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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuuxcst mox Haoaogenuem (VUM), Ha ocHoBe
KOJIHYeCTBA UX F€HOMOB, 1eNOHMPOBAHHBIX B 0a3y naHHbIX GISAID
3a Hexearo ¢ 19.08.2023 r. nmo 25.08.2023 r.
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«Muxpoby Pocnompebnaosopa, Capamos, Poccuiickaa ®@edepayus

B 0030pe npeacraBnena uHGpopMaIus Mo MUPKYTUPYIOMIMM B HACTOAIIEE BpeMs Ba-
puantam Bupyca SARS-COV-2 BeipBaromux uatepec (VOI) u cybBapumantoB Omicron,
Haxonsmuxca noa Habmoaenuem (VUM), reHOMHBIE MOCIEA0BATEILHOCTH KOTOPBIX pas-
MellleHbl B MexayHapomHod ©0a3e manHelx GISAID 3a mememo ¢ 19.08.2023 r. 1o
25.08.2023 1.

[To cocrosinuto Ha 25 aBrycta 2023 r. B cooTBeTcTBHHM ¢ Kinaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BeibiBatomux untepec (VOI), oTHeceHbl cyOBapuaHTHI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBnen 19.07.2023r., xmaccudumnupoBan kak VOI
09.08.2023r.). B rpynny umupKyJIupyoOIIUX BapHaHTOB, HAXOISAIIUXCS MOJI HAOIIOJEHUEM
(VUM) Bxmrouensl reHetudeckue muann: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3., BA.2.86.

Ha cerogusiuinuii nens B 6a3ze manHbix GISAID Bcero npencrasneno 15 899 931 re-
HomoB Bupyca SARS-COV-2 (3a neaento aenonuposano 17 082 mocienoBarensHocTH). B
MHUpE CTpaHaMH — JIMJEPAMHU 10 KOJUYECTBY JAETIOHUPOBAHHBIX T€HOMHBIX I1OCJIEI0BATENb-
Hoctei Bupyca SARS-CoV-2 ocrarorcs CIIHA — (4 867 201 renom — 30,6% oT Bcex pas-
mernieHHbIX B GISAID) u BenukoOpuranus (3 097 480 renomon — 19,5%).

Bcero B 6a3y mannbix GISAID penonupoBano 8433 748 reHomMoB BapHaHTa
Omicron, 3a aHaTU3UPYEMYIO0 HEJCNTIO pa3MelieHa emie 26 981 reHomHas mociaeoBaTeb-
HOCTh — 53% OT BCceX MpPEICTaBICHHBIX 3a TEKYIIYI0 HEIEN0 T€HOBAPHMAHTOB BHpYCa
SARS-CoV-2 (una mpouuoii Henene — 49,1%). Poccuiickumu 1ab0paTopusiMi pa3MeIICHbI
78 353 renomubie mocienoBaTenbHOCTH BUpyca SARS-COV-2, B Tom uucie BapuaHTa
Omicron — 46 165 renomos.

Ha cerogusimnmii gens B 6a3e nanusix GISAID 3adukcupoBaHo enoHUpOBaHUE Ba-
puanTa Omicron u3 211 ctpan u Tepputopuit (Ha npeasiaymiel Hexene — 211): ABctpanus,
ABctpus, AzepOaiimpkan, Anbanus, Amwkup, Amepukanckoe Camoa, AHpmoppa, AHroia,
Anturya u bapOyna, Aarunes, ApreatuHa, Apmenusi, Apy6a, Adranucran, banrnazaer,
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bap6anoc, baxpeitn, benapych, bensrus, bepmynckue OctpoBa, benus, benun, bonrapus,
bommBusa, borcBana, bocuus u I'epueroBuna, bonaiipe, bpasunusa, bpynei, bpuranckue
Buprunckue octpoBa, byran, bypynmu, bBypkuna-®aco, BenukoOputanus, Benecyaina,
Benrpus, Buprunckue OctpoBa (CIIIA), Beernawm, 'ana, ['autu, ["'amOus, I"afiana, I'Bage-
nyna, I'Baremana, I'Bunes, ['epmanus, ['ubpanrap, ['onnypac, I'onkonr, ['penana, I'penus,
I'py3us, 'yam, I'abon, anus, xubyru, JJomunukanckas Pecmy6nuka, Jlomuanka, J[PK
Hemokparnyeckass PecriyOnuka Boctounsiii Tumop, Jlemokparnueckas Pecnyonuka Can-
Tome u I[lpuncunu, Eruner, 3amous, 3umbadse, Uzpanns, Unaus, Uunonesus, Mopaanusi,
Wpaxk, Upan, Upnanaus, Mcnannus, Mcnanus, Mtamus, Ka6o-Bepae, Kazaxcran, Kaitmano-
BBl OctpoBa, Kambomxka, Kamepyn, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubatu, Ko-
aymbous, KocoBo, Kocrta-Puka, Kot-n'MByap, Kyba, Kysetit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JInuGepus, JIuan, Jlusus, Jluxtenmreitn, JIutea, Jlecoro (KoponesctBo JlecoTo),
JlrokcemOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizusi, Maib-
nuBbl, ManbTa, Manu, Mapokko, Maptunrka, Mapmamiosl OctpoBa, Maiiorra, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Montceppat, Mesiuma, Mukponesus, Hamu-
ousi, Hunepnanael, Hurep, Hurepus, Henan, Hopserus, Hosast 3enannus, Hosas Kaneno-
Hus, Hukaprya, Oman, OAD, Ilakuctan, [lanectuna, Ilanama, Ilanay, [Taparsaii, Ilamya-
Hogas I'Bunes, [lepy, [loptyranus, Ilonsma, Ilyspro-Puko, Petonson, Pecniy6iuka Konro,
Pecniybnuka Ceitmensckue OctpoBa, Peciyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
MbiHusA, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunr-Mapren, CaynoBckas ApaBus,
CeBepHas Maxkenonusi, CeBepabsie Mapuanckue octpoBa, Cenerain, Corw3 Komopckux Oct-
poBoB, Cweppa-Jleone, CnoBakus, Cnoenusi, Cunramyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cent-Buncent u I'penanunsi, Cent-Jlrocusi, Cunr-Mapten, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanusa, Tepkc u Kaiikoc, Toro,
Tpununan u ToGaro, Tynuc, Typuus, Yranga, Y30ekucran, Ykpauna, Ypyraaid, OuHIIsH-
s, @pannus, Opannysckas ['Buana, @paniysckas [lonnnesus, Oummnunel, XopBartus,
Uepnoropus, Yexus, Unnu, Yan, LIAP, [lIsenus, [Iseinapus, [lpu-Jlanka, SxBagop, Ic-
ToHMS, DcBatuHu, Dduonus, JkBaTtopuanbHas ['Bunes, KOAP, HOxnas Kopes, FOxubIi
Cynan, Anonus, Smaiika.

3a npowenmue 4 Henenu 47 crpad (22,3%) (3a npenbiayuiue — 43 crpansl (16,6
%)) OMOJMHUIN JaHHbIE O JIEIOHUPOBAHUM T€HOMHBIX IMOclenoBarebHocTet Omicron B
GISAID.

JluHamuKa pacnpocTpaHeHusl B Mupe cyOBapuaHToB Omicron CeKBEHHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y manHbix GISAID mpencrasnena Ha pucynke 1. Cpenu nupKynupyro-

MIAX IITaMMOB KOpOHaBHpyca JAOMHHHPYIOT cyOBapmantel EG.5.1 (23,2%) u XBB.1.16
(13,99%).



