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PacnpocTtpanenne BapuantoB Bupyca SARS-COV-2, BbI3bIBAIOIIUX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcst nox Haoaogenuem (VUM), Ha ocHoBe
KOJIHYeCTBA UX F€HOMOB, 1eNOHMPOBAaHHBIX B 0a3y naHHbIX GISAID
3a Heneo ¢ 10.06.2023 r. mo 16.06.2023 r.
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B o030pe npeacraBnena uHpopMaIus Mo MUPKYIUPYIOIMIUM B HACTOSIIEe BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeipBaromux natepec (VOI) u cybBapmantoB Omicron,
Haxojsxcesa noj HaomogaenueMm (VUM), reHOMHBIE TOCTE0BATeIbHOCTH KOTOPBIX pas-
MelleHbl B MexayHaponHod ©0a3e manHblx GISAID 3a mememo ¢ 10.06.2023 1. mo
16.06.2023 .

ITo cocrosiamio Ha 16 mrons 2023 1. B cOOTBeTCTBUM C Kiaccupukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2 BenwBatonux wuHTepec (VOI) oTHECeHBI cyOBapHaHTHI
XBB.1.5 u XBB.1.16. B rpynny BapuantoB noj HaomoaeHueM (VUM) BKIIIOUEHBI T€HETH-
yeckue muaun BA.2.75, CH.1.1, BQ.1, XBB, XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

Ha cerogusimuuii nens B 6aze ganubix GISAID Bcero mpeactasieno 15 688 433 re-
Homa Bupyca SARS-COV-2 (3a meaemo aenonupoBano 19 755 nocnegoBarensHocTeit). B
MHUpE CTpaHamMH — JIUJEPAMH M0 KOJUYECTBY JCTIOHUPOBAHHBIX T€HOMHBIX MOCIIEIOBATEb-
Hoctei Bupyca SARS-CoV-2 ocrarorcss CIHA — (4 808 921 renom — 30,7 % ot Bcex pas-
mernteHHbIX B GISAID) u Benukoopuranus (3 074 372 — 19,6 %).

HMupkynauus Bupyca SARS-COV-2 renoBapuanta Omicron 3aperucTpupoBaHa B
218 crpanax (mo nanaeiM CMU nHa 16.06.2023 1.).

Bcero B 6a3y nanubix GISAID nenonupoBano 8 219 684 renoma BapuanTa Omicron,
3a aHAIM3UPYEeMYl0 Hegento pasMmenieHo eme 19 299 reHoMHBIX MOCHeoBaTeIbHOCTENH —
97,7 % oT Bcex MpeACTaBICHHBIX 3a TEKYIIYIO HeAelo reHoBapruaHToB Bupyca SARS-CoV-
2. Poccuiickumu naboparopusimu pazmenieHo /0 745 reHOMHBIX MOCIEI0BATEIbHOCTEH
Bupyca SARS-COV-2, B Tom uncine Bapuanta Omicron — 44 827 reHOMOB.

Ha ceromusimamii nenp B 6a3e nanubix GISAID 3adukcupoBaHO emOHUPOBAaHUE Ba-
puanta Omicron u3 210 ctpan u Tepputopuii (Ha npeasiayiiei Henene — 210): ABcTpanus,
ABctpusi, AzepOaiimxkan, Anbanusi, Ammkup, Amepukanckoe Camoa, AHaoppa, AHrona,
Anturya u bapOyna, Aurunbsi, Aprentuna, Apmenus, Apy6a, Adranucran, banrnazger,
bap6anoc, baxpeitn, benapych, bensrus, bepmyackue OctpoBa, benus, benun, bonrapus,
bommBusa, borcBana, bocuus u I'epueroBuna, bownaiipe, bpasunusa, bpynein, bpuranckue
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Buprunckue octpoBa, byran, bypynmu, Bypkuna-®aco, BenukoOputanus, Benecyaina,
Benrpus, Buprunckue OctpoBa (CIIIA), Beetnam, 'ana, ['autu, 'amOus, ["aitana, I'Baze-
nymna, ['Baremana, ['sunes, ['epmanus, ['ubpanrap, I'onaypac, 'onkonr, I'penus, ['py3us,
I'yam, I'abon, Hanus, JxuOytu, Jomunukanckas Pecny6nuka, Jlomuauka, JIPK Jlemokpa-
tudeckass Pecnybnuka Bocrounsiii Tumop, emokparnueckas Pecnyonuka Can-Tome u
[Tpuncunu, Eruner, 3amous, 3umbadse, M3pauns, Uanus, Uanonesus, Uopnanus, HMpak,
Wpan, Upnanaus, Ucnannus, Ucnanus, Uranusa, Kabo-Bepae, Kazaxcran, KaiimaHoBBI
OctpoBa, Kambomxa, Kamepyn, Kanana, Karap, Kenust, Kunp, Kurait, Kupudatu, Komnym-
ous, Kocoro, Kocra-Puka, Kor-g'MByap, Kyba, Kyseiir, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JIuGepus, Jlusan, JIluBus, Jluxtenmreitn, Jlutea, Jlecoro (Koponescto Jlecoto),
JIrokceMOypr, Manarackap, MaBpukuii, MaBputanusi, Makao, Manasu, Manaiizus, Maib-
nuBbl, ManbsTa, Manu, Mapokko, Maptunuka, Mapmamiosl OctpoBa, Maiiorta, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Montceppar, Mesaama, Mukponesusi, Hamu-
ous, Hunepnanaesl, Hurep, Hurepus, Henan, Hopserus, Hosast 3enanaus, Hosas Kaneno-
Husi, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, Ilanama, Ilanay, [laparsaii, Ilanya-
Hogas I'Bunes, [lepy, [loptyranus, [lonsma, I1yspro-Puko, Petonson, Pecniybnuka Konro,
Pecniybnuka Ceitmensckue OctpoBa, Pecmyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
Mbiaus, Poccusi, Pyanna, CaneBagop, Cen-Mapren, Cunt-Mapren, CaynoBckas ApaBus,
CeBepnas Maxkenonusi, CeBepubie Mapuanckue octpoBa, Ceneran, Corwo3 Komopckux Oct-
poBoB, Cheppa-Jleone, CnoBakus, CrnoBenusi, Cunranyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cent-Buncent u I'penanunsi, Cent-Jlrocusi, Cunr-Mapten, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cynan, Taunann, TaiiBans, Tanzanusa, Tepkc u Kaiikoc, Toro,
Tpununan u Tobaro, Tynuc, Typuus, Yranna, Y30ekucran, Ykpauna, Ypyraaii, Ouniss-
s, @pannus, Opannysckas ['Buana, @pannysckas [lonmnnesns, Oumnmununel, XopBartus,
UYepnoropus, Yexus, Unnu, Yan, [IAP, [lIBeuus, [Iseitnapus, [pu-Jlanka, DxBagop, Ic-
TOHUS, DcBatuHH, Dduonusi, JkBatopuanbHas ['Bunes, FOAP, lOxnas Kopes, FOxubrit
Cynan, Anonus, SImaiika.

