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PacnpocTrpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcs noja Haoaoaenuem (VUM), Ha ocHoBe
KOJINYeCTBA UX T€HOMOB, /IeNIOHNPOBAHHBIX B 6a3y nanubix GISAID
3a Heneo ¢ 24.06.2023 r. mo 30.06.2023 r.
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Pocnompebnaoszopa, Capamos, Poccuiickas @edepayus

B 00630pe mpeactaBieHa nHbopmaIus Mo MUPKYIUPYIOITUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux untepec (VOI) u cyoBapuantoB Omicron,
Haxojsmxcesa noj HaomogaenueMm (VUM), reHOMHBIE TOCIE0BATeIbHOCTH KOTOPBIX pas-
MeIeHs B MexayHapomHoi ©Oaze maHHbix GISAID 3a mememio ¢ 24.06.2023 r. mo
30.06.2023 1.

[To cocrostamro ma 30 mrons 2023 r. B cooTBeTcTBHH ¢ Kiaccupukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2 BenwBatonux wHTepec (VOI) oTHEceHBI cyOBapHaHTHI
XBB.1.5 u XBB.1.16. B rpynny mupKyaupyomux BapUaHTOB, HAXOASIIUXCS 10T HAOIO-
nenueM (VUM) Brumrodensl reHerumueckue nuauu BA.2.75, CH.1.1, XBB, XBB.1.9.1,
XBB.1.9.2 u XBB.2.3. CyoBapuant BQ.1 (Typhon), He momy4mBIINi BBICOKOW pacmpo-
CTPAHEHHOCTH, UCKIIFOUEH U3 criucka VUM.

Ha cerogusuinuii nens B 6a3e nanabix GISAID Bcero npencrtasneno 15 762 801 re-
HoMoB Bupyca SARS-COV-2 (3a Hepemo nenonupoBano 53 312 mocnenoparenbHOCTEH). B
MHUpE CTpaHaMH — JHJIEPAMH TI0 KOJIMYECTBY JIEMOHUPOBAHHBIX T€HOMHBIX TTOCIIEIOBATEIh-
Hoctei Bupyca SARS-CoV-2 ocrarorcss CIIA — (4 828 441 renom — 30,6 % ot Bcex pas-
mernieHHbIX B GISAID) u BenukoOpuranus (3 091 262 renoma — 19,6 %).

HMupkynauus Bupyca SARS-COV-2 renoBapuanta Omicron 3aperucTpupoBaHa B
218 crpanax (no nanaeiM CMU nHa 30.06.2023 1.).

Bcero B 6a3y mannbix GISAID gemonmpoBano 8297 690 renomoB BapuaHTa
Omicron, 3a aHanu3upyemyro Heaemro pazmernieHo emie 50 540 reHOMHBIX MOcae0BaTEb-
Hoctelt — 94,8 % oT Bcex MpencTaBICHHBIX 3a TEKYILIYI0 HEAETI0 IeHOBAPHMAHTOB BHpYCa
SARS-CoV-2. Poccuiickumu nabopatopusamu pasmenieHo 71 532 renomHsbIe mocienoBa-
teabHOCTH BUpyca SARS-COV-2, B ToMm yucie Bapuanta Omicron — 45 657 reHOMOB.

Ha cerognsimauii newp B 6aze ganubix GISAID 3aduxcupoBaHo enoHUPOBaHUE Ba-
puanta Omicron u3 210 ctpan u Tepputopuii (Ha npeasiayiiei Hexene — 210): ABcTpanus,
ABctpusi, AzepOaiimxkan, Anbanusi, Ammkup, Amepukanckoe Camoa, AHmoppa, AHroia,
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Anturya u bapOyna, Aarunes, ApreatuHa, Apmenusi, Apy6a, Adranucran, banriazaenr,
bap6anoc, baxpeitn, benapycs, bensrus, bepmyackue OctpoBa, benus, benun, bonrapus,
bonusus, borceana, bocuusa u I'epueroBuna, bonaiipe, bpasunus, bpynei, bpuranckue
Buprunckue octpoBa, byran, bypynmu, Bypkuna-®aco, BenukoOputanusi, Benecyaina,
Benrpus, Buprunckue OctpoBa (CIIIA), Beetnam, 'ana, [Nautu, 'amOus, ["aitana, I'Baze-
nymna, ['Baremana, I'sunes, ['epmanus, ['n6panrap, I'onaypac, 'onkonr, I'penus, ['py3us,
I'yam, I'abon, Janus, [>xulOytu, Jomunukanckas PecnyOnuka, Jlomunuka, JIPK Jlemokpa-
tudeckass Pecnybonuka Bocrounsiii Tumop, lemokparuueckas Pecnyonuka Can-Tome u
[Tpuncunu, Eruner, 3amous, 3umbadse, M3panns, Uaaus, Uanonesus, Mopaanus, Hpak,
Wpan, Upnanaus, Ucnannus, Ucnanus, Uranusa, Kabo-Bepae, Kazaxcran, KaiimaHoBBI
OctpoBa, Kambomxa, Kamepyn, Kanana, Karap, Kenus, Kumnp, Kutait, Kupubatu, Koxym-
ous, Kocoro, Kocra-Puka, Kor-g'MByap, Kyba, Kyseiir, Keiprecran, Kropacao, Jlaoc,
JlatBus, JluGepus, Jlusan, Jlusus, Jluxtenmreitn, JIutea, Jlecoto (Koponescto JlecoTo),
JIrokceMOypr, Manarackap, MaBpukuii, MaBputanusi, Makao, Manasu, Manaiizus, Maib-
nuBbl, Manbsta, Manmu, Mapokko, Maptunnka, Mapmamiosl OctpoBa, Maiiorra, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Montceppar, Mesaama, Mukponesusi, Hamu-
ous, Hunepnanaesl, Hurep, Hurepus, Henan, Hopserus, Hosas 3enanaus, Hosas Kaneno-
Husi, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, Ilanama, Ilanay, [laparsaii, Ilanya-
Hogas I'sunes, Ilepy, [lopryranus, [lonema, [TyapTo-Puko, Peronbon, Pecriybnuka Konro,
Pecniybnuka Ceitmensckue OctpoBa, Pecyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
Mbiaus, Poccusi, Pyanna, CaneBagop, Cen-Mapten, Cunt-Maprten, CaynoBckas ApaBus,
CeBepnas Makenonusi, CeBepubie Mapuanckue octpoBa, Ceneran, Coro3 Komopckux Oct-
poBoB, Cweppa-Jleone, CnoBakusa, CnoBenusi, Cunramyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cenr-Buncent u I'penanunsi, Cent-Jlrocusi, Cunr-Mapten, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanus, Tepkc u Kaiikoc, Toro,
Tpunupan u ToOaro, Tynuc, Typuus, Yranaa, Y30ekucran, YkpauHa, Ypyraai, Ounnss-
s, @pannus, Opannysckas ['Buana, @pannysckas [lonmnnesus, Oumnununel, XopBartus,
UYepnoropus, Yexus, Unnu, Yan, [IAP, [lIBeuus, [Iseinapus, [pu-Jlanka, DxBagop, Ic-
TOHUS, DcBaTuHM, Dduonus, DkBatopuanbHas [Bunes, FOAP, IOxunas Kopes, HOxHbrii
Cynan, Anonus, Smaiika.

