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B 00630pe mpeactaBieHa nHbopmaIus Mo MUPKYIUPYIOITUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxosmxcs noj HaomogeHueMm (VUM), reHoMHBIE TIOCTEA0BATENbHOCTH KOTOPBIX pa3-
MellleHbl B MexayHaponHod Oasze nmanubix GISAID 3a wememo ¢ 1.07.2023 r. mo
7.07.2023 r.

[To cocrosinuto Ha 7 utona 2023 r. B cOOTBETCTBUU ¢ Kiaccudukauuein BO3 k Bapu-
aatram Bupyca SARS-COV-2 BemweBaromux wuHTepec (VOI) oTHeceHbl cyOBapuaHTHI
XBB.1.5 u XBB.1.16. B rpynny mupKyaupyomux BapUaHTOB, HAXOASIIUXCS 10T HAOIO-
nenueM (VUM) Brumrodensl reHerumueckue nuauu BA.2.75, CH.1.1, XBB, XBB.1.9.1,
XBB.1.9.2 u XBB.2.3.

Ha cerogusmnuuii neds B 6aze qanabix GISAID Bcero mpeacrasiaeno 15 765 863 re-
Homa Bupyca SARS-COV-2 (3a nenento nenonupoBano 10 762 mocnemoBaTenbHOCTH). B
MHUpE CTpaHamMH — JIMJEPAMH 0 KOJUYECTBY JCTIOHUPOBAHHBIX TE€HOMHBIX MOCIIEIOBATEb-
Hoctei Bupyca SARS-CoV-2 ocrarorcst CIIIA — (4 832 384 rernoma — 30,6 % oT Bcex pas-
memeHHbIX B GISAID) u Benukooputanus (3 076 437 reromos — 19,5 %).

Mupkynsauus Bupyca SARS-COV-2 renoBapmanta Omicron 3aperucTpupoBaHa B
218 crpanax (mo nanaeiM CMU na 07.07.2023 1.).

Bcero B 6a3y nannbix GISAID nenmonupoBano 8 308 233 renoma Bapuanta Omicron,
3a aHaNMM3UpyeMyro Henmento pasmernieHo eme 10 543 reHOMHBIE MOCIETOBATEIBLHOCTH —
97,9 % oT Bcex mpeACTaBIEHHBIX 3a TEKYIIYIO HEeAelo reHoBapruaHToB Bupyca SARS-CoV-
2. Poccuiickumu nabopatopusmu paszmMenieHbl 71 533 reHoMHbIE MOCIENOBATENBHOCTU
Bupyca SARS-COV-2, B Tom yncne Bapuanta Omicron — 45 678 renomoB.

Ha ceromusimamii nenp B 6a3e nanubix GISAID 3adukcupoBaHo emOHUPOBAaHUE Ba-
puanta Omicron u3 211 ctpan u Tepputopuii (Ha npeasiayiiei Henene — 210): ABcTpanus,
ABcTpusi, AzepOaiimkan, AnbGanus, Amkup, Amepukanckoe Camoa, AHmoppa, AHrosna,
Anturya u bapOyna, Aurunbs, Aprentuna, Apmenus, Apy0a, Adranucran, banrnanen,
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bap6anoc, baxpeitn, benapych, bensrus, bepmyackue OctpoBa, benus, benun, bonrapus,
bommBusa, borcBana, bocuus u I'epueroBuna, bonaiipe, bpasunusa, bpynei, bpuranckue
Buprunckue octpoBa, byran, bypynmu, Bypkuna-®aco, BenukoOputanus, Benecysina,
Benrpus, Buprunckue OctpoBa (CIIIA), Beetnam, 'ana, ['antn, 'am6us, ["aitana, I'Baje-
nyna, I'Baremana, I'Bunes, ['epmanus, ['ubpanrap, ['onnypac, I'onkonr, ['penana, I'penus,
I'py3us, 'yam, I'abon, lanus, xubytu, Jlomunukanckas PecmyOnuka, Jlomununka, JIPK
Hemokparnyeckass PecriyOonuka Boctounsiii Tumop, Jlemokpatuueckas PecnyOnuka Can-
Tome u [lpuncunu, Eruner, 3amous, 3umbadse, Uzpanns, Unaus, Uunonesus, Mopaanusi,
Wpaxk, Upan, Upnanaus, Mcnannus, Mcnanus, Mtamus, Ka6o-Bepae, Kazaxcran, Kaitmano-
BBl OctpoBa, Kambomxka, Kamepyn, Kanana, Karap, Kenusi, Kunp, Kuraii, Kupubaru, Ko-
aymbous, KocoBo, Kocra-Puka, Kot-n'MByap, Kyba, Kysetit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JInuGepus, JIuan, Jlusus, Jluxrenmreitn, JIutea, Jlecoro (KoponesctBo JlecoTo),
JIrokceMOypr, Manarackap, MaBpukuii, MaBputanus, Makao, Manasu, Manaiizusi, Mab-
nuBbl, ManbsTta, Manu, Mapokko, Maptunuka, Mapmamiosl OctpoBa, Maiorra, Mekcuka,
Mozambuk, MongoBa, Monako, Mounronusi, Montceppat, Mesiama, Mukponesus, Hamu-
ousi, Hunepnaunel, Hurep, Hurepusi, Henan, Hopserus, HoBas 3emannus, Hosas Kanemno-
Husi, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, Ilanama, Ilanay, Ilaparsaii, Ilanya-
Hogas I'Bunes, [lepy, [lopryranus, [lonsma, Ilyspro-Puko, Petonson, Pecniybimnka Konro,
Pecniybnuka Ceitmensckue OctpoBa, Pecnyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
MmbiHusA, Poccus, Pyanna, CansBagop, Cen-Mapren, Cunr-Mapren, CaynoBckas ApaBus,
CeBepHas Maxkenonus, CeBepHsie Mapuanckue octpoBa, Cenerain, Corw3 Komopckux Oct-
poBoB, Cweppa-Jleone, CnoBakus, CnoBenusi, Cunramyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cent-Buncent u I'penanunsi, Cent-Jlrocusi, Cunr-Mapten, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cyaan, Taunann, TaiiBans, Tanzanusa, Tepkc u Kaiikoc, Toro,
Tpununan u ToGaro, Tynuc, Typuus, Yranga, Y30ekucran, Ykpauna, Ypyraaii, OuHISH-
s, @pannus, Opannysckas ['Buana, @pannysckas [lonunesns, Gununuael, XopsaTus,
Uepnoropus, Yexusa, Uunu, Yan, AP, [lIBeuus, [Iseinapus, [pu-Jlanka, DxBagop, Ic-
ToHUS, DcBatuHH, Dduonus, DxBatopuanbHas ['Bunes, KOAP, HOxnas Kopes, FOxubIi
Cynan, SAnonus, SImaiika.

3a mpomenmue 4 Henenu Toabko 49 (23,2 %) cTpan (3a mpenpiaymue — S3cTpan
(25,2 %) nomMONHUIN JAaHHBIE O Pa3MENICHHBIX PaHEEe FEHOMHBIX MOCIIEI0BATEIBHOCTIX
Omicron B GISAID.

JluHaMuKa pacmpoCcTpaHeHUs B MHUpe cyOBapuaHToB Omicron CEeKBEHHPOBAHHBIX H
3arpyxeHHbIX B 0a3y manHbix GISAID mpencrasnena Ha pucynke 1. Cpenau nupKynupyo-
IIMX IITaMMOB KOpOHaBUpYca JoMUHUPYIOT cyOBapuants XBB.1.5, XBB.1.9.1, XBB.1.6 u
EG.5.1.



Omicron sublineages
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Puc. 1 Pacmpoctpanenue cyOBapuantoB Omicron B mupe (IO COCTOSIHAIO Ha
04.07.2023 r.)

['eneTndeckoe pasHooOpaszve HUPKYIUPYIOIIUX B PErHOHAaX MuUpa CyOBapHaHTOB
Omicron 3a nocneauue 4 HeAenu rnokasana Ha pucyHke 2. B CeBepHoit AMepuke, Kak U B
npeasiaymue 4 Henenu, TOMUHUPYIOT cyoBapuantel XBB.1.5, XBB.1.16 u XBB.1.9.1, EB-
porie — XBB.1.5 u XBB.1.9.1, B FOxHoit Amepuxe XBB.1.5 cmenunu cyoBapuantst FL.2 u
FE.1.2. B ctpanax A3um OTMeu€Ha 3HAYUTENbHAs PACIpPOCTPAHEHHOCTh I'€HOBapHUAHTOB
XBB.1.16 1 XBB.1.9.1, B Tuxookxeanckom pernone — XBC.1.6 u XBB.1.16.
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Other Omicron (non-VOC/VOI/VUM)

Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.
See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 2 Pacnipoctpanenue cyoBapuanToB Omicron B peruoHax Mupa 3a 4 Helenu

(¢ 4 wronst o 4 mronst 2023 r.).

