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B 00630pe npeacTaBieHa nHGopmaIus Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBatonux untepec (VOI) u cyoBapuantoB Omicron,
Haxonsmuxca noa HabmogenueMm (VUM), reHOMHBIE MOCTIEA0BATEILHOCTH KOTOPBIX pas-
MeIleHbl B MexayHaponHod ©0a3e manHblx GISAID 3a mememo ¢ 17.06.2023 1. 1o
23.06.2023 r.

[To cocrostamio Ha 23 wroHs 2023 T. B cOOTBETCTBUHM ¢ Kiaccupukamueit BO3 k Ba-
puantam Bupyca SARS-COV-2 BeiwBatonux uHTepec (VOI) oTHeceHbl cyOBapHUaHTHI
XBB.1.5 u XBB.1.16. B rpynny mupKyaupyomux BaApUaHTOB, HAXOASIIUXCS 10T HAOIO-
nenueMm (VUM) Brmrodensl reHermueckue nuauu BA.2.75, CH.1.1, XBB, XBB.1.9.1,
XBB.1.9.2 u XBB.2.3. CyoBapuant BQ.1 (Typhon), He momy4mBIINi BBICOKOW pacmpo-
CTPAaHEHHOCTH, UCKJIIOUEH u3 crircka VUM.

Ha cerogusimuuii nens B 6aze ganubix GISAID Bcero mpeactasieno 15 709 489 re-
HoMOB Bupyca SARS-COV-2 (3a Heaenmto nenonupoBano 21 356 mocienoBarenbHOCTEH). B
MHUpPE CTpaHaMH — JIUJIEPAMH IO KOJUYECTBY JCTIOHUPOBAHHBIX T€HOMHBIX ITOCJICIOBATEb-
Hocreir Bupyca SARS-CoV-2 ocrarorcs CIIIA — (4 810 729 renomos — 30,6 % ot Bcex
pasmemnieHHbix B GISAID) u Benuko6puranus (3 075 104 — 19,6 %).

Mupkynauus Bupyca SARS-COV-2 renoBapuanta Omicron 3aperucTpupoBaHa B
218 crpanax (mo manaeiM CMU nHa 23.06.2023 1.).

Bcero B 06azy mannbix GISAID penonupoano 8247 150 reHOMOB BapuaHTa
Omicron, 3a aHanu3upyemyro Henento pasmenieHo eme 20 978 reHOMHBIX MOCeI0BaTENb-
Hoctelt — 98,2 % OT BceX MpeACTaBICHHBIX 3a TEKYLIyI0 HEAETI0 I€HOBAPHMAHTOB BHpYCa
SARS-CoV-2. Poccuiickumu nabopatopusiMu paszmerieHo 71 387 reHOMHBIX TOCJeI0Ba-
teabHOCTEH Bupyca SARS-COV-2, B Tom uncie Bapuanta Omicron — 45 469 reHoMOB.

Ha cerognsimnauii newp B 6aze ganubix GISAID 3aduxcupoBano enoHUPOBaHUE Ba-
puanTa Omicron u3 210 ctpan u Tepputopuii (Ha npeasiaymieid Henene — 210): ABcTpanus,
ABcTpusi, AzepOaiimkan, AnbGanus, Amkup, Amepukanckoe Camoa, AHmoppa, AHrosna,
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Anturya u bapOyna, Aarunes, ApreatuHa, Apmenusi, Apy6a, Adranucran, banrmagenm,
bap6anoc, baxpeitn, benapycs, bensrus, bepmyackue OctpoBa, benus, benun, bonrapus,
bonusus, borceana, bocuusa u I'epueroBuna, bonaiipe, bpasunus, bpynei, bpuranckue
Buprunckue octpoBa, byran, bypynmu, Bypkuna-®aco, BenukoOputanus, Benecyaina,
Benrpus, Buprunckue OctpoBa (CIIIA), Beetnam, 'ana, [Nautu, 'amOus, ["aitana, I'Baze-
nyna, I'Baremana, ['Bunes, ['epmanus, ['nbpanrap, I'onaypac, 'oukonr, I'penus, ['py3us,
I'yam, I'abon, Hanus, JxulOytu, Jomunukanckas Pecnyonuka, Jlomunuka, JIPK Jlemoxpa-
tudeckass Pecnybonuka Bocrounsiii Tumop, lemokparuueckas Pecnyonuka Can-Tome u
[Tpuncunu, Eruner, 3amous, 3umbadse, M3panns, Unnus, Uunonesus, Nopmnanus, Hpak,
Wpan, Upnanaus, Ucnannus, Ucnanus, Uranusa, Kabo-Bepae, Kazaxcran, KaiimaHoBBI
OctpoBa, Kamb6omxa, Kamepyn, Kanana, Karap, Kenus, Kumnp, Kutaii, Kupudatu, Koxym-
ous, Kocoro, Kocra-Puka, Kor-g'MByap, Kyba, Kyseir, Keipreicran, Kropacao, Jlaoc,
JlatBus, JluGepus, Jlusan, Jlusus, Jluxtenmreitn, JIutea, Jlecoto (Koponescto JlecoTo),
JIrokceMOypr, Manarackap, MaBpukuii, MaBputanusi, Makao, Manasu, Manaiizus, Maib-
nuBbl, Manbsta, Manmu, Mapokko, Maptunnka, Mapmamiosl OctpoBa, Maiiorra, Mekcuka,
Mozambuk, Mongoa, Monako, Mounronusi, Montceppat, Mesiama, Mukponesus, Hamu-
ous, Hunepnanael, Hurep, Hurepus, Henan, Hopserusi, HoBas 3enannus, HoBas Kanemo-
Husi, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, Ilanama, Ilanay, [laparsaii, Ilanya-
Hogas I'sunes, Ilepy, [lopryranus, [lonema, [TyapTo-Puko, Peronbon, Pecriybnuka Konro,
Pecniybnuka Ceitmensckue OctpoBa, Pecyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
Mbiaus, Poccusi, Pyanna, CaneBagop, Cen-Mapten, Cunt-Maprten, CaynoBckas ApaBus,
CeBepnas Maxkenonusi, CeBepubie Mapuanckue octpoBa, Ceneran, Corwo3 Komopckux Oct-
poBoB, Cweppa-Jleone, CnoBakusa, CnoBenusi, Cunramyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cenr-Buncent u I'penanunsi, Cent-Jlrocusi, Cunr-Mapten, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanus, Tepkc u Kaiikoc, Toro,
Tpununan u Tobaro, Tynuc, Typums, Yranna, Y30ekucrtan, YkpauHa, Ypyraaii, OUHIsSH-
s, @pannus, Opannysckas ['Buana, @pannysckas [lonnnesns, Ounnununel, XopBarus,
UYepnoropus, Yexus, Unnu, Yan, [IAP, [lIBeuus, [Iseinapus, [pu-Jlanka, DxBagop, Ic-
TOHUS, DcBaTuHH, Dduonusi, JkBaTtopuanbHas ['Bunes, FOAP, IOxunas Kopes, HOxHbrii
Cynan, Anonus, Smaiika.

3a mpomeanine 4 Heaenu Toabko 55 (26,2 %) crpan (3a npenpiayiaue — 50 crpan
(23,8 %) nomonHUIM JaHHBIE O Pa3MENICHHBIX PaHEee F€HOMHBIX MMOCIIEI0BATEIBHOCTIX
Omicron B GISAID.

Jlunamuka pacrpocTpaHeHusi B Mupe cyoBapuaHToB Omicron CEeKBEHUPOBAHHBIX U
3arpyxeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau nupKyIupyro-
IIMX IITaMMOB KOpPOHaBHpyca IOMHUHHUPYIOT Tpu cyOBapuanta XBB.1.5, XBB.1.9.1 u
XBB.1.6.
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Puc. 1 Pacmpoctpanenue cyOBapuantoB Omicron B mupe (IO COCTOSIHAIO Ha

20.06.2023 1.)