Omicron sublineages
100% 4

currently with 100%
> 5% global prevalence

90% +90%

B80% - -B0%

70% =70%

60% - I 60%

50% < - 50%

40% b 40%

30% - XBB.1.16 (13.99%) |- 30%

20% I 20%

10% - EG.5.1(23.20%) L 105

0%~ ] 1 i i I i 1 1 -0%

SR LA (L LN LY LG Pt e SN SN O N
o) e® ot oot o 3o ¢e° W et R w© B o

EG.5.1 X88.2.3.2 WEM FL4 EE BA46 . BEY
XEB.1.16 - FU BN X8B.1.5.37 W BAS - BF 10
FL1 B EGS BN XBB.1 . 8451 - BFS
XBB1.9.1 FL.2 - K W BAS5122 WEE BF7
XBB1.5 WSS XBB.116.1  WEEE XBE.1.22.2 WEE BAS5123 EEE BN.1.2
XEB1.9.2  WEE XBB.1.510 EEE XBE.2.6 BN BAS51.30 EEE BN13
XBB.2.3 EEN XBB.2.317 EEE XBB..57  EEE BAS.2 - B0
XBB116.6  mEM FL10 BN XBE.1.5.17 EEE BAS5.21 [__JCRR
XBB1.5.50 EEE FE.11 EEE XBB.1.513 EEE BAS5220 EEE BQ11.18 We gratefully acknowledge
XBB.2.3.3 WM FU.2 EEN XBB.1.5.12 WEE BAS526  EEE BQ.114 the Authors from Originating
FY.3 - EGA . BA2121 N BAS5.29 - 5012 and Submitting laboratories
CH.1.11 BN XBB1162 EEE BAA4 - BAS56 - EF of sequence data on which the
XBB.1.5.1 BN X5B.1.22.1 NEE BASS . CH.1A BN Omicron sublineages < 1% analysis is based.
GEA N XBB1524 N BAA1 - e BN Other lineages
XEB.2.38

XBB.1.5.49 ( ii l‘lli’

tps://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 1. Pacnipoctpanenue cyoBapuanto Omicron B Mupe
(o cocrosinuio Ha 22.08.2023 r.)

['eneTndeckoe pasHooOpaszve HUPKYIUPYIOIIUX B PErHOHAaX MuUpa CyOBapHaHTOB
Omicron 3a mocneanue 4 Henenu nmokazaHo Ha pucyHke 2. B CeBepHoit Amepuke, Kak U B
npeasiaynme 4 Heaend, AOMUHHPYIOT cyOBapuantel EG.5.1 (16,05%) u XBB.1.16
(12,36%), B Esponie — EG 5.1 (24,4%) u XBB.1.16 (18,03%), B crpanax Asuu — EG.5.1
(34,15%) u XBB.1.16 (11,64%), B Tuxookeanckom perunone — XBB.1.16 (15,9%) u EG 5.1
(7,51%), B IOxnoii Amepuke — XBB.1.5.59 (40%), B Adpuxke — XBB.1.16 (30%) u
XBB.1.5.53 (20%).
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Pucynok 2. Pacnpoctpanenue cyoBapuantoB Omicron B perHoHaX Mupa 3a 4 Hefenu
(c 25 urons mo 22 aBrycra 2023 r.)

HecMmoTpss Ha CHM)KEHME B MHMpPE PacHpOCTPaHEHHOCTH BapuaHToB VOI, ux noins
ocraeTcs npeolagaromield cpeii CeKBEHUPOBAHHBIX 3a MOcieIHne 4 HeleTu TeHOMOB KO-
ponaBupycoB SARS-CoV-2, Bo Bcex peruonax, HauOosbias HabmogaeTcst B ctpaHax FOx-
HoW Amepuku, Appuku, Ceseproit AmMepuku u EBponsl (76%, 70%, 63,8% u 62,2% coor-
BeTcTBEeHHO). Jlons cy6BapuantoB VUM Bo3pocia Bo BceX pernHax, HauOoJblee Koaude-
cTBO 1UpKyaupyet B Asum, EBporie u CeBepHoii Amepuke (39,5%, 36,6% u 35,4% coot-
BETCTBEHHO) (puc. 3).
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Former VOCs/VOIs/VUMs

Pucynok 3. Pacnpoctpanenue cyoBapuantoB Omicron B peTHOHAX MUpPa, CEKBEHUPOBAH-
HBIX ¢ 25 utoist no 22 asrycra 2023 r.

BapuanThbl, Bei3biBawime uurepec (VOI)
ITo cocrostnuio Ha 25 aBrycra 2023 r. B 6a3y nanubsix GISAID EpiCoV nocnenoa-
TenpHOCTH, oTHOCcsAmecs K XBB.1.5 (Kraken) nemonupoBanst u3 122 ctpaH, 10715 TeHOBA-

puaHTa coctaBisieT 2% OT BceX JACTOHUPOBAHHBIX. 3a MoclieqHue 4 Helenu HanOoJbliee
pacnipocTpanenue cyoBapuant nonyuni B bpasunuu - 70%, Upnanauu - 16%, I'epmanun —
15%, Uramnu - 14%, Kanane — 14%, CIIA — 13%, Mcnannu — 13%.

Cyo6Bapuant XBB.1.16 (Arcturus) nenonupoBan u3 94 crpan. B oOmieit cTpykrype
JICTIOHUPOBAHHBIX TEHOBApUAHTOB cocTamisieT 1%. 3a mocnennue 4 Hexenu cyOBapuaHT
npeuMyuiecTBeHHO Bbiaessiid B Taunanne (51%), Munuu (38%), Ucnanauu (28%), CLIA
(28%), Upnanauu (26%), Benmukoopurtanuu (25%), lIBenuu (24%), SAnonun (23%), AB-
ctpanuu (23%) u FOxuoi Kopee (20%).

Bapuantsl, Haxoasimuecsi noa Ha0awaenuem (VUM)

Cyo6Bapuant XBB.1.9 (Hyperion) cekBenupoBan nabopatopusimu 113 crpan, mons
reHoBapuaHTa cocTaBiisieT 1% oT Bcex nenoHupoBaHHbIX. HaunOounblliee pacnpocTpaHeHue

XBB.1.9 3a nocnennue 4 Henelnn OTMEUEHO B clenyromux crpaHax: JlomuHukanckon Pec-
nyomuke (77%), Kurae (65%), I'epmanun (58%), ®pannmu (49%), Kanane (49%), Mcnan-
nuu (44%), Userun (44%), Ucnanuu (43%), Utanuu (41%), @unnsaauu (39%), Benuko-
oputanuu (37%), Taunannge (31%) u Upnanguu (30%).



Ha 25 aBrycra Konu4ecTBO CTpaH, U3 KOTOPBIX MPEACTABICHbI TEHOMHBIE MOCIE0-
BaTeIbHOCTH cyOBapuanTa XBB.2.3 (AcCrux) yBeanumioch 10 83 cTpaH, J0Js BbIICICHHUS
cyOBapuanTa B mupe coctanisier meHee 0,5%. 3a nmocnennue 4 Hepenu HauOolblee pac-
npoctpaHenue cyoBapuant nonyywsi B Wumun (56%), Ounnsuaum (21%), Ucnanaun
(19%), 1Oxuoi#t Kopee (18%), @panmuu (14%), Benmukoobpuranuu (12%), Ucmanun (11%)
u CIIA (11%).

B 0aze ganubix GISAID renomsl cyoBapuanta CH.1.1 (Orthrus) nenonupoBaHbl U3
95 crpan, ero mois cocraBuia 1% ot Bcex renoBapuantoB Omicron. B Wpmanauu, ABcTpa-
muu u Micnanum 3a nocnennue 4 Heaenu 3aUKCHPOBAHO HauWOOJIbIIEe PacHpOCTPAHEHUE
cyboBapuanTa Ha ypoBHE 13%, 9% u 7% COOTBETCTBEHHO.

Cy6Bapuant EG.5.1, BrepBeie oOHapykeHHbIN B (eBpane 2023 r., B HacTosIee
BpEMSI IO PACIIPOCTPAHEHHOCTH 3aHUMAET MEPBOE MECTO CPEIU JOMUHUPYIOIINX BAPHAHTOB
B Asuu, CeBepHoii Amepuke, EBporie. CexkBeHupoBaH nadopatopusimu 42 ctpan. B 0aze
naaHabIX GISAID nemonupoBano 13 247 reHoMoB cyOBapuaHTa, (Ha mpomnioi Hexene — 10
606 renomoB). B I'epmanun, HOxuHot Kopee u Slnmonuu 3a nocneanue 4 Heaenu 3adUKCH-
pOBaHO HanMOoJIbIIIEe pacpocTpaHeHue cyoBapuanTa Ha ypoBHe 15%, 13% u 12% cooTseT-
CTBEHHO.

WNudopmanusi mo OOHOBJICHHBIM JaHHBIM O JCIMOHMPOBAHHBIX TI'€HOMAax BHUpYyca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabnure 1.