3a npomeamue 4 Hemenu Toiabko 53 (25,2 %) cTpansl (3a mpeabayiue — 55
ctpaH (26,2 %) MONOJHUIN JaHHBIC O Pa3MEIICHHBIX paHee TeHOMHBIX MOCIEI0BATEb-
HocTsax Omicron B GISAID.

JluHaMuKa pacmpoCTpaHeHUs B MHUpe cyOBapuaHToB Omicron CEeKBEHHPOBAHHBIX H
3arpyxeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau nupKyIupyro-
IIMX IITaMMOB KOpPOHaBHpyca IOMHUHHUPYIOT Tpu cyOBapuanta XBB.1.5, XBB.1.9.1 u
XBB.1.6.



Omicron sublineages
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Puc. 1 Pacmpoctpanenue cyOBapuantoB Omicron B mupe (IO COCTOSIHAIO Ha
27.06.2023 1.)

I'enetnueckoe pa3zHoOOpazue HLUPKYJIUPYIOLUIMX B PETMOHAX MHUpPAa CyOBapHaHTOB
Omicron 3a nocnennue 4 Henenu rnokasaHa Ha pucyHke 2. B HOxHolt Amepuke, Kak U B
npenpayne 4 Henenu, renetndeckuil oH mpencrtasieH cyoBapuantom XBB.1.5, B Ce-
BepHOoii Amepuke — XBB.1.5 u XBB.1.16, Esponie — XBB.1.5 n XBB.1.9.1. B crpanax
A3uM OTMeYeHa 3HAuYUTENIbHAs pPaclpOCTPAHEHHOCTh TIE€HOBAapUAHTOB XBB.1.16 u
XBB.1.9.1, B Tuxookeanckom peruone u Adpuke — XBB.1.16.
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Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.
See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 2 Pacripoctpanenue cyoBapuanToB Omicron B perHoHax Mupa 3a 4 Heleau

(c 30 mas mo 27 uronst 2023 r.).

He cmotpss Ha cHMXeHHE B MHUpe pacnpocTpaHeHHOCTH BapuaHToB VOI, ux nons
OCTaeTCsl BHICOKOW Cpeli CEKBEHHPOBAHHBIX T€HOMOB kKopoHaBupycoB SARS-CoV-2, oco-

O0enHo B ctpanax CeBepHoii Amepuku u Adpuku (64,8% u 69,3% coorBeTcTBeHHO). [Ipo-

J0JDKaeTcst pocT pacnpocTpaHeHHocTH BapuaHToB VUM (puc. 3).



Regional distribution of variants in new sequences
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North South
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% Variants of Interest

(Omicron XBB.1.5, XBB.1.16, and 69.31 32.55 40.98 15.45 64.76 42.02
sublineages)

% Variants under Monitoring

(Omicron BA.2.75, CH.1.1, XBB, XBF, and all 28.38 63.38 53.46 29.89 25.78 35.19

respective sublineages)

% Other Omicron

(non-VOC/VOI/VUM) 2.31 4.04 5.55 54.65 9.46 22.79
% Others 0 0.03 0 0 0 0
% Former VOCs/VOIs/VUMs 0 0 0 0 0 0
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions L
analysis is based.

Pucynok 3 Pacmpoctpanenue cyoBapuanToB Omicron B perHoHax MHUpa 3a HEIEI0
(c 21 mo 27 wurons 2023 r.)

Bapuaunrsl, Bei3biBawmume uarepec (VOI)
[To cocrosuuto Ha 30 urons 2023 r. B 6a3y manubix GISAID EpiCoV mocnenosa-

TEIBbHOCTH, OTHOCsMecs Kk XBB.1.5, nenonupoBanbl kak MUHUMYM U3 114 ctpaHn, ero pac-
MPOCTPAHEHHOCTh CHUXaeTcsi cTabmibHO. HanbompIiee pacnpocTpaHeHne cyOBapuaHT To-
ayuun B Konym6un —92% ot Bcex ceKBeHMpOBaHHBIX ITaMMOB, JkBagope — 91%, [lepy —
80%, Mekcuke — 80%, Ynnu — 72%, [Toasme — 68%, FOAP — 66%, [Taname — 66%, Kanazne
— 55%, Yexuu — 54%, INopryranuu — 49%. B EBponeiickom pernone BO3 3a 23-24 nenenu
(c 5 mo 18 uronsa 2023 1.), oneHounoe pacmnpenenenue XBB.1.5 cocrasuno 90,4% (11,8—
100,0 % u3 11 crpan, mpeacTaBUBIIMX JTOCTATOUYHYIO HH(POPMALIHIO O pe3ylbTaTax CEKBe-
HUPOBaHUs WU reHoTunupoBaHus Bupyca SARS-CoV-2). B CIIIA mo nanneiM Harwo-
HAJIBHOM CHCTEMBI TEHOMHOT'O Haja30pa, onmybnrukoBanHoM Ha caifte CDC, 3a mepuon ¢ 11
no 24 wmions 2023 1. cpenu mupKyiImpyommx cyoBapuaHToB OMICron JOMUHHPOBAT
XBB.1.5 - 27,0% (cHmxenue pacrpoctpaHeHHOCTH Ha 13,3% 1o cpaBHEHHIO C IEPUOOM C
27 mast io 10 uroHs).

Cy6Bapuant XBB.1.16 (Arcturus) B Hacrosiniee Bpemst oOHapyxeH B 89 cTpaHax.

Bcero cexkBennpoBano u pazmenieHo B GISAID 27 413 renomo XBB.1.16. 3a nocnegnue 4
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Henenu cyOBapuaHT nomunupoBan B Tawmnanuae (39%), Jlaoce (37%), Upnannuu (36%),
TaiiBane (32%), Kam6omke (31%), Kutae (29%), Actpayuu (27%), Sinonuu (27%), Ma-
naitzun (29%), Unnuu (25%), Hunepnannax (23%), BenukoOpuranuu (22%), Kanane
(17%). B CILIA nons renoBapuanta XBB1.16 yBenuunnacs ¢ 15,4 % 10 19,9 %.
Bapuantsl, Haxoasinmmecsi noa Haoawaennem (VUM)
Cpenn VUM XBB, XBB.1.9.2 u XBB.2.3 npoaemMoHCTpupoBaau TEHISHIIUIO K PO-

CTy pacnpoCTpaHEHHOCTU B mocnennue Hexaenu, apyrue VUM — cHmxkarommecss win cra-
OWJIbHBIC TCHICHITUH.

Cy6Bapuant XBB.1.9.1 cekBenupoBan nadoparopusimu 98 ctpan. Hanbonbiiee pac-
npoctpanenne XBB.1.9.1 3a mocnennue 4 Heenu OTMEYEHO B CIEAYIOMUX cTpaHax: MH-
st (33%), Jlaoc (29%), danus (26%), Hsetinapus (17%), Upnanaus (14%). B CILIA no-
nst renoBapuanTa XBB. 1.9.1 octanacek ctabuibHo# 1 coctaBuia 11,4 %.