JluHaMuKka pacrpocTpaHeHus: cyoBapuantoB Omicron B pervoHax 3a nociegnue 4

HeZleNn noka3zaHa Ha pucyHke 2. B IOxxHoll Amepuke, Kak ¥ B npeapaylie 4 Heaenu, re-

HeTndeckuid QoH mpenctaBieH cyoBapuantom XBB.1.5 (48,48 %). PacnpoctpaHeHHOCTH
XBB.1.5 cpeau nupkynupyrounmx cyoBapuantos B Adpuke cocrasuna 33,33 %, CesepHoii
Awmepuke —22,18 %, EBpone — 16,73 %. B cTpanax A3um oTMe4YeHa 3HAUMTEIbHAS PaCIpo-
cTpaHeHHOCTh reHoBapuanToB  XBB.1.16 u XBB.1.9.1 (11,52 % u 11,02 %), B Tuxooke-
anckoM peruone — XBB.1.16 (14,57 %).
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Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.
See https://www.who.int/en/activities/tracking-SARS-CoV/-2-variants/ for variant information and definitions.
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Pucynok 2 Pacnpoctpanenue cyoBapuanToB Omicron B perioHax Mupa 3a 4 Heleiau

(c 23 mas o 20 utons 2023 1.).

B cpaBHeHuu c npeablIylmIuMu 4 HEIEIsIMU CPEId CEKBEHUPOBAHHBIX T'€HOMOB KO-

ponaBupycoB SARS-CoV-2 B crpanax Adpuku, Azuu, EBponsl, CeBepHoit AMepuku u Tu-
XOOKEaHCKOI0 PEerMoHa OTMeuYeHO cHuxkeHue nonu BapuantoB VOI, B crpanax HOxHoit

Awmepuku — VUM (puc. 3).
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Former VOCs/VOIs/VUMs

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 3 Pacnpoctpanenue cyoBapranToB Omicron B pernoHax Mupa 3a 4 Hesenu
(c 23 mas o 20 uronst 2023 r.)

B EBponeiickom pernone BO3 mpogomxuinach TeHASHIUS CHIDKCHUS WA CTaOWITH-
3anuu 3ab6oneBaeMocT. Ha nepene 24/2023 6bu10o 52 072 HOBBIX MOATBEPKIEHHBIX Clydas
COVID-19 u 805 HOBBIX CllydaeB CMEPTH, O KOTOPHIX COOOTMIM HAIIMOHAJIBHBIC BJIACTH.
DTO 03HAYaeT CHU)KEHUE Yucia HOBBIX ciiydaeB Ha 16,6% u yBennueHue 4uciia cMepTeil Ha
21,2% mo cpaBHenuto ¢ 23/2023 neneneit. B nepuoa mexnay 19/2023 u 23/2023 Henensimu
23 cTpaHbI NPEACTABIIM JOCTATOUYHYIO MHPOPMAIIUIO O pe3yibTaTaX CEKBEHHUPOBAHUS WIH
reHotunupoBanusi Bupyca SARS-CoOV-2, omeHoyHOE pacmpesiesieHne BapHaHTOB BHUpYca
coctaBmio g XBB.1,5 —45,9% (2,7-97,1% w3 20 ctpan uiu paiionoB), it XBB — 39,4%
(1,5-100,0% w3 20 ctpan), mis BA.2,75 — 3,8% (0,3-33,8% u3 19 ctpan), s BQ.1 — 0,8%
(0,1-4,7% w3 17 ctpan), s BA.4 u BA.5 — 0,3%.

Bapuaunrsl, Bui3biBawmume narepec (VOI)
BoJIBIIMHCTBO BUPYCOB, HIUPKYJIHUPYIONIMX B HACTOSAIIEE BpeMs B MHUpE (3a UCKIIIOUe-
HUEeM cTpaH A3um), cooTBeTcTBYIOT VOL.




B cpaBHeHMHU ¢ TIpeabIIYIIUMH 4 HEIEIIMU OTMEUCHO CHHUKCHHUE PACIIPOCTPAHEHHO-
ctu cyoBapuanta XBB.1.5. [To cocrossHuto Ha 23 urons 2023 1. B 6a3y manHbix GISAID
EpiCoV mnocnenoBatenpHOCTH, OTHOCAIIMECS kK XBB.1.5, nenmonupoBansl u3 112 ctpan. 3a
nocieaHue 4 Helelu HauOoJbIlIee pacpocTpaHeHne cyOBapuaHT nmoiayunia B KoaymOuu —
100% oT BceX CeKBEHHWPOBAHHBIX mTaMMOB, JkBagope — 93%, FOAP — 83%, Ilaname —
72%, ITonwime — 64%, [Topryramuu — 46%, Kanane — 43 %, CILA — 37,8%.

Cy6Bapuant XBB.1.16 (Arcturus), mosiBuBmimiics B koHie Maprta 2023 roma, B
HacTosmee BpeMs oOHapykeH B 85 crpanax. Bcero CekBeHHMpOBAaHO W pPa3MEIICHO B
GISAID 24 983 renoma XBB.1.16. 3a nmocneanue 4 Henenu cyOBapuaHT JOMHHHPOBAI B
Nunuu (58%), banrnagem (50%), Manaiizuu (42%), Cunranype (38%), Taunanae (38%),
Snonun (34%), I'epmanum (33%), Jlaoce (33%), CnoBennn (32%), Hunepnannax (31%),
TaiiBane (31%, Kutae (30%).

Bapuaursl, Haxoasimuecss mojx Hadoawoaeauem (VUM)
Cpenun BapuantoB OMICron, HaxoOANIMXCSA TOJ HAOIIOJACHHEM, CyOBapHaHT

XBB.1.9.1 nemonctpupyer tenaeHuoo k pocty B CeBepHoii Amepuke, EBpore, A3uu u
Tuxookeanckom peruone (Ha 4,1%, 3,0%, 1,3% u 0,6% coorBeTcTBeHHO). CeKBEHUPOBAH
naboparopusimu 95 crpan. Hambonbiiee pacupoctpanenne XBB.1.9.1 3a mocinennue 4 He-
JeNTi OTMEUeHO B ciieayromux crpanax: Mpnanaus (20%), Hlsetinapus (20%), Hunepnan-
nwl, Jlanus, FOxnas Kopes, [IBenus, [Topryramus (11% cooTBETCTBEHHO).

HMupkynauus XBB.1.9.2 3apukcupoBana B /7 cTpaHax ¢ paclpoCTPaHEHHOCTHIO B
Mapoxkko — 13%, beasrum — 9%, JlrokcemOypre — 9%, Unnonesun — 7%.

B 6a3e nannbix GISAID renomsl cyoBapuanta CH.1.1 nenmonupoBansl u3 93 crpaH.
Cpenu cekBEeHUPOBAHHBIX 3a MOCJEAHNE 4 Heaenu o0pasIoB 101 cCyOBaprHaHTa COCTaBUIIA
B HoBoii 3enanauu — 36%, @uansaann — 18%, Hanuu — 13 %, JIutee — 13%, ABcTpayiuu u
HUcnanguu — 10%.

['enomHBIe MOCTEAOBaTENLHOCTH cyOBapranTa XBB.2.3. npeacrasnens u3 66 cTpas,
ero oOHapyXeHHE C Cpelld CEKBEHHPOBAHHBIX IITAMMOB cocTaBmiio B banrmanem — 50%,
Nupum — 44%, Cunramnype — 23%.

Honu cyoBapuantoB XBB u BA.2.75 B ctpykType VUM cTaOUIbHBI U 32 MOCIEIHNE
4 Henenu coCTaBIAIOT B cpeaHeM 5,3% u 2,8% COOTBETCBEHHO.