He cMoTps Ha CHM)KEHME B MHpE paclpOCTpaHEHHOCTH BapuaHTOB VOI, ux noius
OCTaeTCsl BHICOKOM Cpeli CEKBEHHPOBAHHBIX T€HOMOB KopoHaBupycoB SARS-CoV-2, oco-
O0enHo B ctpanax CeepHoit Amepuku u Adpuku (64,1% u 64,6% coorBeTcTBeHHO). PocT
pacrnipoctpanenHoctu BapuantoB VUM nHabmomaetrcs B TuxookeanckoM perunone, Cesep-
HOM Amepuke u Adpuke. B ctpanax Asum u EBporibl yBenuuuiach 1075 BApUAHTOA HE OT-
Hocsumxcs kK VOI u VUM (B 4,27 paza u 1,97 paza cooreTcTBeHHO) (puc. 3).
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Pucynok 3 Pacnpocrpanenue cyoBapuanToB Omicron B permoHax mmpa 3a Henenmo (C 28
utons 1o 4 utons 2023 r.)

BapuanTtsl, Bei3biBawmue narepec (VOI)
ITo cocrosiauto Ha 7 utoks 2023 1. B 6a3y manubix GISAID EpiCoV nocnenoBareb-

HOCTH, oTHOCcsMecss K XBB.1.5, nenonupoBansl kak MuHuMyM u3 115 ctpan, ero pacmpo-
CTPAaHEHHOCTh CHIIKAETCsl CTA0OMIIbHO. 3a mociieAHne 4 Heenn HauOoJiblee pacnpocTpaHe-
Hue cyoBapuaHT nosryumn B Ilombire — 33% oT BceX CEKBEHHMpPOBAaHHBIX IITaMMOB, bpasu-
nuu — 27%, ABctpun — 23%, Hunepnannax — 23%, Hopeerun — 22%, Ucnanuu — 21%, Ka-
Haze — 21%.

Pacnpoctpanennocts cyoBapuanta XBB.1.16 (Arcturus) B Hacrosiiiee Bpemsi yBeu-
yuBaeTcs. CyOBapuaHnT HupkyaupyeT B 91 cTpane, 3a nmociennue 4 Heaenu JOMUHUPOBAT B
Jlaoce (71%), TaiiBane (67%), bpynee (57%), Kambomxke (43%), Manaiizuu (36%), Tau-
nauge (30%), SAnonun (20%), FOxuoit Kopee (21%), Benukoopuranuu (17%).

Bapuantsl, Haxoasimuecsi noa Ha0awaenuem (VUM)

Cpenu VUM XBB, XBB.1.9.2 u XBB.2.3 coxpaHuiu TeHASHIMIO K POCTY pacmpo-

CTpPaHEHHOCTH B mocieanue Henenu, npyrue VUM — cHmkaronuecs win cTaOuibHbIE TCH-
JICHITHH.

CyoBapuant XBB.1.9.1 (Hyperion) cexkBenupoBan nabopatopusimu 98 crpaH.
HaubGonsimee pacnpoctpanenrie XBB.1.9.1 3a nocnennue 4 Heaenu OTMEUYEHO B CIEAYIO-
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mux crtpanax: Mamaizus (33%), bensrus (20%), Hanus (20%), Jlaoc (20%), bpyneit
(19%), ABctpus (15%), Hunepnanapt (15%).

Hupkynsauus XBB.1.9.2 3adukcupoBana B 82 crpanax. PacnpocTpaHeHHOCTh B MUpE
cocraBuia 12,7%, seime B Cinosenuu (17%), ['epmanuu (15%),

B 6a3e manubix GISAID renomsl cyoBapuanta CH.1.1 (Orthrus) nemonupoBansl u3
95 crpan. OtmedeHa TeHAEHIMS CHIDKeHHs pactpoctpanennoctd CH.1.1 B mupe (0,9%).
Haubonbiiee pacnpoctpanenue cyOBapuaHTa 3a mociegHue 4 Heaenu 3apUKCHUpPOBaHO B
Hogoit 3enannuu, Hopeeruu, @unnsuauu, lanuu, Asctpanuu, llseruu (ot 30% 10 8%).

['eHOMHBIE MOCenOBaTENbHOCTH cyOBapuanTa XBB.2.3 (ACrux) mpeicraBieHbl U3
63 crpan, ero oOHapy>KEHHUE C CPEeId CCKBEHUPOBAHHBIX IMTAMMOB 3a IMOCJIeIHNE 4 HEeaenu
coctaBuiio B mupe 0,9%, B banrnanem — 100%, Kamb6omke — 29%, ['py3un — 29%, Cunra-
nype — 26%, FOxnoi Kopee — 14%.

Hons cyoBapuanta BA.2.75 B ctpykTtype VUM cHukaeTcs u 3a MOCISAHAE 4 HEIeTu
cocraBisieT B cpenneM 2,4%. CyoBapuant XBB nupkynupyer B 130 crpanax (pacnpoctpa-
HEHHOCTH 6,4%).

Wudopmarust M0 OOHOBJICHHBIM JaHHBIM O JEHOHHPOBAHHBIX T'€HOMax BHpYyca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana

YupexkneHnne, MpoBoAUBIIIee CEKBEHNPOBaHHE

B ToM uncie xo-

IIpoueHT reno-

KoauuecTBO JUYIECTBO I'€HO- MOB, OTHOCAIIIUX~
JEMOHHUPO- moB Omicron, ae- ¢l K BAPUAHTY
BaHHBIX I'€- IMMOHUPOBAHHBIX Omicron
nomoB Omi- 3a mocjaeaHue 4 (B.1.1.529). nemo-
cron HeaeJIn HHUPOBAHHBIX 3a
(B.1.1.529) (10.06. — nocjaeanue 4 He-
07.07.2023 r.) JeJTH
Ascrpanus (crabunuzanus 3a- | NSW Health Pathology — Institute of Clinical Patholo-
00J1eBaeMOCTH ) gy and Medical Research; Westmead Hospital; Uni- 159812 860 99,9
versity of Sydney
Asctpus (crabunmsanus 3a60- | Bergthaler laboratory, CeMM Research Center for
JIEBa€MOCTH) Molecular Medicine of the Austrian Academy of Sci- 191044 499 100,0
ences
Asepbaitkan (CTaOHIH3AIUS National Hematology and Transfusiology Center 20 0 0.0
3a00J1€eBa€MOCTH) ’
AnbGanwus (crabmnusaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 777 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (cradunu3zarust 3a6one- | National Reference Center for Viruses of Respiratory
i ; : 536 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackne UW Virology Lab
ocTpoBa (cTabuu3arus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. . . 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruibes (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Anrona (cradbunmsanms 3a6ose- | KRISP, KZN Research Innovation and Sequencing 169 0 0,0
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BAEMOCTH)

Platform

AHnoppa (crabunuzarus 3a00-

Instituto de Salud Carlos |11

323 0 0,0
JIEBAEMOCTH )
Amnturya u bapoyna (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1usi 3a00JIeBaCMOCTH Faculty of Medical Sciences, The University of the 111 0 0,0
West Indies, St Augustine Campus
Aprentuna (ctabunuszanus 3a- | Instituto Nacional Enfermedades Infecciosas
9068 0 0,0
00JIeBAaCMOCTH ) C.G.Malbran
Apwmenus (ctabunmsanus 3a060- | Institute of Molecular Biology NAS RA, Republic of
JIeBa€MOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunu3zarus 3a0ome- | National Institute for Public Health and the Environ- 1030 0 0.0
BacMOCTH) ment(RIVM) ’
Adranucran (cradunmmsanust 3a- | Central Public Health Lab 9 0 00
00J1eBaeMOCTH) ’
baramckue octpoBa (cTaduim- Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
3a1ms 3a00J1eBAEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanenr (crabmmsanus 3a- | Child Health Research Foundation 2095 13 100,0
00J1eBaeMOCTH)
Bap6amnoc (crabunusarnms 3a60- | Carrington Lab, Department of PreClinical Sciences,
JIEBa€MOCTH) Building 36, First Floor Biochemistry Unit, Faculty of 191 0 0,0
Medical Sciences, The University of the West Indies
baxpeiin (crabunuzanus 3a60- | Communicable Disease Laboratory, Public Health Di- 2092 0 0.0
JIEBAEMOCTH) rectorate '
benapycs (cradbunusarust 3a60- | Laboratory for HIV and opportunistic infections diag-
JIEBAEMOCTH) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (crabunusanus 3adote- Texas Children's Microbiome Center 619 0 0.0
BAEMOCTH) '
benbrus (crabunuzanus 3a60- KU Leuven, Rega Institute, Clinical and Epidemiolog- 94340 46 100,0
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JIEBAEMOCTH )

ical Virology

benun (crabunuzanus 3a007e-

Institut fiir Virologie — Institute of Virology — Charite

517 0 0,0
BAEMOCTH)
bepmyackue octpoBa (ctadbunu- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3anus 3a00J1eBaEMOCTH ) Public Health England ’
Bosrapus (crabunuzanus 3a60- | National Center of Infectious and Parasitic Diseases 7419 0 0.0
JIEBAEMOCTH ) ’
bonmBus (cumxenue 3adoseBa- | Laboratory of Respiratory Viruses and Measles, Os- 168 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bownoiip (crabunuzanus 3adome- | National Institute for Public Health and the Environ-