[upkymsimus XBB.1.9.2 3adukcupoBana B 79 cTpanax ¢ oOmiel pacmpocTpaHeHHO-
ctio 12,18%. B CIIIA 3aduxcupoan poct pacnpoctpaneHHoctu XBB1.9.2 ¢ 8,8 % mo 13
%.

B 6a3e manubix GISAID renomsr cyoBapuanta CH.1.1 (Orthrus) nemonupoBansl u3
95 cTpan co ctabunbHOM TeHaeHuen pacnpoctpaneHnoctH (1,11%). Haubonbiee pacrpo-
cTpaHeHue cyoBapuanT noiayums B HoBoit 3enanauu, @unnsuauu, Jlanuu, ABctpanuu.

[To manHBIM, pa3MelieHHBIM Ha caiiTe ResearchGate, XBB.2.3 B Hacrosiiee Bpems
ABJISETCA Hambosee HBOJIIOIMOHHO CIIOCOOHBIM PEKOMOMHAHTHBIM BapUaHTOM, KOTOPBIH,
MO-BUUMOMY, IBOJIFOIIMOHUPYET arpeCcCUBHO M OBICTPO, YTOOBI M30exkaTh BceX GHOpM UM-
MYHHTETa, pa3BUTh MPOTHBOBUPYCHYIO YCTOMUYMUBOCTH U TIOBBICUTh BUPYJICHTHOCTh U TMATO-
reHHocTh. XBB.2.3 ObicTpo MyTHpYET, MOPOXAasi HOBbIE MOUIMHUU, Takue Kak XBB.2.3.2,
XBB.2.3.4, XBB.2.3.5 u XBB.2.3.6, B KOTOpbIX 00OHapy>KE€HbI TPEBOKHBIE MYyTallMH B OeJI-
kax S u N, a Takke B Heckoiabkux Oenkax ORF, oTBETCTBEHHBIX 32 HMMYHOCYIIPECCHIO H
YXYAIICHAE HEKOTOPBIX KJIETOYHBIX byHKIUH X035IMHA
(https://lwww.researchgate.net/publication/371811130). T'eHoMHBIE MOCICIOBATEILHOCTH
cyoBapuanta XBB.2.3. mpencraBnens u3 60 crpaH, ero oOHapyXeHHE C CPeii CEKBEHUPO-
BaHHBIX IITAMMOB 3a Tociennue 4 Henenu coctaBwio B banrmanem — 67%, Cunramype —
24%, Kambomke — 20%, FOxnoi Kopee — 14%.

Honu cyosapuantoB XBB u BA.2.75 B ctpyktype VUM cTaOUIBHBL U 32 MOCIETHIE
4 Hexenu cocTaBisIIOT B cpennem 6,37% u 1,64% cootBeTcBeHHO. B EBpomeiickoM perunone
BO3 3a 23-24 nenenu (¢ 5 no 18 urons 2023 r.), U3 WECTH CTpaH, NPEACTaBUBIINX J1OCTA-
TOYHYI0 HMH(POPMAIIUI0O O pPe3yJbTaTaX CCKBCHUPOBAHWS WM TCHOTHUIIUPOBAHUS BUpPYCa
SARS-CoV-2, onenouHnoe pacnpeneneHue cyoBapuanta BA.2.75 cocraBuio 3,6% (1,9—
15,4 %), cyoBapuanta XBB — 2,0 % (0,3-82,4 %).

HNudopmanust 1mo OOHOBJICHHBIM JaHHBIM O JCMOHHPOBAHHBIX TE€HOMax BHpYyca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabnuie 1.
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Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

CTpaHa quem}lelme, NMpPpOBOAUBIIIECEC CCKBCHUPOBAHUE B ToM umncie ko- HpOIIeHT r¢Ho-
KoandecTBoO JJUYECTBO I'€HO- MOB, OTHOCAIIIUX~-
JEMOHHPO- moB Omicron, xe- ¢ K BAapHaHTY
BAaHHBIX re- MOHUPOBAHHBIX Omicron
HomoB Omi- 3a mocjeaHue 4 (B.1.1.529). nemno-
cron HeaeJIu HHUPOBAHHBIX 3a
(B.1.1.529) (02.06. - nocjaeanue 4 He-
30.06.2023 r.) eJIH
Ascrpanus (crabmiusaius 3a- | NSW Health Pathology — Institute of Clinical Patholo-
00J1eBaEMOCTH ) gy and Medical Research; Westmead Hospital; Uni- 159397 1234 99,8
versity of Sydney
ABctpus (cradbunusarust 3a60- | Bergthaler laboratory, CeMM Research Center for
JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 190660 396 100,0
ences
AszepOaiikan (cTadHIn3aIuUs National Hematology and Transfusiology Center 20 0 0.0
3a00J1€Ba€MOCTH) '
AnGanus (crabunmsanus 3a60- | Respiratory Virus Unit, National Infection Service,
. 777 0 0,0
JIEBAEMOCTH) Public Health England
Amxup (crabunmsanus 3a6ose- | National Reference Center for Viruses of Respiratory
. ; : 536 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue UW Virology Lab
ocTpoBa (cTabunuzanus 3a60- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (ctabu- | Centers for Disease Control and Prevention Division
) . . 117 0 0,0
JM3aIys 3a00J6BAEMOCTH) of Viral Diseases, Pathogen Discovery
Anrunbs (ctabunmsanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 54 0 0,0
West Indies
Amnromna (cradunmuzanus 3a6one- | KRISP, KZN Research Innovation and Sequencing 169 0 0.0

BAEMOCTH)

Platform
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Anpoppa (ctabunuzanus 3a0o-

Instituto de Salud Carlos |11

323 0 0,0
JIEBAEMOCTH )
Amnturya u bapOyna (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIeBaEMOCTH Faculty of Medical Sciences, The University of the 111 0 0,0
West Indies, St Augustine Campus
Aprentuna (cradbunmsanus 3a- | Instituto Nacional Enfermedades Infecciosas 8962 0 0.0
00J1eBaEMOCTH ) C.G.Malbran ’
Apwmenus (cradbunusarms 3a00- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyo0a (crabunu3anus 3adone- | National Institute for Public Health and the Environ-
1030 0 0,0
BacMOCTH) ment(RIVM)
Adranucran (cradbunmmsanust 3a- | Central Public Health Lab 9 0 00
00JIeBaGMOCTH ) ’
baramckue octpoBa (cTaOuim- Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
3a1ust 3a00JIeBaEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnazgemn (crabmnuzanus 3a- | Child Health Research Foundation 2075 5 100,0
00J1€Ba€MOCTH)
Bap6amnoc (ctabunusanms 3a60- | Carrington Lab, Department of PreClinical Sciences,
JICBa€MOCTH) Building 36, First Floor Biochemistry Unit, Faculty of 191 0 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (crabmmuszanus 3a60o- | Communicable Disease Laboratory, Public Health Di- 7092 0 0.0
JIEBAEMOCTH ) rectorate ’
benapycs (cradbunusarus 3a60- | Laboratory for HIV and opportunistic infections diag-
JIEBa€MOCTH ) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (cTrabunusanus 3adoste- Texas Children's Microbiome Center 619 0 0.0
BAEMOCTH) ’
benbrus (ctabunuzanus 3abo- KU Leuven, Rega Institute, Clinical and Epidemiolog- 94233 40 100,0