3a nmpomeamne 4 Heneau Toiabko 50 (23,8 %) crpan (3a npenpiayiue — 55 crpan
(26,2 %)) momoJHWIN TaHHBIC O Pa3MEIICHHBIX paHee ICHOMHBIX MOCIEI0BATEIBHOCTIIX
Omicron B GISAID.

JluHaMuKa pacmpoCTpaHeHUs B MHUpe cyOBapuaHToB Omicron CEeKBEHHPOBAHHBIX H
3arpykeHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1. Cpeau upKyIupyro-
IIMX IITaMMOB KOpPOHaBHpyca IOMHUHHUPYIOT Tpu cyOBapuanta XBB.1.5, XBB.1.9.1 u
XBB.1.6.
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See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Puc. 1 Pacmpoctpanenue cyoBapuantoB Omicron B mupe (MO0 COCTOSHHIO Ha
13.06.2023 1.)

JluHaMuKka pacrpocTpaneHus: cyoBapuantoB Omicron B pernoHax 3a mocieanue 4
HEJIeJId MOoKa3aHa Ha pucyHke 2. B crpanax IOxHoi u CeBepHOl AMEpUKHA T'€HETUYECKUI
¢don npencrapneH cyoBapuantoM XBB.1.5 B 54,12 %. Jlons XBB.1.5 cpenu mupkynupyro-
mux cyoBapuanToB B CeBepHoil Amepuke cocraBuia 29,82 %, EBpomne — 22,3 %. B crpa-
Hax Asumm gomuHupyeT cyoBapumant XBB.1.9.1 (25,03 %), B TUX0OOKEaHCKOM pErHOHE —
XBB.1.16 (17,82 %) u XBB.1.9.1 (11,35 %), Adpuxe — XBB.1.22.1 (36,96 %).



Africa (+46 sequences)
36.96%

XBB.1.16 I—— 21743
—13.04%
XBB.1.5 mu— 10.87%
— 5.7
— 135%
XBB.1.5.24 N 2.17%
EG.1mm 217%

Europe (+4,862 sequences)

XBB.1.5 E—— ?.3%
— .57 %
X¥BB.1.16 m— 9.57%
—— 7.05%
EG.] m— 5.44%
— 41.26%
XBB.1.16.1 mmm 3.46%
XBB.1.5.37 mm 2.14%
- 158%
. 1A%
FE1® 132%
m 173%
XEB.15.7m 1.07%
EU.LIE 1.07%
XBB.1.5.13 W 1.05%

Oceania (+881 sequences)
XBB.1.16 E— 17 52%
—— 11.35%
EG.] EE— 9.53%
I C42%
XBB,1.5 e— 5.97%
- 430%
XBC.1.6 mmmm 3.86%
- 2.5%
- 216%
XBB.1.5.1 W 2.04%
XBB.1.16.1m 1.58%
XBC.1.3 M 1.48%
XBB.1.5.23m 138%
m 1.25%
B1.617.28 114%

Asia (+3,572 sequences)
| 25.03%
XBB.1.16 E— 13.97%
XBE.1.16.1 M— 0.27%
— 3.07%
XBB.1.5 ME— E.68%

I 7.42%
EG.| mmm— 5.01%
— 328%
— 3.25%
XBBE.1.5.24 W 2.07%
BN.1.2mm 1.88%

North America (+4,236 sequences)
29.82%

XBB.1.5
XBB1.16 m— 13.53%
—— 12.51%
— 5.0E%
— 451%
FD.1.1mmm 3.71%
XBB.1.16.1 mmm 3.59%
EG.1mm 2.87%
Ev.11m 151%
XBB.151m 1.2%
XBB.1.5.37® 113%
XBB.1.5.17m 1.09%

South America (+170 sequences)

S54.12%

XBB.1.5
FE.1 e—— 22 04%
I 5.20%
XBB.1.5.20 mum— 4.71%
XBB.1,5.16 = 1.78%
XBB.1.5.15 m 1.76%

- 1.76%
m 118%
m 118%

XBB.1.5.10 W 1.18%

Variants of Interest
(Omicron XBB.1.5, XBB.1.16, and sublineages)

Other Omicron (non-VOC/VOI/VUM)
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Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.
See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 2 Pacnpoctpanenue cyoBapuanToB Omicron B peruoHax Mupa 3a 4 HeJenu

(c 16 mas mo 13 utons 2023 1.).

