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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst nox Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX F€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID
3a Heneso ¢ 12.08.2023 r. mo 18.08.2023 r.

@KYH Poccuiickuili Hay4HO-UCC1e008amenbCKUll nPOMuEOYYMHbILI UHCIUNYM
«Muxpob» Pocnompebnaosopa, Capamos, Poccuiickas @edepayus

B o0030pe npeacraBnena uHpopMaIus Mo MUPKYIUPYIOMIUM B HACTOSIIEe BpeMs Ba-
puantam Bupyca SARS-COV-2 BeipBaromux natepec (VOI) u cybBapumantoB Omicron,
Haxonsmuxca noa HabmogenueM (VUM), reHOMHBIE MOCIEA0BATEILHOCTH KOTOPBIX pas-
MeIleHbl B MexayHaponHod ©0a3e manHblx GISAID 3a mememo ¢ 12.08.2023 1. mo
18.08.2023 1.

[To cocrostnuto Ha 18 aBrycra 2023 r. B cooTBeTcTBHH ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2, BepBatommx uHTepec (VOI), oTHeceHbl cyOBapHaHTHI
XBB.1.5, XBB.1.16 u EG.5 (mo6aBinen 19.07.2023r., xmaccudumupoan kak VOI
09.08.2023r.). B rpynny HUpKyJIUPYIOMKUX BapUAaHTOB, HAXOMASIIUXCS O] HAOIIOJICHHUEM
(VUM) Bxmtouensl reHetudeckue quaun: BA.2.75, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2,
XBB.2.3., BA.2.86.

Ha cerogusimuuii nens B 6aze ganubix GISAID Bcero mpeactasneno 15 882 849 re-
HoMoB Bupyca SARS-COV-2 (3a Heaento nenonnpoBano 23 967 mocienoBarenbHOCTEH). B
MHUpE CTpaHAMU — JUAEPAMH 10 KOJIUYECTBY JECTIOHUPOBAHHBIX T€HOMHBIX MOCIEI0BATEb-
Hoctei Bupyca SARS-CoV-2 ocrarorcst CIIIA — (4 861 435 renom — 30,6 % ot Bcex pas-
mernieHHbIX B GISAID) u Benuko6puranus (3 096 537 reromos — 19,5 %).

Bcero B 6a3y nanubix GISAID penonupoBano 8 406 767 reHOMOB BapuaHTa
Omicron, 3a aHAIU3UPYEMYIO HEJENI0 pa3MenieHo emie 11 772 reHoMHbIe MOCIe0BaTEb-
Hoctu — 49,1 % OT Bcex MpelCTaBICHHBIX 32 TEKYIIYI0 HEAETI0 T'€HOBapUaHTOB BHpYca
SARS-CoV-2 (na npouuioit Henene — 99,1 %). Poccuiickumu 1abopaTopusiMu pa3MeIIeHbI
78 353 renomHuble mocieaoBarenbHocTH BUpyca SARS-COV-2, B ToMm uucie BapuaHTa
Omicron — 46 211 renomos.

Ha cerognsmauii nenp B 6aze ganubix GISAID 3adukcupoBaHo AenmoOHUPOBaHHUE Ba-
puanTa Omicron u3 211 ctpan u Tepputopuii (Ha npeasiaymiei Hexene — 211): ABctpanus,
ABctpusi, AzepOaiimxkan, Anbanusi, Ammkup, Amepukanckoe Camoa, AHgoppa, AHrona,
Anturya u bapOyna, Aurumnbsi, Aprentuna, Apmenus, Apy6a, Adranucran, banrnazger,
bapbanoc, baxpeiin, benapycs, bensrus, bepmynckue OctpoBa, benu3s, benun, bonrapus,
boymmBusa, borcBana, bocuus u I'epueroBuna, bownaiipe, bpasunusa, bpynei, bpuranckue
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Buprunckue octpoBa, byran, bypynmu, Bypkuna-®aco, BenukoOputanus, Benecyaina,
Benrpus, Buprunckue OctpoBa (CILIA), Beetnam, I'ana, ['autu, 'am0Ous, ["aitana, I'Bane-
nyna, I'Baremana, I'Bunes, ['epmanus, ['ubpanrap, ['onnypac, I'onkonr, I'penana, I'pemus,
I'py3us, 'yam, I'abon, anus, JxuOytu, JJomunukanckas Pecmy6nuka, Jlomuaunka, J[PK
Hemokparnyeckas PecriyOonuka Boctounsiii Tumop, Jlemokpatuueckas PecnyOnuka Can-
Tome u Ilpuncunu, Eruner, 3amous, 3umbadse, U3pauns, Maausa, Uagonesus, Mopaanus,
Wpaxk, Upan, Upnanaus, Ucnannus, Mcnanusa, Utanus, Kabo-Bepae, Kazaxcran, Kaitmano-
BBl OctpoBa, Kambomxka, Kamepyn, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubaru, Ko-
aymbus, KocoBo, Kocra-Puka, Kot-a'MByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JIuGepus, Jluan, JIlusus, Jluxtenmreitn, Jlutea, Jlecoro (Koponescto Jlecoto),
JIrokcemOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaizus, Manb-
nuBbl, ManbsTa, Manu, Mapokko, Maptunuka, Mapmamiosl OctpoBa, Maiiorta, Mekcuka,
Mozambuk, MongoBa, Monako, Mounronusi, Montceppat, Mbsiuma, Mukponesus, Hamu-
ous, Hunepnanael, Hurep, Hurepus, Henan, Hopeerus, HoBas 3emannus, HoBas Kanemno-
Husi, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, Ilanama, Ilanay, [Taparsai, [lamya-
Hogas I'Bunes, [lepy, [loptyranus, [lonsma, I1yspTo-Puko, Petonbon, Pecniybnuka Konro,
Pecniybnuka Ceitmiensckue OctpoBa, Pecniyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
Mbiaus, Poccusi, Pyanna, CaneBagop, Cen-Mapren, Cunt-Mapren, CaynoBckas ApaBus,
Cesepnas Makenonusi, CeBepubie Mapuanckue octpoBa, Ceneran, Coro3 Komopckux Oct-
poBoB, Ceeppa-Jleone, CnoBakus, CrnoBenusi, Cunranyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cent-Buncent u I'penanunsi, Cent-Jlrocusi, Cunr-Mapren, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanusa, Tepkc u Kaiikoc, Toro,
Tpunugan u ToOaro, Tynuc, Typuus, Yranga, Y30ekucran, Ykpauna, Ypyreaid, OuHisH-
s, @pannus, Opannysckas ['Buana, @pannysckas [lonmnnesns, Oumnmununel, XopBartus,
UYepnoropus, Yexus, Unnu, Yan, [IAP, [lIBeuus, [Iseinapus, [pu-Jlanka, DxBagop, Ic-
TOHUS, DcBaTuHH, Dduonus, DkBatopuanbHas ['Bunes, FOAP, IOxunas Kopes, HOxHbIii
Cynan, Anonus, SImaiika.

3a npowenmue 4 nenenu 47 crpan (22,3 %) (3a npeasiayuue — 43 crpansl (16,6
%)) DOTOJTHUIN JaHHBIC O ACTTOHMPOBAHMHU I'€HOMHBIX ITOCJIeoBaTeIbHOCTeH Omicron B
GISAID.

JluHamuKa pacnpocTpaHeHHsl B Mupe cyOBapuaHToB Omicron CEKBEHHUPOBAaHHBIX U
3arpyxeHHbIX B 0a3y ganHbix GISAID mnpencrasnena Ha pucynke 1. Cpean mupKyiIupyro-
[IMX IITAMMOB KOpOHaBHpyca AOMUHHPYIOT cyOBapuanthl EG.5.1 (19,74 %), XBB.1.16
(13,95 %) u XBB.1.5 (6,36 %).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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COCTOAHHIO Ha

I'enetnueckoe pa3zHoOOpazue HUPKYJIUPYIOLUIMX B PETMOHAX MHUpPAa CyOBapHaHTOB

Omicron 3a nocnennue 4 HeAenu nokazaHo Ha pucyHnke 2. B CeBepHoil AMepuke, Kak U B

npeapaymMe 4 Hemenu, mgoMuHUpoBanu cyoBapuantel EG.5.1 (15,09 %) u XBB.1.16
(12,12 %), Esponie — EG 5.1 (23,21 %) u XBB.1.16 (19,38), B crpanax Asuu — EG.5.1
(25,45 %) u XBB.1.16 (14,53 %), B Tuxookeanckom peruone —XBB.1.16 (19,39 %) u EG
5.1 (8,18 %), IOxuoii Amepuke — XBB.1.5 (40,74 %), B Adpuke — HCKIIOYUTEIHLHO
XBB.1.16 (100 %).
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Pucynok 2. Pacipoctpanenue cyoBapuanToB Omicron B pernonax mupa 3a 4 menenu (C 18
utoiist o 15 aBrycra 2023 r.)

HecmoTpss Ha CHM)KEHME B MHUpPE PacnpOCTPaHEHHOCTH BapuaHToB VOI, ux noins
ocTaercsi mpeoliaarolell cpeiu CEeKBEHUPOBAaHHBIX 3a Mociennrue 4 Heledu TeHOMOB KO-
ponaBupycoB SARS-CoV-2, Bo Bcex pernonax, HauOosbInast HabmoaaeTcst B crpanax Ad-
puku, EBpornsl, KOxnoit u CeBeproii Amepuk (100,0 %, 64,6 %, 70,4 % u 63,4 coorBert-
ctBeHHO). Jlons cyoBapmanToB VUM cHuU3MIIach BO BCEX pervHax, HauOoJIbIIee KOJude-
cTBO nupkynupyet B Azun, EBporne u Cesepnoit Amepuxu (39,3 %, 34,0 % u 35,7 % coot-
BETCTBEHHO) (pHuc. 3).
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Pucynok 3. Pacnpoctpanenue cy6BapmanToB Omicron B permoHax MHpa, CEKBEHHPOBAH-
HbIX ¢ 18 utons mo 15 aBrycra 2023 r.