JIEBAEMOCTH)

ical Virology




benun (crabunmsanus 3a0oie-

Institut fiir Virologie — Institute of Virology — Charite

517 0 0,0
BAaEMOCTH)
bepmynckue octpoBa (ctadbuu- | Respiratory Virus Unit, National Infection Service,
. 171 0 0,0
3anus 3a00J1eBaEMOCTH ) Public Health England
Bonrapus (crabunmsanus 3a60- | National Center of Infectious and Parasitic Diseases 7419 0 0.0
JIEBAaEMOCTH ) ’
bonuBus (cumkenue 3abonesa- | Laboratory of Respiratory Viruses and Measles, Os- 168 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomnoiip (crabunuzanus 3abome- | National Institute for Public Health and the Environ-
1067 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'epuerosuna (crabu- | University of Sarajevo, Veterinary Faculty, Laboratory
: . 216 0 0,0
Jr3alys 3a00J¢6BAGMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunusarnus 3a60- | Botswana Institute for Technology Research and Inno- 3384 0 0.0
JICBAEMOCTH ) vation ’
bpaswius (cradunusanus 3a6o- | Instituto A(_Jlolfo Lutz, Interdiciplinary Procedures Cen- 109515 77 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3a0oseBa- 46 0 0,0
€MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BaecMOCTH) Infectious Diseases(National Virology Reference La- 5884 75 100,0
boratory)
Byran (cTrabunmmzanus 3abose- AFRIMS 57 0 0.0
BAEMOCTH)
Bypkuna ®aco (cradbunmsanust | Laboratoire bacteriologie virologie CHUSS 70 0 0.0
3a00J1eBa€MOCTH) ’
Bypynau (ctabunuzanus 3a60- MRC/UVRI & LSHTM Uganda Research Unit, Na-
. . . 93 0 0,0
JICBAEMOCTH ) tional Institute of Public Health
Benukobpurtanus (crabunmza- COVID-19 Genomics UK (COG-UK) Consortium.
1Hs1 3300JIeBaCMOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1449711 500 100,0

nomics UK (COG-UK) consortium.




Benrpus (ctabunuzanus 3a60-

National Laboratory of Virology, Szentagothai Re-

469 0,0
JICBAEMOCTH ) search Centre
Benecyana (crabumzanusi 3a- Laboratorio de Virologia Molecular 710 0.0
00JIeBa€MOCTH ) ’
Brernam (cradbunmzanus 3a60- | National Influenza Center, National Institute of Hy-
) : ) 6181 0,0
JIEBAEMOCTH) giene and Epidemiology(NIHE)
["abon (cTabunuzarus 3aboiie- Centre de recherches médicales de Lambaré- 9 00
BAEMOCTH) né¢(CERMEL) ’
I"anTy (crabumuzamms 3a0oJe- Laboratoire National de Santé Publique — 382 00
BAaE€MOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnmzanus 3a6ome- | CNR Virus des Infections Respiratoires — France SUD 80 0.0
BAEMOCTH) ’
['amOus (crabumu3anus 3abone- | MRCG at LSHTM Genomics lab 333 00
BaeMOCTH) ’
I'ana (crabunmsanus 3aboneBa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2340 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banenymna (crabumuzamnus 3a- National Reference Center for Viruses of Respiratory
. ; . 652 0,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'Baremana (ctabuanzanms 3a- Asociacion de Salud Integral/Clinica Familiar Luis
. , 3340 0,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (cradbunmsarus 3abone- | Centre de Recherche et de Formation en Infectiologie 500 00
BAeMOCTH) Guinée '
I'Bunes-bucay (ctaOunu3anus MRCG at LSHTM, Genomics lab 20 0.0
3a00J1eBa€MOCTH) ’
I'epmanus (cradbmiuzanus 3a00- | Charité Universititsmedizin Berlin, Institutfiir Virolo-
JIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 573555 100,0
giene, CaSe—Group.
I'ubpanTap (crabunm3anus 3a- Respiratory Virus Unit, National Infection Service,
. 122 0,0
00J1eBaeMOCTH) Public Health England
I'onaypac (crabunmmsanus 3a60- | Genomics and Proteomics Departament, Gorgas Me- 69 0,0

10




JIEBAEMOCTH )

morial Institute For Health Studies

I'oHkOHT (CHMXeHUE 3a00JIeBa-

Hong Kong Department of Health

13344 40 100,0
€MOCTH)
I'penus (crabunuzanus 3a6one- | Greek Genome Center, Biomedical Research Founda- 17774 0 0.0
BacMOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunuzaius 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 2116 0 0.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
['yam (crabunu3zanus 3adoneBa- | Centers for Disease Control and Preven—tion Division
) . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunmsanus 3a6oie- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH ) ence, A_albor_g University. Department of Virus and 356449 97 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
JlomuHMKa (CTaOMIN3aIuUs 3a- Carrington Lab, Department of PreClinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
JlomunukaHckas PecriyOinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arius 3a001eBaeMo- trol and Prevention, USA 1533 127 99,2
CTH)
JIP Konro (cTabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 536 0 0,0
JIEBAEMOCTH) medical Research(INRB)
AP Cent Tome u [Ipuncunu LNR-TB
(crabunuzarus 3a00IeBacMO- 1 0 0,0
CTH)
Eruner (crabmnm3zanus 3a6one- | Main Chemical Laboratories Egypt Army
1846 0 0,0
BAEMOCTH)
3am6us (cTabunuzanus 3adose- | University of Zambia, School of Veterinary Medicine 1991 0 0.0
BAEMOCTH) ’
3umbabBe (cradbuamsarus 3a60- | National Microbiology Reference Laborato- 316 0 0,0
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JIEBAEMOCTH )

ry(Quadram Institute Bioscience)

N3panne (cTabrmmsanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

115736 119 100,0
JIEBAEMOCTH )
Wunus (crabunusanus 3abone- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 140483 5 100,0
Centre for Cellular and Molecular Biology
Wunonesus (crabunusanus 3a- | National Institute of Health Research and Develop- 38785 5 100,0
00JIeBAaCMOCTH ) ment
Hoppanus (ctabunm3anms 3a- Andersen lab at Scripps Research, CA, USA
232 0 0,0
00J1eBaeMOCTH)
Hpak (crabmnuzanus 3abonesa- | Biology, College of Education Department of Virolo-
E€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 382 0 0,0
sinki, Finland generated and submitted to GISAID
HWpan (cradbunmsanus 3a6oaea- | National Reference Laboratory for COVID-19, Pas-
) 2229 0 0,0
€MOCTH) teur Institute of Iran
Wpnannus (ctaOunmsanus 3a- National Virus Reference Laboratory 57492 74 100,0
00J1€Ba€MOCTH)
Ucnanaust (cradbunmsanust 3a60- | Landspitali Department of Clinical Microbiology 10533 7 100,0
JIEBAEMOCTH)
Wcnanus (cradbunusarust 3a60- | Hospital Universitario 12 de Octubre 117735 430 100,0
JIEBAEMOCTH)
Wranus (crabunmsarus 3a6ome- | Army Medical Center, Scientific Department, Virolo- 87388 308 997
BaeMOCTH) gy Laboratory
Ka6o-Bepae (cradbunmsanus 3a- | Institut Pasteur de Dakar 675 1 100,0
00J1€Ba€MOCTH)
Kazaxcran (crabunuzarus 3a- Reference laboratory for the control of viral infections
1685 0 0,0
00J1eBaeMOCTH)
Kam6oxa (ctabunusanms 3a- Virology Unit, Institut Pasteur du Cambodge 1914 o5 100,0
00J1eBaeMOCTH)
Kamepyn (crabunmzanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies 781 0 0.0