B cpaBHeHHMH ¢ mpenpiaymuMu 4 HEIENSIMU CPeld CEKBEHHPOBAHHBIX T€HOMOB KO-
ponaBupycoB SARS-CoV-2 B ctpanax Adpuxu, A3un, EBponbl u CeBepHoit AMEpUKH OT-
Me4eHO yBenudeHue ao0iu BapuaHToB VUM, B cTpanax TuxookeaHnckoro peruona — VOI

(puc. 3).
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Others.

Former YOCs/VOIs/VUMs

by BII/GIS, A*STAR Singapor:

Pucynok 3 Pacnpoctpanenue cyoBapuanToB Omicron B perioHax Mupa 3a 4 Henenu
(c 16 mas mo 13 uronst 2023 1.)

Bapuantsl, Boi3biBawmme narepec (VOI)

[To cocrosiauto Ha 16 wmronst 2023 1. B 6a3y manubix GISAID EpiCoV mnocnemnora-
TEJIbHOCTH, OTHOCsmMecs K XBB. 1.5, nenonupoBansl u3 116 crpan. 3a nocnennue 4 Hene-
7Y HauOOJIbIlIee PACIPOCTPaHEHHE CyOBapuaHT moiydmwn B JkBagope — 98% ot Bcex ce-
€KBEHHpPOBaHHBIX MTaMMOB, KonymOuu — 94%, Kocra-Puke — 90%, Ilepy — 74%, I'epma-
Huu — 67%, I'Baremarne — 63 %, Ilonbme — 54 %, CILIA — 51%, Kanane — 49 %, Iloptyra-
mun — 47 %.

CybBapuant XBB.1.16 (Arcturus), mosBuBmimiics B KoHie Mmaprta 2023 roma, B
HacTosee BpemMsi ooHapykeH B 71 crpane. Bcero cexkBenupoBaHo u pazmenieHo B GISAID
20 750 renomubix mocnenoBatenbHocTe XBB.1.16. 3a mocnennne 4 Henenu cyOBapuaHT
nomunaupoBas B borcBane (100%), Uumuu (68%), Jlaoce (50%), Manaiizuu (46%), Tau-
nauge (42%), Hosoit 3enanauu (33%), Cunranype (31%), SAnonuun (28%), ABctpanuu
(27%).



B CIIA no nannsiM HarnmonanbHO#M cuCTEMbl TEHOMHOTO HaJ30pa, OMyOJIMKOBaH-
HoM Ha caiite CDC, 3a mepuop ¢ 28 mas o 10 uronst 2023 1. cpeau NUPKYJIUPYIOMIHX CyO-
BapuanTtoB Omicron nomunuposan XBB.1.5 — 53,8% (cumxkenue na 13,9%). loyis reHoBa-
puanta XBB1.16 yBenuunnace ¢ 15,1 % no 18,2 %, renoBapuanta XBB. 1.9.1 — ¢ 11,8 %
1o 12,5 %.

B EBpomneiickom pernone BO3 na nepene 22/2023 6suto 89 705 HOBBIX MOATBEP-
xaeHHbIX cinydaeB COVID-19 u 806 HOBBIX ciiyyaeB CMEPTH, O KOTOPBIX COOOIIMIIN HALIM-
OHAJIbHBIC BJIACTH, YTO O3HAYAET CHIDKEHHE YHUCia HOBBIX ciiydaeB Ha 10,5% u cHuKeHue
gucia cmeptedt Ha 8,1% mo cpaBHenuto ¢ 21/2023 ueneneit. [lo nanueiM ECDC k xoHITY
22-1i nenenu (3akanumBaromerics 4 uions 2023 rona) cpeau 17 crpan (ABctpus, benbrus,
Hanus, Dcronus, @uunanaus, Opanuus, ['peuns, Ucnannus, Upnanaus, Utanus, Hunep-
nauael, Hopeerus, [Tonpma, [lopryranus, Pymeraus, Ucmanus u [IBerust), cooOMUBIIUX O
pe3ynapTaTax CEeKBEHHPOBAHMS WM TeHoTumupoBaHus Bupyca SARS-CoV-2, pacmpenerne-
HUE BapuaHTOB BUpyca cocTaBmiio it XBB.1,5 — 92,9% (45,8-98,2% u3 15 crpan).

Bapuanrsl, Haxoasmuecs mox Haoaoaeauem (VUM)
Cpenu BapumantoB OMICrON, HaxOIANIMXCS II0J HAONIOJACHHEM, CYOBapHaHT

XBB.1.9.1 nemMoHCcTpUpyeT TeHIEHIMIO K pocTy B A3uu, CeBepHOoll AMepuke u Tuxooke-
aHckoM peruone (2,7%, 5,0% u 0,4% coorBercTBeHHO). CeKkBeHUpOBaH Jiaboparopusmu 90
ctpan. Haunbonbiiee pacrpoctpanenue 3a mociennue 4 Hemenun XBB.1.9.1 ormeueHo B
cienyronmx crpaHax: YkpauHa (52%), Ounnsugus (31%), HIseiiuapus (22%), Janus
(18%).

Taxoxe HaOmIO1a€TCs POCT pacpocTpaHeHHOCTH cyOBapuanToB XBB.2.3.(B Unauu u
Cunramype) u XBB. Hupkymsamus XBB.1.9.2 3adukcupoBana B 68 crpanax, pacnpoctpa-
HeHHOCTh — 6,9% (DPpannus — 8%, JlrokcemOypr — 10%, TaiiBanb — 14%).