Former VOCs/VOIs/VUMs

BapuanTtsl, Bei3biBaomue narepec (VOI)
[To cocrosauio Ha 9 aBrycra 2023 r. B 6a3y manabix GISAID EpiCoV mnocnenosa-

TenbHOCTH, oTHOcsumecs K XBB.1.5 (Kraken) nenonuposanst u3 120 ctpaH, 1051 reHOBa-
puaHTa coctaBisieT 2 % OT BceX JeTOHUPOBAHHBIX. 3a Mociennue 4 Helleau, Kak U Ha Mpo-
NIUION Hezelle, HauOoJbIee pacnpocTpaHeHue cyoBapuanT noxyuwsi B Upmanauu - 18 %,
CIHIA - 21 %, Kanane — 19 %, Ucnanum — 23 %.

Cy6Bapuant XBB.1.16 (Arcturus) nemonupoBan u3 88 crpan. B oOueit cTpykType
JMOHUPOBAHHBIX TeHOBapHaHTOB cocTaBisieT 1 %. 3a mocnennue 4 Hemenu cyOBapwaHT
NPEUMYIIECTBEHHO BbIIesiin B BemukoOpurtanuu (45 %), Bensrus (41 %), IlBerus
(30 %), WUpnanmus (30 %), Asctpus (30 %), CIIA (25 %), Anonuu (26 %), Uranuu
(24 %), Unanaus (24 %).

Bapuantel, Haxoasinmecsi nox Hab6awaenuem (VUM)

Cy6Bapuant XBB.1.9 (Hyperion) cekBenupoBan nabopatopusimu 109 ctpan, mosst

reHoBapuaHTa cocTaBisieT 1 % OT Bcex aenoHMpoBaHHBIX. Hambonblnee pacnpocTpaHeHue
XBB.1.9 3a nocnennue 4 HeneaM OTMEUEHO B CIENYIOLIUX cTpaHax: [JomuHukaHckon Pec-
nyonuke (71 %), Uspaunne (59 %), Kurait (57 %), ®pannus (53 %), Janus (51 %), Kanana
(48 %), Utanus (46 %), Ucnanaus (44 %), lseuus (41 %).

Ha 07 aBrycra KoaMuecTBO CTpaH, U3 KOTOPBIX MPEACTABICHbI T€HOMHBIE MOCIEH0-
BaTeNbHOCTH cyOBapuanTa XBB.2.3 (Acrux) yseauuniochk A0 80 cTpaH, 10Js BbIICICHHUS
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cyOBapuanTa B mupe coctaBisier meHee 0,5 %. 3a nmocnegnue 4 Henenu ero OOHApPYKHUIU
Cpell CEeKBCHHPOBAHHBIX MTaMMOB B Cunramype (27 %), Ucnanun (14%), BenukoOpuTta-
uuu (13 %), Uzpaune (13 %), CHIA (13 %).

B 6a3e ganubix GISAID renomsl cyoBapuanta CH.1.1 (Orthrus) memoHupoBaHbI U3
95 crpan, ero mons cocraBmia 1 % ot Bcex reHoBapuantoB Omicron. B Upnanauu, As-
ctpanuu u Mcnanuu 3a nocnennue 4 Heaenu 3aQUKCHPOBAHO HAUOOJbIIEEe pacIpoCTpaHe-
Hue cyOBapuanTta Ha ypoBHe 9, 8 n 6 %% cooTBeTCTBEHHO.

[To cocrosinuio Ha 10 aBrycra 2023 roga ECDC knaccudunuponan Bce XBB.1.5-
10/I00HbBIE TUHUU C JIOTIOJIHUTEIBHBIM U3MEHEHHEM MHMoBUHOTO Oenka F456L kak mpen-
craBisitonte naTepec BapuaHThl SARS-CoV-2 (VOI). OcHoBanusiMu [UIsi TaKOW KIIaccH-
bukanuu SBISIIOTCS: a) OBICTPOE yBEJIUYEHUE JOJU ITOW MYTAIllMU B MOJOKUTEIBHBIX 00-
pasuax u3 crpad EBpormbl, 0) HEOObIIOE yBEIHMUECHUE STUAEMHOJIOTHYECKUX MOKa3aTeen
BHEOOJIBHUYHOW TIEpejaud, M B) MyTallusl IPOTHO3UPYETCSI M MOATBEPIKIACTCS UCCIIEI0Ba-
HUEM in Vvitro.

Cy6Bapuant EG.5.1, BnepBbie oOHapyxeHHbI B (eBpane 2023 r., B Hacrosiee
BpeMsI 110 paCIpOCTPAHEHHOCTH 3aHUMAET TIEPBOE MECTO CPEIN JOMUHUPYIOMINX BapUAHTOB
B A3uu, CeBepHoii Amepuke, EBpornie. CexBenupoBaH nabopatopusmu 41 crpanbl. B 6aze
nauubix GISAID nenmonupoBano 10 606 renomMoB cyOBapuaHTa, (Ha TPOILLION Hemene —
8411 renomoB), u3 KoTopbix Oosiee 56,6 % u3 ctpan As3um, B ToM yucie Kutaii gemoHupo-
BaJI 3363 1OCIIEI0BATEILHOCTH.

Wudopmaryst 1m0 OOHOBJICHHBIM JaHHBIM O JICIOHHPOBAHHBIX T'€HOMax BHpYycCa
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatnure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana YupexaeHue, mpoBOIUBIIEE CEKBEHUPOBAHHUE B ToM 9HCIE KO- [IpoueHt reHo-
KommuecTBo MOB, OTHOC:I-
CIIOHUPO- TIHCCTBO reto- MUXCs K BapraH-
. MOB Omicron, :
BAaHHBIX ~ re-| o x| Y Omicron
HOMOB A p (B.1.1.529). re-
. 3a mocienaue 4
Omicron HeIeIH (22 07. — IIOHHUPOBAHHBIX
(B.1.1.529) 18.08.2023 r.) 3a mocnennue 4
HEICIH
ABcrpamms  (cradbmnmmsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 162215 309 92,2
tal; University of Sydney
ABctpus (crabunmusanms 3a- | Bergthaler laboratory, CeMM Research Center for
0oJieBaEMOCTH) Molecular Medicine of the Austrian Academy of 191239 5 62,5
Sciences
Asep0Oaiimkan (ctadbmnmsarus | National Hematology and Transfusiology Center 20 0 0.0
3200JICBA€MOCTH ) ’
AnGanus (crabunusanus 3a- | Respiratory Virus Unit, National Infection Ser-
. : 777 0 0,0
6oseBaEMOCTH) vice, Public Health England
Amxup (crabunmsarus 3a60- | National Reference Center for Viruses of Respira-
: : : 574 0 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Awmepukanckne Buprunckue | UW Virology Lab
ocTpoBa (cTabmnm3anus 3a- 1451 0 0,0
6oeBaEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
! . i : 120 1 100,0
omnmsanus 3abonesaemoctn) | sion of Viral Diseases, Pathogen Discovery
Anrmnbs (crabmnusanus 3a- | Carrington Lab, Department of PreClinical Sci- 54 0 0.0

00J1eBaEMOCTH)

ences, Faculty of Medical Sciences, The Universi-
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ty of the West Indies

Anrouna (crabunuzarus 3a00-

KRISP, KZN Research Innovation and Sequenc-

: 169 0 0,0
JIEBAEMOCTH ) ing Platform
Anpmoppa (crabunmsanms 3a- | Instituto de Salud Carlos 111
323 0 0,0
00JIeBaEMOCTH)
Antrurya n bapOyma (cradu- | Carrington Lab, Department of Preclinical Scienc-
Ju3aIys 3a00J1eBaeMOCTH es, Faculty of Medical Sciences, The University of 130 0 0,0
the West Indies, St Augustine Campus
AprentuHa  (crabwnmsanus | Instituto  Nacional Enfermedades Infecciosas
9445 12 92,3
3200JIeBAEMOCTH ) C.G.Malbran
Apmenus (crabmnmmzarus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaEMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0 0.0
formatics Institute and Molecular Biology IBMPh ’
RAU, Republic of Armenia
Apy6a (crabmnusanus 3a00- | National Institute for Public Health and the Envi-
1030 0 0,0
JIEBAEMOCTH) ronment(RIVM)
Ad¢ranucran (crabunmsarus | Central Public Health Lab 9 0 0.0
3a00J1€Ba€MOCTH) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0 0.0
nu3arys 3a0071eBaeMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrnmagem  (cradmnmsarus | Child Health Research Foundation
2119 0 0,0
3200JIeBa€MOCTH)
bapbanoc (crabunmzarust 3a- | Carrington Lab, Department of PreClinical Sci-
0oJ1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 101 0 0.0
Faculty of Medical Sciences, The University of ’
the West Indies
baxpeitn (crabumusanus 3a- | Communicable Disease Laboratory, Public Health
) 7092 0 0,0
00JIEBAEMOCTH ) Directorate
benapych (crabunusanms 3a- | Laboratory for HIV and opportunistic infections 120 0 0,0
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00J1eBaEMOCTH )

diagnosis The Republican Research and Practical
Center for Epidemiology and Microbiolo-
gy(RRPCEM)

benmuz (crabunuzanus 3a6o-

Texas Children's Microbiome Center

703 0 0,0
JIEBAEMOCTH )
benbrus (poct 3aboneBaemo- | KU I_.euvep, Rega Institute, Clinical and Epidemi- 94499 19 65.5
CTH) ological Virology
benun (crabunmzamus 3a60- | Institut fiir Virologie — Institute of Virology —
: 517 0 0,0
JICBAEMOCTH) Charite
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Ser-
. : 171 0 0,0
Ju3anus 3a00J1eBaeMOCTH ) vice, Public Health England
Bonrapus (crabunuzamnust 3a- | National Center of Infectious and Parasitic Dis-
7419 0 0,0
00JIEBAEMOCTH ) eases
bonuBus (cumxenue 3aboie- | Laboratory of Respiratory Viruses and Measles, 195 0 0.0
BAaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ ’
Bbonsiip (crabmmmzanus 3a60- | National Institute for Public Health and the Envi-
1068 0 0,0
JIEBAEMOCTH) ronment(RIVM)
bocuust u I'epuierosuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounm3anus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 216 0 0,0
boratory
borcana (crabunusanus 3a- | Botswana Institute for Technology Research and
. 3413 0 0,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunmsanus 3a- | Instituto Adolfo Lutz, Interdiciplinary Procedures
. 111241 11 91,7
00JIeBaEMOCTH) Center, Strategic Laboratory
bpuranckue Buprunckue | Caribbean Public Health Agency
OctpoBa (crabunmuzanusi 3a- 46 0 0,0
00J1€BaEMOCTH)
bpyneii (crabunusanus 3a60- | National Public Health Laboratory, National Cen- 6033 99 88.0