1067 0 0,0
BacMOCTH) ment(RIVM)
bocuus u I'epuerosuna (crabu- | University of Sarajevo, Veterinary Faculty, Laboratory 216 0 0.0
JU3alys 3a00J6BaEMOCTH) for Molecular Diagnostic and Research Laboratory ’
borcBana (crabunmsanus 3a60- | Botswana Institute for Technology Research and Inno- 3407 0 0.0
JIEBAEMOCTH ) vation ’
bpaswius (crabunusanms 3a6o0- | Instituto A(_jolfo Lutz, Interdiciplinary Procedures Cen- 109861 114 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (cTabunmu3zanus 3a0oJeBa- 46 0 0,0
€MOCTH)
bpyseii (crabunu3zarms 3adone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 5884 21 100,0

boratory)

Bbyran (crabunu3zamus 3a0oie- AFRIMS 57 0 0.0
BAEMOCTH) ’
bypkuna ®aco (crabunusanus | Laboratoire bacteriologie virologie CHUSS 70 0 0.0
3a00J1€Ba€MOCTH) ’
bypynau (crabunusanus 3a60- MRC/UVRI & LSHTM Uganda Research Unit, Na- 93 0 0.0
JIEBAEMOCTH) tional Institute of Public Health '
Benukobputanus (crabmmuza- | COVID-19 Genomics UK (COG-UK) Consortium. 1454243 480 100,0

11151 32a00J1IEBa€MOCTH)

Wellcome Sanger Institute for the COVID-19 Ge-

9




nomics UK (COG-UK) consortium.

Benrpus (crabunuzanus 3a06o-

National Laboratory of Virology, Szentdgothai Re-

469 0 0,0
JICBAEMOCTH) search Centre
Benecynaina (crabunu3arus 3a- Laboratorio de Virologia Molecular
707 0 0,0
00JIeBa€MOCTH )
Brernawm (cradunmsanus 3a6o- | National Influenza Center, National Institute of Hy-
. . . 6181 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (cTabunu3arus 3aboiie- Centre de recherches médicales de Lambaré- 9 0 0.0
BAaEMOCTH) né¢(CERMEL) ’
lantu (crabunmsarnms 3adose- Laboratoire National de Santé Publique — 382 0 0.0
BacMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnumzanus 3a6ome- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6ust (crabunuzamus 3abome- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) ’
I'ana (crabunusaius 3abonesa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2340 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banmenyma (crabumu3arus 3a- National Reference Center for Viruses of Respiratory
. ; : 653 1 100,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (craOuausamms 3a- Asomacmn fie Salud Integral/Clinica Familiar Luis 3524 104 1000
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (crabunmsarus 3a6one- | Centre de Recherche et de Formation en Infectiologie 500 0 0.0
BAacMOCTH) Guinée '
I'Bunes-bucay (crabmnmmsarnms MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) ’
I'epmanus (cradbmiuzanus 3a00- | Charité Universititsmedizin Berlin, Institutfiir Virolo-
JIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 573651 20 100,0
giene, CaSe—Group.
I'ubpanrap (cTabunuzanus 3a- Respiratory Virus Unit, National Infection Service, 199 0 0.0

00J1€Ba€MOCTH)

Public Health England
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I'onnypac (ctabunusanus 3a60-

Genomics and Proteomics Departament, Gorgas Me-

JICBAEMOCTH ) morial Institute For Health Studies 69 0 0.0
I'onkownr (cHwkenue 3abonesa- | Hong Kong Department of Health 13426 68 100,0
€MOCTH)
I'penana WINDREF/SGU Laboratory 6 0 0,0
I'penus (crabunuzanus 3a6one- | Greek Genome Center, Biomedical Research Founda- 17774 0 0.0
BacMOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunuzaius 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 9905 14 100.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabunu3zarus 3a6oneBa- | Centers for Disease Control and Preven—tion Division
. . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunmsanus 3a6oae- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, A_albor_g Unlver§|ty. I_I)epartment of Virus and 356449 5 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
JlomuHMKa (CTaOMIN3aIus 3a- Carrington Lab, Department of PreClinical Sciences,
00J1eBaEMOCTH) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
JlomunukaHckas PecriyOimka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arius 3a001eBaeMo- trol and Prevention, USA 1720 200 100,0
CTH)
JIP Kownro (crabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 536 0 0,0
JIEBAEMOCTH) medical Research(INRB)
JIP Cent Towme u [Ipuncunu LNR-TB
(crabunuzarus 3a001eBacMo- 1 0 0,0
CTH)
Eruner (crabmim3zanus 3a6one- | Main Chemical Laboratories Egypt Army
1840 0 0,0
BAEMOCTH)
3am6Owus (cTabunmsanus 3abosre- | University of Zambia, School of Veterinary Medicine 1220 0 0,0
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BAEMOCTH)

3um0babBe (cTabumusamus 3a00-

National Microbiology Reference Laborato-

JICBAEMOCTH) ry(Quadram Institute Bioscience) 316 0 0.0
W3pauns (ctadbunmsanus 3a60- | Central Virology Laboratory, Israel Ministry of Health 115945 999 95.4
JIEBAEMOCTH )
Wunus (crabunusanus 3abone- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 140913 0 0,0
Centre for Cellular and Molecular Biology
Wuponesus (crabunmmsanus 3a- | National Institute of Health Research and Develop-
38783 0 0,0
00JIeBAaCMOCTH ) ment
Hopnanus (ctabunm3anms 3a- Andersen lab at Scripps Research, CA, USA 932 0 0.0
00JIeBaCMOCTH ) ’
Upak (crabmusamus 3adosieBa- | Biology, College of Education Department of Virolo-
€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 382 0 0,0
sinki, Finland generated and submitted to GISAID
Upan (crabunmsanus 3abosiesa- | National Reference Laboratory for COVID-19, Pas-
. 2229 0 0,0
€MOCTH) teur Institute of Iran
Wpnaunus (ctaOunu3anus 3a- National Virus Reference Laboratory 57567 83 100,0
00J1€Ba€MOCTH)
Wcnanaust (cradbunmsanust 3a60- | Landspitali Department of Clinical Microbiology 10533 6 100,0
JIEBAEMOCTH)
Wcnanus (cradbunusarust 3a60- | Hospital Universitario 12 de Octubre 118827 393 100,0
JIEBAEMOCTH)
Wranus (ctadbunusanus 3a6one- | Army Medical Center, Scientific Department, Virolo- 87547 185 100,0
BaEMOCTH) gy Laboratory
Kabo—Bepne (cradbunmsanus 3a- | Institut Pasteur de Dakar
675 0 0,0
00J1eBaeMOCTH)
Kazaxcran (crabumu3arius 3a- Reference laboratory for the control of viral infections
1685 0 0,0
00J1eBaeMOCTH)
Kam6oxa (ctabunusanms 3a- Virology Unit, Institut Pasteur du Cambodge 1931 93 88 5
00J1eBaeMOCTH)

12




Kamepyn (crabuimzanus 3a60-

CREMER(Centre de Rechercherches sur les Maladies

. 781 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—¢mergentes)
Kanana (crabunumzanumst 3a6one- | Laboratoire de santé publique du Québec 294450 1610 100,0
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunmzanus 3a6one- | Biomedical Research Center(BRC), Qatar University /
. 1526 0 0,0
BacMOCTH) Qatar Genome Project(QGP)
Kenus (crabunmsamus 3a6one- | KEMRI-Wellcome Trust Research Pro- 5952 0 0.0
BaEcMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurp (crabum3zaius 3abonesa- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsarus 3a00s1e- Natl_onal Institute for Viral Disease Control and Pre- 41426 1324 100,0
BaGMOCTH) vention
KonymOus (ctabunusarus 3a- Instituto Nacional de Salud— Direccion de Investi-
., Ly 14114 0 0,0
00J1€eBa€MOCTH) gacion en Salud Publica
Komopckue octposa (ctadbunn- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1ust 3a00JIeBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzanus 3a6ome- | Charité Universitatsmedizin Berlin, Institut fiir Virolo- 899 0 00
BaeMOCTH) gie ’
Kocra—Puka (ctabunuzanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N . 9071 40 100,0
00JIeBAEMOCTH) Ensefianza en Nutricion y Salud
Kot [I'MiByap (crabuiuzaius Molecular diagnostic unit for viral haemorrhagic fe- 934 0 0.0
3a00J1€Ba€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky6a (crabunusanus 3a6oieBa- | Respiratory Infections Laboratory 596 0 0.0
€MOCTH) ’
Kygeiit (cradunu3zarus 3a6one- | Virology Unit, Department of Microbiology, Faculty
7 . 666 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreicran (ctabunuzanus 3a- | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
00J1€Ba€MOCTH) Department
Kropacao (crabunuzamnms 3a60- | National Institute for Public Health and the Environ-
1199 2 100,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunmsanus 3ab6onesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 682 3 100,0
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€MOCTH)