B 6aze mannbix GISAID nenonupoBano 6Gonee 47 ThiC. TEHOMOB cyOBapuaHTa
CH.1.1 u3 93 ctpan, pacnpoctpaneHHOCTh — 2,1% (3a mocnennue 4 Heaenu B Mcnanauu —
22 %, Ounnsaaun 1 HoBolt 3enanaun — 16%, Yexuu — 13%, Actpamun — 12%, JIrokcem-
Oypre — 10%).

Nudopmanust mo oOHOBICHHBIM JaHHBIM O JIEIOHUPOBAaHHBIX reHOMax Bupyca SARS-COV-
2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 1.



Ta6auna 1 — KonnyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

CTpaHa quem}lelme, NMpPpOBOAUBIIIECEC CCKBCHUPOBAHUE B ToM umncie ko- HpOIIeHT r¢Ho-
KoandecTBoO JJUYECTBO I'€HO- MOB, OTHOCAIIIUX~-
JEMOHHPO- moB Omicron, xe- ¢ K BAapHaHTY
BAaHHBIX re- MOHUPOBAHHBIX Omicron
HomoB Omi- 3a mocjeaHue 4 (B.1.1.529). nemno-
cron HeaeJIu HHUPOBAHHBIX 3a
(B.1.1.529) (20.05. - nocjaeanue 4 He-
16.06.2023 r.) eJIH
ABcrpanus (crabmiumsarus 3a- | NSW Health Pathology — Institute of Clinical Patholo-
00J1eBaEMOCTH ) gy and Medical Research; Westmead Hospital; Uni- 148210 1306 92,9
versity of Sydney
ABctpus (cradbunusarust 3a60- | Bergthaler laboratory, CeMM Research Center for
JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 189804 482 100,0
ences
AszepOaiikan (cTabMIM3aIuUs National Hematology and Transfusiology Center 20 0 0.0
3a00J1€Ba€MOCTH) '
AnGanus (crabunmsanus 3a60- | Respiratory Virus Unit, National Infection Service,
. 777 0 0,0
JIEBAEMOCTH) Public Health England
Amxup (crabunmsanus 3a6ose- | National Reference Center for Viruses of Respiratory
. ; : 536 0 0,0
BAeMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue UW Virology Lab
ocTpoBa (cTabunuzanus 3a60- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (ctabu- | Centers for Disease Control and Prevention Division
) . . 117 0 0,0
JM3aIys 3a00J6BAEMOCTH) of Viral Diseases, Pathogen Discovery
Anrunbs (ctabunmsanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 52 0 0,0
West Indies
Amnromna (cradmmuzanus 3a6one- | KRISP, KZN Research Innovation and Sequencing 168 0 0.0

BAEMOCTH)
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Anpoppa (ctabunuzanus 3a0o-

Instituto de Salud Carlos |11

323 0 0,0
JIEBAEMOCTH )
AmnTturya u bapoyna (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBACMOCTH Faculty of Medical Sciences, The University of the 108 0 0,0
West Indies, St Augustine Campus
Aprentuna (cradbunmsanus 3a- | Instituto Nacional Enfermedades Infecciosas 7940 0 0.0
00J1eBaEMOCTH ) C.G.Malbran ’
Apwmenus (cradbunusarms 3a60- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apy0a (crabmnu3anus 3abone- | National Institute for Public Health and the Environ-
1030 0 0,0
BacMOCTH) ment(RIVM)
Adranucran (cradbunmmsanust 3a- | Central Public Health Lab 8 0 00
00JIeBaGMOCTH ) ’
baramckue octpoBa (cTaOuim- Laboratory of Respiratory Viruses and Measles, Os- 97 0 0.0
3a1ust 3a00JIeBaEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnazgemn (crabmnuzanus 3a- | Child Health Research Foundation 2016 0 0.0
00J1eBa€MOCTH) ’
Bap6amnoc (ctabunusanms 3a60- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 190 0 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (crabmmuszanus 3a60o- | Communicable Disease Laboratory, Public Health Di- 7082 0 0.0
JIEBAEMOCTH ) rectorate ’
benapycs (cradbunu3arus 3a60- | Laboratory for HIV and opportunistic infections diag-
JIEBa€MOCTH ) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (cTrabunusanus 3adoste- Texas Children's Microbiome Center 619 0 0.0
BAEMOCTH) ’
benbrus (ctabunuzanus 3a0o- KU Leuven, Rega Institute, Clinical and Epidemiolog- 94062 84 08,8

JIEBAEMOCTH)