JIEBAEMOCTH)

tre for Infectious Diseases(National Virology Ref-

9




erence Laboratory)

byran (crabwmm3anus 3a6o-

AFRIMS

92 0 0,0
JIEBAEMOCTH )
bypkuna-®aco (crabmmmsa- Laboratoire bacteriologie virologie CHUSS 70 0 0.0
1I1s 3a00JIEBAEMOCTH) '
bypyunu (crabwnusanus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00JIeBacMOCTH) National Institute of Public Health ’
Bemukoopurtanus (ctadbwiu- | COVID-19 Genomics UK (COG-UK) Consorti-
3anus 3a00JeBaCMOCTH ) um. Wellcome Sanger Institute for the COVID-19 | 1 468 974 546 79,0
Genomics UK (COG-UK) consortium.
Benrpus (crabunmzanust 3a- | National Laboratory of Virology, Szentdgothai
469 0 0,0
00J1€BacMOCTH) Research Centre
Benecysna  (crabmnmsanus | Laboratorio de Virologia Molecular
757 0 0,0
3a00J1€Ba€MOCTH)
Brernam (crabmnmsamus 3a- | National Influenza Center, National Institute of 6278 0 0.0
60J1eBaEMOCTH) Hygiene and Epidemiology(NIHE) ’
I'abon (crabumuzamus 3a00- | Centre de recherches médicales de Lambaré- 9 0 0.0
JICBAEMOCTH) né(CERMEL) ’
lautu (crabunmsarusi 3a6o- | Laboratoire National de Santé Publique — 425 0 00
JICBACMOCTH ) LNSP(HAITI — LNSP) ’
laiana (cradbmnmmsanus 3a00- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
'am0us (cradbunuzanus 3a00- | MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH)
I'ana (crabwnusanus 3abome- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 9343 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'samenyna  (crabmnmsarus | National Reference Center for Viruses of Respira- 665 0 0,0
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3a00JIeBAEMOCTH) tory Infections, Institut Pasteur, Paris
I'Batemana  (crabumnmsarus | Asociacion de Salud Integral/Clinica Familiar Luis
{ . 3687 42 89,4
3a0071€Ba€MOCTH) Angel Garcia
I'Bunes (crabmmmsarus 3a00- | Centre de Recherche et de Formation en Infectiol- 514 0 0.0
JIEBAEMOCTH ) ogie Guinée ’
I'Bunes-bucay  (crabmimmsza- | MRCG at LSHTM, Genomics lab 20 0 0.0
1S 3a00J1IEBAEMOCTH ) ’
I'epmanus (crabmnmsarnus 3a- | Charité Universititsmedizin Berlin, Institutfiir Vi-
00J1eBacMOCTH) rologie. Institute of infectious medicine & hospital 574268 27 56,2
hygiene, CaSe-Group.
I'ubpantap  (crabmnmsarus | Respiratory Virus Unit, National Infection Ser-
. : 122 0 0,0
3200JIEBAEMOCTH ) vice, Public Health England
I'ongypac (crabunmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 124 0 0.0
00JIeBaCMOCTH) Memorial Institute For Health Studies ’
Ionkonr (crabunmsanus 3a- | Hong Kong Department of Health 13457 8 50.0
60J1eBaEMOCTH)
I'penana WINDREF/SGU Laboratory 106 0 0,0
I'penust (crabmmsanus 3a60- | Greek Genome Center, Biomedical Research 18943 0 0.0
JIEBAEMOCTH ) Foundation of the Academy of Athens(BRFAA) ’
I'py3ust (ctabunmsarus 3a60- | Department for Virology, Molecular Biology and
JIEBA€MOCTH) Genome Research, R. G. Lugar Center for Public 9949 5 100.0
Health Research, National Center for Disease ’
Control and Public Health(NCDC) of Georgia.
I'yam (cradbunuzanus 3abome- | Centers for Disease Control and Preven—tion Divi-
: . : . 487 0 0,0
BAEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Jlanus (crabumusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JIEBA€MOCTH ) science, Aalborg University. Department of Virus 356739 50 625

and Microbiological Special Diagnostics, Statens
Serum Institut.
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Jomunanka  (cTaOuan3aiius

Carrington Lab, Department of PreClinical Sci-

3200JICBACMOCTH ) ences, Faculty of Medical Sciences, The Universi- 10 0 0,0
ty of the West Indies, St Augustine Campus
Jlomunukanckas Pecnyonuka | Respiratory Viruses Branch, Centers for Disease
(crabunuzanus 3aboneBaemo- | Control and Prevention, USA 1920 37 949
CTH)
Jlemokpatnueckas ~ Pecmy0- Pathogen Sequencing Lab, National Institute
nuka Kownro (crabmnmsanus | for Biomedical Research(INRB) 567 0 0,0
3a00J1€Ba€MOCTH)
JIP Cent Tome u Ilpuncunu LNR-TB
(cTrabmmzarus 3ab01eBaeMo- 1 0 0,0
CTH)
Eruner (crabumusanms 3a60- | Main Chemical Laboratories Egypt Army 1903 0 0.0
JIEBAEMOCTH ) ’
3ambus (crabunusanus 3a6o- | University of Zambia, School of Veterinary Medi- 1293 0 0.0
JIEBAEMOCTH ) cine ’
3umbabBe (crabwimsanus 3a- | National Microbiology Reference Laborato-
) . 316 0 0,0
00J1eBa€MOCTH) ry(Quadram Institute Bioscience)
Wzpawns (crabmmmsanus 3a- | Central Virology Laboratory, Israel Ministry of 116361 158 68.4
00JIEBAEMOCTH) Health
WNunus (crabunmsanust 3a60- | Department of Neurovirology, National Institute
JIEBA€MOCTH) of Mental Health and Neuroscienc-
es(NIMHANS).CSIR—Centre for Cellular and Mo- 141459 17 100,0
lecular Biology
Wnnonesuss  (crabwnusarms | National Institute of Health Research and Devel-
39373 0 0,0
3a00JIeBa€MOCTH) opment
WNopnanus  (crabunmsarust | Andersen lab at Scripps Research, CA, USA 932 0 0.0
3a00JIeBa€MOCTH) :
Wpak (crabunusanus 3abome- | Biology, College of Education Department of Vi- 382 0 0,0
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BAEMOCTH)

rology, Faculty of Medicine, University of Helsin-
ki, Helsinki, Finland generated and submitted to
GISAID

Wpan (crabunmsanus 3adoiie-

National Reference Laboratory for COVID-19,

BAaeMOCTH ) Pasteur Institute of Iran 2649 0 0.0
Wpnanmgus  (cradmnmsarus | National Virus Reference Laboratory 57864 148 701
3a00J1€Ba€MOCTH)
Wcnmanaust (ctadbunm3zamnus 3a- | Landspitali Department of Clinical Microbiology 10634 16 75.4
00J1IeBaEMOCTH)
Wcnanus (crabunmsarus 3a- | Hospital Universitario 12 de Octubre 121940 334 78.4
00JIEBAEMOCTH )
Wranus (crabunmsanus 3a6o- | Army Medical Center, Scientific Department, Vi- 88114 73 80,2
JICBACMOCTH ) rology Laboratory
Kabo—Bepae (cradommmzarus | Institut Pasteur de Dakar 718 1 100,0
3a00J1€Ba€MOCTH)
Kazaxcran  (crabmmusanus | Reference laboratory for the control of viral infec-
. 1685 0 0,0
3200JIeBa€MOCTH) tions
Kambomxa  (cradmmusarms | Virology Unit, Institut Pasteur du Cambodge
1931 0 0,0
3a00J1€Ba€MOCTH)
Kamepyn (crabmwmmsanus 3a- | CREMER(Centre de Rechercherches sur les Mal-
. . 1306 0 0,0
6oseBaeMOCTH) adies Emergentes et Ré—émergentes)
Kanana (crabunmzanus 3a60- | Laboratoire de santé publique du Québec 297311 816 75.3
JIEBAEMOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabmmusanus 3a60- | Biomedical Research Center(BRC), Qatar Univer- 1526 0 0.0
JIEBAEMOCTH) sity / Qatar Genome Project(QGP) ’
Kenus (crabumuzamus 3a60- | KEMRI-Wellcome Trust Research Pro- 5457 0 0.0
JICBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kunp (crabunmsanms 3abone- | Department of Molecular Virology, Cyprus Insti- 465 0 0,0
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BAaEMOCTH ) tute of Neurology and Genetics
Kuraii (crabunmsanus 3a00- Natlona_l Institute for Viral Disease Control and 48546 310 50.7
JIEBAEMOCTH ) Prevention
Konymous  (crabmnmsarus | Instituto Nacional de Salud— Direccion de Investi-
., 1 14668 1 100,0
3a0071€Ba€MOCTH) gacion en Salud Publica
Komopckue octpoBa (ctabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
Ju3arys 3a00716BaeMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabmnmsanus 3a00- | Charité Universitditsmedizin Berlin, Institut fir Vi- 901 0 00
JICBAEMOCTH ) rologie ’
Kocra—Puka (crabunuzanus | Inciensa, Instituto Costarricense de Investigacion
N L, 9276 0 0,0
3a00JIeBa€MOCTH) y Ensefianza en Nutricion y Salud
Kor A'MByap (cradbmmm3arus | Molecular diagnostic unit for viral haemorrhagic
3200JIeBaEMOCTH ) fevers and emerging viruses, Bouaké CHU Labor- 234 0 0,0
atory
Kyba (crabunm3zanus 3abome- | Respiratory Infections Laboratory 526 0 0.0
BA€MOCTH) ’
KygeiiT (crabmimmsanus 3a60- | Virology Unit, Department of Microbiology, Fac-
- . 893 0 0,0
JIEBAEMOCTH ) ulty of Medicine, Kuwait
Keiprecran (crabunuzanus | SRC VB “Vector”, “Collection of microorgan-
L 45 0 0,0
3200JIeBa€MOCTH) 1sms” Department
Kropacao (crabmnmsarmst 3a- | National Institute for Public Health and the Envi-
1214 0 0,0
0o11eBaeMOCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3adose- | LOMWRU/Microbiology Laboratory, Mahosot
. 781 2 100,0
BAEMOCTH ) Hospital
JlatBus (crabmnmzanus 3a0o- | Latvian Biomedical Research and Study Centre 13883 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmnm3anus 3a6o- | National Institute for Communicable Diseases of 138 0 0.0
JICBAEMOCTH) the National Health Laboratory Service ’
Jlubepus (crabwmmsanms 3a- | Center for Infection and Immunity, Columbia 33 0 0,0
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00J1IeBAEMOCTH )