tal

JlaTBus (cTabunu3zanus 3a6o0J1e-

Latvian Biomedical Research and Study Centre

13883 0 0,0
BAEMOCTH)
Jlecoro (crabunu3arust 3ab6ose- | National Institute for Communicable Diseases of the
. ; 138 0 0,0
BAacMOCTH) National Health Laboratory Service
Jlubepus (cradbunusarus 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunusaius 3abone- | Laboratory of Molecular Biology and Cancer Immu- 651 0 0.0
BAEMOCTH) nology, Lebanese University Public Health England ’
Jluswus (crabunusanus 3abose- | Reference Lab for Public Health, NCDC 31 0 00
BAaEMOCTH) ’
Jlutsa (crabunm3anus 3a6one- | Vilnius University Hospital Santaros Klinikos, Center
- 11135 0 0,0
BacMOCTH) of Laboratory Medicine
JIuxTeHImTeHH (CTaOMIN3aIHsI Bergthaler laboratory, CeMM Research Center for
3a00J1€BAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1383 0 0,0
ences
JlroxcemOypr (cTabuinzanus Laboratoire national de santé, Microbiology, Microbial
. 35582 0 0,0
3200JIeBAEMOCTH) Genomics Platform
Makao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukwii (craOunn3anms 3a- CNR Virus des Infections Respiratoires — France SUD
7068 0 0,0
00J1eBaeMOCTH)
MaspuTanus (CTaOHIH3aIIS INRSP-Mauritania
7 0 0,0
3a0051€Ba€MOCTH)
Maitorra (crabunuzamus 3a60- | National Reference Center for Viruses of Respiratory
. ; . 373 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (ctabunu3sanms 3a- Institute for Medical Research, Infectious Disease Re-
00J1eBaEMOCTH) search Centre, National Institutes of Health, Ministry 30920 59 100,0
of Health Malaysia
Mamnagu (cTabunmu3zanus 3a00- KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JICBAEMOCTH) Platform
Mauu (crabunmsanus 3abonesa- | Northwestern University — Center for Pathogen Ge- 159 0 0,0
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€MOCTH) nomics and Microbial Evolution
MautbauBsI (cTaOMIH3aIHS 3a- Indira Gandhi Memorial Hospital
333 0 0,0
00J1eBaEMOCTH)
Mausta (cTabunusanus 3adose- | Molecular Diagnostics Pathology Department Mater
. . 163 0 0,0
BAaE€MOCTH) Dei Hospital Malta
MapmaiioBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department
35 0 0,0
JU3arEs 3a0016Ba€MOCTH) of Health
Mapokko (crabunusanus 3a060- | Laboratoire de Biotechnologie 1275 0 0.0
JIEBAGMOCTH )
Maprunuka (crabmusaius 3a- | CNR Virus des Infections Respiratoires — France SUD
1443 0 0,0
00JIEeBaEMOCTH )
Instituto de 15iagnostic y Referencia Epidemiologicos
Mexkcuka (crabunuszanus 3a60- | (INDRE) 41658 12 100,0
JIEBAGMOCTH )
Mo3zamoOuk (crabuiu3zaims 3a- KRISP, KZN Research Innovation and Sequencing
: 731 0 0,0
00JIeBaEMOCTH ) Platform, South Africa
MonnaBus (cTabuausarus 3a- ONCOGENE LLC 694 0 0.0
00J1eBaeMOCTH)
MoHnaxko (cTabunuzanus 3a00- National Reference Center for Viruses of Respiratory
i ; . 16 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Mowuronus (cTradumu3anms 3a- National Centre for Communication Disease (NCCD)
. 917 0 0,0
00J1eBaEMOCTH) National Influenza Center
Monutceppar (ctabunusanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
MpisiaMa (ctabumm3anus 3a00- DSMRC 102 0 0.0
JIEBAEMOCTH)
Hamun6us (ctabunm3zarus 3a00- | National Institute for Communicable Diseases of the
X : 788 0 0,0
JIEBAEMOCTH) National Health Laboratory Service
Hemnan (crabunuzanus 3a6one- | Molecular and Genomics Research Lab, Dhulikhel
BaEMOCTH) Hospital, Kathmandu University Hospital School of 1224 0 0,0

Public Health, The University of Hong Kong
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Hurep (crabunusanus 3adose-

National Reference Laboratory, Nigeria Centre for

. 123 0 0,0
BacMOCTH) Disease Control
Hurepus (crabunuzaius 3a060- | African Centre of Excellence for Genomics of Infec- 3141 0 0.0
JICBAEMOCTH) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanas! (crabuinzanus National Institute for Public Health and the Environ-
3a00J1€BAEMOCTH) ment(RIVM) 76000 44 100,0
Hosas 3enanaus (cumkenue 3a- | Institute of Environmental Science and Research(ESR) 29882 395 100.0
00JIeBaCMOCTH ) ’
HoBas Kanemonus (crabuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11151 3a00JIEBACMOCTH ) torial de Nouvelle-Calédonie ’
Hopgserus (crabunmsanms 3a60- Nprweglan Institute of Public Health, Department of 34937 9 100,0
JICBA€MOCTH) Virology
OAD (crabunu3zarust 3aboneBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
OwmaH (crabunusanus 3abonea- | Oman—National Influenza Center 412 0 0.0
€MOCTH) ’
[Makucran (cradbunusarus 3a00- | Department of Virology, Public Health Laboratories 3184 0 0.0
JIEBA€MOCTH) Division ’
[Manay (crabunuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub 66 0 0.0
BAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna (cradbunm3anus 3a- | Biochemistry and Molecular Biology Department— 73 0 0.0
00JIeBaEMOCTH ) Faculty of Medicine, Al-Quds University '
[Tanama (crabunusarus 3abone- | Gorgas memorial Institute For Health Studies 3158 21 100.0
BAEMOCTH) '
[Tarrya HoBas I'Bunest (cTabu- Queensland Health Forensic and Scientific Services 924 0 0.0
Tu3anus 3a00J1€BaeMOCTH) '
[Maparsaii (cradbunm3anus 3a60- | Laboratorio Central de Salud Publica de Paraguay 2124 0 0.0
JIEBAEMOCTH) ’
[Tepy (crabmnmzanus 3aboeBa- | Laboratorio de Referencia Nacional de Biotecnologia 34814 0 0.0
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru ’
[Monpmia (cradbunu3aius 3a00- genXone SA, Research & Development Laboratory 44745 11 100.0

JIEBAEMOCTH )
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[TopTyranus (cTabunusanus 3a-

Instituto Nacional de Saude(INSA)

22751 181 100,0
00JIeBa€MOCTH )
[TyapTo Puko (crabunm3amus Centers for Disease Control and Prevention Division
) . . 16031 19 100,0
3a00J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery
PecniyOnuka Banyary (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) boratory (MDU-PHL) ’
Pecnyonuka Jlxxuoytu (crabu- | Naval Medical Research Center Biological Defense
: 633 0 0,0
Ju3aIys 3a00JI€Ba€MOCTH ) Research Di—rectorate
Pecny6nuka Kupubatu (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JU3aIMs 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (crabuim- Institute of Tropical Medicine
210 0 0,0
3anust 3a00JIEBAEMOCTH)
Pecniy6nuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaeMOCTH) ’
Pecny6nuka Hukaparya (crabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ’
Pecny6nmuka CanbBanop (cTa- Genomics and Proteomics Departament, Gorgas Me-
. . . 382 0 0,0
Our3arys 3a0071eBa€MOCTH) morial Institute For Health Studies
Pecnyonuka Yan (crabunmu3a- Pathogen Genomics Lab, National Institute for Bio-
. 8 0 0,0
111 3300JIEBAEMOCTH) medical Research (INRB)
Peronnon (cradbmmusarust 3a60- | CNR Virus des Infections Respiratoires — France SUD 11337 0 0.0
JIEBAEMOCTH) '
Poccust (cradbunmsanust 3a6one- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni-
versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap- 45678 23 100,0

plied Microbiology & Biotechnology. Group of Genet-
ic Engeneering and Biotechnology, Federal Budget In-
stitution of Science ‘Central Research Institute of Epi-
demiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
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lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabunuzarms 3a0oiie-

GIGA Medical Genomics

197 0 0,0
BAEMOCTH)
Pymbinus (crabunmsanus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. : . 10862 6 100,0

JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Caynosckast Apasus (crabumu- | Infectious Diseases, King Faisal Hospital Research