HNudopmanust mo OOHOBJICHHBIM JaHHBIM O JICIOHUPOBAHHBIX TE€HOMax BHpYca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabnuie 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana

YupexkneHnne, MpoBoAUBIIIee CEKBEHNPOBaHHE

B ToM uncie xo-

IIpoueHT reno-

KoauuecTBO JUYIECTBO I'€HO- MOB, OTHOCAIIIUX~
JEMOHHUPO- moB Omicron, ae- ¢l K BAPUAHTY
BaHHBIX I'€- IMMOHUPOBAHHBIX Omicron
nomoB Omi- 3a mocjaeaHue 4 (B.1.1.529). nemo-
cron HeaeJIn HHUPOBAHHBIX 3a
(B.1.1.529) (27.05. - nocjaeanue 4 He-
23.06.2023 r.) JeJTH
Ascrpanus (crabunuzanus 3a- | NSW Health Pathology — Institute of Clinical Patholo-
00J1eBaeMOCTH ) gy and Medical Research; Westmead Hospital; Uni- 149945 1583 93,9
versity of Sydney
Asctpus (crabunmsanus 3a60- | Bergthaler laboratory, CeMM Research Center for
JIEBa€MOCTH) Molecular Medicine of the Austrian Academy of Sci- 190095 446 100,0
ences
Asepbaitkan (CTaOHIH3AIUS National Hematology and Transfusiology Center 20 0 0.0
3a00J1€eBa€MOCTH) ’
AnbGanwus (crabmnusaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 777 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (cradunu3zarust 3a6one- | National Reference Center for Viruses of Respiratory
i ; : 536 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackne UW Virology Lab
ocTpoBa (cTabuu3arus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. . . 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruibes (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 52 0 0,0
West Indies
Anrona (cradbunmsanms 3a6ose- | KRISP, KZN Research Innovation and Sequencing 168 0 0,0
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BAEMOCTH)

Platform

AHnoppa (crabunuzarus 3a00-

Instituto de Salud Carlos |11

323 0 0,0
JIEBAEMOCTH )
Amnturya u bapoyna (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1usi 3a00JIeBaCMOCTH Faculty of Medical Sciences, The University of the 108 0 0,0
West Indies, St Augustine Campus
Aprentuna (ctabunuszanus 3a- | Instituto Nacional Enfermedades Infecciosas
8943 0 0,0
00JIeBAaCMOCTH ) C.G.Malbran
Apwmenus (ctabunmsanus 3a060- | Institute of Molecular Biology NAS RA, Republic of
JIeBa€MOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunu3zarus 3a0ome- | National Institute for Public Health and the Environ- 1030 0 0.0
BacMOCTH) ment(RIVM) ’
Adranucran (cradunmmsanust 3a- | Central Public Health Lab 8 0 00
00J1eBaeMOCTH) ’
baramckue octpoBa (cTaduim- Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
3a1ms 3a00J1eBAEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanenr (crabmmsanus 3a- | Child Health Research Foundation 2025 8 100,0
00J1eBaeMOCTH)
Bap6amnoc (crabunusarnms 3a60- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 190 0 0,0
Medical Sciences, The University of the West Indies
baxpeiin (crabunuzanus 3a60- | Communicable Disease Laboratory, Public Health Di- 2082 0 0.0
JIEBAEMOCTH) rectorate '
benapycs (cradbunusarust 3a60- | Laboratory for HIV and opportunistic infections diag-
JIEBAEMOCTH) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (crabunusanus 3adote- Texas Children's Microbiome Center 619 0 0.0
BAEMOCTH) '
benbrus (crabunmsanus 3a00- KU Leuven, Rega Institute, Clinical and Epidemiolog- 94120 44 97,8
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JIEBAEMOCTH )

ical Virology

benun (crabunuzanus 3a007e-

Institut fiir Virologie — Institute of Virology — Charite

517 0 0,0
BAEMOCTH)
bepmyackue octpoBa (ctadbunu- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3anus 3a00J1eBaEMOCTH ) Public Health England ’
Bosrapus (crabunuzanus 3a60- | National Center of Infectious and Parasitic Diseases 7396 1 100,0
JIEBAEMOCTH )
bonmBus (cumxenue 3adoseBa- | Laboratory of Respiratory Viruses and Measles, Os- 168 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bownoiip (crabunuzanus 3adome- | National Institute for Public Health and the Environ-

1067 0 0,0
BacMOCTH) ment(RIVM)
bocuus u I'epuerosuna (crabu- | University of Sarajevo, Veterinary Faculty, Laboratory 216 0 0.0
JU3alys 3a00J6BaEMOCTH) for Molecular Diagnostic and Research Laboratory ’
borcBana (crabunmsanus 3a60- | Botswana Institute for Technology Research and Inno- 3359 0 0.0
JIEBAEMOCTH ) vation ’
bpaswius (crabunusanms 3a6o0- | Instituto A(_jolfo Lutz, Interdiciplinary Procedures Cen- 108815 89 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (cTabunmu3zanus 3a0oJeBa- 44 0 0,0
€MOCTH)
bpyseii (crabunu3zarms 3adone- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 5788 30 100,0

boratory)

Bbyran (crabunu3zamus 3a0oie- AFRIMS 57 0 0.0
BAEMOCTH) ’
bypkuna ®aco (crabunusanus | Laboratoire bacteriologie virologie CHUSS 70 0 0.0
3a00J1€Ba€MOCTH) ’
bypynau (crabunusanus 3a60- MRC/UVRI & LSHTM Uganda Research Unit, Na- 93 0 0.0
JIEBAEMOCTH) tional Institute of Public Health '
Benukobputanus (crabmmuza- | COVID-19 Genomics UK (COG-UK) Consortium. 1448198 643 100,0

11151 32a00J1IEBa€MOCTH)

Wellcome Sanger Institute for the COVID-19 Ge-

9




nomics UK (COG-UK) consortium.

Benrpus (crabunuzanus 3a06o-

National Laboratory of Virology, Szentdgothai Re-

436 0,0

JICBAEMOCTH) search Centre
Benecynaina (crabunu3arus 3a- Laboratorio de Virologia Molecular 699 0.0
00JIeBa€MOCTH ) ’
Brernam (crabunuzarus 3a00- | National Influenza Center, National Institute of Hy- 6158 0.0
JICBAEMOCTH ) giene and Epidemiology(NIHE) ’
I"abon (crabunmuzanus 3a6one- | Centre de recherches médicales de Lambaré- 9 00
BAaEMOCTH) né¢(CERMEL) ’
lantu (crabunmsarnms 3adose- Laboratoire National de Santé Publique — 381 0.0
BacMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnumzanus 3a6ome- | CNR Virus des Infections Respiratoires — France SUD 80 0.0
BAEMOCTH) ’
I'am6Oust (crabunusaius 3a6ome- | MRCG at LSHTM Genomics lab 333 0.0

BAa€MOCTH) ’
I'ana (crabunusaius 3abonesa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2324 0,0

tious Pathogens(WACCBIP), University of Ghana
I'Banmenyma (crabumu3arus 3a- National Reference Center for Viruses of Respiratory 652 0.0
00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
I'BaTemana (craOuausamms 3a- Asociaci()n de Salud Integral/Clinica Familiar Luis 3041 00
00J1eBa€MOCTH) Angel Garcia ’
I'Bunest (crabunmsaius 3a6one- | Centre de Recherche et de Formation en Infectiologie 498 0.0
BAacMOCTH) Guinée '
I'Bunes-bucay (crabmnmmsarnms MRCG at LSHTM, Genomics lab 20 0.0
3a00J1€Ba€MOCTH) ’
I'epmanus (crabmnmzanus 3a060- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 573040 100,0
giene, CaSe—Group.