University

JluBan (crabunmzamus 3a00-

Laboratory of Molecular Biology and Cancer Im-

JIEBAEMOCTH) munology, Lebanese University Public Health 653 0 0,0
England
JluBus (crabunmsanus 3a00- | Reference Lab for Public Health, NCDC 31 0 0.0
JIEBAEMOCTH ) ’
JlutBa (ctabmmmsarus 3a6o- | Vilnius University Hospital Santaros Klinikos,
. 11163 0 0,0
JICBAEMOCTH ) Center of Laboratory Medicine
Jluxtenmren  (crabunam3za- | Bergthaler laboratory, CeMM Research Center for
1Us1 3a00JIEBAEMOCTH) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JIrokcemOypr (crabmim3anus | Laboratoire national de santé, Microbiology, Mi-
: . 35765 2 50,0
3a00JIEBAEMOCTH) crobial Genomics Platform
Makao (crabunuzanus 3a6o- | Centro de Sequenciamento Gendmico 1 0 00
JIEBAEMOCTH) ’
Magpukuit  (cradmmusanus | CNR Virus des Infections Respiratoires — France
7375 0 0,0
3200JICBAa€MOCTH ) SUD
Magpuranus (cradwmmsanus | INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maitorra (crabmimsanus 3a- | National Reference Center for Viruses of Respira-
) : ) 373 0 0,0
00JIEBAEMOCTH) tory Infections, Institut Pasteur, Paris
Manarackap (cradunusarus | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
3a00J1€Ba€MOCTH) ’
Mamnaiizus (crabunmzanus | Institute for Medical Research, Infectious Disease
3a00JICBACMOCTH) Research Centre, National Institutes of Health, 31761 20 90,9
Ministry of Health Malaysia
ManaBu (cradwmusanus 3a- | KRISP, KZN Research Innovation and Sequenc-
: 283 0 0,0
0o1eBaeMOCTH) ing Platform
Manu (crabwimsanust 3a00- Northwestern University — Center for Patho- 159 0 0,0
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JICBAEMOCTH ) gen Genomics and Microbial Evolution
ManbauBel  (CTaOMIH3AIUS Indira Gandhi Memorial Hospital
333 0 0,0
3a0071€Ba€MOCTH)
Manbra (ctadbunuzanus 3a6o- | Molecular Diagnostics Pathology Department Ma-
: . 163 0 0,0
JICBACMOCTH) ter Dei Hospital Malta
MapmamnoBel octpoBa (cra- | State Laboratories Division, Hawaii State Depart-
35 0 0,0
ownuzanus 3a0oaeBacmoctr) | ment of Health
Mapokko (crabuim3arus 3a- Laboratoire de Biotechnologie 1289 1 100.0
00JIEBaEMOCTH )
Maprunanka (cradmmusamnus | CNR Virus des Infections Respiratoires — France
1452 0 0,0
3a00J1€Ba€MOCTH) SUD
Mexkcuka (crabunmusanus 3a- | Instituto de iagnostic y Referencia Epidemiologi- 41898 11 100.0
00JIeBaEMOCTH) cos (INDRE)
Mo3zamouk  (cradmmmsanus | KRISP, KZN Research Innovation and Sequenc-
: . 731 0 0,0
3a00JIeBa€MOCTH) ing Platform, South Africa
MongaBus (cTabumu3anus ONCOGENE LLC 694 0 0.0
3200JIeBa€MOCTH)
Monako (crabwmsanus 3a- | National Reference Center for Viruses of Respira-
. . . 16 0 0,0
00J1IeBaEMOCTH ) tory Infections, Institut Pasteur, Paris
Mounromaus (cTabum3anus National Centre for Communication Disease 917 0 0.0
3200JIeBa€MOCTH) (NCCD) National Influenza Center ’
MownTtceppar (ctabunmsarus | Carrington Lab, Department of Preclinical Scienc-
3200J1€BacMOCTH) es, Faculty of Medical Sciences, The University of 12 0 0,0
the West Indies
MpbsaMa (cTabunuzanus 3a- DSMRC 128 0 0.0
0011€BaEMOCTH)
HamuoOus (crabunumsanus 3a- | National Institute for Communicable Diseases of 806 0 0.0
00J1eBa€MOCTH) the National Health Laboratory Service ’
Hemnan (crabmmusanmst 3a60- | Molecular and Genomics Research Lab, Dhulikhel 1260 0 0,0
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JIEBAEMOCTH)

Hospital, Kathmandu University Hospital School
of Public Health, The University of Hong Kong

Hurep (crabunuzarus 3a6o-

National Reference Laboratory, Nigeria Centre

: 123 0 0,0
JICBAEMOCTH ) for Disease Control
Hurepust (cradbmnmsamus 3a- | African Centre of Excellence for Genomics of In-
00JIeBaEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3152 0 0,0
sity
Hunepnanael (cradmmmsarus | National Institute for Public Health and the Envi-
3a00JIeBaEMOCTH ) ronment(RIVM) 76214 33 6,7
Hoast 3enmanmus (cradbwmu- | Institute of Environmental Science and Re-
30629 0 0,0
3armst 3a00JICBaEMOCTH) search(ESR)
Hogas Kanenonus (crabwmmu- | Laboratoire de Microbiologie Centre Hospitalier
L . 62 0 0,0
3a1ms 3a00JI€BaCMOCTH) Territorial de Nouvelle-Calédonie
Hopserus (crabmnusanus 3a- | Norwegian Institute of Public Health, Department
. 34965 0 0,0
00JIeBaEMOCTH) of Virology
OAD (crabunmzanms 3adomne- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BacMOCTH) nomics UK(COG-UK) Consortium ’
Oman (crabmnmszamnums 3a00- | Oman—National Influenza Center
423 0 0,0
JIEBAEMOCTH)
[Makucran (crabunmsanms 3a- | Department of Virology, Public Health Laborato-
: L 3270 0 0,0
00J1IeBaEMOCTH ) ries Division
[Tamay (crabmnmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 66 0 0.0
JICBAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna  (crabwnusarus | Biochemistry and Molecular Biology Department— 73 0 0.0
3a00JIeBa€MOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (ctabunmsarus 3a- | Gorgas memorial Institute For Health Studies 3226 5 833
0011€BaEMOCTH)
[Tammya Homass I'Bumest (cra- | Queensland Health Forensic and Scientific Ser- 924 0 0.0

Oousn3anus 3a60J€Ba€MOCTH)

vices
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[laparBaii (ctabmin3zanus 3a-

Laboratorio Central de Salud Publica de Paraguay

2124 0 0,0
00JIeBaEMOCTH)
Iepy (crabumuzanus 3abome- | Laboratorio de Referencia Nacional de Bio-
BacMOCTH ) tecnologia y Biologia Molecular. Instituto Nacion- 35187 1 100,0

al de SaludPerta

[Toneira (crabunmsarus 3a- | genXone SA, Research & Development Laborato-

44755 0 0,0
00JICBAEMOCTH) ry
[Topryramus (crabunm3aius Instituto Nacional de Saude(INSA) 99807 0 0.0
3a00J1€Ba€MOCTH)
[Tyspro Puxo (cradmnmsarms | Centers for Disease Control and Prevention Divi-

! . X . 17066 55 94,8
3200JIeBaEMOCTH ) sion of Viral Diseases, Pathogen Discovery
Pecniyonmuka Banyatry (cra- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
ounm3sanus 3aboneBaemoctr) | Laboratory (MDU-PHL) ’
Pecniyonmuka Jxubytu (cra- Naval Medical Research Center Biological
. 633 0 0,0

ounmsanus 3aboneBaemoctn) | Defense Research Di—rectorate
Pecnybnuka Kupubaru (cra- Microbiological Diagnostic Unit - Public 136 0 0.0
Omnmsanus 3aboneBaemoctr) | Health Laboratory (MDU-PHL) ’
Pecniybnuka Kouro (crabu- Institute of Tropical Medicine