1333 0 0,0
3a1s 3a00JICBACMOCTH ) Center
CeBepHas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
nu3arms 3a00J1€BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0 0,0

tics
Cerepnbiec Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (crabum3arus 3a0oJeBae- of Viral Diseases, Pathogen Discovery 2088 0 0,0
MOCTH)
Cetimrenel (ctabunmmsanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAEMOCTH) ’
Ceneran (cradunuzanus 3a00- IRESSEF GENOMICS LAB 1659 0 0.0
JIEBAEMOCTH)
Centr—Buncent u ['peHaanHbl Carrington Lab, Department of PreClinical Sciences,
(crabunm3arust 3a00JeBacMO- Faculty of Medical Sciences, The University of the 89 0 0,0
CTH) West Indies
Centr—Kurc u HeBuc (ctabumu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cenr—JIrocus (ctabunuzanus Carrington Lab, Department of PreClinical Sciences 174 0 0.0
3a0071€Ba€MOCTH) ’
CepOus (cradbunmsanus 3adomne- | Institute of microbiology and Immunology, Faculty of
- o 1685 0 0,0

BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (ctabunuzanus 3a00- Natlor_lal Pupllc Health Laboratory, National Centre for 26518 807 100,0
JICBa€MOCTH) Infectious Diseases
Cen-MaptuH (cTabunm3anus Institut Pasteur 301 0 0,0
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3200JIeBa€MOCTH)

Cunt—MapteH (crabunuzamnus

National Institute for Public Health and the Environ-

3a00JIeBa€MOCTH) ment(RIVM) 868 0 0.0
Cupus (cradbunmzanus 3a6one- | CASE-2021-0266829 79 0 00
BAEMOCTH) )
CnoBakust (cradbunmsanus 3a00- | Faculty of Natural Sciences, Comenius University
26839 0 0,0
JIEBAEMOCTH )
CnoBenus (crabmmu3anus 3a00- | Institute of Microbiology and Immunology, Faculty of
- T I 35753 7 100,0
JICBAEMOCTH ) Medicine, University of Ljubljana
ComomonHoBHI ocTpoBa (ctabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
Ju3arEs 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Comaiu (cTabumu3anus 3a00- National Public Health Lab- Mogadishu 9 0 0.0
JIEBAGMOCTH ) ’
Cynan (crabunusanus 3a6ome- | National Institute for Communicable Diseases of the
: ; 144 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (crabunuzarus 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
CIIA (craOunm3arms 3a0ose- Colorado Department of Public Health & Environ-
BaeMOCTH ) ment. Maine Health and Environmental Testing La- 2430803 9938 100.0
boratory. California Department of Public Health. '
UCSD EXCITE.
Creppa—Jleone (crabunmzanus | Central Public Health Reference Laboratory 1 0 0.0
3a00J1€Ba€MOCTH) ’
Tannann (crabunusarus 3a60- | COVID-19 Network Investigations(CONI) Alliance 98011 159 08.1
JIEBAEMOCTH)
TaiiBanb (cTabunuzanus 3a00- Microbial Genomics Core Lab, National Taiwan Uni-
. . . - 3006 3 100,0
JICBAEMOCTH ) versity Centers of Genomic and Precision Medicine
Tanzanus (cradbunusanus 3a6o0- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
JIEBAEMOCTH ) ’
Tepkc u Kaiikoc (ctadbunusanus | Carrington Lab, Department of Preclinical Sciences,
3a00J1€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0

West Indies, St Augustine Campus

19




Tumop-Jlemru (crabunuzanus

Microbiological Diagnostic Unit — Public Health La-

3a00J1€BAEMOCTH) boratory (MDU-PHL) 1 0 0.0

Toro (crabunm3anus 3a6oneBa- | Unité Mixte Internationale TransVIHMI(UMI 233

€MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 443 0 0,0
IRD(Institut de recherche pour le développement)

Tpununan u Tobaro (crabunu- | Carrington Lab, Department of PreClinical Sciences,

3anus 3a00J1€BAEMOCTH ) Faculty of Medical Sciences, The University of the 2633 0 0,0
West Indies

Tynuc (crabunuszanus 3abone- | Laboratoire de linique linique — Institut Pasteur de Tu- 608 0 0.0

BacMOCTH) nis ’

Typrwust (cradbunuzaius 3a6ose- | Ministry of Health Turkey 91373 0 0.0

BAaEMOCTH) ’

Vranpaa (crabunusaius 3a6ome- | MRC/UVRI & LSHTM Uganda Research Unit 673 0 0.0

BAEMOCTH) ’

Vkpauna (cradbunnsarus 3a60- | Department of Respiratory and other Viral Infections

JICBAEMOCTH ) of L.VV.Gromashevsky Institute of Epidemiology & In- 3036 9 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (cradbunmsanus 3a- | Center for Advanced Technologies 40 0 0.0

00J1eBaeMOCTH) ’

VYpyrsaii (crabunu3zanus 3a60- | Departamento Laboratorios de Salud Publica (DLSP) 215 0 00

JIEBAEMOCTH) Ministerio de Salud Publica ’

deneparusnbie mraTel Mukpo- | Pohnpei State Hospital

He3uH (cTabuau3anus 3a0oJe- 85 0 0,0

BAEMOCTH)

dununmunel (cradbunusanus 3a- | Philippine Genome Center 14758 0 00

00J1eBaeMOCTH) ’

Ounnsaaus (ctabunmsanus 3a- | Dep6rtment of Virology, Faculty of Medicine, Univer- 99586 0 0.0

00J1eBaeMOCTH) sity of Helsinki ’

®pannus (cradmmuzamus 3a00- | CNR Virus des Infections Respiratoires — France SUD 365646 370 100,0

JIEBAEMOCTH)

®panmysckas ['Buana (ctabu- National Reference Center for Viruses of Respiratory 1644 4 100.0

JU3arys 3a00JICBAaCMOCTH )

Infections, Institut Pasteur, Paris
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@pannysckas [Tonunesus (cra-

National Reference Center for Viruses of Respiratory

Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris 13 0 0.0
Xopsarus (crabmnusaius 3a00- | Croatian Institute of Public Health 24903 0 0.0
JIEBAaEMOCTH ) ’
LIAP (crabunmsanus 3aboneBa- | Pathogen Sequencing Lab, National Institute for Bio- 63 0 0.0
€MOCTH) medical Research(INRB) ’
Uepnoropus (ctadmmsanus 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 476 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (crabunnsaius 3aboe- The National Institute of Public Health 33492 0 0.0
BAEMOCTH) ’
Yunu (crabunusaius 3abonesa- | Instituto de Salud Publica de Chile 5674 21 100.0
€MOCTH) ’
[IBeiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,
00J1eBaeMOCTH) ETH Ziirich. 54401 38 100,0
[IBerus (crabunusanus 3a6o- | The Public Health Agency of Sweden 110050 307 100,0
JIEBAEMOCTH)
[pu-Jlanka (crabunuzarus 3a- | Centre for Dengue Research and AICBU, Department 1170 0 0.0
00JIeBaEMOCTH) of Immunology and Molecular Medicine '
OkBajop (crabmimzanus 3a060- | Instituto Nacional de Investigacionen Salud Publica, 5820 120 1000
JIEBAa€MOCTH ) INSPI '
DOxkBatopuanbsHas ['Bunes (cra- | Swiss Tropical and Public Health Institute 9 0 00
Oounuzanuys 3a00J1€BaeMOCTH) :
Dcearunu (cradunusanus 3a60- | Nhlangano Health Centre(National Institute for Com-
JICBAEMOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0
Service)
Ocronus (ctadbunmsanus 3a60- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0
JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH '
D¢uonus (cradbunusanus 3a60- | International Centre for Genetic Engineering and Bio-
JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 119 0 0,0
nome Sequencing
FOAP (crabumuszanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 26055 0 0.0

€MOCTH)

Platform.
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Oxnas Kopes (crabunuzarus

Division of Emerging Infectious Diseases, Bureau of

3200J1€BAEMOCTH) Infectious Diseases Diagnosis Control, Korea Disease 123171 930 98,8
Control and Prevention Agency

HOxusiii Cynan (crabunuzanuss | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3200JICBAEMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabunu3zans 3a6ome- | Carrington Lab, Department of PreClinical Sciences,

BAaEMOCTH) Faculty of Medical Sciences, The University of the 3118 0 0,0
West Indies

Snonwus (crabunuzarus 3abone- | Pathogen Genomics Center, National Institute of Infec- 418214 415 99.3

BAEMOCTH)

tious Diseases
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E:xenenesbnoe 3nunodHoBaenne BO3 Ne 150 ot 06.07.2023

Bapuantsl SARS-CoV-2, npeacraBiasiioimyue MHTEpec, U BapHMaHTbl, HaAXO/I-
1uecs noJ Had 1eHueM

I'eorpadguyeckoe pacnpocTpaHeHHue U paCPOCTPAHEHHOCTh

Bo Bcem mupe ¢ 5 utons no 2 utons 2023 r. (28 nueit) yepe3z GISAID 6wu10 nepe-
nano 13 018 mocnenoBarenbHOcTet SARS-CoOV-2. B Hacrosmiee Bpemst BO3 orcnexu-
BaeT JBa npeictaBisitonnx uHTepec Bapuanta (VOI), XBB.1.5 u XBB.1.16, a Takxe
mecTh oTciaexuBaembix BapuanTtoB (VUM) m ux motomkoB: BA.2.75, CH.1.1, XBB,
XBB.1.9.1, XBB. 1.9.2 u XBB.2.3.