I'ubpanrap (cTabunuzanus 3a- Respiratory Virus Unit, National Infection Service, 199 0.0

00J1€Ba€MOCTH)

Public Health England

10




I'onnypac (crabunuzanus 3a60-

Genomics and Proteomics Departament, Gorgas Me-

JICBAEMOCTH ) morial Institute For Health Studies 69 0 0.0
I'onkownr (cHwkenue 3abonesa- | Hong Kong Department of Health 13344 79 100,0
€MOCTH)
I'penus (crabmnuzamus 3abome- | Greek Genome Center, Biomedical Research Founda- 17774 0 0.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunuzarus 3abome- | Department for Virology, Molecular Biology and Ge-
BaecMOCTH) nome Research, R. G. Lugar Center for Public Health 2088 0 0.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabunu3zarus 3a6oneBa- | Centers for Disease Control and Preven—tion Division
. . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Jlanus (cradbunmsarus 3a6oie- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, A_albor_g Unlver_5|ty. I_Z)epartr_nent of Virus and 356408 64 98,5
Microbiological Special Diagnostics, Statens Serum
Institut.
JlomuHuKa (CTaOMIN3aIUS 3a- Carrington Lab, Department of PreClinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckast PecriyOiinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arus 3a001eBaEMO- trol and Prevention, USA 1529 130 98,5
CTH)
JIP Kownro (crabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 534 0 0,0
JICBAEMOCTH ) medical Research(INRB)
JAP Cent Tome u [Ipuncunu LNR-TB
(crabmm3arus 3a00eBacMo- 1 0 0,0
CTH)
Eruner (crabunmzarus 3a6ome- | Main Chemical Laboratories Egypt Army
1814 0 0,0
BAEMOCTH)
3am6wus (cTabunusanus 3adosre- | University of Zambia, School of Veterinary Medicine 1203 0 0.0

BAEMOCTH)
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3umbabBe (cTabunm3zaus 3a00-

National Microbiology Reference Laborato-

JICBAEMOCTH ) ry(Quadram Institute Bioscience) 316 0 0.0
W3pauns (ctadbunmsanus 3a60- | Central Virology Laboratory, Israel Ministry of Health 115122 265 978
JIEBAEMOCTH )
Wupus (crabunusanus 3abone- | Department of Neurovirology, National Institute of
BAaEMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR- 138260 10 76,9
Centre for Cellular and Molecular Biology
Wunonesus (crabunusanus 3a- | National Institute of Health Research and Develop- 38330 17 895
00JIeBaGMOCTH ) ment
Wopnanus (ctabunu3anus 3a- Andersen lab at Scripps Research, CA, USA 998 0 0.0
00JIEeBaEMOCTH ) ’
Upak (crabmimzanus 3adosieBa- | Biology, College of Education Department of Virolo-
€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID

Upan (cradbunusanus 3abosnesa- | National Reference Laboratory for COVID-19, Pas-

X 2229 0 0,0
€MOCTH) teur Institute of Iran
Wpnangus (ctabunu3anus 3a- National Virus Reference Laboratory 57405 107 100,0
00J1eBaeMOCTH)
Ucnanaus (crabunu3zarus 3a60- | Landspitali Department of Clinical Microbiology 10524 44 100,0
JIEBAEMOCTH)
Wcnanus (crabunuzamus 3a60- | Hospital Universitario 12 de Octubre 116864 771 100,0
JIEBAEMOCTH)
Wranus (ctadbunusanus 3a6one- | Army Medical Center, Scientific Department, Virolo- 87138 444 98.7
BaeMOCTH) gy Laboratory
Ka6o—Bepae (crabmmuzanus 3a- | Institut Pasteur de Dakar 663 4 100,0
00J1eBaeMOCTH)
Kazaxcran (crabunuzanms 3a- Reference laboratory for the control of viral infections

1684 0 0,0

00J1€Ba€MOCTH)
Kambomxa (crabunuzanus 3a- Virology Unit, Institut Pasteur du Cambodge 1881 15 100,0
00J1€Ba€MOCTH)
KawmepyHn (cradunuszanus 3a00- | CREMER(Centre de Rechercherches sur les Maladies 776 0 0.0

JIEBAEMOCTH)

Emergentes et Ré—€¢mergentes)
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Kanana (crabunu3anus 3a0oie-

Laboratoire de santé publique du Québec

292277 1845 99,7
BAaEMOCTH)
KaiimaHoBbI ocTpoBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunu3arus 3ab6oiie- Biomedical Research Center(BRC), Qatar University /
. 1525 0 0,0
BAEMOCTH) Qatar Genome Project(QGP)
Kenus (cradbunuszanus 3a6oine- | KEMRI-Wellcome Trust Research Pro- 5912 4 100.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kumnp (crabmmmsanus 3adonesa- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsanus 3a00s1e- Natl_onal Institute for Viral Disease Control and Pre- 38810 1569 100,0
BAaEMOCTH) vention
KonymOus (ctabunu3arus 3a- Instituto Nacional de Salud— Direccion de Investi-
., Ly 13998 1 100,0
00J1€eBaeMOCTH) gacion en Salud Publica
Komopckue octposa (ctadbunn- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzamus 3a6one- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 898 0 00
BaeMOCTH) gie ’
Kocra—Puka (ctabunusanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N . 8893 7 100,0
00J1€eBa€MOCTH) Ensenanza en Nutricion y Salud
Kot ['MByap (crabumuzamus Molecular diagnostic unit for viral haemorrhagic fe- 934 0 0.0
3a00J1€Ba€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky6a (crabunusanus 3a6oieBa- | Respiratory Infections Laboratory 596 0 0.0
€MOCTH) ’
KyseiiT (crabunmsanus 3abone- | Virology Unit, Department of Microbiology, Faculty
7 . 663 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreicran (ctabunuzanus 3a- | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
00J1€Ba€MOCTH) Department
Kropacao (crabunuzanms 3a60- | National Institute for Public Health and the Environ-
1186 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3ab6oneBa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi-
662 1 100,0
€MOCTH) tal
JlatBus (crabumuzarus 3a6ome- | Latvian Biomedical Research and Study Centre 13883 0 0,0
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BAEMOCTH)

Jlecoto (cTtabum3anus 3abose-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 137 0 0.0
JIubepus (crabunuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunu3aius 3abone- | Laboratory of Molecular Biology and Cancer Immu- 651 0 0.0
BAEMOCTH) nology, Lebanese University Public Health England ’
Jluswus (crabunusanus 3abose- | Reference Lab for Public Health, NCDC 31 0 00
BaEMOCTH) ’
Jlutsa (crabunusanus 3a6one- | Vilnius University Hospital Santaros Klinikos, Center
- 11132 0 0,0
BacMOCTH) of Laboratory Medicine
JIuxTeHmTeHH (CTaOMIN3aIHsI Bergthaler laboratory, CeMM Research Center for
3a00JI€BAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1383 0 0,0
ences
JlrokcemOypr (cTabunuzanus Laboratoire national de santé, Microbiology, Microbial
. 35555 1 100,0
3200JIeBaEMOCTH) Genomics Platform
Makao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabuau3anms 3a- CNR Virus des Infections Respiratoires — France SUD
6872 0 0,0
00J1€Ba€MOCTH)
MaspuTanus (CTaOHIH3aIIS INRSP-Mauritania
7 0 0,0
3a0051€Ba€MOCTH)
Maitotra (crabunuzamus 3a60- | National Reference Center for Viruses of Respiratory
i ; . 370 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (ctabunu3sanms 3a- Institute for Medical Research, Infectious Disease Re-
00J1eBaEMOCTH) search Centre, National Institutes of Health, Ministry 30310 40 97,6
of Health Malaysia
Mamnagu (cTabunmu3zaius 3a00- KRISP, KZN Research Innovation and Sequencing
283 0 0,0
JICBAEMOCTH) Platform
Maunu (crabunmsanus 3adboneBa- | Northwestern University — Center for Pathogen Ge-
. ) . ; 159 0 0,0
€MOCTH) nomics and Microbial Evolution
MabuBbI (cTaOUIU3amms 3a- Indira Gandhi Memorial Hospital 333 0 0,0
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00J1eBa€MOCTH)