210 0 0,0
nu3arus 3a0071€BaeMOCTH)
Pecniybnuka Mapnarackap Virology Unit, Institut Pasteur de Madagas-
(crabunm3anust 3a0oneBaeMo- | car o7 0 0,0
CTH)
Pecniyonmuka Hukaparya (cra- MSHS Pathogen Surveillance Program, 335 0 0.0
Ounm3anus 3a601€BaeMOCTH) CNDR, Departamento de Virologia ’
Pecny6nuka CanbBagop (cra- Genomics and Proteomics Departament, 382 0 0.0
ounmsanus 3aboneBaemoctr) | Gorgas Memorial Institute For Health Studies ’
Pecniybnuka Yan (ctabuiu- Pathogen Genomics Lab, National Institute
3a1us 3a00J€BaCMOCTH ) for Biomedical Research (INRB) 8 0 0,0
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Petonron  (cTabumnm3a-

CNR Virus des Infections Respiratoires —

1I1s 3a00JIEBAEMOCTH) France SUD 11337 0.0
Poccus (crabunmzarmst 3a60- | WHO National Influenza Centre Russian Federa-
JICBACMOCTH ) tion. Center for Precision Genome Editing and
Genetic Technologies for Biomedicine, Pirogov
Medical University, Moscow, Russian Federation.
Federal Budget Institution of Science, State Re-
search Center for Applied Microbiology & Bio-
technology. Group of Genetic Engeneering and
Biotechnology, Federal Budget Institution of Sci- 46167 100,0
ence ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Pro-
tection and Human Well-being Surveillance. State
Research Center of Virology and Biotechnology
VECTOR, Department of Collection of Microor-
ganisms.
Pyannma (cTaOunm3arius GIGA Medical Genomics 197 0.0
3200JICBAa€MOCTH ) ’
Pymbiaus  (ctabunmsa- | National Institute of Infectious Diseases—Prof. Dr. 10975 0.0
111s1 3a00JIeBAEMOCTH) Matei Bals Molecular Diagnostics Laboratory ’
CaynmoBckast ApaBus (cradbu- | Infectious Diseases, King Faisal Hospital Re-
1333 0,0
Ju3arys 3a0071eBaeMOCTH) search Center
Cesepnas Makenonus (cta- | Institute of Public Health of Republic of North
ounmsarus 3aboneBaemoctr) | Macedonia Laboratory of Virology and Molecular 243 0,0
Diagnostics
Cesepubie Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmmu3zaius 3aboite- | sion of Viral Diseases, Pathogen Discovery 2089 0,0
BAEMOCTH)
Cetimensl (crabmmmsanus 3a- | KEMRI— Wellcome Trust Research Programme, 619 0,0
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00JIEBAEMOCTH ) Kilifi
Ceneran (crabwim3anus 3a- IRESSEF GENOMICS LAB 1659 0 0,0
00JIeBaEMOCTH )
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci-
(crabumuzanus 3aboseBaeMo- | ences, Faculty of Medical Sciences, The Universi- 89 0 0,0
CTH) ty of the West Indies
Cent—Kurc u Hesuc (crabu- | Carrington Lab, Department of Preclinical Scienc-
Ju3anus 3a00JIeBaeMOCTH ) es, Faculty of Medical Sciences, The University of 22 0 0,0
the West Indies

Cenr—JIrocust (cradbmnmsarus | Carrington Lab, Department of PreClinical Sci- 186 0 0.0
3a00J1€Ba€MOCTH) ences ’
CepOus (crabmmmsanus 3a60- | Institute of microbiology and Immunology, Facul-

.- N 1685 0 0,0
JICBACMOCTH ) ty of Medicine, University of Belgrade
Cunranyp (crabwmmsanus 3a- | National Pupllc He_alth Laboratory, National Cen- 97132 177 78.7
6oseBaeMOCTH) tre for Infectious Diseases
Cen-Maptun (crabunuzanus Institut Pasteur 301 0 0.0
3a00J1€Ba€MOCTH)
Cunt—Mapten  (crabuimsa- | National Institute for Public Health and the Envi-

880 2 100,0
1151 32a00JIEBAEMOCTH ) ronment(RIVM)
Cupust (cradbunumzanus 3a60- | CASE-2021-0266829 79 0 00
JIEBAEMOCTH) ’
CrnoBakus (crabunusanus 3a- | Faculty of Natural Sciences, Comenius University
27302 0 0,0

0011€BaEMOCTH)
CrnoBenus (crabwimsanus 3a- | Institute of Microbiology and Immunology, Facul-

- 2 - 35880 3 100,0
00JIeBAEMOCTH) ty of Medicine, University of Ljubljana
ConomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
ounmsanus 3aboneBaemoctn) | Laboratory (MDU-PHL) ’
Comanu (ctaOuim3arus 3a- National Public Health Lab- Mogadishu 11 0 0.0

6011€eBaeMOCTH)
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Cynan (crabunuzanus 3a00-

National Institute for Communicable Diseases of

JICBACMOCTH) the National Health Laboratory Service 208 0 0.0
Cypunam (crabuimsarus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
00J1eBaEMOCTH) ronment(RIVM)
CIOA (crabmmmsanus 3a60- | Colorado Department of Public Health & Envi-
JICBACMOCTH ) ronment. Maine Health and Environmental Test-
ing Laboratory. California Department of Public 2456342 3598 84.7
Health. UCSD EXCITE.
Ceeppa—Jleone (crabmnmsa- | Central Public Health Reference Laboratory 1 0 0.0
1115 3a00J1IEBAEMOCTH ) ’
Taunann (crabunmsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 28416 7 100.0
00JIEBaEMOCTH ) ance
TaiiBanp (crabmmusainus 3a- | Microbial Genomics Core Lab, National Taiwan
00J1eBacMOCTH) University Centers of Genomic and Precision 3278 7 87,5
Medicine
Tanzanus (crabunmsanus 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
00J1IeBaEMOCTH ) ’
Tepkc u Kaiikoc (crabunmza- | Carrington Lab, Department of Preclinical Scienc-
11s1 3a00JI€BAEMOCTH) es, Faculty of Medical Sciences, The University of 17 0 0,0
the West Indies, St Augustine Campus
Tumop-JlemTn  (cTabunmsa- | Microbiological Diagnostic Unit — Public Health 1 0 0.0
1151 32a00JIEBAEMOCTH ) Laboratory (MDU—-PHL) ’
Toro (crabunuzarusa 3aboine- | Unité Mixte Internationale TransVIHMI(UMI 233
BAaE€MOCTH) IRD — U1175 INSERM — Université de Montpel- 455 0 00
lier) IRD(Institut de recherche pour le développe- ’
ment)
Tpununan u Tobaro (cradbu- | Carrington Lab, Department of PreClinical Sci-
nu3arus 3a0071eBaeMOCTH) ences, Faculty of Medical Sciences, The Universi- 2647 0 0,0

ty of the West Indies
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Tynuc (crabunmzanus 3abo-

Laboratoire de linique linique — Institut Pasteur de

) 610 0 0,0
JIEBAEMOCTH ) Tunis
Typuus (crabunusanus 3a6o- | Ministry of Health Turkey 91376 0 0.0
JIEBAEMOCTH)
Vrauga (crabmnusanus 3a60- | MRC/UVRI & LSHTM Uganda Research Unit 804 0 0.0
JIEBAEMOCTH ) ’
VYkpanna (crabmmusaius 3a- | Department of Respiratory and other Viral Infec-
00JIeBaCMOCTH) tions of L.V.Gromashevsky Institute of Epidemi- 3388 0 0.0
ology & Infectious Diseases NAMS of Ukraine, ’
JSC “Farmak”
V36ekuctan (crabwmmsarus | Center for Advanced Technologies 40 0 0.0
3a00J1€Ba€MOCTH) ’
VYpyreait (crabmnmmszanusi 3a- | Departamento Laboratorios de Salud Publica 298 0 00
00JICBAEMOCTH) (DLSP) Ministerio de Salud Publica ’
deneparuBubie mTathl Muk- | Pohnpei State Hospital, State Laboratories Divi-
ponesun (crabunusanus 3a- | Sion, Hawaii State Department of Health 85 0 0,0
0011€Ba€MOCTH)
OununmnuHel  (CTabUIU3aIMs Philippine Genome Center 14862 8 100,0
3a00J1€Ba€MOCTH)
Ounnsuaus  (crabunmsanus | Department of Virology, Faculty of Medicine,
NS o 23161 26 81,2
3200JIeBa€MOCTH) University of Helsinki
®pannus (camwkenue 3abone- | CNR Virus des Infections Respiratoires — France 366942 134 66.0
BAEMOCTH) SUD
®pannysckas ['Bumana (cra- | National Reference Center for Viruses of Respira-
: . ) 1644 0 0,0
ounmsanus 3aboneBaemoctr) | tory Infections, Institut Pasteur, Paris
dpaniry3ckast [Monunesus | National Reference Center for Viruses of Respira-
(crabunmsaius 3aboneBaeMo- | tory Infections, Institut Pasteur, Paris 13 0 0,0
CTH)
XopBartus (crabuiausaims 3a- Croatian Institute of Public Health 24202 0 0,0
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00J1IeBAEMOCTH )