B nepuon ¢ 15 mas o 11 utonst 2023 r. (28 nueit) 71 ctpana cooduimia o mociaeao-
BarenbHOCTAX XBB.1.5, Bcero 115 crpan no coctosauio Ha 18 utons 2023 r. (puc. 4A,
tabymna 2). B Tedenne toro ke 28-1HeBHOTO nepruoaa 64 cTpaHbl COOOIIMIH O MTOCIIEO0-
BarenbHOCTAX XBB.1.16, B pe3ynbTare uero obiee KOJIMYECTBO CTpaH cocTaBuiio 91
(puc. 4B, Ttabmuma 2). PacmpoctpanenHocts XBB.1.5 cHusmimach, m ero 3amMeHUI
XBB.1.16 kak qoOMUHUPYIOIIMI BapuaHT BO BceM Mupe. Ha 24-i snnIeMHoaorniecKou
Henene (¢ 12 mo 18 urons 2023 r.) va XBB.1.5 npuxoaunocek 16,3% mnociegoBaTeabHO-
creit no cpaBHenuto ¢ 30,1% na 20-i1 Henene (¢ 15 nmo 21 masg 2023 r.). 3a TOT ke OTUET-
HBII IIEPUOJI YBEJINUNIIACh pacrpocTpaneHHOCTh XBB.1.16, cocraBus 21,2% nocnenosa-
TeJIbHOCTEN Ha 24-i1 Henene 1o cpaBHeHUIo ¢ 18,1% nHa 20-i1 Hexene.

B Tabmuie 3 moka3zaHo xoimuecTBO cTpaH, coobmarmux o0 VOI u VUM c mo-
MEHTa UX MOSBIICHUS, U UX PaCIpOCTpaHeHHOCTH ¢ 20-i o 24-10 Hexemo. Cpenn VUM
XBB, XBB.1.9.2 u XBB.2.3 neMoHCTpUpYIOT TEHACHIIUIO K pocTy; npyrue VUM ne-
MOHCTPUPYIOT TeHJIeHIMIO K cHMxeHnt0. VOI u VUM, neMoHCcTpupyronme TeHASHINH K
YBEJIMYEHUIO, BBIJICJICHBl OPAHXKEBBIM IIBETOM, a MOKA3aTelld C TEHJACHUUSIMHU K CHUXKE-
HUIO — 3€JICHBIM.

Tennenunn BapuantoB SARS-CoV-2 no-npexxHemy pa3inyaroTcsi B pa3HbIX peru-
oHax u cTpaHax BO3. B HEKOTOphIX CTpaHax B MoOCIeqHEe BpeMsl HaOII0JaeTCsl pOCT
yrcna ciaydaes, o0yciosieHHbI VOI u Hekotopeimu VUM. B HEKOTOpBIX ciiydasx yBe-
JMYEHUE YMCIla CIIy4aeB COMPOBOXKAAIOCH POCTOM 4YMCIA FOCHUTAIM3AIMN U CMEpTEeH,
XOTSl OHU HIKE IO CPaBHEHUIO C MPEIbIAYyIIMMHU BoHaMu. Habmomaemass HEOTHOPOI-
HOCTh B JMHAMHKE IUPKYJISUU BapUaHTOB, a Takke Oojiee HU3KUE MOKa3aTeslu 3aboJie-
Ba€MOCTHU U CMEPTHOCTH MOTYT OBITh YaCTHYHO CBS3aHBI C MOMYJSIIMOHHBIM HMMYHHUTE-
TOM, BO3HMKIIMM B pe3yJbTaTe BaKUWHAIMK W TpeamecTByonmx uHexknuii SARS-
CoV-2. B teuenue Hegens ¢ 20 no 24 XBB.1.5 nomunnpoBan B AMEpUKaHCKOM PErHOHE
(40% nocnenoBatenbHOCTEN), Toraa kak XBB.1.16 nomunnposan B EBponeiickom peru-
one, Pernone KOro-Bocrounoit Azum u Pernone 3anagnoi yactu Tuxoro okeana (31%,
28 % u 17% nponeHToB NocaeA0BaTeNbHOCTEN COOTBETCTBEHHO). APpPUKAHCKUN PETHOH
u Pernon Boctounoro CpeauzeMHOMOpbsS B COBOKYNHOCTH IpeactaBuwin MeHee 20%
MOCJIE/I0BATEILHOCTEH 32 OTYETHBIN nepuo (puc. 5).

['mobasnpbHBIE TEHIEHIIMM KOJWYECTBA U MpPOIEHTa moclenoBaTreabHocTeir SARS-
CoV-2 nokazansl Ha Pucynke 6. B cBsi3u cO CHIDKEHUEM TEHICHIIMI TECTHPOBAHUS U Ce-

KBCHUPOBAHUA BO BCEM MUPC HU3KHUC U HCPCIIPCICHTATHUBHLIC YPOBHHU I'CHOMHOI'O 3IIHU /-
23



Hags3opa 3a SARS-CoV-2 mpomomkarioT co3maBaTh MPOOJIEMBl TIPU a/IeKBATHOM OLIEHKE
pacnpocTtpaneHHOCTH BapuanToB SARS-CoV-2.

Ta6muma 2. ExxenenensHas pacnpoctpaneHHoctb VOI u VUM SARS-CoV-2, snu-
nemuonornyeckas Heaesst ¢ 20 o 24 wenemo 2023 r.

Crpanbl® Mocnegosate  2023-20 2023-21 2023-22  2023-23  2023-24
NbHOCTH?

XBB.1.5* (VOI) 115 250 410 30.14 26.66 22.56 2112 16.26
XBB.1.16* (VOI) 91 31 367 18.12 18.59 20.53 21.70 21.18
BA.2.75* 124 121 110 291 2.64 271 2.27 2.33
CH.1.1* 95 42 312 1.12 0.89 0.88 0.83 0.78
XBB* 130 63 467 495 5.61 5.80 6.68 7.46
XBB.1.9.1* o8 43 728 18.24 18.20 18.37 18.00 16.04
XBB.1.9.2* 82 22 645 10.26 11.43 12.70 11.85 12.68
XBB.2.3* 63 6522 3.47 4.10 4.26 3.93 4.25
HenasnaueHHble* 92 149 333 0.97 1.29 1.88 2.73 6.36
Opyrue® 209 6751730 8.95 09.53 09.35 9.97 11.97

[}

* BrurrodaeT MOTOMKH, 32 MCKIIFOUEHUEM TeX, KOTOPBIC YKa3aHbl OTIEIBHO B IPYTHX Me-
crax Tabmunpl. Hampumep, XBB* He Bkmouaer XBB.1.5, XBB.1.9.1, XBB.1.9.2, XBB.1.16 u
XBB.2.3. + [pyrue — 3T0 Apyrue LUUPKYJIHPYIOLIHME POAOCIOBHBIC, 3a uckitoueHueM VOI,
VUMs, BA.1*, BA.2*, BA.3*, BA.4*, BA.5*.§ KonudecTBO cTpaH M IMOCJIEA0BATEILHOCTEN C

MOMCHTaA ITOABJICHUA BAPUAHTOB

Pucynok 4. I'moGanpHas 28-IHEBHAs PacHpOCTPAHCHHOCTh MHTEPECYIOIINX BapH-
antoB XBB.1.5 (A) u XBB.1.16 (B) ¢ 15 mas o 11 urons 2023 r.*+

A XBB.L5
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*OTUeTHBIN MepHOA [T ydeTa 3aJIepKKH 1moga4n rnocienoareiabHoct B GISAID.

+ Mcropuueckoe NpUCYTCTBUE YKa3bIBAET HA CTPaHbl, KOTOPbIE paHee COOOIIAIM O Moce-
noBarenbHOCTAX XBB.1.5 u XBB.1.6, HO He coolmmanu o HuX B nepuof ¢ 15 mas no 11 urons
2023 rona.

Pucynok 5. Tpu ocHoBHbix Bapuanta SARS-CoV-2 (Bkmouas ne -VOI/VUM) no
perunonam BO3, snunemuonorudeckas venens ¢ 20-i mo 24-1o nvegemo 2023 r.*

Americas B XBB.15
B XBB.1.16
European [l XBB.1.9.1
B xBB.19.2
South-East Asia
Western Pacific

T T T T

0 20 40 60 80 100
Variant Prevalence (%)

* Adpukanckuii pervioH u Pernon Boctounoro Cpean3zeMHOMOPBSI B COBOKYITHOCTH TPEJI-
craBuiii MeHee 20% mocne0BaTeIbHOCTEH B paMKaxX OTYETHOTO IMEPHOo/a.
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Pucynok 6. KonmaectBo u nporieHT nocnenosarensaocteit SARS-CoV-2 ¢ 1 sHBa-
ps o 18 utons 2023 r.