Tadanua 1 — KosimvecTBo 1eNOHHPOBAHHBIX TeHOMOB BapuaHToB Bupyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana YupexaeHue, mpoBOIUBIIEE CEKBEHUPOBAHHUE B ToM 4HCIE KO- [IpoueHt reHo-
KommuecTBo MOB, OTHOC:I-
CIIOHUPO- TIHECCTBO reto- MUXCs K BapruaH-
: MOB Omicron, ;
BAaHHBIX — re-| o ouiex | Y Omicron
HOMOB A p (B.1.1.529). ne-
. 3a mocienaue 4
Omicron HeIeIH (22 07. — IIOHHUPOBAHHBIX
(B.1.1.529) 18.08.2023 1) 3a mocuegaue 4
HEICIH
ABcrpamms  (cradmnmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 162935 432 100,0
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00J1eBacMOCTH) Molecular Medicine of the Austrian Academy of 191327 10 100,0
Sciences
Asep0Oaiimkan (ctadbmnmsarus | National Hematology and Transfusiology Center 20 0 0.0
3200JICBA€MOCTH ) ’
AnGanus (crabunusanus 3a- | Respiratory Virus Unit, National Infection Ser-
. : 777 0 0,0
6oseBaEMOCTH) vice, Public Health England
Amxup (ctabunmsarus 3a60- | National Reference Center for Viruses of Respira-
: : : 574 0 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue | UW Virology Lab
ocTpoBa (cTabmiam3amus 3a- 1451 0 0,0
6oeBaEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
. . i . 120 0 0,0
omnmsanus 3abonesaemoctn) | sion of Viral Diseases, Pathogen Discovery
Anrmnbs (crabunusanus 3a- | Carrington Lab, Department of PreClinical Sci- 54 0 0.0

00J1eBaEMOCTH)

ences, Faculty of Medical Sciences, The Universi-
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ty of the West Indies

AHroina (crabunuzarus 3a00-

KRISP, KZN Research Innovation and Sequenc-

: 169 0,0
JIEBAEMOCTH ) ing Platform
Anpmoppa (crabunmsanms 3a- | Instituto de Salud Carlos 111
323 0,0
00JIeBaEMOCTH)
Antrurya u bapOyma (cradbu- | Carrington Lab, Department of Preclinical Scienc-
Iu3anus 3a001€BaEMOCTH es, Faculty of Medical Sciences, The University of 130 0,0
the West Indies, St Augustine Campus
AprentuHa  (crabwnmsanus | Instituto  Nacional Enfermedades Infecciosas
9450 100,0
3200JIeBAEMOCTH ) C.G.Malbran
Apmenus (crabmnmmsarus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaEMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh '
RAU, Republic of Armenia
Apyba (crabmimsanus 3a60- | National Institute for Public Health and the Envi-
1030 0,0
JIEBAEMOCTH) ronment(RIVM)
Ad¢ranucran (crabunmsarus | Central Public Health Lab 9 0.0
3200JICBA€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
nu3arys 3a0071eBaeMOCTH) Oswaldo Cruz Institute, FIOCRUZ '
banrnmagem  (cradmnmsarus | Child Health Research Foundation
2119 0,0
3200JIeBa€MOCTH)
bapbanoc (crabunmsarust 3a- | Carrington Lab, Department of PreClinical Sci-
0oJ1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 218 0.0
Faculty of Medical Sciences, The University of ’
the West Indies
baxpeitn (crabumuszamus 3a- | Communicable Disease Laboratory, Public Health
) 7092 0,0
00JIEBAEMOCTH ) Directorate
benapych (crabunusanms 3a- | Laboratory for HIV and opportunistic infections 120 0,0

8




00J1eBaEMOCTH )

diagnosis The Republican Research and Practical
Center for Epidemiology and Microbiolo-
gy(RRPCEM)

benmu3z (crabunuzanus 3a60-

Texas Children's Microbiome Center

703 0 0,0
JIEBAEMOCTH )
benbrus (poct 3aboneBaemo- | KU I_.euvep, Rega Institute, Clinical and Epidemi- 94549 53 100.0
CTH) ological Virology
bennn (crabunusanms 3a0o- | Institut fiir Virologie — Institute of Virology —
: 517 0 0,0
JICBAEMOCTH) Charite
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Ser-
. : 171 0 0,0
Ju3anus 3a00J1eBaeMOCTH ) vice, Public Health England
Bonrapus (crabunuzanust 3a- | National Center of Infectious and Parasitic Dis-
7419 0 0,0
00JIEBAEMOCTH ) eases
bonuBus (cumxenue 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BaE€MOCTH ) Oswaldo Cruz Institute, FIOCRUZ ’
Bonsiip (crabmimmzanus 3a60- | National Institute for Public Health and the Envi-
1068 0 0,0
JIEBAEMOCTH) ronment(RIVM)
bocuust u I'epuierosuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounm3anus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 216 0 0,0
boratory
borcana (crabunusanus 3a- | Botswana Institute for Technology Research and
. 3422 2 100,0
00JIEBAEMOCTH) Innovation
bpaszunus (crabunuzamus 3a- | Instituto Adolfp Lutz, Interdiciplinary Procedures 112070 44 100.0
00JIeBaEMOCTH) Center, Strategic Laboratory
bpuranckue Buprunckue | Caribbean Public Health Agency
OctpoBa (crabunuzanus 3a- 46 0 0,0
00J1€BaEMOCTH)
bpyneii (crabunusanus 3a60- | National Public Health Laboratory, National Cen- 6042 16 100,0

JIEBAEMOCTH)

tre for Infectious Diseases(National Virology Ref-
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erence Laboratory)

byran (ctabwmmsanus 3a00-

AFRIMS

92 0 0,0
JIEBAEMOCTH )
bypkuna-®aco (crabmmmsa- Laboratoire bacteriologie virologie CHUSS 74 0 0.0
1I1s 3a00JIEBAEMOCTH) '
bypyumu (crabwnumsanus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00JIeBacMOCTH) National Institute of Public Health ’
Benukoopurtanus (ctadbwiu- | COVID-19 Genomics UK (COG-UK) Consorti-
3anus 3a00JeBaCMOCTH ) um. Wellcome Sanger Institute for the COVID-19 | 1470228 857 100,0
Genomics UK (COG-UK) consortium.
Benrpus (crabunumzanus 3a- | National Laboratory of Virology, Szentdgothai
469 0 0,0
00J1€BacMOCTH) Research Centre
Benecysnma  (crabmimsanus | Laboratorio de Virologia Molecular
757 0 0,0
3a00J1€Ba€MOCTH)
Brernam (crabmmmsarms 3a- | National Influenza Center, National Institute of 6356 0 0.0
60J1eBaEMOCTH) Hygiene and Epidemiology(NIHE) ’
I'abon (crabumuzamus 3a60- | Centre de recherches médicales de Lambaré- 9 0 0.0
JIEBAEMOCTH) né(CERMEL) ’
lautu (crabunmsarusi 3a60- | Laboratoire National de Santé Publique — 425 0 00
JICBACMOCTH ) LNSP(HAITI — LNSP) ’
laiana (cradbmnmmsanus 3a00- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
["am6Owust (ctadbunusarus 3a060- | MRCG at LSHTM Genomics lab 333 0 0.0
JIEBAEMOCTH ) ’
I'ana (crabmnusanus 3abome- | Department of Biochemistry, Cell and Molecular
BaeMOCTH) Biology, West African Centre for Cell Biology of 9343 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'samenyna  (crabunmsarus | National Reference Center for Viruses of Respira- 665 0 0,0
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3a00JIeBAEMOCTH) tory Infections, Institut Pasteur, Paris
I'Batemana  (crabumnmsarus | Asociacion de Salud Integral/Clinica Familiar Luis
{ . 3702 2 100,0
3a0071€Ba€MOCTH) Angel Garcia
I'Bunes (crabunmsarnus 3a60- | Centre de Recherche et de Formation en Infectiol- 594 0 0.0
JIEBAEMOCTH ) ogie Guinée ’
I'Bunes-bucay  (crabmimmsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1ust 3a0071€BaEMOCTH) ’
I'epmanus (crabunm3arnus 3a- | Charité Universititsmedizin Berlin, Institutfiir Vi-
00J1eBacMOCTH) rologie. Institute of infectious medicine & hospital 574459 52 98,1
hygiene, CaSe-Group.
I'ubpantap  (crabmnmsarus | Respiratory Virus Unit, National Infection Ser-
. : 122 0 0,0
3200JIEBAEMOCTH ) vice, Public Health England
I'ongypac (crabmnmzarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00JIeBaCMOCTH) Memorial Institute For Health Studies ’
INoukonr (crabmmusanms 3a- | Hong Kong Department of Health 13532 13 100.0
60J1eBaEMOCTH)
I'penana WINDREF/SGU Laboratory 106 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research 18951 0 0.0
JIEBAEMOCTH ) Foundation of the Academy of Athens(BRFAA) ’
I'py3ust (ctabunmsarus 3a60- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 9949 0 0.0
Health Research, National Center for Disease '
Control and Public Health(NCDC) of Georgia.
I'yam (cradbunuzanus 3abomne- | Centers for Disease Control and Preven—tion Divi-
: . : . 487 0 0,0
BAEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Janus (crabumuzarus 3a60- | Albertsen lab, Department of Chemistry and Bio-
JIEBA€MOCTH ) science, Aalborg University. Department of Virus 356826 61 100.0