JIEBAEMOCTH)

Emergentes et Ré—émergentes)
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Kanana (crabunu3anus 3a0oie-

Laboratoire de santé publique du Québec

293837 1941 100,0
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (cTabunuzanus 3abose- Biomedical Research Center(BRC), Qatar University /
. 1526 0 0,0
BAEMOCTH) Qatar Genome Project(QGP)
Kenus (cradbunuszanus 3a6oime- | KEMRI-Wellcome Trust Research Pro- 5952 5 1000
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kumnp (crabmmmsanus 3adonesa- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsanus 3a00s1e- Natl_onal Institute for Viral Disease Control and Pre- 40705 1795 100,0
BAaEMOCTH) vention
KonymOus (ctabunu3arus 3a- Instituto Nacional de Salud— Direccion de Investi-
., Ly 14038 0 0,0
00J1€eBaeMOCTH) gacion en Salud Publica
Komopckue octposa (ctadbunn- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzamus 3a6ome- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 899 0 00
BaeMOCTH) gie ’
Kocra—Puka (ctabunuzanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N . 9014 32 100,0
00J1€eBa€MOCTH) Ensenanza en Nutricion y Salud
Kot [I'MiByap (crabuiuzaius Molecular diagnostic unit for viral haemorrhagic fe- 934 0 0.0
3a00J1€Ba€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky6a (crabunusanus 3a6oieBa- | Respiratory Infections Laboratory 596 0 0.0
€MOCTH) ’
KyseiiT (crabunmsanus 3a6one- | Virology Unit, Department of Microbiology, Faculty
7 . 666 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreicran (ctabunuzanus 3a- | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
00J1€Ba€MOCTH) Department
Kropacao (crabunu3zamms 3a60- | National Institute for Public Health and the Environ-
1186 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3ab6oneBa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi-
681 10 100,0
€MOCTH) tal
JlatBus (crabumuzarus 3a6ome- | Latvian Biomedical Research and Study Centre 13883 0 0,0
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BAEMOCTH)

Jlecoto (cTtabum3anus 3abose-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 138 0 0.0
JIubepus (crabumuzanus 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunu3saius 3abone- | Laboratory of Molecular Biology and Cancer Immu- 651 0 0.0
BAEMOCTH) nology, Lebanese University Public Health England ’
Jluswus (crabunusanus 3abose- | Reference Lab for Public Health, NCDC 31 0 00
BaEMOCTH) ’
Jlutsa (crabunusanus 3a6one- | Vilnius University Hospital Santaros Klinikos, Center
- 11135 0 0,0
BacMOCTH) of Laboratory Medicine
JIuxTeHmTeHH (CTaOMIN3aIHsI Bergthaler laboratory, CeMM Research Center for
3a00JI€BAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1383 0 0,0
ences
JlrokcemOypr (cTabunuzanus Laboratoire national de santé, Microbiology, Microbial
. 35582 0 0,0
3200JIeBaEMOCTH) Genomics Platform
Makao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (cTrabuu3arnms 3a- CNR Virus des Infections Respiratoires — France SUD
7069 0 0,0
00J1€Ba€MOCTH)
MaspuTanus (CTaOHIH3aIIS INRSP-Mauritania
7 0 0,0
3a0051€Ba€MOCTH)
Maitotra (crabunuzamus 3a60- | National Reference Center for Viruses of Respiratory
i ; : 373 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (ctabunu3sanms 3a- Institute for Medical Research, Infectious Disease Re-
00J1eBaEMOCTH) search Centre, National Institutes of Health, Ministry 30666 43 100,0
of Health Malaysia
Mamnagu (cTabunmu3zaius 3a00- KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JICBAEMOCTH) Platform
Maunu (crabunmsanus 3adboneBa- | Northwestern University — Center for Pathogen Ge-
. ) . ; 160 0 0,0
€MOCTH) nomics and Microbial Evolution
MabuBbI (cTaOUIU3amms 3a- Indira Gandhi Memorial Hospital 333 0 0,0
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00J1eBa€MOCTH)

Mansbta (cTabunuzarus 3adose-

Molecular Diagnostics Pathology Department Mater

BAaE€MOCTH) Dei Hospital Malta 163 0 0,0
MapiratoBsl octpoBa (ctabu- | State Laboratories Division, Hawalii State Department 35 0 0.0
JIU3anus 3a001€BaeMOCTH) of Health ’
Mapokko (crabunusanus 3a00- | Laboratoire de Biotechnologie 1275 0 0.0
JIEBAEMOCTH )
Maprunuka (crabmusamus 3a- | CNR Virus des Infections Respiratoires — France SUD 1443 7 100,0
00JIeBaGMOCTH )
Instituto de 15iagnostic y Referencia Epidemiologicos
Mexkcuka (crabunuszanus 3a60- | (INDRE) 41624 14 100,0
JIEBAEMOCTH )
Mo3zamoOuk (ctabuiu3aims 3a- KRISP, KZN Research Innovation and Sequencing
, 731 0 0,0
00J1eBaEMOCTH ) Platform, South Africa
MonnaBus (cTabuiausarus 3a- ONCOGENE LLC 694 0 0.0
00J1eBaeMOCTH)
Momnaxko (cTabunuzanus 3a00- National Reference Center for Viruses of Respiratory
i ; : 16 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Mowuronus (cTradumu3anms 3a- National Centre for Communication Disease (NCCD)
. 917 0 0,0
00JIeBaEMOCTH ) National Influenza Center
Monutceppar (ctabunusanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
MpisiaMa (ctabum3anust 3a00- DSMRC 102 0 0.0
JIEBAEMOCTH)
Hamun6us (ctabunm3zarus 3a060- | National Institute for Communicable Diseases of the
X : 788 0 0,0
JIEBAEMOCTH) National Health Laboratory Service
Hemnan (crabunuzanus 3a6one- | Molecular and Genomics Research Lab, Dhulikhel
BaEMOCTH) Hospital, Kathmandu University Hospital School of 1224 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzarus 3a6ose- National Reference Laboratory, Nigeria Centre for 123 0 0.0

BAEMOCTH)

Disease Control
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Hurepus (crabunu3zamus 3a00-

African Centre of Excellence for Genomics of Infec-

JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University 3154 0 0.0
Hunepnanas! (crabuinzanus National Institute for Public Health and the Environ-