Mansbta (cTabunuzarus 3adose-

Molecular Diagnostics Pathology Department Mater

BAaE€MOCTH) Dei Hospital Malta 163 0,0
MapiratoBsl octpoBa (ctabu- | State Laboratories Division, Hawalii State Department 35 0.0
JIU3anus 3a001€BaeMOCTH) of Health ’
Mapokko (cradmnu3zanus 3a0o- | Laboratoire de Biotechnologie
1275 0,0
JIEBAEMOCTH )
Maprunuka (crabmusamus 3a- | CNR Virus des Infections Respiratoires — France SUD 1435 0.0
00JIeBaGMOCTH ) ’
Instituto de 15iagnostic y Referencia Epidemiologicos
Mekcuka (cTtabrmm3aius 3a00- (INDRE) 41551 0,0
JIEBAEMOCTH )
Mo3zamoOuk (ctabuiu3aims 3a- KRISP, KZN Research Innovation and Sequencing
, 708 0,0
00J1eBaEMOCTH ) Platform, South Africa
MonnaBus (cTabuiausarus 3a- ONCOGENE LLC 694 100,0
00J1eBaeMOCTH)
Momnaxko (cTabunuzanus 3a00- National Reference Center for Viruses of Respiratory
i ; : 16 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Mowuronus (cTradumu3anms 3a- National Centre for Communication Disease (NCCD)
. 917 100,0
00JIeBaEMOCTH ) National Influenza Center
Monurtceppar (ctabunuszanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
MpisiaMa (ctabum3anust 3a00- DSMRC 100 0.0
JIEBAEMOCTH)
Hamun6us (ctabunm3zarms 3a00- | National Institute for Communicable Diseases of the
X : 788 0,0
JIEBAEMOCTH) National Health Laboratory Service
Hemnan (crabunuzanus 3a6one- | Molecular and Genomics Research Lab, Dhulikhel
BaEMOCTH) Hospital, Kathmandu University Hospital School of 1213 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzarus 3a6ose- National Reference Laboratory, Nigeria Centre for 120 0.0

BAEMOCTH)

Disease Control
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Hurepus (crabunu3zamus 3a00-

African Centre of Excellence for Genomics of Infec-

JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University 3119 0 0.0
Hunepnanas! (crabuinzanus National Institute for Public Health and the Environ-

3a00J1€BAEMOCTH) ment(RIVM) 75860 58 100,0
Hosas 3enannus (cumkenue 3a- | Institute of Environmental Science and Research(ESR) 29406 0 0.0
00JIeBa€MOCTH ) ’
Hosas Kanemonus (crabuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 58 0 0.0
11151 3a00JIEBACMOCTH ) torial de Nouvelle-Calédonie ’
Hopgserus (cradbunusarus 3a60- | Norwegian Institute of Public Health, Department of 34898 1 100.0
JICBA€MOCTH) Virology ’
OAD (crabunu3zarust 3aboneBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
OwmaH (crabunu3anus 3abonea- | Oman—National Influenza Center 384 0 0.0
€MOCTH) ’
[Makucran (crabunusamus 3a60- | Department of Virology, Public Health Laboratories 3112 5 100.0
JIEBA€MOCTH) Division ’
[Manay (crabunuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub 66 0 0.0
BAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna (cradbunusamus 3a- | Biochemistry and Molecular Biology Department— 68 0 0.0
00JIeBAEMOCTH) Faculty of Medicine, Al-Quds University '
[Tanama (crabunu3arus 3abone- | Gorgas memorial Institute For Health Studies 3119 32 100.0
BAEMOCTH) '
[Tantya HoBast I'Bunest (cTabu- Queensland Health Forensic and Scientific Services 924 0 0.0
Tu3anus 3a00J1€BaeMOCTH) '
[Maparsaii (cradbunm3anus 3a60- | Laboratorio Central de Salud Publica de Paraguay 2073 9 100.0
JIEBAEMOCTH) '
[Tepy (crabunmzanus 3aboeBa- | Laboratorio de Referencia Nacional de Biotecnologia 34610 17 100.0
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru ’
[Monpma (cradbunu3aius 3a00- genXone SA, Research & Development Laboratory 44698 12 100,0
JIEBAEMOCTH)

[Mopryranus (crabunusanus 3a- | Instituto Nacional de Saude(INSA) 99493 101 100.0

00J1eBaeMOCTH)
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[TyapTo Puko (crabunm3anus

Centers for Disease Control and Prevention Division

3a00J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery 15659 17 100,0
Pecniy6nuka Banyary (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) boratory (MDU-PHL) ’
Pecniyonuka J[xubyTu (cradbu- | Naval Medical Research Center Biological Defense
: 633 0 0,0

Jr3arys 3a00JIeBAaCMOCTH ) Research Di-rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (crabuim- Institute of Tropical Medicine 209 0 0.0
3anust 3a00JIEBAEMOCTH) ’
Pecny6nuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Omn3anus 3a00J1IeBaEMOCTH) ’
Pecny6nuka Hukaparya (crabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3aIys 3a00JI€Ba€MOCTH ) ’
Pecny6nuka CanbBanop (cta- Genomics and Proteomics Departament, Gorgas Me- 382 0 0.0
Ou3arus 3a0071€Ba€MOCTH) morial Institute For Health Studies ’
Pecnyonuka Yan (crabunnza- Pathogen Genomics Lab, National Institute for Bio- 3 0 0.0
111 3300JIEBAEMOCTH) medical Research (INRB) ’
Peronpon (cradbunmzarust 3a00- | CNR Virus des Infections Respiratoires — France SUD 11331 19 100.0
JIEBAEMOCTH)
Poccust (cradbunmsanust 3a6one- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic

Technologies for Biomedicine, Pirogov Medical Uni-

versity, Moscow, Russian Federation. Federal Budget

Institution of Science, State Research Center for Ap-

plied Microbiology & Biotechnology. Group of Genet- 45261 0 0.0

ic Engeneering and Biotechnology, Federal Budget In-
stitution of Science ‘Central Research Institute of Epi-
demiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-

17




organisms.

Pyanna (crabunuzarms 3a0oiie-

GIGA Medical Genomics

197 0 0,0
BAEMOCTH)
Pymbiaus (crabmnusanus 3a060- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. : . 10811 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Caynosckast Apasus (crabmmu- | Infectious Diseases, King Faisal Hospital Research
1330 0 0,0
3a1us 3a00JICBACMOCTH ) Center
CeBepHas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
Ju3arus 3a00J1€BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0 0,0
tics
Cesepnbiec Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (crabum3arus 3a0oJeBae- of Viral Diseases, Pathogen Discovery 2088 0 0,0
MOCTH)
Cetimrenbl (ctabunmmsanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 618 0 0.0
JIEBAGMOCTH ) ’
Ceneran (cradunuzanus 3a00- IRESSEF GENOMICS LAB 1630 0 0.0
JIEBAEMOCTH)
Centr—Buncent u ['peHaanHbl Carrington Lab, Department of PreClinical Sciences,
(crabunm3arust 3a00JeBacMO- Faculty of Medical Sciences, The University of the 86 0 0,0
CTH) West Indies
Centr—Kurc u HeBuc (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 18 0 0,0
West Indies
Cent—Jlrocus (crabuu3arys Carrington Lab, Department of PreClinical Sciences 171 0 0.0
3a00J1€Ba€MOCTH) ’
CepOus (cradbunmsanus 3a6one- | Institute of microbiology and Immunology, Faculty of
- o 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (ctabunuzanus 3a00- Natlor_lal Pupllc Health Laboratory, National Centre for 26012 1083 100,0
JICBa€MOCTH) Infectious Diseases
Cen-MaptuH (cTaOunm3anms Institut Pasteur 301 0 0.0
3a00J1eBa€MOCTH)
Cunt—Mapren (cradbmmmzarust | National Institute for Public Health and the Environ- 860 0 0,0
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3200JIeBa€MOCTH)

ment(RIVM)