Number g¢f sequences submitted to GISAID

Pangalineages
|BA 2 75%

TR

XBB.1.9.2*¥ BAS¥

. XBB.15*
e XBB.L9.1* =)(BB_1_9_1’=
- | BEEERE
P xee116+
| RERES

XBB*

Percantage of sequences submitted to
GISAID

Unassigned

Jan 2023 Feb 2023 Mar2023 Apr20z3 May 2023 Jun 2023

Date of specimen collection

Pucynox 6. Ha manenu A moka3aHO KOJIMYECTBO, a HA MaHENIW B MpOIeHT BcexX MUPKYIIH-
pyromux BapuanToB ¢ sHBaps 2023 roxa. [loka3ansl cectpuHckue A Omicron M JOTIOTHH-
tenbHble MTOTOMKH Omicron VOC, Haxonsuigecss Moja AalbHEHIINM MOHHTOPHHTOM. BA.1*,
BA.2* BA.3* BA.4* u BA.5* (* yka3pIBaeT Ha BKJIIOYEHHE TTOTOMKOB) BKJIIOYalOT Bce BA.1,
BA.2, BA.3, BA.4 u BA.5 00benHII MOTOMKH, 32 UCKITIOUEHHEM IUPKYJIUPYIOIIUX B HACTOS-
niee BpeMsi BapHaHTOB, MMOKAa3aHHBIX MHAUBUAyaIbHO. Kareropus «HeHa3HaueHHbIE» BKIIIOUYAET
POMOCTOBHBIC, OXHUJAIOIINE TMOJTydyeHus uMeHu ponocioBHoii PANGO, torpa kak Karteropwust
«/Ipyrue» BKitO4aeT poJOCIOBHBIE, KOTOPbIE Ha3HAUEHBI, HO HE MepedrciieHbl B Jerennae. Hc-
TOYHUK: JJaHHBIE 0 mociienoBarenbHocTH SARS-COV-2 n meragannasie GISAID 3a nepuox ¢ 1
auBaps 2023 r. o 18 utons 2023 r.

Hyoaukanun

1. Nat Commun. 2023 Jun 3;14(1):3235. doi: 10.1038/s41467-023-38867-X.

Sequential intrahost evolution and onward transmission of SARS-CoV-2 vari-
ants

Ana S Gonzalez-Reiche, Hala Alshammary, Sarah Schaefer, Gopi Patel, Jose Po-
lanco, Juan Manuel Carrefio, Angela A Amoako, Aria Rooker, Christian Cognigni, Dan-
iel Floda, Adriana van de Guchte, Zain Khalil, Keith Farrugia, Nima Assad, Jian Zhang,
Bremy Alburquerque; PARIS/PSP study group; Levy A Sominsky, Charles Gleason,
Komal Srivastava, Robert Sebra, Juan David Ramirez, Radhika Banu, Paras Shrestha,
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Florian Krammer, Alberto Paniz-Mondolfi, Emilia Mia Sordillo, Viviana Simon, Harm
van Bake

IHocienoBartesibHAs IBOJTIOLMS BHYTPHM XO035IMHA U JajibHellIas mepeaadya Ba-
puanToB SARS-CoV-2

AHHOTaIIMA

Coo0mmanocs 0 CTOMKHUX HHMEKIMSAX, BBI3BAHHBIX KOPOHABUPYCOM 2 TSXKEIOTO
octporo pecniuparoproro cuaapoma (SARS-CoV-2), y i ¢ ociiabiaeHHBIM UMMYHHTE-
TOM U JIIOAEH, TPOXOASIMINX UMMYHOMOYJIUPYIOLIEe JeYeHUe. XO0Ts SBOIIOLUUS BHYTPH
X03s5iMHa ObLTa 33J0KYMEHTHPOBaHa, MPsIMbIE J0KA3aTENbCTBA MOCIEAYIONIEH Mepeaun u
MPOJIOJIKAIOIIEHCS OATAMHOM aJanTaliui OTCYTCTBYIOT. 3/1e€Ch MBI ONKCHIBAEM IOCTe-
noBatenbHble nepcuctupyromme uHpekuuun SARS-CoV-2 y Tpex uenoBek, KOTOpbIE
MIPUBENU K BOBHUKHOBEHHIO, TIPSIMOM Tepesaye v MPOoJA0KEHUIO IBOJTIONMKY HOBOM TOI-
auaun Omicron, BA.1.23, B Tedenne BocbMUMeECSYHOTO nepuoza. [lepBoHauanpHO Tie-
penanHblil BapuanT BA.1.23 konupoBai ceMpb JONOJHUTENbHBIX aMUHOKHUCIOTHBIX 3aMEH
B mumoBugHoM Oenke (E96D, R346T, L455W, K458M, A484V, H681R, A688V) u ne-
MOHCTPUPOBAJl 3HAUUTEIBbHYIO YCTOWYMBOCTh K HEUTpaIMU3AIMN CHIBOPOTKOM M3 OycTH-
poBanHoro u/mim Omicron BA.1 - undunupoBanusle yuacTHUKHU uccienoBanus. [Tocie-
JyIoIas npoAoJpKaromasicss permkanus BA.1.23 nmpusena Kk JONOJIHUTEIBHBIM 3aMEHAM
B Oenke mmna (S254F, N448S, F456L, M458K, FO81L, S982L), a Takxke B MATH APYTUX
Oenkax Bupyca. Hamm pe3ynbTaThl MOKa3bIBalOT HE TOIBKO TO, uTO JIMHUS Omicron BA.1
MOKET €I1le OOJIBIIE OTIUYATHCS OT CBOETO YK€ HCKIIOUUTEIBHO MYTHPOBAHHOTO T€HO-
Ma, HO TaK)Ke M TO, YTO MAIMEHTHI C MEPCUCTUPYIOMUMH UH(DEKITUIMU MOTYT IepeaBaTh
ATH BUPYCHBIC BapuaHTHl. TakuMm 00pa3oMm, CYIIECTBYET HACTOSTEIbHAs HEOOXOIUMOCTh
B pealM3aliii CTPaTeruil Mo MpeaoTBPAIlCHUIO JuTenbHON perumkanun SARS-CoV-2
U OrPAHUYECHMIO PACIpPOCTPAHEHUSI HOBBIX, YCTOMYMBBIX K HEUTpalM3allii BapUAHTOB
Cpeau yA3BUMBIX MAI[MEHTOB.

2. PL0OS One. 2023 Jun 15;18(6):e0279221. doi: 10.1371/journal.pone.0279221.
eCollection 2023.

Genome characterization based on the Spike-614 and NS8-84 loci of SARS-
CoV-2 reveals two major possible onsets of the COVID-19 pandemic

Xiaowen Hu, Yaojia Mu, Ruru Deng, Guohui Yi 3, Lei Yao 4, Jiaming Zhang

XapakTepucTuka reHoMa Ha ocHoBe JIOKycoB Spike-614 u NS8-84 SARS-CoV-
2 BBISIBJISIET IBA OCHOBHBIX BO3MOKHBIX HavaJia nanaemuu COVID-19.

AHHOTaIIMA

['mobanpuas nmangemust COVID-19 nnmutcst yxe 3 rona ¢ MOMEHTa €€ BCIIBIIIKH,
OJIHAKO €€ MPOUCXO0KEHHUE J0 CUX TOP HEU3BECTHO. 3/1€Ch MbI IPOAHATIU3UPOBAII [€HO-
turbl 3,14 mummona reHoMoB SARS-CoV-2 Ha ocHOBe aMHHOKHUCIIOTH 614 mmmna (S) u
aMUHOKHUCIOTHI 84 NS8 (HecTpyKkTypHbI Oenok §) u onpeaenuian 16 ramioTHIIOB CLEM-
nenusi. [amnorun GL (S_614G u NS8 84L) Obl1 OCHOBHBIM TaryiOTUIIOM, BBI3BABILIUM
[JIOO0AJIbHYIO MAaHJAEMUIO, U HAa €r0 AOJI0 NPUXOAHIOCch 99,2% CeKBEHMpPOBAaHHBIX I'€HO-