3a00J1€BAEMOCTH) ment(RIVM) 75884 37 100,0
Hosas 3enannus (cradbunmsarus | Institute of Environmental Science and Research(ESR) 29406 0 0.0
3a00J1€Ba€MOCTH ) ’
Hosas Kanemonus (crabuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 62 0 0.0
11151 3a00JIEBACMOCTH ) torial de Nouvelle-Calédonie ’
Hopgserus (cradbunusarus 3a60- | Norwegian Institute of Public Health, Department of 34923 18 100.0
JICBA€MOCTH) Virology ’
OAD (crabunu3zarust 3aboneBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
OwmaH (crabunu3anus 3abonea- | Oman—National Influenza Center 412 5 100.0
€MOCTH) ’
IMakucran (crabunusanus 3a60- | Department of Virology, Public Health Laboratories 3187 0 0.0
JIEBA€MOCTH) Division ’
[Manay (crabunuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub 66 0 0.0
BAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna (cradbunusamus 3a- | Biochemistry and Molecular Biology Department— 73 0 0.0
00JIeBAEMOCTH) Faculty of Medicine, Al-Quds University '
[Tanama (crabunu3arus 3abone- | Gorgas memorial Institute For Health Studies 3158 47 100.0
BAEMOCTH) '
[Tanrya HoBas I'Bunest (cTabu- Queensland Health Forensic and Scientific Services 924 0 0.0
Tu3anus 3a00J1€BaeMOCTH) '
[Maparsaii (cradbunm3anus 3a60- | Laboratorio Central de Salud Publica de Paraguay 2108 1 100.0
JIEBAEMOCTH) '
[Tepy (crabunm3zanus 3a06oneBa- | Laboratorio de Referencia Nacional de Biotecnologia 34785 24 100.0
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru ’
[Monpma (cradbunu3aius 3a00- genXone SA, Research & Development Laboratory 44733 9 100,0
JIEBAEMOCTH)

[Mopryranus (crabunuzanus 3a- | Instituto Nacional de Saude(INSA) 99493 0 0.0

00J1eBaeMOCTH)
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[TyapTo Puko (crabunm3anus

Centers for Disease Control and Prevention Division

3a00J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery 15887 18 100,0
Pecniy6nuka Banyary (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) boratory (MDU-PHL) ’
Pecniyonuka J[xubyTu (cradbu- | Naval Medical Research Center Biological Defense
: 633 0 0,0

Jr3arys 3a00JIeBAaCMOCTH ) Research Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (crabuim- Institute of Tropical Medicine 210 0 0.0
3anust 3a00JIEBAEMOCTH) ’
Pecny6nuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Omn3anus 3a00J1IeBaEMOCTH) ’
Pecny6nuka Hukaparya (crabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3aIys 3a00JI€Ba€MOCTH ) ’
Pecny6nuka CanbBanop (cta- Genomics and Proteomics Departament, Gorgas Me- 382 0 0.0
Ou3arus 3a0071€Ba€MOCTH) morial Institute For Health Studies ’
Pecnyonuka Yan (crabunnza- Pathogen Genomics Lab, National Institute for Bio- 3 0 0.0
111 3300JIEBAEMOCTH) medical Research (INRB) ’
Peronpon (cradbunmzarust 3a00- | CNR Virus des Infections Respiratoires — France SUD 11337 9 100.0
JIEBAEMOCTH)
Poccust (cradbunmsanust 3a6one- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic

Technologies for Biomedicine, Pirogov Medical Uni-

versity, Moscow, Russian Federation. Federal Budget

Institution of Science, State Research Center for Ap-

plied Microbiology & Biotechnology. Group of Genet- 45657 32 100,0

ic Engeneering and Biotechnology, Federal Budget In-
stitution of Science ‘Central Research Institute of Epi-
demiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
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organisms.

Pyanna (crabunuzarms 3a0oiie-

GIGA Medical Genomics

197 0 0,0
BAEMOCTH)
Pymbiaus (crabmnusanus 3a060- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. . : 10824 0 0,0
JICBa€MOCTH) tei Bals Molecular Diagnostics Laboratory
Caynosckast Apasus (crabmmu- | Infectious Diseases, King Faisal Hospital Research
1333 0 0,0
3a1us 3a00JICBACMOCTH ) Center
CeBepHas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1¢Ba€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0 0,0
tics
Cesepnbiec Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (crabum3arus 3a0oJeBae- of Viral Diseases, Pathogen Discovery 2088 0 0,0
MOCTH)
Cetimrenbl (ctabunmmsanus 3a00- | KEMRI- Wellcome Trust Research Programme, Kilifi 619 0 0.0
JIEBAGMOCTH ) ’
Ceneran (cradunuzanus 3a00- IRESSEF GENOMICS LAB 1659 0 0.0
JIEBAEMOCTH)
Centr—Buncent u ['peHaanHbl Carrington Lab, Department of PreClinical Sciences,
(crabunm3arusi 3a00JeBacMO- Faculty of Medical Sciences, The University of the 90 0 0,0
CTH) West Indies
Centr—Kurc u HeBuc (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 22 0 0,0
West Indies
Cent—Jlrocus (cTabuu3arys Carrington Lab, Department of PreClinical Sciences 174 0 0.0
3a00J1€Ba€MOCTH) ’
CepOus (cradbunmsanus 3a6one- | Institute of microbiology and Immunology, Faculty of
- o 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (ctabunuzanus 3a00- Natlor_lal Pupllc Health Laboratory, National Centre for 26294 907 100,0
JICBa€MOCTH) Infectious Diseases
Cen-MaptuH (cTaOunm3anms Institut Pasteur 301 0 0.0
3a00J1eBa€MOCTH)
Cunt—Mapren (cradbmmszanust | National Institute for Public Health and the Environ- 860 0 0,0
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3200JIeBa€MOCTH)

ment(RIVM)

Cupus (ctabunu3zanus 3aboJe-

CASE-2021-0266829

72 0 0,0
BAEMOCTH)
Cnoakwust (cradbunusarust 3a00- | Faculty of Natural Sciences, Comenius University
26839 0 0,0
JIEBAEMOCTH )
CnoBenus (crabmmu3zanus 3a6o- | Institute of Microbiology and Immunology, Faculty of
- T I 35747 28 100,0
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ExeneneabHoe dnuaooHosenne BO3 149 ot 29.06.2023

Bapuantsl SARS-CoV-2, npeacrapiasiomue HHTepec, U BAPHAHTHI, HAXO/s-
uecs noJa HaldJIIJeHueM.
I'eorpajuyeckoe pacnpocTpaHeHHe U PAaCIIPOCTPAHEHHOCTh

Bo BceM mupe ¢ 29 mas mio 25 urons 2023 r. (28 aueii) B GISAID 65110 TIEpeaano
13 152 nocnenoBarensHocTeit SARS-CoV-2. B nactosmiee Bpems BO3 oTcnexuBaer 1Ba
npeactasistomux natepec sapuanta (VOI), XBB.1.5 u XBB.1.16, a Taxxe mecTs Bapu-
antoB moj nHaOmogenuem (VUM) u mx moromkxu. VUM: BA.2.75, CH.1.1, XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