Cupus (ctabunu3zanus 3aboJe-

CASE-2021-0266829

72 0 0,0
BAEMOCTH)
Cnoakus (cradbunu3anus 3a60- | Faculty of Natural Sciences, Comenius University
26837 0 0,0
JIEBAEMOCTH )
CnoBenus (crabmmu3zanus 3a6o- | Institute of Microbiology and Immunology, Faculty of
- T I 35653 19 100,0
JICBAEMOCTH ) Medicine, University of Ljubljana
ComomoHoBHI ocTpoBa (ctabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
Ju3arys 3a00J1€BaEMOCTH) boratory (MDU-PHL) ’
Comaiu (cTabumu3anus 3a00- National Public Health Lab- Mogadishu 9 0 0.0
JIEBAEMOCTH ) ’
Cynan (crabunmsanus 3a6ome- | National Institute for Communicable Diseases of the
X . 143 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (crabumu3sarus 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
CIIA (crabunmsarms 3abosie- Colorado Department of Public Health & Environ-
BaeMOCTH ) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2408447 1473 98,5
UCSD EXCITE.
Creppa—Jleone (crabmmusarnust | Central Public Health Reference Laboratory 1 0 0.0
3a0051€Ba€MOCTH) :
Tannann (crabunusarus 3a60- | COVID-19 Network Investigations(CONI) Alliance 97595 997 98.7
JIEBAEMOCTH)
Taiiganp (crabunuzamus 3a60- | Microbial Genomics Core Lab, National Taiwan Uni-
. . - .- 2956 36 100,0
JICBAEMOCTH ) versity Centers of Genomic and Precision Medicine
Tanzanus (cradbunusanus 3a6o0- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
JIEBAEMOCTH ) ’
Tepkc u Kaiikoc (ctadbunmmsanus | Carrington Lab, Department of Preclinical Sciences,
3a00JIeBAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemu (crabunuzarust | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0

3a00J1eBa€MOCTH)

boratory (MDU-PHL)
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Toro (cTabunu3anus 3aboneBa-

Unité Mixte Internationale TransVIHMI(UMI 233

€MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 422 0 0,0
IRD(Institut de recherche pour le développement)

Tpununan u Tobaro (crabunu- | Carrington Lab, Department of PreClinical Sciences,

3anus 3a00J1€BAEMOCTH ) Faculty of Medical Sciences, The University of the 2631 0 0,0
West Indies

Tynuc (crabunuzaius 3abone- | Laboratoire de linique linique — Institut Pasteur de Tu- 600 0 0.0

BaEcMOCTH) nis ’

Typruwust (cradbunuzaius 3a6ose- | Ministry of Health Turkey 91366 0 0.0

BAEMOCTH) ’

Vranpaa (crabunusamus 3a6ome- | MRC/UVRI & LSHTM Uganda Research Unit 649 0 0.0

BAaEMOCTH) ’

Vkpauna (cradbunuzarus 3a60- | Department of Respiratory and other Viral Infections

JICBAEMOCTH ) of L.VV.Gromashevsky Institute of Epidemiology & In- 2830 4 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (cradbunmsanus 3a- | Center for Advanced Technologies 40 0 0.0

00J1eBaeMOCTH) ’

VYpyrsaii (crabunu3zanus 3a60- | Departamento Laboratorios de Salud Publica (DLSP) 215 0 00

JIEBAEMOCTH) Ministerio de Salud Publica ’

deneparusnbie mraTel Mukpo- | Pohnpei State Hospital

He3uH (cTabuau3anus 3a0oJe- 85 0 0,0

BAEMOCTH)

dununmunael (ctadbunusarus 3a- | Philippine Genome Center 14430 0 0.0

00J1eBa€MOCTH) ’

Ounnsaaus (ctabunmsanus 3a- | Dep6rtment of Virology, Faculty of Medicine, Univer- 99585 0 0.0

00J1eBaeMOCTH) sity of Helsinki ’

®pannus (crabmmusaius 3a00- | CNR Virus des Infections Respiratoires — France SUD 364667 427 99 8

JIEBAEMOCTH)

®panmysckas ['Buana (ctabu- National Reference Center for Viruses of Respiratory 1644 o5 100.0

JU3arys 3a00JICBAaCMOCTH ) Infections, Institut Pasteur, Paris '

dpanmysckas [Toaunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0

Ounuzanus 3a0071eBaeMOCTH)

Infections, Institut Pasteur, Paris
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Xopsarus (ctabunuzanus 3a00-

Croatian Institute of Public Health

24203 0 0,0
JIEBAEMOCTH )
LIAP (crabunusanus 3aboneBa- | Pathogen Sequencing Lab, National Institute for Bio- 62 0 0.0
€MOCTH) medical Research(INRB) ’
Yepuoropus (cradbunuzanmst 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 475 0 00
00J1eBa€MOCTH ) gie ’
Yexwus (cTrabunuzamus 3adoire- The National Institute of Public Health 33468 0 0.0
BAEMOCTH) ’
Yunu (cHmkeHue 3a0oaeBaemo- | Instituto de Salud Publica de Chile
cri) 25030 0 0,0
[IBeiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,
00J1eBaeMOCTH) ETH Ziirich. 54233 >1 1000
[IBerus (crabunusanus 3a6o- | The Public Health Agency of Sweden 109590 449 100,0
JIEBAEMOCTH )
Ipu-Jlanka (crabunuzanus 3a- | Centre for Dengue Research and AICBU, Department 1168 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine ’
DkBaaop (ctabunmzanus 3a60- | Instituto Nacional de Investigacionen Salud Publica,
JIEBAEMOCTH) INSPI 5639 67 100,0
DkBatopuansHast ['Bunest (cra- | Swiss Tropical and Public Health Institute 5 0 0.0
Oounmzanys 3a00J1€Ba€MOCTH) ’
Dceatunu (cradunusarus 3a60- | Nhlangano Health Centre(National Institute for Com-
JICBAEMOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0

Service)
Dcronus (ctabunmsarus 3a60- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0
JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH ’
D¢uonus (cradbunuszanus 3a60- | International Centre for Genetic Engineering and Bio-
JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 119 0 0,0
nome Sequencing

FOAP (crabumuzanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 95749 4 80.0
€MOCTH) Platform. ’
HOxwnast Kopest (crabunuzanust | Division of Emerging Infectious Diseases, Bureau of 120661 1700 99.7

3a00J1eBa€MOCTH)

Infectious Diseases Diagnosis Control, Korea Disease
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Control and Prevention Agency

Oxns1i Cynan (crabunuzanus

MRC/UVRI & LSHTM Uganda Research Unit, South

3200JICBAEMOCTH ) Sudan Ministry of Health, WHO South Sudan 28 0 0.0

SImaiika (crabumu3zans 3aboie- | Carrington Lab, Department of PreClinical Sciences,

BAaEMOCTH) Faculty of Medical Sciences, The University of the 3118 0 0,0
West Indies

Snonwus (crabunusanus 3abome- | Pathogen Genomics Center, National Institute of Infec- 412387 185 93.9

BAEMOCTH)

tious Diseases
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E:xenenenbnoe 3nugooHoBaeHue BO3 Ne 148 ot 22.06.2023

Bapuantsl SARS-CoV-2, npeacraBisiioiiie HHTepec, U BAPHUAHTHI, HAXO/IsI-
muecs noja HadawaeHueMm. ['eorpaduueckoe pacnpocTpaHeHue M PacHpOCTPAHEH-
HOCTh

Bo Bcem mupe ¢ 22 mas o 18 urons 2023 r. (28 nueii) B GISAID Ob110 nepenano
17 303 mocnenoBatrenpHOcTet SARS-CoV-2. B Hacrosmee Bpems BO3 oTciexxuBaer a8a
npeactasistomux uatepec Bapuanta (VOI), XBB.1.5 u XBB.1.16, a Taxxe mecTs Bapu-
anToB moj HaOmoaeHueM antoB (VUM) m ux motomku. VUM: BA.2.75, CH.1.1, XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3. Bapuaat BQ.1 6511 yganen u3 crnucka VUM uz-3a
€ro HU3KOU TI100aNbHOM pacnpocTpaHeHHOCTH (MeHee 1% 3a mociaegHui MecHir).