and Microbiological Special Diagnostics, Statens
Serum Institut.
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Jomunanka  (cTaOuan3aiius

Carrington Lab, Department of PreClinical Sci-

3200JICBACMOCTH ) ences, Faculty of Medical Sciences, The Universi- 10 0 0,0
ty of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 1921 30 100,0
CTH)
Jlemokpatuyeckas ~ Pecny0- Pathogen Sequencing Lab, National Institute
nuka Kownro (crabmnmsanus | for Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u Ilpuncunu LNR-TB
(cTrabmmzarus 3ab0eBaeMo- 1 0 0,0
CTH)
Eruner (crabumusanus 3a60- | Main Chemical Laboratories Egypt Army 9169 0 0.0
JIEBAEMOCTH ) ’
3ambOus (crabmmmsanus 3a00- | University of Zambia, School of Veterinary Medi- 1993 0 0.0
JIEBAEMOCTH ) cine ’
3um0abBe (crabunm3anus 3a- | National Microbiology Reference Laborato-
) 2y 316 0 0,0
00J1eBa€MOCTH) ry(Quadram Institute Bioscience)
Wzpawns (crabmmmsanus 3a- | Central Virology Laboratory, Israel Ministry of 116518 206 888
00JIEBAEMOCTH) Health
Wunus (crabunmsarust 3a6o- | Department of Neurovirology, National Institute
JIEBA€MOCTH) of Mental Health and Neuroscienc-
es(NIMHANS).CSIR—Centre for Cellular and Mo- 141866 48 100,0
lecular Biology
Wuponesus  (crabmnmsarus | National Institute of Health Research and Devel-
39413 0 0,0
3a00JIeBa€MOCTH) opment
WNopnanus  (crabmnmsarus | Andersen lab at Scripps Research, CA, USA 932 0 0.0
3a00JIeBa€MOCTH) :
Wpak (crabunusanus 3aboie- | Biology, College of Education Department of Vi- 382 0 0,0
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BAEMOCTH)

rology, Faculty of Medicine, University of Helsin-
ki, Helsinki, Finland generated and submitted to
GISAID

Wpan (crabmnmsanus 3adoiie-

National Reference Laboratory for COVID-19,

BAaeMOCTH ) Pasteur Institute of Iran 2649 0 0.0
Wpnanaus (crabunmzanus | National Virus Reference Laboratory 58109 284 100.0
3a00J1€Ba€MOCTH)
Wcnannus (ctadbunuzarus 3a- | Landspitali Department of Clinical Microbiology 10662 36 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunmsarus 3a- | Hospital Universitario 12 de Octubre 193355 793 99.9
00JIEBAEMOCTH )
Wranus (crabunmsanus 3a60- | Army Medical Center, Scientific Department, Vi- 88200 83 100.0
JICBACMOCTH ) rology Laboratory
Kabo—Bepae (cradommmzarus | Institut Pasteur de Dakar
719 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran  (crabunmsarus | Reference laboratory for the control of viral infec-
. 1685 0 0,0
3a00J1€BaeMOCTH) tions
Kambomka  (crabmnmsarus | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
3a00J1€Ba€MOCTH)
Kamepyn (crabwmsanus 3a- | CREMER(Centre de Rechercherches sur les Mal-
. . 1306 0 0,0
00JIEBAEMOCTH) adies Emergentes et Ré—émergentes)
Kanana (crabunmzanms 3a6o- | Laboratoire de santé publique du Québec 298598 1209 1000
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabmmusanus 3a60- | Biomedical Research Center(BRC), Qatar Univer- 1507 1 100.0
JIEBAEMOCTH) sity / Qatar Genome Project(QGP) ’
Kenus (crabumuzamus 3a60- | KEMRI-Wellcome Trust Research Pro- 5457 0 0.0
JICBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kump (crabunmsanms 3abomne- | Department of Molecular Virology, Cyprus Insti- 465 0 0,0
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BAaEMOCTH ) tute of Neurology and Genetics
Kurait (crabummsarus 3a00- Natlona_l Institute for Viral Disease Control and 52689 946 100,0
JIEBAEMOCTH ) Prevention
Konymous  (crabmnmsarus | Instituto Nacional de Salud— Direccion de Investi-
., 1 14697 0 0,0
3a0071€Ba€MOCTH) gacion en Salud Publica
Komopckue octpoBa (ctabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
nu3anus 3a00JIeBa€MOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabumuzamus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 901 0 00
JICBAEMOCTH ) rologie ’
Kocra—Puka (crabunuzanus | Inciensa, Instituto Costarricense de Investigacion
N L, 9328 3 100,0
3a00JIeBa€MOCTH) y Ensefianza en Nutricion y Salud
Kor A'MByap (cradbmmm3arus | Molecular diagnostic unit for viral haemorrhagic
3200JIeBaEMOCTH ) fevers and emerging viruses, Bouaké CHU Labor- 234 0 0,0
atory
Ky6a (crabumuzanus 3aboie- | Respiratory Infections Laboratory 596 0 0.0
BA€MOCTH) ’
KygeiiT (crabmimmsanus 3a60- | Virology Unit, Department of Microbiology, Fac-
- . 914 19 100,0
JIEBAEMOCTH ) ulty of Medicine, Kuwait
Keiprecran (crabunuzanus | SRC VB “Vector”, “Collection of microorgan-
L 45 0 0,0
3200JIeBa€MOCTH) 1sms” Department
Kropacao (crabmnmsarms 3a- | National Institute for Public Health and the Envi-
1214 0 0,0
0oyeBaeMOoCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3adose- | LOMWRU/Microbiology Laboratory, Mahosot
. 836 15 100,0
BA€MOCTH ) Hospital
JlatBus (ctabumusarms 3a60- | Latvian Biomedical Research and Study Centre
13883 0 0,0
JIEBAEMOCTH)
Jlecoto (crabmnm3anus 3a6o- | National Institute for Communicable Diseases of 138 0 0.0
JICBAEMOCTH) the National Health Laboratory Service '
Jlubepus (crabwmmsanms 3a- | Center for Infection and Immunity, Columbia 33 0 0,0
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00J1IeBAEMOCTH )