Bo Bcem mupe 114 crpan coobummim 06 oOHapyxkenuun XBB.1.5 ¢ momeHnTa ero
nosiBlieHus. Ero pacnpocTpaHeHHOCTh HEYKJIOHHO cHuxkaetrcsa. Ha 23-if snuaeMuonoru-
yeckor Henene (¢ S mo 11 uronsa 2023 r.) na XBB.1.5 nmpuxoaunocs 19,8% mnocnenosa-
TenbHOCTEHN 1o cpaBHeHUIO ¢ 32,1% Ha 19-if Henene (¢ 8 mo 14 mast 2023 r.). OGHOBIIEH-
Has oleHKa pucka ais XBB.1.5 npeactaBisieT 1OMOTHUTENbHbBIE JIA0OPAaTOPHBIE U JIIH-
JIEMHUOJIOTUYECKUE JaHHbBIE, KOTOPBIE MO3BOJISIOT NPEANOIOKNTh, yTo XBB.1.5 He npen-
CTaBJISI€T JOMOJHUTEIbHBIX PUCKOB JIJISl 3I0POBbSl HACEIEHUS IO CPABHEHUIO C APYTUMU
IUPKYIUPYIOIIMMHU BapUaHTAMH.

Coobmenust 0 XBB.1.16 noctynunu u3 89 ctpan. Ha 23-it nenene XBB.1.16 co-
craisin 20,5% mnocnenoBaTenbHOCTEM, 10 cpaBHeHuto ¢ 15,7% na 19-i1 Henene. Ero
pacnpoCTPaHEHHOCTh MPEBbICHIIA pacrpocTpaHeHHOCTs XBB.1.5 Ha 23-i1 Henene. Ana-
JIU3 UMEIOIIUXCS IaHHBIX MMOKA3bIBAET, YTO CTPAHBI C HU3KOM IpPEAIIeCTBYIOIIEH pacnpo-
cTpaHeHHOCThI0 XBB.1.5 ucnbiTanu 3HaUYUTENbHOE YBEIMYEHHUE PACTIPOCTPAHEHHOCTH
XBB.1.16, B TO BpeMs Kak cTpaHbl ¢ BBICOKOH pacnpocTpaHeHHOCThi0 XBB.1.5 coobmu-
7 0 HU3KOM pactpocTpanennu XBB.1.16.

B Tabnwuie 2 mokazaHo KOIuM4ecTBO cTpaH, coodmmBimx 06 VOI u VUM, a Tak-
K€ UX pacrnpocTpaHeHHOCTh ¢ 19 mo 23 Henemo. VOI u VUM, koTopsle 1€EMOHCTPUPO-
BaJIM TEHJICHILIMIO K YBEJIMYECHUIO B T€UEHHUE MOCIEAHUX MSATU HENEJb, BbIICICHBI OpaH-
JKEBBIM IIBETOM, T€, KOTOPbIE OCTAINCh CTAOMIHHBIMH, BBIJICICHBI CUHUM, a T€, Y KOTO-
pBIX TEHJICHIIUSI K CHMKEHHUIO, BblzesieHbl 3eneHbiM. Cpeqn VUM XBB, XBB.1.9.2 u
XBB.2.3 noka3anu TEHAEHIMU K YBEJIMYEHHUIO B MOCJIEAHHE Henenu. B uenom npyrue
VUM nposiBiuiM TEHACHIINU K CHIDKCHUIO UM CTaOMIIM3aIlun
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Tabnuma 2. Exxenenensuas pacrnpoctpanesHocts VOI 1 VUM SARS-CoV-2, ¢ 18
no 22 nepemo 2023 1.

XBB.1.5* (VOI) | 114 242397 32.16 29.66 24.81 22.26 19.79
zi,BOBI-)l-ls* 89 | 24983 14.11 15.68 18.22 19.17 | 21.92
BA.2.75* 124 119 879 3.45 2.91 2.66 2.46 1.64
CH.1.1* 95 41989 1.36 1.23 0.95 0.92 1.11
XBB* 130 62221 4.75 5.01 5.61 5.82 6.37
XBB.1.9.1% 08 40414 18.29 18.56 19.02 18.82 19.52
XBB.1.9.2* 79 20604 10.32 10.52 12.03 12.15 12.18
XBB.2.3* 60 5769 2.79 3.38 423 431 4.06
E;Z‘%Ha“e}" 91 146918 0.99 1.09 1.46 2.52 4.70
Tpyrue+ 209 | 6746112 8.89 8.72 9.43 8.40 9.09

* BximrouaeT MOTOMKH, 32 UCKIIIOYEHUEM TEX, KOTOPBIE YKa3aHbl OTJEIBHO B APYTUX
Mectax Tabmmmel. Hanmpumep, XBB* ne Brkmouaer XBB.1.5, XBB.1.9.1, XBB.1.9.2,
XBB.1.16 1 XBB.2.3.

+ Jlpyrue — 310 apyrue HUpKyIUpyrolmue JuHuM, 3a uckimoueHueM VOI, VUMs,
BA.1*, BA.2*, BA.3*, BA.4*, BA.5*.
§ CtpaHbl ¥ OCIIEIOBATEILHOCTH C MOMEHTA IOSIBIICHUS] BAPUAHTOB.

Iyoaukanuu:

Infect Dis Rep. 2023 May 24;15(3):292-298.
doi: 10.3390/idr15030029.

SARS-CoV CH.1.1 Variant: Genomic and Structural Insight
Bapuant SARS-CoV CH.1.1: reHoMHas U cTpyKTypHas uHdopmarus

Liliana Bazzani -1, Elena Imperia-2 2, Fabio Scarpa+, u ap.
B nauane ¢espans 2023 roga Ha nogsapuant Omicron XBB.1.5, Takxe n3BecTHbIN

kak «Krakeny, npuxonunocs 6omee 44% HoBbix ciydaeB COVID-19 Bo BceM mupe, TO-
I/1a KaKk Ha OTHOCHUTEIILHO HOBBIN moaBapuanT Omicron moj HazBanuem CH.1.1, Ha3piBa-
emblii «Orthrusy, npuxoaunock meHee 6% HoBbIX cinydaeB COVID-19 B mocnemyrornue
Hezenu. DTOT NOSABUBIIUIACS BapHaHT HeceT myTanuio L452R, panee nabmonasuryrocs y
BBICOKOIIATOI€HHOI'O BapHUaHTa JIeJbTa U BAPUAHTOB C BBICOKOM CTENEHBIO TPAHCMUCCHUB-
Hoctu BA.4 nu BA.S, uro TpeOyer nepexofa K akTUBHOMY 3MHAHAI30PY Ui obecreue-
HUS HaJUJIeKaIlel TOTOBHOCTH K BEPOATHBIM OyIyIIUM 3MHUAEMHUYECKUM MMUKaM. DTOT Ba-
puaHT uMeeT okoso 73% oOumx MyTaluii ¢ OMUKPOH-TIOAOOHBIMH IITAMMaMu. AHalU3
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FOMOJIOTMYECKOT0 MoJenupoBaHus nokasan, uyro CH.1.1 moxer umers ocnabneHHOE
B3aumoericrsue ¢ ACE2.