AP (crabumnmzarus 3aboste-

Pathogen Sequencing Lab, National Institute for

BaeMOCTH) Biomedical Research(INRB) 72 0 0.0
Yeproropust  (ctadbumzarus | Charité Universitdtsmedizin Berlin, Institut fiir Vi- 476 0 0.0
3a00JICBACMOCTH ) rologie ’
Yexus (cTabumuzamust 3a0o0- The National Institute of Public Health 33492 0 0.0
JIEBAEMOCTH )
YUunn (cHmkeHHe 3abolieBae- Instituto de Salud Publica de Chile 25780 0 0.0
MOCTH)
IIserinapus  (crabunmsanus | Department of Biosystems Science and Engineer-
: iy 54457 0 0,0
3a00JIeBa€MOCTH) ing, ETH Ziirich.
[IBenms (crabmmm3arus 3a- | The Public Health Agency of Sweden 114021 132 80.5
00J1IeBaEMOCTH )
[pu-Jlanka (cradmnmsamus | Centre for Dengue Research and AICBU, Depart-
. 1171 0 0,0
3a00JIeBa€MOCTH) ment of Immunology and Molecular Medicine
DkBamop (crabunmsanms 3a- | Instituto Nacional de Investigacionen Salud Publi-
6057 9 90,0
00JIEBAEMOCTH) ca, INSPI
DKBaTOpHUAIbHAS I'sunes | Swiss Tropical and Public Health Institute
(cTrabunuzanus 3ab01eBaeMo- 2 0 0,0
CTH)
Ocatunau (cradmnusanus 3a- | Nhlangano Health Centre(National Institute for
00J1eBaEMOCTH) Communicable Diseases of the National Health 676 0 0,0
Laboratory Service)
Octonus (crabwimsanus 3a- | Laboratory of Communicable Diseases(Estonia);
: : : 6158 0 0,0
00JIeBAEMOCTH) Eurofins Genomics Europe Sequencing GmbH
Do¢uonus (cradbunmsanus 3a- | International Centre for Genetic Engineering and
0oseBaeMOCTH) Biotechnology(ICGEB) and ARGO Open Lab for 119 0 0,0
Genome Sequencing
IOAP (crabunmszamms 3a00- | KRISP, KZN Research Innovation and Sequenc- 26392 0 0,0
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JIEBAEMOCTH ) ing Platform.

Oxnas Kopes (crabmamsa- | Division of Emerging Infectious Diseases, Bureau

1Us1 3a00J1€BAEMOCTH) of Infectious Diseases Diagnosis Control, Korea 130173 156 82,5
Disease Control and Prevention Agency

HOxupiii Cyman (cradbmamsa- | MRC/UVRI & LSHTM Uganda Research Unit,

11s1 3a00J1€BAEMOCTH) South Sudan Ministry of Health, WHO South Su- 28 0 0,0
dan

Smaiika (crabwmimsamus 3a- | Carrington Lab, Department of PreClinical Sci-

00JIeBaCMOCTH) ences, Faculty of Medical Sciences, The Universi- 3214 0 0,0
ty of the West Indies

Snonus (crabmnmsarus 3a- | Pathogen Genomics Center, National Institute of 427738 990 80,4

00JIEBaEMOCTH )

Infectious Diseases
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E:xenenenbnoe 3nuanoonosjgaenne BO3 Ne 156 ot 17.08.2023

Bapuantsl SARS-CoV-2, npeacraBisiiomme UHTepec, U BAaPpHAHTHI, HAXO/As-
uecs noJ Ha0 I IeHueM

Feorpaq)nqecxoe pacnpocrpaHeHUuE XU PaClIpoCTPAHEHHOCTD

Bo Bcem mupe ¢ 17 urons mo 13 aBrycra 2023 roga (28 aneit) B8 GISAID 65110 T1€-
penano 9052 nocnenoBatenpHocTet SARS-CoV-2.

B nactosmiee Bpemst BO3 otciexuBaet Heckonbko BapuantoB SARS-CoV-2, B Tom
YHCIIE:

* Tpu BapuaHTa, npeacTtasisomux narepec (VOI): XBB.1.16, XBB.1.5 u EG.5;

e mectb BapuaHToB oA MoHuTopuHroM (VUM) um ux nommuuu: BA.2.75,
BA.2.86, CH.1.1, XBB, XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

17 aBrycra 2023 roga BO3 onpenenuna HoBbiit Bapuant SARS-CoV-2, kotopomy
OBLIO IPUCBOCHO HayyHOE Ha3BaHue (00o3HaueHue JuHuM Pango) BA.2.86 kak VUM wu3-
3a OospmIoro komudectBa (> 30) Myranuid, KOTOpbIe OH HeceT B TeHe S. B Hacrosiee
BpEMs M3BECTHO TOJBKO O YETHIPEX IMOCIEAOBATEIHHOCTSIX 3TOr0 MOJABapHAHTa U3 JIBYX
cTpaH EBporneiickoro peruona u ogHou cTpaHbl AMEPUKAHCKOTO PETHOHA, TIPU ATOM H3-
BECTHBIX AMUJIEMUOJIOTHYECKUX B3auMOCBs3eil HeT. [loTeHnnanbHoe BIUsIHUE MyTalluid y
noaBapuanta BA.2.86 B HacTosiliee BpeMs HEU3BECTHO U OHU MOABEPrarOTCs TIIATENb-
HOM omnenke (Tabmuna 3). BO3 mpogomxkaeT mpu3bIBaTh K yAyUIICHUIO SMKUIHAA30pA, CE-
KBeHHpoBaHUsl U oT4eTHOCTH 10 COVID-19, mockonbKy 3TOT BUPYC NPOAOKAET IHP-
KYJIUPOBATh U IBOJIIOIUOHUPOBATH.

B rnob6ansrom macmrtabe XBB.1.16 u EG.5 ocrarorcsi Hanbosee pacrnpocTpaHeH-
HeiMu VOI, 3apeructpupoBanHsiMu B o0mieit cioxuoctu B 101 ctpane u 50 crpanax,
cootBercTBeHHO. Ha XBB.1.16 u EG.5 nmpuxoaunocs no 21,1% nocnenoBarenbHOCTEN
Ha 30-i1 snuaemuonoruyeckoit Henene (¢ 24 nmo 30 uronst 2023 r.). [Ipu 3TOM OTMEUEHO
nBykpatHoe yBennuenue EG.5 mo cpaBHenuto ¢ 10,2% Ha 26-i1 31HM1€eMHOIOTHUECKOM
Henene (26 utons—2 utonsg 2023 r.).

XBB.1.5, Bapuant, 0 KOTOpoM cooOmMIN B oOmei cioxHoctu 121 cTpana mupa,
MPOAOJKAET JIEMOHCTPUPOBATh TEHACHUMIO K cHkeHuto. Ha XBB.1.5 npuxoaunoch
11,0% nocnenoBarenbHocTel Ha 30-i1 Henene o cpaBHeHuUIo ¢ 14,5% Ha 26-i1 Henerne.

B Tabnuie 3 mokazaHo koauuecTBO cTpaH, coobmmBiux 06 VOI u VUM, a takxe
UX PAacIpOCTPaHEHHOCTH ¢ 25-i 1o 29-10 Hepemwo. VOI u VUM, nokazaBuine TeHICHIMIO
K POCTY, BBIJICIICHBI OPAHKEBBIM IIBETOM, T€, KOTOPBIE OCTATUCH CTAOMIBHBIMU, BBIJICIIC-
Hbl CHHUM IIBE€TOM, a T€, Y KOTOPBIX TEHACHIUS K CHU)KEHHIO, BbIJICJICHBI 3€JICHBIM IIBE-
TOM.

Cpenn VUM XBB.1.9.2 noka3ayi TeHAEHIUIO K CHUKEHHUIO PACIIPOCTPAHEHHOCTH C
7,1% na 26-1i1 Henene 1o 5,2% nHa 30-ii Henene; B To BpeMsa kak apyrue VUM nokazanu
CTaOMJIbHBIC TCHICHIIMY B TEYCHUE TOTO K€ OTUETHOTO Mepuoaa (Tadiuima 3).
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Tabmuna 3. Exenenensuas pacnpoctpaneHHOCTh (%) VOI 1 VUM SARS-CoV-2, ¢
26 o 30 menemto 2023 1.

JTanust Crpanss’ Hocn;g(c);slz:Teﬂb- 202263— 202273— 202283— 2%293— 2%203—
VOls
XBB.1.5* 121 265053 1451138 |12.0 | 13.2 | 11.6
XBB.1.16* 101 46752 22.1 | 21.7 | 22.8 | 21.7 | 18.4
EG.5 50 7988 10.2 1105 | 12.2 | 146 | 17.4
VUMs
BA.2.75* 125 123414 27 | 28 | 25 | 25 | 1.8
CH.1.1* 96 42 886 05|06 | 05|07 |05
XBB* 130 68382 6.0 | 6.6 | 65 | 6.9 | 54
XBB.1.9.1* 102 55183 153|135 125|116 | 14.7
XBB.1.9.2* 86 25989 71 | 76 | 7.2 | 5.8 | 5.2
XBB.2.3* 70 9437 43 | 46 | 47 | 5.1 | 47
Henaznauennsie 94 152253 6.0 | 48 | 40 | 31 | 28
JNpyrue” 209 6 768445 10.8 | 11.2 | 11.3 | 10.6 | 10.9

§ KonuyecTBo cTpaH 1 mocine0BaTeIbHOCTEN C MOMEHTA TOSIBJICHUS BAPHUAHTOB
* BximrodaeT MOTOMKH, 3a UCKIIFOYCHUEM TEX, KOTOPBhIE YKa3aHbl OTJEIBLHO B JPYTUX
XBB* we Bkmouact XBB.1.5, XBB.1.16, EG.5,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.
+ «Jlpyrue» npencTtaBiseT Apyrue IMUPKYJIUPYIOIIUE POJIOCIOBHBIC, 32 HUCKIIIOYE-
aueMm VOI, VUMs, BA.1*, BA.2*, BA.3*, BA.4*, BA.5*. 13-3a 3afepXeK WU PeTPoO-
CIIEKTUBHOTO OTHECEHHUS BapHAHTOB K MOATPYMIE CIEAyeT COO0AaTh OCTOPOKHOCTH
MIPU UHTEPIPETALMH PACTIPOCTPAHEHHOCTH KaTeropuu «Jpyruey.
Pacnipoctpanennocts BA.2.86 He MOXKeET OBITh MMOJICUMTAHA BBUIY MaJIOTO KOJIHYE-
CTBa IOCJIE0BATEILHOCTEN Ha JAaHHBI MOMEHT.