University

JluBan (crabunm3amms 3a0o-

Laboratory of Molecular Biology and Cancer Im-

JIEBAEMOCTH) munology, Lebanese University Public Health 785 0,0
England
JluBus (crabmnmsanus 3a00- | Reference Lab for Public Health, NCDC 31 0.0
JIEBAEMOCTH ) ’
JlutBa (crabmmmsanumsi 3a60- | Vilnius University Hospital Santaros Klinikos,
.- 11217 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmren  (crabuiam3sa- | Bergthaler laboratory, CeMM Research Center for
1Us1 3a00JIEBAEMOCTH) Molecular Medicine of the Austrian Academy of 1383 0,0
Sciences
JIrokceMOypr (crabunuzarus | Laboratoire national de santé, Microbiology, Mi-
: . 35825 0,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Maxkao (crabunuzanus 3a60- | Centro de Sequenciamento Gendmico 1 00
JIEBAEMOCTH ) ’
Magpukuit  (cradmmusanus | CNR Virus des Infections Respiratoires — France
7375 0,0
3200JICBAa€MOCTH ) SUD
Magpuranus (cradwmmsanus | INRSP-Mauritania v 0.0
3200JICBA€MOCTH ) ’
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
) : . 373 0,0
00JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Manarackap (cradunusarus | Virology Unit, Institut Pasteur de Madagascar 31801 100.0
3a00J1€Ba€MOCTH)
Mamnaiizus (crabmnmzanus | Institute for Medical Research, Infectious Disease
3a00JICBACMOCTH) Research Centre, National Institutes of Health, 283 0,0
Ministry of Health Malaysia
ManaBu (cradmnusanus 3a- | KRISP, KZN Research Innovation and Sequenc-
: 159 0,0
0o1eBaeMOCTH) ing Platform
Manu (crabwimsanus 3a00- Northwestern University — Center for Patho- 333 0,0
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JICBACMOCTH ) gen Genomics and Microbial Evolution
ManbauBel  (CTaOMIH3AIUS Indira Gandhi Memorial Hospital
163 0 0,0
3a0071€Ba€MOCTH)
Manbra (ctadbmnuzanus 3a6o- | Molecular Diagnostics Pathology Department Ma-
: . 35 0 0,0
JICBACMOCTH) ter Dei Hospital Malta
MapmamioBbl octpoBa (cra- | State Laboratories Division, Hawaii State Depart-
1289 1 100,0
ownuzanus 3a0oaeBacmoctr) | ment of Health
Mapokko (crabuim3arus 3a- Laboratoire de Biotechnologie 1452 0 0.0
00JIEBaEMOCTH )
Maprunuka (cradmnmmsarust | CNR Virus des Infections Respiratoires — France 41902 10 100.0
3a00J1€Ba€MOCTH) SUD
Mexkcuka (crabumusanus 3a- | Instituto de iagnostic y Referencia Epidemiologi-
731 0 0,0
00JIeBaEMOCTH) cos (INDRE)
Mo3zamouk  (cradmmmsamus | KRISP, KZN Research Innovation and Sequenc-
: . 698 0 0,0
3a00JIeBaEMOCTH ) ing Platform, South Africa
MongaBus (cTabumu3anus ONCOGENE LLC
16 0 0,0
3200JIeBa€MOCTH)
Monako (crabwmsanus 3a- | National Reference Center for Viruses of Respira-
. . . 917 0 0,0
00J1IeBaEMOCTH ) tory Infections, Institut Pasteur, Paris
Mounromaus (cTabum3anus National Centre for Communication Disease 12 0 0.0
3200JIeBa€MOCTH) (NCCD) National Influenza Center ’
MownTtceppar (crabunusarus | Carrington Lab, Department of Preclinical Scienc-
3200J1€BaeMOCTH) es, Faculty of Medical Sciences, The University of 128 0 0,0
the West Indies
MpbsaMa (cTabunuzanus 3a- DSMRC 806 0 0.0
0011€BaEMOCTH)
HamuoOus (crabmnmsanus 3a- | National Institute for Communicable Diseases of 1284 0 0.0
00J1eBa€MOCTH) the National Health Laboratory Service ’
Henan (crabmmusamms 3a60- | Molecular and Genomics Research Lab, Dhulikhel 123 0 0,0
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JIEBAEMOCTH)

Hospital, Kathmandu University Hospital School
of Public Health, The University of Hong Kong

Hurep (crabunuzamus 3a60-

National Reference Laboratory, Nigeria Centre

: 3167 0 0,0
JICBAEMOCTH ) for Disease Control
Hurepust (cradbmnmsamus 3a- | African Centre of Excellence for Genomics of In-
00JIeBaEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 76259 36 100,0

sity
Hunepnanaer (cradmimmsarus | National Institute for Public Health and the Envi-
3a00JIeBaEMOCTH ) ronment(RIVM) 30649 0 0,0
HoBast 3enmanmus (crabwiu- | Institute of Environmental Science and Re-
62 0 0,0

3armst 3a00JICBaEMOCTH) search(ESR)
Hosast Kanenonus (crabwuinu- | Laboratoire de Microbiologie Centre Hospitalier

L . 34968 0 0,0
3a1ms 3a00JI€BaCMOCTH) Territorial de Nouvelle-Calédonie
Hopserus (crabmnusanus 3a- | Norwegian Institute of Public Health, Department

: 734 0 0,0
00JIEBAEMOCTH ) of Virology
OAD (crabmmmzanms 3adomne- | Wellcome Sanger Institute for the COVID-19 Ge- 423 0 0.0
BacMOCTH) nomics UK(COG-UK) Consortium ’
Oman (crabmmuzarus 3a00- | Oman—National Influenza Center 3285 0 0.0
JIEBAEMOCTH)
[Taxucran (crabmnusanus 3a- | Department of Virology, Public Health Laborato- 66 0 0.0
00JIeBaEMOCTH) ries Division ’
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 73 0 0.0
JICBAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Tanectuna  (crabuiumsarus | Biochemistry and Molecular Biology Department— 3298 3 100.0
3a00JIeBa€MOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (crabmnmsanus 3a- | Gorgas memorial Institute For Health Studies

924 0 0,0

0011€BaEMOCTH)
[Tammya Homass I'Bumes (cra- | Queensland Health Forensic and Scientific Ser- 2124 0 0.0

Oounn3anus 3a00J€Ba€MOCTH)

vices
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[laparBaii (ctabmin3anus 3a-

Laboratorio Central de Salud Publica de Paraguay

35187 0 0,0
00JIeBaEMOCTH)
Iepy (crabumuzamus 3abome- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacion- 44758 0 0,0
al de SaludPerta
[Toneira (crabunmsarus 3a- | genXone SA, Research & Development Laborato-
22909 0 0,0
00J1IeBAEMOCTH ) ry
[Topryramus (crabunm3aius Instituto Nacional de Saude(INSA) 17082 16 100.0
3a00J1€Ba€MOCTH)
[Tyspro Puko (cradbmmusamms | Centers for Disease Control and Prevention Divi-
! . i : 100 0 0,0
3200JIeBaEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Pecniyonuka Banyaty (cra- | Microbiological Diagnostic Unit - Public Health 633 0 0.0
ounm3sanus 3aboneBaemoctr) | Laboratory (MDU-PHL) ’
Pecny6muka JxuOyru (cra- Naval Medical Research Center Biological
: 136 0 0,0
ownuzanms 3a06oaeBaemoctr) | Defense Research Di—rectorate
Pecny6nuka Kupubaru (cra- Microbiological Diagnostic Unit - Public 210 0 0.0
Omnmsanus 3aboneBaemoctr) | Health Laboratory (MDU-PHL) ’
Pecniybnuka Kouro (crabu- Institute of Tropical Medicine 57 0 0.0
nu3arus 3a0071€BaeMOCTH) ’
Pecniybnuka Mapnarackap Virology Unit, Institut Pasteur de Madagas-
(crabmnmzanus 3aboseBaemo- | car 335 0 0,0
CTH)
Pecnybnmuka Hukaparya (cra- MSHS Pathogen Surveillance Program, 445 0 0.0
Onnm3anus 3a60J€Ba€MOCTH ) CNDR, Departamento de Virologia ’
Pecny6nuka CanbBagop (cra- Genomics and Proteomics Departament, 8 0 0.0
ounmsanus 3aboneBaemoctr) | Gorgas Memorial Institute For Health Studies ’
Pecniybnuka Yan (crabumu- Pathogen Genomics Lab, National Institute
3a1us 3a00J€BaCMOCTH ) for Biomedical Research (INRB) 11337 0 0,0
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Petonron  (cTabunmia-

CNR Virus des Infections Respiratoires —

1I1s 3a00JIEBAEMOCTH) France SUD 46165 11 100.0
Poccus (crabummzanmst 3a60- | WHO National Influenza Centre Russian Federa-
JICBACMOCTH ) tion. Center for Precision Genome Editing and
Genetic Technologies for Biomedicine, Pirogov
Medical University, Moscow, Russian Federation.
Federal Budget Institution of Science, State Re-
search Center for Applied Microbiology & Bio-
technology. Group of Genetic Engeneering and 197 0 0.0
Biotechnology, Federal Budget Institution of Sci- '
ence ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Pro-
tection and Human Well-being Surveillance. State
Research Center of Virology and Biotechnology
VECTOR, Department of Collection of Microor-
ganisms.