MOB, B TO BpeMsa kak ramiotun DL (S 614D u NS8 84L) Bei3Ban manmemuto B Kutae
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BecHo 2020 r. u coctaBun okoio 60 % renomoB B Kurtae u 0,45% MHUPOBBIX T€HOMOB.
[Namnorunsr GS (S_614G u NS8 84S), DS (S 614D u NS8 84S) u NS (S 614N u
NS8 84S) cocraBnsanu 0,26%, 0,06% u 0,0067% reHOMOB coOoTBeTCTBeHHO. OCHOBHAS
sBomonronHas Tpaekropus SARS-CoV-2 — DS—DL—GL, Torna kak apyrue rario-
THUIIBI SIBJISIFOTCSI BTOPOCTENIEHHBIMU MOOOYHBIMH MPOAYKTaAMU 3BOJIOIUU. Y TUBUTEIHHO,
HO HoBeMmmii ramotun GL uMen camMoe paHHee BpeMs MOSIBJIEHUSI CAMOI0 MOCJIEIHETO
obmrero npeaka (tMRCA), kotopoe B cpennem Obuto 1 mast 2019 r., B TO BpeMs Kak ca-
MBI cTapblid raruiotun DS umen camoe HoBoe BpeMst tMRCA co cpennum 3HaueHuem 17
OKTSIOpSA, YTO YKa3bIBa€T Ha TO, YTO MPEAKOBBIE MITAMMBbI, KOTOpbIE nanu poxaeHue GL,
BBIMEPJIM U 3aMEHEHBI 00Jiee alalTUPOBAHHBIM HOBUYKOM B MECTE €r0 MPOUCXOKIACHUS,
TOYHO TaK K€, KaK MOCJIEA0BAaTEIbHBIM POCT U MaJCHHUE AeNbTa- U OMUKPOHHBIX BapHUaH-
TOB. OnHako nosiBuicA ramrotun DL, KoTopelil mpeBpaTUiICs B TOKCUYHBIE IITAMMBI U
cupoBonupoBain nagaemuto B Kurae, kyna mramvel GL He npubbiu k konny 2019 ropa.
[tammbr GL pacnpocTpaHWINCh 1O BCEMY MHUPY JO TOTO, Kak ObUIM OOHApy>KEHBI, U
CIIPOBOLMPOBAIY TJI00ATBHYIO MaHAEMHIO. KOTOPYIO HE 3aMeyalid, [M0Ka BUPYC HE ObLI
o0wsiBnieH B Kurae. Onnako ramorun GL He umen 6ombinoro Biusiaus B Kurae Ha paH-
HEel CTaJnM MaHJIEeMUU U3-3a €ro MO3HETr0 MPUOBITHUS, a TAKXKE U3-3a CTPOTOro KOHTPOJIS
nepenaun B Kurae. [loaToMy MBI ipeiaraem JiBa OCHOBHBIX Havana nmanaemun COVID-
19, ogHO M3 KOTOpHIX OBUIO B OCHOBHOM BbI3BaHO ramsioturiom DL B Kurae, a apyroe
Ob110 BRI3BaHO raruiotunoM GL Bo Bcem mupe.

3. Microbiol Spectr. 2023 Jun 15;11(3):e0345022. doi: 10.1128/spectrum.03450-22.
Epub 2023 May 8.

Efficient SARS-CoV-2 Surveillance during the Pandemic-Endemic Transition
Using PCR-Based Genotyping Assays

Lianne Koets, Karin van Leeuwen, Maaike Derlagen, Jalenka van Wijk, Nadia
Keijzer, Jelena D M Feenstra, Manoj Gandhi, Oceane Sorel, Thijs J W van de Laar,
Marco H G M Koppelman

¢ dexTuBHbIii Hag30p 3a SARS-C0OV-2 Bo BpeMsi mepexoaa OT MaHAeMHUH K
JH/IEMHUH C UCIO0JIb30BAaHHEM METOA0B reHOTUITMPOBAHUA HA ocHoBe ITL[P

AHHOTaLIMA

BrebiBatomue o3aboueHHocTh BapuaHThl (VOC) KopoHaBUpyca TSKEIOTO OCTPOTO
pecriuparoproro cuuapoma-2 (SARS-CoV-2) npenctaBisioT MOBBIMICHHBIH PUCK IS
3/10pOBbsI HaceJeHHsl u3-3a 0ojiee BHICOKOW TPAHCMHCCHUBHOCTH W/WIIHM YCKOJIb3aHUSI OT
UMMYHHTETa. B 3TOM uccienoBaHUU MBI ONEHWIH 3(PPEKTUBHOCTH MOJIB30BATEIHCKON
na"enu mytamuii TagMan SARS-CoV-2, coctosmieit u3 10 BbIOpaHHBIX TECTOB I€HOTH-
nuposanus [P B peanbHoM Bpemenu (RT-PCR), no cpaBHEHHIO C TOJTHOTEHOMHBIM Ce-
kBeHupoBanueM (WGS) mist uaeHTHGUKAIUKA S JIETYYUX OPTraHUYECKUX COCIMHEHUH,
mupkynupyomux B Hunepnanaax. [lonoxutensueie Ha SARS-CoV-2 o6paszusr (N =
664), coopannsie Bo Bpemsi o0brgHoro [11[P-ckpununra (15 < CT < 32) B nepuoj ¢ mas
no uronb 2021 r. u ¢ gexadps 2021 r. nmo suBaps 2022 r., OBITH OTOOpPAHBI M MTPOAHAIU-

3UPOBaHbl C MCIOJIb30BaHUEM MeTOoAoB TreHoTunupoBanus OT-IILP. Ilpoucxoxaenue
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VOC omnpenensiuin Ha OCHOBe 00OHapy)eHHOoro npodmiis myraruid. [TapamnensHo Bce 00-
pasuel mponum WGS ¢ uccnenoBarensckoit manensio lon AmpliSeq SARS-CoV-2. Cpe-
i 664 monoxutenbHbIX 00pa3noB SARS-CoV-2 ananusbl renotunupoBanus OT-TTL[P
knaccuduiupoBanu 31,2% xak anspa (N = 207); 48,9% B Bunme nenvtol (N = 325);
19,4% B Buae omukpon (N = 129), 0,3% B Buzge 6eta (N = 2) u 1 obpazen B Bujae Heme-
TY4HUX OpPraHUYEeCKUX COeIUHEHUU. Pe3ynbrarhl comocTaBieHUsl ObUIM TOTY4YEHBI C HC-
nosib3oBanneM WGS B 100% o6pa3noB. AHanu3bl reHotunupoBanust OT-TILIP mo3Bo-
ns10T TouHO oOHapykuBaTh VOC SARS-CoV-2. Kpome Toro, oHHU JIETKO peaanu3yeMsbl, a
3aTpaThl U BpEMs BBIMOJHEHHUS PabOT 3HAYUTENBHO COKPAIIAIOTCS IO CPAaBHEHHIO C
WGS. Ilo 310t mpuyrHEe MOXKHO BKIIFOUUTH 00JIe€ BBICOKYIO JOJIIO MOJIOXKUTEIBHBIX CITy-
gaeB SARS-CoV-2 B smmanamzop 3a VOC, coxpaHss pu 3TOM IieHHbIe pecypchl WGS
JUTSI BBISIBJICHHSI HOBBIX BapHaHTOB. Takum oOpazoMm, aHanmu3bl reHoTHnHpoBaHus OT-
[TL[P mMoryT cTaTh MOUTHBIM METOJIOM JIJIsl BKIFOYCHHs B dmuaHaa30p 3a SARS-CoV-2.
BAXHO! T'enom KopoHaBHpyca TSKEIOTO OCTPOrO PECHUpaToOpHOro CHHApoMa-2
(SARS-CoV-2) nocrostaao Mensiercsi. [1o oleHKam, K HACTOSIIEMY BPEMEHH CYIICCTBY-
10T Thicsiun BapuaHToB SARS-CoV-2. HekoTopsie M3 3THX BapHUAHTOB, BBI3BIBAIOIIUE
03a6oueHHOCTh (VOC), peICcTaBISIOT MOBBIMICHHBIN PUCK IS 3[I0POBbSI HACEJICHUS U3-
3a 0oJiee BBHICOKOW TPAaHCMHCCHUBHOCTH W/WIM YCKOJB3aHHUS OT uMMyHuTeTa. HaGmroze-
HUE 32 MMaTOT€HaMU TTOMOTAET UCCIEI0BATENSAM, IUIEMHUOIIOTaM U MPEACTaBUTENSIM Op-
raHoOB 37paBOOXPAHEHUSI OTCIEKHUBATh IBOJIOLMIO BO30yauTENe NHPEKIMOHHBIX 3a00-
JICBAaHUH, IPEIYIPEKIATh O PACIPOCTPAHEHUH MTATOTCHOB U pa3padaThiBaTh KOHTPMEPHI,
TaKhe KakK BaKIMHBL. MeTOJl, UCTIONb3YEeMbIil /1JIsi HAOJIIO/ICHUS 3a MaTOre€HaMH, Ha3bIBa-
€TCSl aHAJIM30M TOCIEIOBATEILHOCTH, KOTOPBIM MO3BOJISAET UCCIEAOBATh CTPOUTEIHHBIC
ook SARS-CoV-2. B aTom nccnenoBanuu npecrabiieH HOBeI Meton ITL[P, ocHOBaH-
HBI HA OOHApPYXCHHH CIENU(DUUECKUX U3MEHEHUH STUX CTPOUTEIBHBIX OJOKOB. DTOT
METO]T TIO3BOJISIET OBICTPO, TOYHO M HEJIOPOTO ONPEACISATh Pa3INYHbIC JETYIHUEe OPTaHU-
yeckue coeauneHuss SARS-CoV-2. CiaemoBaTeibHO, 3TO ObLI Obl MOIIHBIA METOJ IS
BKJIFOUCHUS B dnuIHa30p 3a SARS-CoV-2.
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