MecTax TaOIUIIbI.

Hanpuwmep,
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Iyoaukanuu:

Drug Resist Updat. 2023 Jul 31;71:100991.

doi: 10.1016/j.drup.2023.100991. Online ahead of print.

Analysis of SARS-CoV-2 mutations associated with resistance to therapeutic
monoclonal antibodies that emerge after treatment

Ananu3 mytanuii SARS-C0oV-2, cBA3aHHBIX ¢ Pe3MCTEHTHOCTHIO K TepaneBTH-
YeCKHM MOHOKJIOHAJIbHBIM AHTUTEJIaM, BOSHUKAKIIUM MOocJIe JIedeHu sl

Daniele Focosi, Scott McConnell, David J Sullivan, Arturo Casadevall

[IpeacraBieHbl pe3yabTaThl CUCTEMATHYECKOTO 0030pa MEAUIIMHCKON JIUTEPATypPhI
0 CIlydasiX YCKOJb3aHHSI OT UMMYHHOI'O OTBETa, BOZHUKAIOIIETO MPHU JICYCHUH MOHOKIIO-
HaJbHBIMU aHTHUTENaMH TPoTUB Spike (mADb), KoTopoe ompeaenseTcss Kak MOSBICHUE
MyTalyH, BBI3BIBAOIIECH PE3UCTEHTHOCTD, MO KpanHel mepe, B 20% mnociienoBaTenbHo-
CTel TeHOMa BUpPYCa y JAHHOTO XO3sIMHA B JaHHBII MOMEHT BpeMeHHU. ABTOPHI OOHApY-
KUau 32 myOauKamuu ¢ MoapoOHBIM onrcaHueM 216 cirydaeB, KOTOpbIe BKIFOYAIA Pas-
mnanbie VOC, u 0O0HApY UM, YTO YaCTOTa BOZHUKHOBEHUS PE3UCTEHTHOCTH K JICYCHUIO
konebanacy or 10% no 50%. BonpmMHCTBO ciyyaeB pPe3MCTEHTHOCTH, BO3HUKILEH Ha
¢doHe nedeHus, BOZHUKAIU y MAIlUEHTOB C 0CIa0JIEeHHBIM UMMYHHUTETOM. IHTEpEeCHO, UTO
PE3UCTEHTHOCTh TAaK)Ke€ BO3HHMKANAa K KOKTEUISIM U3 NIBYX MADb, XOTs U ¢ 6oiee HU3KOH
yacToTol. ['eTeporeHHoe neueHue ITuX OOJBHBIX HE MO3BOJSET CEIaTh BHIBOJ O KIMHHU-
YECKOM HCXOJIe y MalMeHTOB C PE3UCTEHTHOCTHIO, BO3HUKIIEH mocie jedeHus. Kpome
TOT0, OTMEUEHA BpeMEeHHAasi KOPPEeIsnsS MEXIy BBEJICHUEM Tepanuu mAb u mocieayro-
MM yBeJTHU4eHueM rnocienoBatenbHocTelt SARS-CoV-2 o Bcemy Mupy, HECYIIUX MY-
Talllu, TPUAAOIINE YCTOWIUBOCTh K 3TOMY MAD, 4TO BBI3bIBA€T OMACEHUs OTHOCUTEIb-
HO TOTO, BOHUKJIU JIM OHU y JIUI, MOJy4aBIIUX MAb. ITH pe3ynbTaThl MOATBEPKAAIOT,
YTO BO3HUKAIOIIEE NPH JICUEHWH MMMYHHOE YCKOJb3aHue kK mAb mpotuB Spike npen-
CTaBJIsIeT COOOM YacCTOE U TPEBOKHOE SIBJICHUE, BEPOSITHO CBSI3aHHOE C MCIOJIb30BAHUEM
mADb y JuIl ¢ TOAaBICHHBIM UMMYHUTETOM.

Virus Evol. 2023 Jun 29;9(2):vead040.

doi: 10.1093/ve/vead040. eCollection 2023.

Evolutionary changes in the number of dissociable amino acids on spike pro-
teins and nucleoproteins of SARS-CoV-2 variants

IBOJIOIHMOHHbIC M3MEHEHUSI KOJIHYECTBA JHCCOLMUPYEMbIX aMHHOKHCJIOT HA
HIMIOBUIHBIX 0e/IKax U HyKJeonpoTenHax y BapuanTtoB SARS-CoV-2

Anze Bozi¢, Rudolf Podgornik

HenaBHue mcciaenoBaHus IOKa3aiy, YTO C MOSIBJIEHHEM HOBBIX JuHMH SARS-CoV-
2 MOJOXKUTENbHBIA 3aps]l IIMIOBUAHOTO OelKa YBEJIMYMBAETCA, MPU ITOM HEKOTOpPbIE
MOJIO)KUTEIBHO 3apsDKEHHBIE aMUHOKHUCIOTHI (AA) ylIydlalOT €ro CBS3bIBAHUE C Kile-
TOYHBIMHU pelenToOpaMu. ABTOPHI MPOBEIHU MOAPOOHBIN aHANU3 TUCCOLMHUPYIOIINX AA
oonee ueM y 1400 pazmuunbix auHuii SARS-COV-2, koTOpbIi MOATBEPKAAECT STU
HaOJIOZCHNUS W J1aeT OCHOBAaHHWE MPEAIoiaraTh, 4TO 3Ta MPOrPECcCUsl JOCTUTIA IUIATO Y
BapranTa Omicron ¥ €ro MoJBapHaHTOB M YTO IMOJIOKUTENBHBIN 3aps/ OoJblie HE yBe-
auuuBaeTcs. AHanu3 Oeika HyKJIEOKancuaa He MOKa3bIBaeT aHAJIOIMYHOTO YBEJIMYEHUS
MOJIOXKUTETLHOTO 3apsi/ia C MOSBICHUEM HOBBIX MOJIBAPUAHTOB, YTO TAK)KE YKa3bIBaeT Ha
TO, YTO MOJIOKUTEIBHBINA 3apsi/i IIMIOBUAHOIO O€JIKa MOABEPraeTCsl BOIIOIMOHHOMY OT-
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oopy. Kpome TOro, cpaBHeHHE C IIUMOBUIHBIMU O€IKaMH M3BECTHBIX KOPOHABUPYCOB
MOKa3bIBAET, YTO YK€ MUMOBUIHBIN Oenok SARS-CoV-2 nukoro tuma HeceT HEOOBIYHO
OOJBIIOE KOJUYECTBO IMOJOKUTEIBHO 3apsKEHHBIX aMUHOKUCIOT IO CPaBHEHUIO C
OOJBUIMHCTBOM JAPYTUX O€Ta-KOPOHABUPYCOB. DTO MCCIIEJIOBAHHUE IMPOJIMBAET CBET Ha
HBOJIIOIIMOHHBIE U3MEHEHUS KOJMYECTBA TUCCOLMUPYEMBIX aMUHOKHCIOT B IIMITOBU/I-
HoM Oenke SARS-CoV-2, nonomnHssl CyliecTBYIOIUE JaHHBIE U CIIOCOOCTBYS JIyUIlIEeMY
MOHUMAHUIO B3aHMOCBSI3H MEXY 3apsI0M IIUIIOBUIHOTO Oelika U MH(EKIIMOHHOCTHIO 1
TPAaHCMHCCUBHOCTBIO BUpYCa.

Front Microbiol. 2023 Jul 25;14:1228128.

doi: 10.3389/fmich.2023.1228128. eCollection 2023.

The effects of amino acid substitution of spike protein and genomic recombina-
tion on the evolution of SARS-CoV-2

Biusinue aMUHOKHCJIOTHOM 3aMeHbI IIUMOBUIHOTO 0eJIka 1 TeHOMHOH peKoM-
ouHanum Ha 3Boonn SARS-CoV-2

Letian Fang, Jie Xu, Yue Zhao, Junyan Fan, Jiaying Shen, Wenbin Liu, Guangwen
Cao

0630p. 3a tpu roga magaemun COVID-19 nocienoBaTebHO BOSHUKIN MHOTOYHC-
JICHHBIC BapHWaHTBl M IIOJBAPHUAHTHI, KOTOPBIC IMPEB30ONLIN OoJee paHHHE BapHUAHTHI H
ctanu mnpeobOnanaommumu. [locnenoBaTebHOE BO3HUKHOBEHHE BapHAHTOB OTPaXkaeT
ABOJTFOIIMOHHBIN MPOIECC MyTalMH-CeNeKInn-anantanu Bupyca SARS-CoV-2. AmuHo-
KHCJIOTHBIE 3aMEHBI/BCTaBKH/IEJIEIIMH B O€JIKE IIIMIIA BBI3LIBACT M3MEHEHHE aHTHUI'€HHO-
CTH, TpaHCMHCCUBHOCTH H TmaToreHHoctH SARS-CoV-2. B navane manmeMun myTarus
D614G nanensia BUpyC NPEUMYIIECTBAMH IO CPABHEHHUIO C MPEABITYIIMMU BApUAHTAMU
Y TIOBBIIICHHOW TPAHCMHCCHUBHOCTBIO, a TaKXKe 3aKja/iblBajla KOHCEPBATUBHBINA (DOH IS
MOCJICYIOMIUX CYIIECTBEHHBIX MYyTalui. Poiab TeHOMHONW PEeKOMOWHAIIMKM B 3BOJIIOIIMHU
SARS-CoV-2 BrI3Baja pacTymiyr 03a004€HHOCTh B CBSI3U C MOSIBICHUEM HOBBIX PEKOM-
ounanToB, Takux kak Deltacron, XBB.1.5, XBB.1.9.1 u XBB.1.16, Ha no3gnei craauu
naHgeMun. Ko-IUpKyJISAus pa3IdnyHbIX BAapUAHTOB M KO-WH(EKIHMS Yy TAIMEHTOB C
0CJIa0JIEHHBIM UMMYHHUTETOM YCKOPSIOT MOSIBJICHHE pekomOuHaHToB. HaOmionenue 3a
reHoMHbIMU BapuauusiMu SARS-CoV-2, B yacTHOCTH, 32 MyTallUSIMU U PEKOMOUHALIN -
MU ITUTTOBUJIHBIX OCJIKOB, UMEET BaXKHOE 3HAUCHHUE JIJIS BBISBIICHHS TEKYIITUX U3MCHCHUH
B BUPYCHOM I'€HOME U aHTUTEHHBIX AIUTOIAX.

