
(XBB.1.16.1.1) c 6onee BbICOKOW MH(PEKIIMOHHOCTHIO MOSBUIICS BO MHOTHX PETHOHAX
Mupa. DKCIepTsl npeaynpeanin, 4yto onacHoctb FU.1 odeHb BbICOKa: 3apa3HOCTh Ha
50% BbIIIE, YEM y HBIHEIIHETO AMUAEMUYECKOr0 IITaMMa, U OH TOJIbKO Hayal pacupo-
CTpaHATHCS MO BceMy MHUpY. MIHpopMaluio 06 3TOM HOBOM LITAMME aBTOPbI IPUBEIIN 10
nanHbIM caiita Herald Sun (http://www.heraldsun.com.au). Pactyt onacenusi, 4To HOBBIH
mrtamMm Covid nox nHasBanuem FU.1, oOHapykeHHblld B A3un u WHauu, MOXET mpen-
CTaBJIATH OO0 HOBYIO OOJIBIIYIO YTPpO3y KOpoHaBupyca st Buktopuu. Jkcneptsl npe-
TYTPEXKAA0T, YTO MYTAHTHBIA pexoMOMHAHT OMHUKpOHa ceiyac pacrpocTpaHseTcs Mo
BceMy mupy Ha 50 npoueHToB ObicTpee, ueM Apktyp (XBB.1.16). FU.1 (Takxke u3Bect-
eIl kak XBB.1.16.1.1) pacnpoctpansiercs B ocHoBHOM B Illanxae, Kurtaii, HO Tarke
obu1 oOHapyxkeH B Tammanne u Muaum, a Takke B Apyrux cTpaHax. HoBbiil mramm
(XBB1.16.1.1 — ero nmpexHee Ha3BaHKE) Teneps Moay4dmt HazBanue FU.1 u He B mIyTKy.
310 — Ha 50 mpoleHTOoB 00JbIIe c1ydyaeB MHGEKIIMHU, YeM BBI3BIBAIOT HBIHEIIHUE JOMU-
HUPYIOILME [TaMMBbI, 1 OH TOJIbKO HAYMHAET PaCIpPOCTPAHITHCS MO BceMy MUpY. «OxKu-
JaiiTe elle OHYy CEpbe3HYI0 BOJIHY B OnMikaiilliee BpeMsi — IOKa HE 3HaI0, HACKOJIbKO
mwiox FU.1», — Hanucan Ha 3Toi Henene B TBUTTepe OJMH aBCTPAIUKUCKUIN Bpad U IMpe-
1oJiaBaTesb B cepe 00IIeCTBEHHOTO 3/IpaBOOXPAHECHHUS.

3. Nature. 2023 Aug 30.

doi: 10.1038/s41586-023-06487-6. Online ahead of print.

Neutralization, effector function and immune imprinting of Omicron variants

Heiitpanuszanus, 3¢ppexropHas GyHKUMS 1 MMMYHHbIH HMIIPUHTHHT BApHaH-
TOB OMHUKpOH

Amin Addetia# 1, Luca Piccoli # 2, James Brett Case # u nap.

[Mupkynupyromue B Hactosimiee Bpems: Bapuantel SARS-CoV-2 mpuobpenu KoH-
BEPIreHTHbIE MYTAallMM B TOpsSYMX TOYKAX pelenTop-cBs3biBatoniero nomeHa 1 (RBD)
Oenka-muna. BiusgHue 3TUX MyTaluii Ha BUPYCHYIO MH(EKIUIO U TIepenady, a TaKxke
3 PEKTUBHOCTH BAKIIMH U METOJIOB JICYCHHS OCTAIOTCS TUIOX0 M3ydeHHbIMH. [Ipogemon-
CTPUPOBAHO, YTO HeaBHO nosiBuBIIKMECs BapuaHThl BQ.1.1 u XBB.1.5 cea3biBator ACE2
X035TMHA C BBICOKUM CPOJICTBOM M CTIOCOOCTBYIOT CIUSTHUIO MeMOpaH Ooiiee 3 (HEeKTHBHO,
yeMm Oosee pannue Bapuantbl Omicron. Ctpykrypsl RBD BQ.1.1, XBB.1 u BN.1, cBs-
3aHHOTO ¢ ()parMEHTOM aHTHUTCHCBs3bIBatolel o0acTu anturena S309 (poAUTENHCKOTO
aHTUTeNa JUIsl coTpoBUMada) u uenoBedeckoro ACE2, 0OBSCHSIOT COXpaHEHUE CBSA3bIBA-
HUSl aHTUTEJa MOCPEICTBOM KOH(POPMALIMOHHOTO 0TOOpa, M3MEHEHHOT'O PACIIO3HABAHUS
ACE2 u yknonenust oT uMMmyHuteTa. [lokazaHo, 4To coTpoBMMald aKTHBHO CBSI3bIBAETCS
co BceMu Bapuantamu Omicron, criocoocTByeT Fc-3aBUCHMBIM 3P PEKTOPHBIM (HYHKIH-