Pyannma (cTaOunm3arius GIGA Medical Genomics 10977 9 100.0
3a00J1€Ba€MOCTH)

Pymbiaus  (crabunmsa- | National Institute of Infectious Diseases—Prof. Dr. 1333 0 0.0
111s1 3a00JIeBAEMOCTH) Matei Bals Molecular Diagnostics Laboratory ’
CaynmoBckast Apasus (cradbu- | Infectious Diseases, King Faisal Hospital Re-

243 0 0,0
Ju3arys 3a0071eBaeMOCTH) search Center
Cesepnas Makenonust (cta- | Institute of Public Health of Republic of North
ounusanus 3adboneBaemoctr) | Macedonia Laboratory of Virology and Molecular 2089 0 0,0
Diagnostics
Cesepubie Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmmu3zaius 3aboste- | sion of Viral Diseases, Pathogen Discovery 619 0 0,0
BAEMOCTH)
Cetimensl (crabmmmsanus 3a- | KEMRI- Wellcome Trust Research Programme, 1659 0 0,0
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00JIEBAEMOCTH ) Kilifi
Ceneran (crabunm3anusi 3a- IRESSEF GENOMICS LAB
89 0 0,0
00JIeBaEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabunuzanus 3aboseBaeMo- | ences, Faculty of Medical Sciences, The Universi- 22 0 0,0
CTH) ty of the West Indies
Cent—Kurc u HeBuc (crabu- | Carrington Lab, Department of Preclinical Scienc-
Jr3aIus 3a00J1eBaeMOCTH) es, Faculty of Medical Sciences, The University of 186 0 0,0
the West Indies
Cent-Jlrocust (crabunmsanus | Carrington Lab, Department of PreClinical Sci-
1685 0 0,0
3a00J1€Ba€MOCTH) ences
CepOus (crabmmmzanus 3a60- | Institute of microbiology and Immunology, Facul-
. N 27329 92 100,0
JICBACMOCTH ) ty of Medicine, University of Belgrade
Cunranyp (crabwmmsanms 3a- | National Public Health Laboratory, National Cen-
: . 302 0 0,0
00JIeBaCMOCTH) tre for Infectious Diseases
Cen-Maptun (crabunuzanus Institut Pasteur 880 0 0.0
3a00J1€Ba€MOCTH)
Cunt—Mapten  (crabuimsa- | National Institute for Public Health and the Envi-
72 0 0,0
1151 32a00JIEBAEMOCTH ) ronment(RIVM)
Cupust (cradbunmzanus 3a60- | CASE-2021-0266829 27302 0 0.0
JIEBAEMOCTH)
CrnoBakus (crabunusanus 3a- | Faculty of Natural Sciences, Comenius University
35908 0 0,0
0011€Ba€MOCTH)
CrnoBenus (crabwimmsanus 3a- | Institute of Microbiology and Immunology, Facul-
- 2 - 247 0 0,0
00JIeBAEMOCTH) ty of Medicine, University of Ljubljana
ConomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 11 0 0.0
ounmsanus 3aboneBaemoctn) | Laboratory (MDU-PHL) ’
Comanu (ctabuau3anust 3a- National Public Health Lab- Mogadishu 208 0 0.0

6011€eBaeMOCTH)
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Cynan (crabunuzainus 3a00-

National Institute for Communicable Diseases of

JICBACMOCTH) the National Health Laboratory Service 154 0 0.0

Cypunam (crabmimsarus 3a- | National Institute for Public Health and the Envi- 2463869 5518 99 8

00J1eBaEMOCTH) ronment(RIVM)

CIOA (crabmmmsanus 3a60- | Colorado Department of Public Health & Envi-

JICBACMOCTH ) ronment. Maine Health and Environmental Test- 1 0 0.0
ing Laboratory. California Department of Public '
Health. UCSD EXCITE.

Ceeppa—Jleone (crabmnmsa- | Central Public Health Reference Laboratory 28580 35 100.0

11151 3200JIEBAEMOCTH)

Taunann (crabunmsanus 3a- | COVID-19 Network Investigations(CONI) Alli-

3334 0 0,0

00JIEBaEMOCTH ) ance

TaiiBanp (crabmmusanus 3a- | Microbial Genomics Core Lab, National Taiwan

00J1eBacMOCTH) University Centers of Genomic and Precision 11 0 0,0
Medicine

Tanszanus (crabunmsanus 3a- | Jiaxing Center for Disease Control and Prevention 17 0 0.0

00J1IeBaEMOCTH ) ’

Tepkc u Kaiikoc (crabunmsa- | Carrington Lab, Department of Preclinical Scienc-

11s1 3a00JI€BAEMOCTH) es, Faculty of Medical Sciences, The University of 1 0 0,0
the West Indies, St Augustine Campus

Tumop-JlemTn  (cTabunmsa- | Microbiological Diagnostic Unit — Public Health 455 0 0.0

1151 32a00JIEBAEMOCTH ) Laboratory (MDU—-PHL) ’

Toro (crabunuzanusa 3aboine- | Unité Mixte Internationale TransVIHMI(UMI 233

BAEMOCTH) IRD — U1175 INSERM — Universit¢ de Montpel- 2660 4 100.0
lier) IRD(Institut de recherche pour le développe- ’
ment)

Tpununan u TobGaro (cradbu- | Carrington Lab, Department of PreClinical Sci-

nu3arus 3a0071eBaeMOCTH) ences, Faculty of Medical Sciences, The Universi- 617 6 100,0

ty of the West Indies
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Tynuc (crabunmzanus 3abo-

Laboratoire de linique linique — Institut Pasteur de

) 21376 0 0,0
JIEBAEMOCTH ) Tunis
Typuus (crabunusanus 3a6o- | Ministry of Health Turkey
806 0 0,0
JIEBAEMOCTH)
Vrauga (crabmnusanus 3a6o- | MRC/UVRI & LSHTM Uganda Research Unit 3390 0 0.0
JIEBAEMOCTH ) ’
VYkpanna (crabwiusanus 3a- | Department of Respiratory and other Viral Infec-
00JIeBaCMOCTH) tions of L.V.Gromashevsky Institute of Epidemi- 40 0 0.0
ology & Infectious Diseases NAMS of Ukraine, '
JSC “Farmak”
V36ekuctan (crabwnmmsarus | Center for Advanced Technologies
228 0 0,0
3a00J1€Ba€MOCTH)
VYpyraii (crabunuzaumsi 3a- | Departamento Laboratorios de Salud Publica 85 0 00
00JICBAEMOCTH) (DLSP) Ministerio de Salud Publica ’
denepatuBHbie mTaThl MuK- | POhnpei State Hospital, State Laboratories Divi-
ponesun (crabunusanus 3a- | Sion, Hawaii State Department of Health 14875 20 100,0
0011€Ba€MOCTH)
OununmnuHel  (CTabUIU3aIMs Philippine Genome Center 23174 28 100,0
3a00J1€Ba€MOCTH)
Ounnaaaus  (cTaOuaIn3arus Departrr_lent of V_wo!ogy, Faculty of Medicine, 367672 364 100,0
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22




00J1IeBAEMOCTH )

AP (crabumnuzarus 3aboiie-
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[Beitapust  (crabunuzanus _Department"of Biosystems Science and Engineer- 114199 180 1000
3a00JIeBa€MOCTH) ing, ETH Ziirich.
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2 0 0,0
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(cTrabunuzanusa 3ab01eBaeMo- 676 0 0,0
CTH)
Ocatunau (cradmmusanus 3a- | Nhlangano Health Centre(National Institute for
00J1eBaEMOCTH) Communicable Diseases of the National Health 6158 0 0,0
Laboratory Service)
Octonus (crabwimmsanus 3a- | Laboratory of Communicable Diseases(Estonia);
. : : 119 0 0,0
00JIeBAEMOCTH) Eurofins Genomics Europe Sequencing GmbH
Do¢uonus (cradbunmsanus 3a- | International Centre for Genetic Engineering and
0oseBaeMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 26495 15 100,0
Genome Sequencing
IOAP (crabumuszaimms 3a60- | KRISP, KZN Research Innovation and Sequenc- 133094 555 100,0
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E:xeneneannoe yxnugoonosaenue BO3 Ne 157 ot 25.08.2023