Bo Bcem mupe 112 crpan coobmmnu o6 obHapykenun XBB.1.5 ¢ MomeHTa ero
nosiBiieHns. Xorss XBB.1.5 mo-npexxHemy ocraercs camMoOl pacIpOCTPAaHEHHOW JMHUEH
BO BCEM MHpE, €€ PaCIpOCTPAHEHHOCTh HEYKJIOHHO CHIbKaeTca. Ha 22-i snuaeMuosnoru-
yeckoit Henene (¢ 29 mas o 4 urons 2023 r.) nva XBB.1.5 npuxoaunocs 23,3% nocneno-
BaTeNbHOCTEN MO cpaBHEHHIO ¢ 36,7% Ha 18-it Hepene (¢ 1 mo 7 mas 2023 r.). CooOiiie-
Hua o XBB.1.16 noctynunu u3 85 crpan. Ha 22-ii nenene XBB.1.16 cocrausin 21,9%
MOCJIeIOBAaTEIILHOCTEH, UTO OoJbIle, yeM Ha 18-it Hexene (14,1%). AHaIM3 UMEIOMINUXCS
JTAHHBIX TIOKA3bIBAET, UTO B CTPAHAX C HU3KOW MPEIIIECTBYIONIECH PACIPOCTPAHEHHOCTHIO
XBB.1.5 Habm01a10Ch 3HAYMTENIBHOE YBEIWUYeHHEe pacpocTpaneHHocTH XBB.1.16, B TO
BpeMsl KaK CTpaHbl C BBICOKOW pacrpocTpaHeHHOcThio XBB.1.5 cooOummim o HHM3KOH
pacnpoctpanenHocty XBB.1.16.

B Tabnuie 2 mokazaHo KOJIMYECTBO cTpaH, coodmaromux 06 VOI u VUM, a tak-
K€ X pacnpoCTpaHEHHOCTh ¢ 18-i1 mo 22-10 Hepemo. VOI u VUM, nemoHcTpupytomme
TEHJICHLIUIO K POCTY, BBIJIEJICHBI OPAH)KEBBIM I[BETOM, a CTPaHbl C TEHACHIUSMU K CHU-
xeHnto — 3eneHbiM. Cpean VUM XBB, XBB.1.9.2 u XBB.2.3 npogeMoHCTpUpoBaiu
TEHJCHIMIO K pOoCTy B mocieaHue Henaenu. B uemom, apyrue VUM nemMOHCTpUpYIOT
CHIDKAIOIIMECS WM CTAOUITbHBIC TEHICHITNH 32 TOT K€ OTYETHBIN TEPUO/I.

Tabnuna 2. Exxenenenvnas pacnpoctpaneHHocts VOI u VUM SARS-CoV-2, ¢ 18
no 22 nweaento 2023 r.

JInnus Crpanbl E:;J:zi(;:: 2023-17 22%3_ 201%3_ 202203_ 202213_
XBB.1.5* (VOI) 116 246663 43.46 4342 | 39.30 | 33.22 | 30.01
XBB.1.16* (VOI) 69 18898 10.91 13.60 | 15.18 | 17.52 | 17.95

BA.2.75* 124 112254 1.77 2.00 1.77 0.93 0.86
CH.1.1* 92 47698 3.46 3.33 3.36 2.84 2.07
BQ.1* 150 411988 1.36 0.90 0.68 0.40 0.40
XBB* 128 65296 4.78 5.00 5.07 5.05 5.12
XBB.1.9.1* 93 34308 15.30 16.75 | 18.40 | 18.79 | 19.22
XBB.1.9.2* 68 9141 4.55 4.60 5.28 5.68 6.91
XBB.2.3* 615 7010 3.65 4140 | 5.09 5.57 7.46
HenasnaueH-uele 103 1496839 0.88 0.59 1.15 7 9.22
Jlpyrue+ 208 6727113 8.10 8.53 9.91 9.62 10.42
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* BrimrouaeT MOTOMKH, 32 UCKIIFOUEHUEM TEX, KOTOPbIE YKa3aHbl OTJEIBHO B JPYTUX
Mectax Tabmumel. Hampumep, XBB* ne Brmouaer XBB.1.5, XBB.1.9.1, XBB.1.9.2,
XBB.1.16 1 XBB.2.3.

+ Jlpyrue — 3TO Apyrue UUMpKYyJIUpyoIue JUHUH, 3a uckinodenneM VOI, VUMs,
BA.1*, BA.2*, BA.3*, BA.4*, BA.5*.

§ CtpaHbl ¥ IOCIIEIOBATEILHOCTH C MOMEHTA TOSBJICHHS] BAPHAHTOB.

Iy6oaukanun

Mol Biol Evol. 2023 Jun 21;msad142.

doi: 10.1093/molbev/msad142. Online ahead of print.

A non-coding A-to-U Kozak site change related to the high transmissibility of
Alpha, Delta, and Omicron VOCs

Hexonupyromiee nsmenenue caiira Kozak ¢ A na U, cBsi3aHHOE C BBICOKOM TpaHC-
MHUCCUBHOCTBIO anbda-, nenbra- 1 oMukpoH VOCs

Jianing Yang 1, Yingmin Cui 2, Dalang Yu 1 wu ap.

ABTOpBI pa3paboTanu MOJAX0J, OCHOBAHHBIA Ha IMOCIIEJOBATEIIbHOM MOPSAKE BO3-
HUKHOBEHUS MYTaIlMil U yBEJIMYEHHOU CKOPOCTH Pa3BETBICHUS B (DUIOTEHOMHOM JIEpEBe
nangeMuueckoro macmraba. [IpoananusupoBanu 3 777 753 BBICOKOKAYECTBEHHBIX T'e-
HOMHBIX mocienoBatenbHocTelt SARS-COV-2 1 3nuaeMHOIOTHYECKUE METaJlaHHBbIE C
nomortisio Coronavirus GenBrowser. O6HapykeHO, YTO JBE HEKOJIUPYIOIINE MYyTallud B
OJIHOM U TOM XK€ TNoyioxkeHuu (g.a28271-/u) MOryT UMeTh peniaroliee 3HaueHue sl Bbl-
COKOM TPaHCMHUCCUBHOCTHU anb(da-, nenabra- u oMukpoH VOCs, X0Tsa camu 10 ce0e HEeKO-
JTUPYIOIINE MYTallUh HE MOTYT YBEITUYUTh BUPYCHYIO TPAHCMUCCUBHOCTL. O0e MyTaruu
BbI3bIBaIOT 3aMeHy A Ha U B OCHOBHOM MOJIOkKEHHUH -3 mocienoBatenbHocTu Kozak rena
N ¥ 3HAUUTENTHFHO CHIIKAIOT OTHOIIEeHUe Kcnpeccuu 6enka ORFI9b k N. HMcnonb3ys KoH-
BEPreHTHBIN DBOJIIOIMOHHBIA aHajdW3, aBTOPbl OOHApyXuiau, uto g.a28271-/ u,
S:p.P681H/R u N:p.R203K/M BcTpeuarorcst He3aBUCUMO B Tpex nuHusax VOC, 9To mo3-
BOJISIET TPEIIONIOKHUTh, YTO CKOOpJAWHUpPOBaHHbIE M3MeHeHus OenkoB S, N u ORF9b
MMEIOT PEeIIAIONIEe 3HAUYCHHUE ISl BBICOKOM BUPYCHOM TPAaHCMHCCUBHOCTH. DTH PE3YJib-
TaThl JAIOT HOBOE MPEJICTABIIEHUE O BHICOKOW BUPYCHOW TPAHCMHUCCUBHOCTH, KOMOIYJIHU-
pyeMoil MoJIe3HBIMU HEKOAUPYIOIIMMHU U HECHHOHUMUYHBIMU U3MEHCHUSIMHU.

Sci Rep. 2023 Jun 21;13(1):10053.

doi: 10.1038/s41598-023-33088-0.