M W 3allyIIaeT Mblnei, 3apaxeHHsix BQ.1.1, u xoMskos, 3apaxxennbix XBB.1.5. Un-
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TyLMPOBaHHbIE BAaKLIMHOM IJIa3MEHHbIE aHTUTEJA Y YEJIOBEKA IEPEKPECTHO PEATUPYIOT C
TEeKyIIMMH BapruaHTamMu Omicron U 3amyckaroT 3QpeKTopHble QYHKIUU POTUB HUX, HE-
CMOTpSI Ha CHIKCHHYI0 HEUTPaIU3YIOIIYI0 aKTUBHOCTb, YTO YKAa3bIBAET HA MEXaHU3M
3alUTHl  OT 3aboJieBaHus, npumepoM KoToporo sBisercs S309. IlepexkpectHo-
peaktuBHble RBD-HamnpaBieHHble B-KIETKHM NMaMsaTH 4elIOBEKa OCTaBAJIUCh JOMUHUPY-
IOLUMU JJaXKe Tociie IByX Bo3eicTBui munoB Omicron, 4TO MOAYEPKUBAET POJIb CTOM-
KOI'0O MMMYHHOTO UMITPUHTHUHTA.

4. Pathog Glob Health. 2023 Aug 27;1-12.

doi: 10.1080/20477724.2023.2250942. Online ahead of print.

Genetic diversity and evolutionary dynamics of the Omicron variant of SARS-
CoV-2 in Morocco

I'eHeTnueckoe pa3HooOpa3ue W IBOJKLNMOHHAS JUHAMHMKA BapuaHta SARS-
CoV-2 omukpoHn B MapoKkko

Safae EI Mazouri 1, Abdelmounim Essabbar 1, Tarik Aanniz 1 u np.

[Ipoananu3upoBaiy reHETUUYECKOE pasHOOOpa3re MAapOKKaHCKUX reHoMoB SARS-
CoV-2, ynenuB ocoboe BHHUMaHuEe BapuaHTy Omicron uepe3 roj 1mocie ero ooHapyxe-
HUSl B MapokKko, 4TOOBI MOHSATh €r0 TEHOMHYIO JUHAMHKY, OCOOCHHOCTH M MOTEHIIHAIb-
HbI€ UCTOYHUKH UHTpORYKUMHU. B 937 renomax Omicron BbISIBUIM B OOLIEH CIIOKHOCTU
999 HeyHUKAIIbHBIX MYTallUid, pactpene’eHHbIX mo 92 nmuausM Omicron, U3 KOTOPHIX 13
ObUTM cHeUU(pUYHBI ISl JAHHOM CTpaHbl. DTU Pe3yNbTaThl MPEAINOIaraloT HaJu4yue He-
CKOJIbKMX MCTOYHHMKOB MOsiBICHUs BapruanTa Omicron B Mapokko. Kpome Toro, o6Hapy-
KEHO, YTO 4eThipe Kiaanpl Omicron Oosee 3apa3Hbl MO CPABHEHHUIO C APYTMMH KJIaJlaMu
sToro Bapuanrta. OleHKa MyTalluii pelenTop-CBA3bIBAIOIIET0 JOMEHA MoKa3aa, YTo My-
tanun Spike K444T u N460K oGecrieunBaroT 00Jiee BEICOKYIO CIIOCOOHOCTH K YCKOJIh3a-
HUIO OT BaKIMHBL. DTOT aHAJIU3, IO MHEHUIO aBTOPOB, MOIUYEPKUBAECT YHUKAIbHOE I'€He-
TUYecKoe pazHooOpasue BapuanTa Omicron cpean MapokkaHckux mrammoB SARS-CoV-
2 ¢ MHOTOYHMCJIIEHHBIMU HMCTOYHUKAMHU MHTPOAYKIMU M TOSBICHHUEM BBICOKO3apa3HbIX
knaa. OTinyue MapoKKaHCKUX IITAMMOB OT TJ00albHBIX MOAYEPKUBAET BAKHOCTDH TO-
CTOSTHHOTO HaOJIIO/ICHUs] U TIOHUMaHUsI MECTHOM T€HOMHOM JUHAMUKU 11 9P (HEKTUBHBIX
CTpaTeruii pearupoBaHus Ha pa3BuBaronrytocs manaemuto COVID-19.
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