Bapuantsl SARS-Co0V-2, npeacraBiasiioimne UHTepec, 1 BapUAHTHI, HAXO-
uecs noJ Ha0 I IeHueM

Bo BceM mupe ¢ 24 urons mo 20 aBrycra 2023 1. (28 aneit) B GISAID 65110 1Iepe-
nano 11 310 mocnenoBarensHocTelr SARS-CoV-2. D10 MensIne o cpaBHeHHIo ¢ 34 064
nocnenoBarenbHOCTIMU SARS-COV-2, ncnob30BaHHBIMUA 32 TIPEIBLAYIIHNA 28-THEBHBIN
nepuos (¢ 26 urons mo 23 utonsg 2023 1.). DTo crieayeT HHTEPIPETHPOBATH C OCTOPOKHO-
CTBIO, TMOCKOJBKY KOJHUYECTBO MOCIEAOBATEIBLHOCTEH MOCTOSHHO OOHOBISIETCS PETPO-
cnektuBHO B GISAID 1 B KOHTEKCTE COKpAILEHUS KOJIMYECTBA MPENOCTABIISIEMBIX I10-
cnenoBarenbHocTe ¢ Mast 2023 roxa, uyro coBnano ¢ npekpamenneMm PHEIC mns nede-
Hust COVID-19.

B nacrosimee Bpemsa BO3 otcnexuBaer Heckonbko BapuanToB SARS-CoV-2, B
TOM YHCJIE:

* Tpu Bapuanta untepecos (VOI); XBB.1.5, XBB.1.16 u EG.5.

» Cemp BapuaHToB o1 HaOmoeHnem (VUM); BA.2.75, BA.2.86, CH.1.1, XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

BA.2.86 6b11 0003HaUeH KaKk HOBBIM BapuaHT, HAXOASIIUICS 10 HAOII0IEHHEM C
17 aBrycta 2023 1. Ilo cocrosHuto Ha 23 aBrycra 2023 r. (17:00 CET) 6bu10 3aperu-
CTPUPOBAHO JEBSTH MOCiea0BaTeIbHOCTEN BapuanTa BA.2.86 u3 niatu ctpad (Tpu B EB-
POTIENCKOM perruoHe, OAUH U3 A(PpPUKAHCKOr0 peTMOHA U OJUH U3 AMEPUKAHCKOTO pPeru-
oHa), KoTopsie ObLIH 3arpykeHbl Ha GISAID (Ta6muma 3). JleBsats cinydaeB BA.2.86 He
MMEIOT 3IUIEMHUOJIOTUUECKON CBSI3U, M TOJIBKO OJIMH CIIy4ail UMEJI MECTO B UCTOPUU IO-
e3110k u3 crpanbl peruona BO3, rne BA.2.86 ne Obu1 3apeructpupoBan (Pervon 3anan-
HOl yacTu Tuxoro okeana). Ha cerogusimauit nens 8 BO3 He 3aperucTpupoBaHo HU OJT-
HOTO clly4asi CMEpTH CPEeAM CIydaeB, BBISBICHHBIX ¢ momoiibio BA.2.86. Kpome Toro,
nse crpanbl (IIIBeiinapus u Tawnann) coobmminu 06 obHapyxkenun BA.2.86 B mpobax
cTouHbIX BoA. lloTeHumansHOe BimsiHue mytauuid BA.2.86 B HacTosiiee Bpemsi HEU3-
BECTHO U B HACTOSILIEE BpEeMsI MPOXOJUT TIIATENbHYIO olleHKY. BO3 npojoikaer npusbli-
BaThb K YCUJICHHIO 3MUJHAJ30pa, CEKBEHUPOBAHUA M OTYETHOCTU O BapuaHTax SARS-
CoV-2, mocKoJIbKY BUPYC MPOAOIKACT IIUPKYIUPOBATH U PA3BUBATHCS.

Bo Bcem mupe XBB.1.16 u EG.5 sBnsttorcst HanOosnee pacripoctpaneHHbIMH VOI,
0 HuX coobmanock u3 106 u 53 crpan coorBeTcTBeHHO. Ha sanuueMuonoruueckoi Hene-
ne 31 (c 31 utons no 6 aBrycra 2023 r.) va XBB.1.16 u EG.5 nmpuxonunocs 23,9% u
23,8% mocnenoBaTenbHOCTEH Mo cpaBHeHUIO ¢ 23,0% u 21,7% na nenene 27 (¢ 3 mo 9
utons 2023 r.) coorBeTcTBeHHO (Tabmuia 3).

HenaBuee uccienoBanue ¢ UCMOIb30BaHUEM JAHHBIX 24 4YEJIOBEK C MPOPHIBHOU
uHpexnueit XBB mokaszano, uro EG.5 obnagaer cBolicTBaMU YKIIOHEHHUS OT HEUTpau-
3anmu, aHajgoruyHbiMu XBB.1.5.ii1. JlononuutensHyto unopmanuio o EG.5 mMoxHO
HalTHU B IEPBOHAYAJILHOM OLIEHKE pUcKa, ony0iankoBaHHOM 9 aBrycra 2023 roja.

XBB.1.5, 3apeructpupoBaHHbIil B 001el cI0KHOCTH B 123 cTpaHax mupa, Ipo-
JIOJKAeT JEMOHCTPUPOBATh TEHIICHIMIO K CHMKEHUIO: Ha ero noito npuxoautces 10,0%
nocyenoBarenbHocTe Ha 31 Henene mo cpaBHeHUIO ¢ 12,6% mnocnegoBaTeNbHOCTEN Ha
27 venene (tabmuma 3).

B tabnume 3 mokazaHo koimuecTBO cTpaH, coobmmuBimux o VOI u VUM, u ux
pactpoctpaneHHocTh ¢ 27 1o 31 Hegento. VOI u VUM, B KOTOpHIX HAOIIOJAINUCHh TCH-
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JEHIIUU K YBEIUYECHUIO, BBIJEICHBI OPAHXKEBBIM ILIBETOM, T€, KOTOpPHIE OCTAIUCh CTa-
OWJIBHBIMHM, BBIJICJIEHBI CHHUM IIBETOM, a CTPaHbI C TEHICHIINCH CHIYKCHUS BBIJICTICHBI 3€-
JIEHBIM I[BETOM.

B Teuenue nocneanux nartu Heaenb cpean VUM BA.2.75 u XBB.1.9.1 nabmtona-
Jach TEHJEHIIUS K CHUXEHHUIO PaclpOCTPAaHEHHOCTH, B TO BpeMs Kak B aApyrux VUM
HaOII0JATNCh CTA0MIIbHBIC TEHACHIIMN B TEUCHHUE TOTO e 0T4eTHOro nepuoja (Tadmuima

3).

Tabnuna 3. Exenenenvuas pacnpoctpaneHHocTh (%) VOI u VUM SARS-CoV-2, ¢
27 o 31 nexenro 2023 1.

CrpaHbl® |MocneposatenbHocTb® 2023-26 2023-27 2023-28 2023-29 2023-302023-31

VOis
XBB.1.5* 123 267443 12.6 12.1 12.0 112 116 | 10,0
XBB.1.16* 106 49449 229 | 226 22.8 230 | 184 | 239
EG.5 53 10009 12.8 15.6 12.2 217 | 174 | 238
VUMs
BA.2.75*% 125 123670 2.5 2.4 1.6 1.6 0.8 0,8
CH.1.1* 9% 42969 0.5 0.5 0.6 0.5 0.8 0,8
XBB* 130 69377 7.0 6.6 6.5 6.5 6.9 6,9
XBB.1.9.1* 105 56662 13.6 12.6 11.3 124 | 101 | 101
XBB.1.9.2* 86 26760 7.4 6.9 5.7 5.1 5.3 5,3
XBB.2.3* 73 9975 4.6 4.8 5.0 5.3 4.8 4,8
HeHa3HayeHHble 94 152328 4.5 3.6 2.4 1.0 - -
Opyrue’ 209 6770161 11 11.5 10.8 11.3 | 132 | 13,2

§ KonuecTBO cTpaH M MOCiIeI0BaTEIbHOCTEH ¢ MOMEHTA MOSBIICHUS BAPHAHTOB

* BKJIFOYaeT MOTOMKH, 33 UCKITIOUEHUEM TeX, KOTOPBIC YKa3aHbl OTACIBHO B APYTHX
mectax Tabmunel. Hampumep, XBB* ne Brmowaer XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

+ «/Ipyroe» mpencraBisieT Apyrue MUPKYIUPYIOMNUE POAOCIOBHBIE, 32 HCKIIOUEHHU-
em VOI, VUMs, BA.1*, BA.2*, BA.3*, BA.4*, BA.5*. 3-3a 3a7epKeK WK PETPOCTICK-
TUBHOTO OTHECEHHsI BAPHAHTOB K TOJTPYIIE CIEAYET COOMIOAATh OCTOPOXKHOCTH MPHU
UHTEPIIPETAIIMN PACTIPOCTPAHCHHOCTH KaTeropuu «J[pyruey.