ical Virology




benun (crabunmsanus 3a0oie-

Institut fiir Virologie — Institute of Virology — Charite

517 0 0,0
BAaEMOCTH)
bepmynckue octpoBa (cradbuu- | Respiratory Virus Unit, National Infection Service,
. 171 0 0,0
3anus 3a00J1eBaEMOCTH ) Public Health England
Bonrapus (crabunmsanus 3a60- | National Center of Infectious and Parasitic Diseases 7149 0 0.0
JIEBAaEMOCTH ) ’
bonuBus (cumkenue 3abonesa- | Laboratory of Respiratory Viruses and Measles, Os- 136 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomnoiip (crabunuzanus 3abome- | National Institute for Public Health and the Environ-
1067 0 0,0
BAaE€MOCTH) ment(RIVM)
bocuus u I'epuerosuna (crabu- | University of Sarajevo, Veterinary Faculty, Laboratory
. . 216 0 0,0
Jr3alys 3a00J¢6BAGMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunusarnus 3a60- | Botswana Institute for Technology Research and Inno- 3359 0 0.0
JICBAEMOCTH ) vation ’
bpaswius (cradunusanus 3a6o- | Instituto A(_Jlolfo Lutz, Interdiciplinary Procedures Cen- 108343 41 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3a0oseBa- 44 0 0,0
€MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BaecMOCTH) Infectious Diseases(National Virology Reference La- 5694 0 0,0
boratory)
Byran (cTrabunmmzanus 3abose- AFRIMS 57 0 0.0
BAEMOCTH)
Bypkuna ®aco (cradbunmsanust | Laboratoire bacteriologie virologie CHUSS 70 0 0.0
3a00J1eBa€MOCTH) ’
Bypynau (ctabunuzanus 3a6o- MRC/UVRI & LSHTM Uganda Research Unit, Na-
. . . 93 0 0,0
JICBAEMOCTH ) tional Institute of Public Health
Benukobpurtanus (crabunmza- COVID-19 Genomics UK (COG-UK) Consortium.
1Hs1 3300JIeBaCMOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1447525 810 100,0

nomics UK (COG-UK) consortium.




Benrpus (ctabunuzanus 3a60-

National Laboratory of Virology, Szentagothai Re-

436 0 0,0
JICBAEMOCTH ) search Centre
Benecyana (crabumzanusi 3a- Laboratorio de Virologia Molecular
699 0 0,0
00JIeBa€MOCTH )
Bretnam (crabmmusarus 3a060- | National Influenza Center, National Institute of Hy-
) : ) 6167 1 100,0
JIEBAEMOCTH) giene and Epidemiology(NIHE)
["abon (cTabunuzarus 3aboiie- Centre de recherches médicales de Lambaré- 9 0 00
BAEMOCTH) né¢(CERMEL) ’
I"anTy (crabumuzamms 3a0oJe- Laboratoire National de Santé Publique — 381 0 00
BAaE€MOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnmzanus 3a6ome- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I"am6wust (crabmmzanus 3adose- | MRCG at LSHTM Genomics lab 333 0 0.0
BaeMOCTH) ’
I"ana (crabunmsanus 3aboneBa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2324 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banenymna (crabumuzamnus 3a- National Reference Center for Viruses of Respiratory
. : . 652 11 100,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'Baremana (ctabunusanus 3a- Asociacion de Salud Integral/Clinica Familiar Luis
‘ , 3241 4 100,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunes (cradbunu3anus 3a6ose- | Centre de Recherche et de Formation en Infectiologie 498 0 0.0
BAeMOCTH) Guinée '
I'Bunes-bucay (ctaOunu3anus MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1eBa€MOCTH) ’
I'epmanus (cradbmiuzanus 3a00- | Charité Universititsmedizin Berlin, Institutfiir Virolo-
JIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 572919 33 100,0
giene, CaSe—Group.
I'ubpanTap (crabunm3anus 3a- Respiratory Virus Unit, National Infection Service,
. 122 0 0,0
00J1eBaeMOCTH) Public Health England
I'onaypac (crabunmmsanus 3a60- | Genomics and Proteomics Departament, Gorgas Me- 69 0 0,0
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JIEBAEMOCTH )

morial Institute For Health Studies

I'onkoHT (cTabmm3anus 3a00-

Hong Kong Department of Health

13270 54 100,0
JIEBAEMOCTH )
I'penus (cradbunuzarus 3a6one- | Greek Genome Center, Biomedical Research Founda- 17774 0 0.0
BacMOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunusaius 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 2043 0 0.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
['yam (crabunu3zanus 3abosieBa- | Centers for Disease Control and Preven—tion Division
) . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (crabunmsanus 3a6oe- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, Aglbor_g Unlver§|ty. I_I)epartr_nent of Virus and 356339 199 99.2
Microbiological Special Diagnostics, Statens Serum
Institut.
JlomuHMKa (CTaOMIN3aIuUs 3a- Carrington Lab, Department of PreClinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
JlomunukaHckas PecriyOinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arius 3a001eBaeMo- trol and Prevention, USA 1386 0 0,0
CTH)
JIP Konro (cTabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 534 0 0,0
JIEBAEMOCTH) medical Research(INRB)
AP Cent Tome u [Ipuncunu LNR-TB
(crabunuzarus 3a00IeBacMO- 1 0 0,0
CTH)
Eruner (crabmim3zanus 3a6one- | Main Chemical Laboratories Egypt Army
1814 0 0,0
BAEMOCTH)
3am6us (cTabunumzanus 3adose- | University of Zambia, School of Veterinary Medicine 1203 0 0.0
BAEMOCTH) ’
3umbabBe (cradbuamsarus 3a60- | National Microbiology Reference Laborato- 316 0 0,0
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JIEBAEMOCTH )

ry(Quadram Institute Bioscience)