J Virol. 2023 Aug 14;e0082223.

doi: 10.1128/jvi.00822-23. Online ahead of print.

Structural evolution of SARS-CoV-2 omicron in human receptor recognition

CrpykrypHas 3Bo/ouusa oMukpoH SARS-CoV-2 B pacno3HaBaHHM pelenTo-
pamMu Yeji0oBeKa

Wei Zhang, Ke Shi, Qibin Geng u ap.

BHesanHoe mosiBieHHe W TpoAoJDKaromasicss aBoironus Bapuanta SARS-CoV-2
Omicron OCTaBWJIM 0€3 OTBETa MHOTHE 3araJky, TAKHe KaK MPOUCXOKIEHUE PaHHUX MO/I-
BapUaHTOB omicron U (akTopbl, OMpeAesIoNnne uX 3BOdIOIUI0. B 3TOM HccnenoBanun
aBTOpBI OMPENEIMIN KPUCTAITUNYECKUE CTPYKTYpPhl PELENTOP-CBA3BIBAIOIINX JOMEHOB
(RBD) u3 umpkynupyrolmmx B HacTosIIee BpeMs moaBapuaHToB omicron XBB.1 wu
XBB.1.5 (XBB.1.9.1). Pe3ynbrarsl nokasajid, 4T0 aMUHOKUCIOTHI B no3utiuu 493 u 496
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TeHa S, KOTOpble JeMOHCTpUpoBain xopouryio anantamuio kK ACE2 B Bapmantax 1o
OMHUKPOHA, SBOJIIOLIMOHUPOBAIIN K IUIOXOM ajanTaliMi B PaHHUX MOABapUaHTaX OMUKPOH
(HO ¢ xopomieit anantanuei Kk MpimHOMY ACE?2), a 3aTeM BepHYJIUCH K XOpOILEH ajar-
TallUM B HEJABHUX IOJABapHaHTax OMUKpOH. Kpome toro, ammnokuciora 486, koTtopas
JIEMOHCTPUpPOBaIa XOPOIYyIo ajanTaiuio Kk yesoBedeckomy ACE2 y paHHUX Mo/BapHaH-
TOB OMHUKPOH, 3BOJIOIMOHUPOBAI 10 IUIOXOM aganTanuu y 0ojiee MO3IHUX IOJBapHaH-
TOB, a 3aT€M BEpHYJICS K XOpOIIEH ajanTaliy B MOCJIEIHUX MOJBAapUaHTaX OMHKPOH.
['myGokuii CTpYyKTYpHBIN aHaJIM3 MPOJIMBAET CBET Ha TO, KaK CHEHU(PHUECKUE MyTaluu
RBD anantupyrotcs k yesnoBedeckoMy win MeiminHoMy ACE2, n naet ocHoBaHue npen-
noJlaraTh, YTO )KUBOTHbBIE M YKJIOHEHHE OT UMMYHHUTETa MOIJIA MOBJIMATH HA BOJIIOIUIO
omicron Ha pa3HbIX CTAAUAX HaHAEMHUU. DTH PE3yJbTaThl JAlOT LEHHYI0 HH(YOPMAIHUIO O
MEXaHU3Max, JEKalluX B OCHOBE HBOJIIOLMHU Omicron, yriyOJsSiOT Halle MOHUMaHHE
na"zemuu COVID-19 u umeroT BaxHOe 3HaU€HUE Ul IPEJOTBpaIlleHus Oy IyluX HaH-
JIEMHAN KOPOHABHpYCa.

EBioMedicine. 2023 Aug 12;95:104753.

doi: 10.1016/j.ebiom.2023.104753. Online ahead of print.

The viral fitness and intrinsic pathogenicity of dominant SARS-CoV-2 Omi-
cron sublineages BA.1, BA.2, and BA.5

BupycHasi npucnoco0.,1eHHOCTb M BHYTPEHHSISI NATOT€HHOCTh JOMUHUPYOIIHAX
cyouHuii SARS-CoV-2 Omicron BA.1, BA.2 u BA.S

Huiping Shuai, Jasper Fuk-Woo Chan, Bingjie Hu u ap.

Cpenu HoBbIX moanmuHuii Omicron BA.1, BA.2, BA.5 u poacTBeHHbIE UM TOJJIU-
HUU MPUBENU K HAaMOOJbIIEMY KOJIMYECTBY CIydyaeB 3apaxeHus. XOTsA HeJAaBHUE HCCIie-
JIOBAaHUS MOKa3aJd, 4To Bce cyOnuHnu OMUKPOH HAJeKHO U30eratoT peakiui HeUTpanu-
3YIOIIUX aHTUTEN, OCTAETCs HESICHBIM, UMEIOT JIM OHHM Kakoh-11bo oOuuii oOpaser 3Bo-
JIOUMOHHOW TPAaeKTOPUHU B OTHOLIEHUHU 3(PPEKTUBHOCTU PEIIMKALUMA U BHYTPEHHEH mna-
TOTEHHOCTH B JIBIXaTENIbHBIX MYTSAX. ABTOpPHI CPaBHUIN BHPYCOJIOTHUECKHE OCOOCHHO-
CTH, PEIUTMKAIMOHHYIO CTIOCOOHOCTH IOMUHAHTHBIX CyOnuHUN oMukpoHOB BA.1, BA.2
BA.5 B HOCOBOM 3MUTEINH YETOBEKA U OXAPAKTEPU30BAIA UX MATON€HHOCTh B OTHOIIIE-
Huu K18-hACE2, A129, monoasix C57BL/6 u ctapsix C57BL/6 mbimieii. O6HapyKeHO,
yro BA.5 perumunupyertcst Haubonee cuiibHO, 32 HUM cienyioT BA.2 u BA.1 B nudde-
PEHLIMPOBAHHOM HOCOBOM 3MUTENNU denoBeka. CooTBeTcTBEHHO, nHpekuus BA.S mpu-
BoAMJIa K Oojiee BBICOKOM KONMHHOCTH BHUPYCHOT'O T'€Ha, WH(EKIMOHHBIM BUPYCHBIM
TUTpaM U Oosiee OOMIIBHOM HKCIPECCHH BUPYCHOTO aHTUI'€HA B HOCOBBIX PAKOBMHAX WH-
¢unupoBannbix TpancreHHbix mbimei K18-hACE2. Hamportus, cyonuann Omicron mo-
CTOSIHHO aTTEHYUPYIOTCS B JieTkux MHpuimpoBanHbix Mbimeid K18-hACE2 u C57BL/6,
YTO NMPUBOAUT K CHIXKEHHIO NMaTOT€HHOCTH. TeM He MeHee, JIETOUHbIE MPOSIBICHUS OCTa-
I0TCS TSOKENbIMU Y MbImed A129, nndunupoBanHbeix noymuHusAMu Omicron, U y CTapbix
mbimeit C57BL/6. DT pe3ynbTaThl MOKa3aid, 9To NOAIMHUN OMUKPOH MOTYT MpHOOpe-
TaTh BHYTPEHHIOIO CIIOCOOHOCTh K PEIUIMKALMK B BEPXHUX ABIXATENbHBIX MYTAX, YTO
NOTYEPKMBACT BAXKHOCTH TJI00ATBHOTO HAONIONCHHUS 3a TOSBICHUEM THUIEPTPAHCMUC-
CUBHBIX MoaBapuanToB OMukpoH. HanpoTtus, npenanonaraercs, YTo periuKanus 1 BHYT-
peHHsiss maToreHHocTh OMUKpoHa euie OoJiblie OcialisioTCs B HMKHHUX JIbIXaTeIbHBIX
nyTax. s npenoTBpalieHus TsHKeIblX MHGEKIUA cpefr TPYI pUcKa ¢ 0clabJIeHHBIM
UMMYHHUTETOM HEOOXOIUMBI 3P dEeKTUBHASI BAKIIMHAIMSA U JIPYTUE MEPHI MPEIOCTOPOK-
HOCTH.
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Physicochemical effects of emerging exchanges on the spike protein's RBM of
the SARS-CoV-2 Omicron subvariants BA.1-BA.5 and its influence on the biological
properties and attributes developed by these subvariants

Pusuko-xumudeckne 3¢ dexTsl Bo3HUKaOMUX 00MeHOB HA RBM cnaiikoBoro
oeaka cyoBapuantoB BA.1-BA.5 SARS-CoV-2 Omicron u ero Biusinue Ha 0HO0JI0-
rHyecKHe cBOMCTBA M NMPpU3HAKH, IIOABUBIIHECH Y ITUX CyﬁBapI/laHTOB

Robério Amorim de Almeida Pondé

B sTom 0030pe onrcaHsl aMUHOKHUCIIOTHBIE 3aMEHBI, KOTOphIe Mpouszouuin B RBM
nonBapuantoB BA.1-BA.5 SARS-CoV-2, po3aukmux u3 Omicron. Onmcansl Takxke (u-
3UKO-XUMHNYECCKUEC 3(1)(1)6KTI>I, OKa3bIBA€MbI€C HMMH Ha HJHHOBHHHBIﬁ 6eJ'IOK, a TaKXK€ HUX
BJIIMSHHE Ha OMOJIOTHYECKHE CBOMCTBA U IIPpHU3HAKU, ITOABHUBIIUCCS Yy IIOJABAPUAHTOB BA.],
BA.2, BA.3, BA.4 u BA.S.
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