Pacnipoctpanennocts BA.2.86 He MokeT ObITh OJICYMTaHA BBULY MAJIOTO KOJIMYe-
CTBa IOCJIe0BATEIbHOCTEH HA JAaHHBIM MOMECHT.

Jurteparypa

1. ACS Meas Sci Au. 2023 Apr 21;3(4):258-268.
doi: 10.1021/acsmeasuresciau.3c00005. eCollection 2023 Aug 16.
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Multiplex Assays Enable Simultaneous Detection and Identification of SARS-
CoV-2 Variants of Concern in Clinical and Wastewater Samples

Yanming Liu 1, Teresa Kumblathan 1, Michael A Joyce 2

MyJbTHIUIEKCHBIE AHAJU3bI MO3BOJISIIOT OJHOBPEMEHHO OOHAPYKMBATH M
HAeHTUPUIUPOBATH BbI3bIBAIOINE 00eCMOKOEHHOCTh BapuaHThl SARS-CoV-2 B
KINMHUYECCKHUX 06pa3uax Hu npoﬁax CTOYHBIX BO/.

[IpencraBneHa pa3paboTka METOIOB CKPMHMHTA BApUAHTOB, KOTOPbIE MOXKHO CBOE-
BPEMEHHO MPUMEHSITh K HOBBIM MUIIECHIM U 00€CIeYUTh MYJIbTHILUIEKCUPOBAHUE MHUIIIE-
Hel 1 3pPEeKTUBHOrO BHEIPEHUS B JabopaTopuu. BeiOMpas B kauecTBE MUILEHU JIelie-
o HV69/70 nnsa ansda, K417N ana 6era, K417T nns ramma u genennro HV69/70
mwitoc K417N nns nonapuantoB BA.1, BA.3, BA.4 u BA.5 Bapuanta Omicron, aBTOpbI
OCYIIIECTBIIIM OJTHOBPEMEHHOE OOHapykeHne u auddepennuanuio anbda, 6eta, raMmma u
OMUKpPOH B 0JHOM aHanu3e. HanennBanne Ha mytanuu T478K u P681R no3Bosmiio cne-
nupuyHO oOHapyX)uTh BapuanT Delta. KoMOuHUpOBaHHBIE MYIBTHILUICEKCHBIE aHAIU3HI,
HanpasieHuble Ha K417N u T478K, BeisBuiu noaBapuant BA.2 Bapuanta Omicron.
[Ipenensl oOHapyXeHUs IJs MSATH PACCMATPUBAEMBIX BapUAHTOB COCTaBISIM 4-16 Ko-
nuii BupycHoii PHK Ha peaknuto. O0a ananuza gqocturnu 100% KAMHHUYECKON 4yBCTBHU-
tenbHOCTH U 100% crnenuduynoctu. Ananu3 377 xkinHHYECKHX 00pasuoB u 24 mpod
CTOYHBIX BOJ BbIsiBWI BapuaHT [enbra B 100 xamHMYeckux obpasmax (Ma3kax M3 HOCO-
IJIOTKH U 3€Ba), coOpaHHbIX B HOsA0pe 2021 roma. OMukpon BA.1 61 0O6HapyxkeH B 79
o0Opasiax Ma3KoB U3 HOCOTJIOTKH, coOpaHHBIX B siHBape 2022 rona. Anbda, bera u I'am-
Ma BapUaHThl ObLIM OOHApYKEHBI B 24 mMpobax CTOYHBIX BOJ, COOpaHHBIX B Mae-UIOHE
2021 rona B ABYX KpPYNHBIX Topofax ANbOepThl (BapHAHTOB, 3apErUCTPUPOBAHHBIM B CO-
oOuiecTBe.

2. Sci Total Environ. 2023 Aug 15;904:166300.

doi: 10.1016/j.scitotenv.2023.166300. Online ahead of print.

Circulation of SARS-CoV-2 Omicron sub-lineages revealed by multiplex geno-
typing RT-gPCR assays for sewage surveillance

Jiahui Ding 1, Xiaoging Xu 1, Yu Deng 1

Hupkyasauusa cy6oaunuiic SARS-CoV-2 Omicron, BbIIBI€HHasi ¢ MOMOIIBIO
MYJbTHILIEKCHOT0 reHoTunupoBanusi, RT-qPCR-ananu3a nias Hagzopa 3a croy-
HbBIMHU BOJAaMHU

KoHTpons 3a cTOUHBIMU BOAAMH — BaXKHBIN JOMOJHUTEIBHBIH HHCTPYMEHT JHArHO-
ctuku COVID-19. B 3ToM ucciie1oBaHUM Ha OCHOBE TPEX MYJBTUILIEKCHBIX aJuIeiib-
crnenuduuapix (AS) RT-gPCR-ananuzax, aBTopsl co31ainu ObBICTPBIA U BEICOKOIIPOU3BO-
TUTETBHBIA CIOCO0 OOHApYKEHUs Ui OJHOBPEMEHHOTO pAacliO3HaBaHUs CYOIMHMIA
Omicron BA.2.2, BA.2.12.1, BA. 4 u BA.5 (nanee umenyemsie BA.4/BA.5S) mnst otcie-
KHUBaHMS MX HUPKYyJAuU B ['onkoHre. Bece HaOOphI mpaitMepoB-30HI0B B MYJIbTUILIIEKC-
HBIX aHAJIM3aX MOTJIU MPAaBWIBHO pa3inyaTh U KOJMYECTBEHHO OIMPENENSTh IIeJIeBhIC Te-
HOTHUIIBI C BBICOKOM YYBCTBUTEIIBHOCTBIO M CIEHU(UYIHOCTHIO, JaKe KOrjaa B oOpasiax
CTOYHBIX BOJI COCYIIECTBOBAJIM HECKOJbKO BapuaHTOB. Vcmonb3ys ycTaHOBICHHBIE
MYJIbTUIUICKCHBIC aHAJHM3bl, aBTOPHl TIOKAa3aJd, YTO TEHACHIMU OOIeH BUPYCHOU
Harpy3kd u auHamMuku BapuantoB SARS-CoV-2 B mpobax Bojawl, coOpaHHBIX Ha 11
OUUCTHBIX coopyxeHusx B uroHe 2022 roga u ceHtsa6pe 2022 ropa, coriacoBaliuCh C
KJIMHAYECKUMU JTaHHBIMH, YCIICITHO PAaCKpbIBasi OBICTpOE TMOSBICHHE WU IMpeobiagaHue
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Omicron BA.4/BA.5 B 'onkonre. B nccienoBannu noguepKuBaeTCsi OCYIIECTBUMOCTD U
IPUMEHUMOCTh MYJIBTUIUIEKCHBIX aHanu3oB RT-qPCR mist MoHuTOpMHra snuaemMuye-
CKUX TEHACHIUN M OTCIICKUBAHHS TUHAMHUKH CMEUICHHUS BAPHUAHTOB B MPOOaX CTOYHBIX
BOJ, 4TO oOecneynBaeT 0oJiee OBICTPYIO, BHICOKOIIPOU3BOAUTENIBHYIO U IKOHOMUYECKU
(P PEKTUBHYIO AJIbTEPHATUBY JJIs YIYUIICHUS CYIIECTBYIOIIENH CUCTEMBI HAOMIOAEHHS 32
CTOYHBIMH BOJAMH.
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