N3panne (cTabrmmsanus 3a00-

Central Virology Laboratory, Israel Ministry of Health

114728 0 0,0
JIEBAEMOCTH )
Wunus (crabunusanus 3abone- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 138244 28 82,4
Centre for Cellular and Molecular Biology
Wunonesus (crabunusanus 3a- | National Institute of Health Research and Develop- 38314 97 92.4
00JIeBAaCMOCTH ) ment
Hoppanus (ctabunm3anms 3a- Andersen lab at Scripps Research, CA, USA
228 0 0,0
00J1eBaeMOCTH)
Hpak (crabmnuzanus 3abonesa- | Biology, College of Education Department of Virolo-
E€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
Wpan (cradbunmsanus 3a6osaesa- | National Reference Laboratory for COVID-19, Pas-
) 2229 0 0,0
€MOCTH) teur Institute of Iran
Wpnannus (ctaOunmsanus 3a- National Virus Reference Laboratory 57399 912 100,0
00J1€Ba€MOCTH)
Wcnanaust (cradbunmsanust 3a00- | Landspitali Department of Clinical Microbiology 10477 15 100,0
JIEBAEMOCTH)
Wcnanus (cradbunusarust 3a60- | Hospital Universitario 12 de Octubre 116190 896 100,0
JIEBAEMOCTH)
Wranus (crabunusamus 3a6ose- | Army Medical Center, Scientific Department, Virolo- 36688 393 98 5
BaeMOCTH) gy Laboratory
Ka6o-Bepae (cradbunmsanus 3a- | Institut Pasteur de Dakar
557 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (crabunuzarus 3a- Reference laboratory for the control of viral infections
1684 0 0,0
00J1eBaeMOCTH)
Kam6oxa (ctabunusanms 3a- Virology Unit, Institut Pasteur du Cambodge 1831 8 100,0
00J1eBaeMOCTH)
Kamepyn (crabunmzanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies 776 0 0.0

JIEBAEMOCTH)

Emergentes et Ré—émergentes)
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Kanana (crabunu3anus 3a0oie-

Laboratoire de santé publique du Québec

291147 2013 100,0
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunuzanus 3abosne- | Biomedical Research Center(BRC), Qatar University /
. 1525 0 0,0
BAEMOCTH) Qatar Genome Project(QGP)
Kenus (cradbunuszanus 3a6oine- | KEMRI-Wellcome Trust Research Pro- 5912 36 100.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurp (crabum3zarus 3abonesa- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsanus 3a00s1e- Natl_onal Institute for Viral Disease Control and Pre- 37553 1830 100,0
BAaEMOCTH) vention
KonymOus (ctabunu3arus 3a- InSt‘IFutO Nacional ’de ‘Salud— Direccion de Investi- 13852 93 100,0
00J1€eBaeMOCTH) gacion en Salud Publica
Komopckue octposa (ctadbunn- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzamus 3a6ome- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 898 0 00
BaeMOCTH) gie ’
Kocra—Puka (ctabunuzanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N . 8893 49 100,0
00J1€eBa€MOCTH) Ensenanza en Nutricion y Salud
Kot [I'MiByap (crabuiuzaius Molecular diagnostic unit for viral haemorrhagic fe- 934 0 0.0
3a00JIEBACMOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky6a (crabunusanus 3a6oieBa- | Respiratory Infections Laboratory 596 0 0.0
€MOCTH) ’
KyseiiT (crabunmsanus 3a6one- | Virology Unit, Department of Microbiology, Faculty
7 . 627 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreicran (ctabunuzanus 3a- | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
00J1€Ba€MOCTH) Department
Kropacao (crabunuzanms 3a60- | National Institute for Public Health and the Environ-
1186 0 0,0
JIEBA€MOCTH) ment(RIVM)
Jlaoc (crabunuzanus 3ab6oneBa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi-
662 8 100,0
€MOCTH) tal
JlatBus (crabumuzarus 3a6ome- | Latvian Biomedical Research and Study Centre 13883 0 0,0
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BAEMOCTH)

Jlecoto (cTtabum3anus 3abose-

National Institute for Communicable Diseases of the

BacMOCTH) National Health Laboratory Service 137 0 0.0
JIubepus (crabunuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunu3saius 3abone- | Laboratory of Molecular Biology and Cancer Immu- 651 0 0.0
BAEMOCTH) nology, Lebanese University Public Health England ’
Jluswus (crabunusanus 3abose- | Reference Lab for Public Health, NCDC 31 0 00
BaEMOCTH) ’
Jlutsa (crabunusanus 3a6one- | Vilnius University Hospital Santaros Klinikos, Center
- 11132 0 0,0
BacMOCTH) of Laboratory Medicine
JIuxTeHImTeHH (CTa0MIH3aAIHSI Bergthaler laboratory, CeMM Research Center for
3a00JI€BAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1383 0 0,0
ences
JlrokcemOypr (cTabunuzanus Laborat_mre national de santé, Microbiology, Microbial 35555 67 100.0
3200JIeBaEMOCTH) Genomics Platform
Makao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabuau3anms 3a- CNR Virus des Infections Respiratoires — France SUD
6782 0 0,0
00J1€Ba€MOCTH)
MaspuTanus (CTaOHIH3aIIS INRSP-Mauritania
7 0 0,0
3a0051€Ba€MOCTH)
Maitotra (crabunuzamus 3a60- | National Reference Center for Viruses of Respiratory
i ; : 370 0 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Manaiizus (ctabunu3sanms 3a- Institute for Medical Research, Infectious Disease Re-
00J1eBaEMOCTH) search Centre, National Institutes of Health, Ministry 30155 77 98,7
of Health Malaysia
Mamnagu (cTabunmu3zaius 3a00- KRISP, KZN Research Innovation and Sequencing
268 0 0,0
JICBAEMOCTH) Platform
Maunu (crabunmsanus 3adboneBa- | Northwestern University — Center for Pathogen Ge-
. ) . ; 159 0 0,0
€MOCTH) nomics and Microbial Evolution
MabuBbI (cTaOUIU3amms 3a- Indira Gandhi Memorial Hospital 333 0 0,0
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00J1eBa€MOCTH)