Site specific N- and O-glycosylation mapping of the spike proteins of SARS-
CoV-2 variants of concern

CaiiT-cieruduueckoe kaptupoBanue N- u O-TIUKO3WIMPOBAHUS IIHUMTOBHIHBIX
OeJIKOB BBI3BIBAIONIMX 00€CTIOKOEHHOCTh BapuanToB SARS-CoV-2
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Asif Shajahan 1, Lauren E Pepi 2, Bhoj Kumar 2,

B 3TOM HccnenoBaHuM aBTOPHI CPAaBHUBAIOT CaWT-CENU(PUIECKOE TIIMKO3UINPOBa-
HUE U oOmme npoduau raukoMa S-Oenka mramma Wuhan-Hu-1 (WT) nukoro tuma u
msitd VOCs SARS-CoV-2: ambda, Gera, ramma, neinbTa ¥ OMHKpOH. MIHTEpecHO, 4TO
caiTel Kak N-, Tak 1 O-TJIMKO3WINPOBaHUs S-O€IKa BBICOKO KOHCEPBATHUBHBI CPEU MY-
TAHTHBIX BapHAHTOB IIHIA, OCOOCHHO B calTax peleNnTOP-CBA3BIBAIOIIECTO JOMEHA
(RBD). ITpumeuaTeneH KOHCEpBATU3M CANTOB TIMKO3WIMPOBAHUS, TTOCKOJIBKY COOOIIa-
JI0Ch 0 OoJiee YeM 2 MUJUTHOHAX MocieaoBaTeabHocTeil S-6enka SARS-CoV-2 ¢ paznny-
HBIMH aMHHOKHCIOTHBIMU MyTanusMu. [logpoGHoe mnpoduiinpoBaHUE TIUKO3UIUPOBA-
HUS B KQXKJIOM M3 OTAEJIbHBIX CaWTOB O€lKa S y BApUAHTOB BBISIBUIO BO3MOXKHYIO CBSA3b
naTTepHa IIIMKO3WIMPOBAHUS C BApUAHTAMU U UX paHee OMUCAHHOW MH(EKIIMOHHOCTHIO.
B To Bpems kak caillTel coxpaHsIOTCs, HaOmonaTcss u3MeHeHus: B npoguie N- u O-
TJIMKO3WJIMPOBAHUS JIJISl pa3HBIX BapUAHTOB. BHOBH MOSBHUBIINECS BapUAHTHI, TIOKA3aB-
e 0ojiee BBICOKYIO YCTOMYHMBOCTh K HEUTPAIM3YIOIMIUM aHTUTENIaM U BaKIMHAM, Jie-
MOHCTPUPOBAJIM CHH)KEHHE OOLIETO COAEpPKAaHUS TJIMKAHOB CJII0KHOTO TUIA Kak ¢ (PyKo-
3UJUPOBAHUEM, TaK U CHAJIMPOBAHUEM, U YBEIUYCHHE TTTUKAHOB OJIUTOMaHHO3HOTO THUIIA
1o caiitam. Y BapHaHTOB CAMTHI MIMKO3WIMPOBAHUS CO 3HAUNTEIHLHBIMU U3MEHEHUSIMH B
npodune riamkaHoB HaOMOganuch Kak B N-KOHLEBOM JoMeHe, Tak U B RBD Genka S,
npuueM Omicron moka3ajd HauOoJiblllee OTKJIOHEHHE. YBEIMYEHUE OJUTOMAaHHO3HOTO
TUIIA IPOUCXOIUT NocheaoBaTeabHo oT Ab(sbl 10 JlenbThl. MHTEpecHO, yTo Omicron He
COJIEP>KUT OOJIbIIE TVIMKAaHOB OJIMTOMAHHO3HOIO THIA MO cpaBHEHHUIO ¢ Delta, HO coxep-
XKUT ux Oonbie 1o cpaBHeHuto ¢ WT u apyrumu VOCs. D10 rccneoBaHHEe MOKET T0-
MOYb TOHATh, KaK BUPYC HBOJIIOIIMOHUPOBAJ, YTOObI «OOMaHYTh» UMMYHHYIO CHUCTEMY
xo3simHa. OHO Takke TMokasbiBaeT, kak BUpyc SARS-CoV-2 coxpanun caiitel N- u O-
TIIMKO3WIMPOBaHus Ha Oenke S y Hauboliee yCTEIIHbIX BAPUAHTOB JIayKe TOcIe OOIINp-
HBIX  MyTalMil, 4YTO  NpeanojiaraeT  KOPPEeSUI0  MEXKIy  HMH(PEKIUOHHO-
CTBIO/TPAHCMUCCUBHOCTBIO U TTTUKO3UITUPOBAHUEM.

Virol Sin. 2023 Jun 19;S1995-820X(23)00074-3.

doi: 10.1016/j.virs.2023.06.005. Online ahead of print.

Altered hACE2 binding affinity and S1/S2 cleavage efficiency of SARS-CoV-2
spike protein mutants affect viral cell entry

N3menennas adpduunocts cBsizbiBanus hACE2 u sddexTuBHOCTh pacuierieHus
S1/S2 myrtanTHBIX MMNOBUAHBIX OenkoB SARS-COV-2 BiusOT Ha NPOHUKHOBEHUE BU-
pyca B KIETKY

KeWang 1, YuPan 2, Dianbing Wang 2, Ye Yuan 2, u apr.

ABTOpPBI M3Y4YWIN BIIMSIHME MYTallMi CHAHKOBOIO OelKa Ha HKCIPECCHUIO ClaliKa U
MNPOTEOJUTUYECKYIO aKTUBAILMIO, ap(UHHOCTh CBA3BIBAHUS, YPPEKTUBHOCTH MPOHUKHO-
BEHHUS BHpYCA U TPOIHU3M K KJIETKaM-X035ieBaM y BOCbMHU BBI3BIBAIOIINX 03a00YE€HHOCTh
(VOC) u npexacrapnstonux natepec BapuantoB (VOI). OHn oOHApYKuIH, YTO Kak MoJI-

HOpPa3MEpHBIN IIUI, TaK U ero peuentop-cBs3biBamuil JomeH (RBD) y Omicron cBs-
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3piBatoTcst ¢ hACE2 ¢ apdunHOCTRIO, anamornyHoi agduHHOCTH nuKoro Tuma. Kpome
TOro, anbda-, Oera-, neapTa- U JIIMO1a-TICEBIOBUPYCHl MPUOOPETN 3HAYUTEIBHO MOBBI-
[ICHHYIO CIIOCOOHOCTh MPOHUKATH B KJIETKHU IO CPABHEHUIO C IUKUM THUIIOM, B TO BpeMs
Kak 1ceBIoBHPYChl OMHUKPOH MPOIEMOHCTPUPOBAIN HE3HAYUTEIHHOE yBETUYECHUE TIPO-
HUKHOBEHHS B KIJIETKH, YTO TO3BOJIAET MPEANONOKHUTH, YTO 3HAUYUTEIHHO MOBBIIICHHAS
CKOpPOCTbH Tepeauu, HabmonaeMas y Bapuanta OMUKpPOH, HE CBSI3aHA C €r0 CPOACTBOM K
hACE2. Onu Takxe oOHapyuiau, uro munsl Omicron 1 Mu noka3zanu 0oJjiee HU3KYIO
s dextuBHOCTh pacmieruieHns S1/S2 u menee 3ddexkTuBHO Hcnonas3oBaim TMPRSS2
JUIsl TIPOHMKHOBEHHSI B KJIETKH-XO031€Ba, 4eM Jipyrue. BeposTHO, OHM NpeAnoyuTaroT
NyTh SHAOIUTO3a 7Sl MPOHUKHOBEHUS B KIETKU-X035eBa. Kpome Toro, Bce mpoTecTupo-
BaHHbIE BapHaHTHI MICEBJIOBUPYCOB MPUOOPENIH CIIOCOOHOCTh MPOHUKATH B KIIETKH KH-
BOTHBIX, 3Kcrpeccupytonme ACE2. B yacTHOCTH, 3HAUUTENBHO yBETUYMICS UHDEKIU-
OHHBIN TIOTEHITNA KPHIC M MBIIIEH, 9TO yOSAUTETHHO CBUIAETEIBCTBYET O TOM, UYTO TPHI-
3YHBI, BO3MOKHO, CTAHOBSITCSI PE3E€PBYapOM [Isl BUPYCHOM SBOJIONUU. BBIBOIBI, MOMTy-
YeHHBIC B Pe3yJbTaTe dTOTO HMCCIEIOBAHMS, MAIOT [IEHHBIE PEKOMEHIAINH ISl IIeJieHa-
MPABJIICHHOTO MOAX0/a K 0ophOe C AnuAeMHeil U CIOCOOCTBYIOT JIyYIlIeMy MOHUMAaHHIO
sposroru SARS-CoV-2.
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