J Biomol Struct Dyn. 2023 Jun 22;1-10.
doi: 10.1080/07391102.2023.2222827. Online ahead of print.

SARS-CoV-2 omicron RBD forms a weaker binding affinity to hACE2 compared to
Delta RBD in in-silico studies

B uccnenopanusix in-silico RBD SARS-CoV-2 Omukpon umeer 6oiee crnadyro ahdun-
HocThb cBs3biBaHus ¢ hACE2 no cpaBHenuto ¢ Delta RBD

Hoa Thanh Le 1 2, Linh Hoang Tran 34, Huong Thi Thu Phung -
B 3TOM HUCCJICIOBAHUHN aBTopBI HCIIOJIB30BaIN MOI[GHI/IpOBaHI/IC ynpaBHﬂeMOﬁ MOJIC-

KynsipHoil auHamuku (SMD), 4TOObI BBISIBUTH CBS3BIBAHHE PELENTOP-CBI3bIBAIOLIETO
nomena (RBD) SARS-CoV-2 Delta/Omicron ¢ uenoBeueckum perentopom hACE2. Ilo-
Jy4YeHHBIE PEe3yJabTaThl JIEMOHCTPUPYIOT XOPOIIYI0 KOPPEISALIUI0 MEXIY PaCCUYUTAHHOM
CWJION pa3pbIBa M SKCIEPUMEHTAIbHOM CBOOOAHON SHEprueil CBA3BIBAHUS JJIS H3BECT-
HBIX 0esloK-0eIKoBBIX cucTeM. bonee Toro, onn nokassiBaroT, yTo RBD Omicron umeer
oonee crnadyio adhuuHOCTh cBszbiBaHUsA ¢ hACE2, uTo cormacyercs ¢ COOTBETCTBYIO-
IIMMHU SKCIIEPUMEHTAIBHBIMU Pe3yJIbTaTaMU. JTO yKa3blBae€T Ha TO, YTO JAHHBIN METOX
MO3KHO 3((EKTUBHO TPUMEHATH K APYTUM nosiBistomuMcs mrammam SARS-CoV-2.

J Mol Graph Model. 2023 Jun 9;124:108540.
doi: 10.1016/j.jmgm.2023.108540. Online ahead of print.

Identification of key mutations responsible for the enhancement of receptor-binding
affinity and immune escape of SARS-CoV-2 Omicron variant

NnenTudukanus KII04YEeBbIX MyTalluii, OTBETCTBEHHBIX 33 YCUJICHUE CBSA3BIBAHUS C pe-
IIETITOPOM U YCKOJIb3aHHE OT IMMYHHOTO oTBeTa Bapranta SARS-CoV-2 Omicron

Wei Bu Wang L, Yi Bo Ma-, Ze Hua Lei-%u np.

B 3TOM uccnegoBaHuM MPUMEHSJIOCHh MOJACIUPOBAHUE MOJICKYJIIPHON AMHAMUKHU B
COYETaHHH C METOJOM OOOOIIEHHON MOJEKYISIPHON MEXaHWKH TUIONIAN MOBEPXHOCTH
bopua (MMGBSA) nns uzydeHus MOJEKYISPHOTO MEXaHM3Ma BO3JCUCTBUS MyTallui,
npuobpereHHbix Omicron, Ha adpduHHOCTH cBA3bIBaHus Mexay RBD u hACE2. ITlomy-
YEHHbIC PE3yJIbTaThl MOKA3bIBAIOT, UTO MATh KIKOYEBBIX MyTaiui, T. €. N440K, T478K,
E484A, Q493R u G496S, B 3HAUNTEIHHOW CTETIEHH CTIOCOOCTBOBANIM TOBBIIICHHUIO ad-
(UHHOCTH CBSI3BIBAHUS 32 CUET YBEIUUYCHUS AJIEKTPOCTATHUECKUX B3aUMOJICHCTBUI KOM-

wiekca RBD-hACE2. Bojiee Toro, yeThipHaIaTh HEHTPAIU3YIONIMX aHTUTEII/HAHOTE B
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komriekce ¢ RBD mcnonp3oBanuck ans uzydeHus: BIusHUS myTtanuii B Omicron RBD
Ha ap(pUHHOCTH CBSI3bIBaHUA. Pe3ynbTaThl pacyeToB MOKA3bIBAIOT, YTO KIIIOUYEBBIE MYTa-
i E484A u Y505H camxaror adhdurHOCTE cBs3bpiBaHusA ¢ RBD niis 60apImHCTBA HC-
CJIEIOBAaHHBIX HEUTPAIU3YIOIINX AHTUTEJ/HAHOTEN, B OCHOBHOM 3a CYET YCTPAHEHUS HC-
XOJIHBIX OJIarONpPHUATHBIX ra30(ha3HbIX IEKTPOCTATHUECKUX U TUAPO(OOHBIX B3aUMOACH-
CTBUI MEXy HUIMH COOTBETCTBEHHO.

Viruses. 2023 Jun 20;15(6):1398.
doi: 10.3390/v15061398.

Structural Basis for the Enhanced Infectivity and Immune Evasion of Omicron
Subvariants

CTpyKTypHBIE OCHOBBI TTOBBIIIIEHHOW MH(DEKITMOHHOCTH U YKIOHEHUSI OT UMMYHUTETA
cyOBapHaHTOB OMUKPOH

Yaning LiL 2%, Yaping Shen%, Yuanyuan Zhang %, Renhong Yan 2

[TpencraBiaeHbl KpHO-OM-CTPYKTYPBl TPUMEPHBIX S-O€IKOB M3 I0JBAPHAHTOB
BA.1, BA.2, BA.3 u BA.4/BA.5, npuuem BA.4 u BA.5 uMer0T 0JIHA U T€ K€ MYyTaIllH B
S-0Oenke, kaxmas B KOMIUIEKCE C TTOBEPXHOCTHBIM perentopoM ACE2. Bee Tpu pernen-

TOP-CBA3BIBArONTUX JoMeHa Oenka S u3 BA.2 u BA.4/BA.S sBAsSt0TCS «BOCXOAAIUMIY, B
TO Bpemsi kak Oemok S BA.l mMeer nBe «BOCXOISIIUX» M OHY «HUCXOJSIIYI0» KOH-
dopmanuu. benok BA.3 S neMOHCTpUpPYET MOBBIIIEHHYIO MeTEpPOreHHOCTh. Pa3nuuHble
KoH(popManmu Oefika S coriaacyroTes ¢ UX Pa3IuIHON TPAaHCMHCCUBHOCTBIO. AHATU3UPYS
noyioxkeHne Moaudukanuu riukaHa Ha Asn343, koTtopas pacrloioKeHa Ha SMHUTOIAX
S309, aBTOpHI OOHAPYKWJIW JISKAIIU B OCHOBE MoaBapuaHTOB Omicron MeXaHH3M
YKIIOHEHUS OT UMMYHHOI'O OTBETa. DTH PE3ybTaThl OOSCIICUYNBAIOT MOJICKYIISIPHYIO OC-
HOBY BBICOKOM HWH(PEKIMOHHOCTH U YKJIOHEHHMs] OT HMMYHHUTETa y TOJABapHUaHTOB
Omicron.
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