Mansbta (cTabunuzarus 3adose-

Molecular Diagnostics Pathology Department Mater

BAaE€MOCTH) Dei Hospital Malta 163 0,0
MapiratoBsl octpoBa (ctabu- | State Laboratories Division, Hawalii State Department 35 0.0
JIU3anus 3a001€BaeMOCTH) of Health ’
Mapokko (cradunu3anus 3a60- | Laboratoire de Biotechnologie
1275 0,0
JIEBAEMOCTH )
Maprunuka (crabmiusaius 3a- | CNR Virus des Infections Respiratoires — France SUD 1393 0.0
00JIeBaGMOCTH ) ’
Instituto de 15iagnostic y Referencia Epidemiologicos
Mekcuka (cTtabrmm3aius 3a00- (INDRE) 41517 0,0
JIEBAEMOCTH )
Mo3zamoOuk (ctabuiu3aims 3a- KRISP, KZN Research Innovation and Sequencing
, 708 0,0
00J1eBaEMOCTH ) Platform, South Africa
MonnaBus (cTabuiausarus 3a- ONCOGENE LLC 683 100,0
00J1eBaeMOCTH)
Momnaxko (cTabunuzanus 3a60- National Reference Center for Viruses of Respiratory
i ; : 16 0,0
JIEBAEMOCTH) Infections, Institut Pasteur, Paris
Mowuronus (cTadumu3ans 3a- National Centre for Communication Disease (NCCD)
. 829 0,0
00JIeBaEMOCTH ) National Influenza Center
Monutceppar (ctabunusanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpesama (crabunuzarus 3a00- DSMRC
92 0,0
JIEBAEMOCTH)
Hamun6us (ctabunm3zarus 3a00- | National Institute for Communicable Diseases of the
X : 788 0,0
JIEBAEMOCTH) National Health Laboratory Service
Hemnan (crabunuzanus 3a6one- | Molecular and Genomics Research Lab, Dhulikhel
BaEMOCTH) Hospital, Kathmandu University Hospital School of 1213 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzarus 3a6ose- National Reference Laboratory, Nigeria Centre for 120 0.0

BAEMOCTH)

Disease Control
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Hurepus (crabunu3zamus 3a00-

African Centre of Excellence for Genomics of Infec-

JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University 3119 0 0.0
Hunepnanas! (crabuinzanus National Institute for Public Health and the Environ-

3a00J1€BAEMOCTH) ment(RIVM) 75834 %2 100,0
Hosas 3enannus (cumwkenue 3a- | Institute of Environmental Science and Research(ESR) 29406 61 100.0
00JIeBa€MOCTH ) ’
Hosas Kanemonus (crabuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 58 0 0.0
11151 3a00JIEBACMOCTH ) torial de Nouvelle-Calédonie ’
Hopgserus (cradbunusarus 3a60- | Norwegian Institute of Public Health, Department of 34849 5 100.0
JICBA€MOCTH) Virology ’
OAD (crabunu3zarust 3aboneBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
OwmaH (crabunu3anus 3abonea- | Oman—National Influenza Center 384 0 0.0
€MOCTH) ’
[Makucran (crabunusamus 3a60- | Department of Virology, Public Health Laboratories 3084 0 0.0
JIEBA€MOCTH) Division ’
[Manay (crabunuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub 66 0 0.0
BAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna (cradbunusamus 3a- | Biochemistry and Molecular Biology Department— 68 0 0.0
00JIeBAEMOCTH) Faculty of Medicine, Al-Quds University '
[Tanama (crabunu3arus 3a6oe- | Gorgas memorial Institute For Health Studies 3119 41 100.0
BAEMOCTH) '
[Tanrya HoBas I'Bunest (cTabu- Queensland Health Forensic and Scientific Services 924 0 0.0
Tu3anus 3a00J1€BaeMOCTH) '
[Maparsaii (cradbunm3anus 3a60- | Laboratorio Central de Salud Publica de Paraguay 2061 0 0.0
JIEBAEMOCTH) '
[Tepy (crabunm3zanus 3a6oneBa- | Laboratorio de Referencia Nacional de Biotecnologia 34497 21 100.0
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru ’
[Monpma (cradbunu3aius 3a00- genXone SA, Research & Development Laboratory 44673 26 100,0
JIEBAEMOCTH)

[Mopryranus (crabunuzanus 3a- | Instituto Nacional de Saude(INSA) 99493 191 100.0

00J1eBaeMOCTH)
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[TyapTo Puko (crabunm3anus

Centers for Disease Control and Prevention Division

3a00J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery 15480 0 0.0
Pecniyonuka Banyaty (crabunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) boratory (MDU-PHL) ’
Pecniyonuka J[xubyTu (cradbu- | Naval Medical Research Center Biological Defense
: 633 0 0,0
Jr3arys 3a00JIeBAaCMOCTH ) Research Di-rectorate
Pecniyomuka Kupubaru (crabu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (crabuim- Institute of Tropical Medicine
209 0 0,0
3anust 3a00JIEBAEMOCTH)
Pecny6nuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Ounm3anms 3a00JeBaEMOCTH) ’
Pecny6nuka Hukaparya (crabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ’
Pecny6nuka CanbBanop (cta- Genomics and Proteomics Departament, Gorgas Me-
. i X 382 0 0,0
Ou3arus 3a0071€Ba€MOCTH) morial Institute For Health Studies
Pecnyonuka Yan (crabunnza- Pathogen Genomics Lab, National Institute for Bio- 3 0 0.0
111 3300JIEBAEMOCTH) medical Research (INRB) ’
Peronpon (cradbunmzarust 3a00- | CNR Virus des Infections Respiratoires — France SUD 11150 10 100.0
JIEBAEMOCTH)
Poccust (cradbunmsanust 3a6one- | WHO National Influenza Centre Russian Federation.
BaeMOCTH ) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni-
versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap-
plied Microbiology & Biotechnology. Group of Genet- 44827 0 0.0

ic Engeneering and Biotechnology, Federal Budget In-
stitution of Science ‘Central Research Institute of Epi-
demiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
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organisms.

Pyanna (crabunuzarms 3a0oiie-

GIGA Medical Genomics

197 0 0,0
BAEMOCTH)
Pymbinus (crabunusanus 3abo- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. : . 10811 0 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Caynosckast Apasus (crabmmu- | Infectious Diseases, King Faisal Hospital Research
1330 0 0,0
3a1us 3a00JICBACMOCTH ) Center
CeBepHas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J1¢Ba€EMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0 0,0
tics
Cerepnbiec Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (crabum3arus 3a0oJeBae- of Viral Diseases, Pathogen Discovery 2088 0 0,0
MOCTH)
Cetimrenbl (ctabunmmsanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 618 0 0.0
JIEBAGMOCTH ) ’
Ceneran (cradunuzanus 3a00- IRESSEF GENOMICS LAB 1630 0 0.0
JIEBAEMOCTH)
Cent—Buncent u ['peHaauHbl Carrington Lab, Department of PreClinical Sciences,
(crabunm3arusi 3a00JeBacMO- Faculty of Medical Sciences, The University of the 86 0 0,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1ust 3a00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 18 0 0,0
West Indies
Cent—Jlrocus (crabuu3arys Carrington Lab, Department of PreClinical Sciences 171 0 0.0
3a00J1€Ba€MOCTH) ’
CepOus (cradbunmsanus 3a6omne- | Institute of microbiology and Immunology, Faculty of
- o 1685 0 0,0
BaE€MOCTH) Medicine, University of Belgrade
Cunranyp (ctabunuzanus 3a00- Natlor_lal Pupllc Health Laboratory, National Centre for 95606 1140 100,0
JICBa€MOCTH) Infectious Diseases
Cen-MaptuH (cTaOunm3anms Institut Pasteur 301 0 0.0
3a00J1eBa€MOCTH)
Cunt—Mapren (cradbmmmzarust | National Institute for Public Health and the Environ- 860 0 0,0

18




3200JIeBa€MOCTH)

ment(RIVM)

Cupus (ctabunu3zanus 3aboJe-

CASE-2021-0266829

72 0 0,0
BAEMOCTH)
Cnoakus (cradbunu3anus 3a60- | Faculty of Natural Sciences, Comenius University
26837 0 0,0
JIEBAEMOCTH )
CroBenus (crabunusanus 3a060- | Institute of Microbiology and Immunology, Faculty of
- T I 35653 73 100,0
JICBAEMOCTH ) Medicine, University of Ljubljana
ComomoHoBHI ocTpoBa (ctabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
Ju3arys 3a00J1€BaEMOCTH) boratory (MDU-PHL) ’
Comaiu (cTabumu3anus 3a00- National Public Health Lab- Mogadishu 9 0 0.0
JIEBAEMOCTH ) ’
Cynan (crabunmsanus 3a6ome- | National Institute for Communicable Diseases of the
X : 143 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (crabumu3sarus 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
CIIA (crabunmsarms 3abosie- Colorado Department of Public Health & Environ-
BaeMOCTH ) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2406737 2284 98,2
UCSD EXCITE.
Creppa—Jleone (crabmmusarnust | Central Public Health Reference Laboratory 1 0 0.0
3a0051€Ba€MOCTH) :
Tannann (crabunusarus 3a60- | COVID-19 Network Investigations(CONI) Alliance 97409 953 99,6
JIEBAEMOCTH)
Taiiganp (crabunuzamus 3a60- | Microbial Genomics Core Lab, National Taiwan Uni-
. . - .- 2916 1 100,0
JICBAEMOCTH ) versity Centers of Genomic and Precision Medicine
Tanzanus (cradbunusanus 3a6o0- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
JIEBAEMOCTH ) ’
Tepkc u Kaiikoc (ctadbunmmsanus | Carrington Lab, Department of Preclinical Sciences,
3a00JIeBAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemu (crabunuzarust | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0

3a00J1eBa€MOCTH)

boratory (MDU-PHL)
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Toro (cTabunu3anus 3aboneBa-

Unité Mixte Internationale TransVIHMI(UMI 233

€MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 422 0 0,0
IRD(Institut de recherche pour le développement)

Tpununan u Tobaro (crabunu- | Carrington Lab, Department of PreClinical Sciences,

3anus 3a00J1€BAEMOCTH ) Faculty of Medical Sciences, The University of the 2626 0 0,0
West Indies

Tynuc (crabunuzaius 3abone- | Laboratoire de linique linique — Institut Pasteur de Tu- 600 0 0.0

BaEcMOCTH) nis ’

Typruwust (cradbunuzaius 3a6ose- | Ministry of Health Turkey 91365 0 0.0

BAEMOCTH) ’

Vranpaa (crabunusamus 3a6ome- | MRC/UVRI & LSHTM Uganda Research Unit 649 0 0.0

BAaEMOCTH) ’

Vkpauna (cradbunuzarus 3a60- | Department of Respiratory and other Viral Infections

JICBAEMOCTH ) of L.VV.Gromashevsky Institute of Epidemiology & In- 2707 15 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (cradbunmsanus 3a- | Center for Advanced Technologies 40 0 0.0

00J1eBaeMOCTH) ’

VYpyrsaii (ctabunu3zanus 3a60- | Departamento Laboratorios de Salud Publica (DLSP) 215 0 00

JIEBAEMOCTH) Ministerio de Salud Publica ’

deneparusnbie mraTel Mukpo- | Pohnpei State Hospital

He3uH (cTabuau3anus 3a0oJe- 85 0 0,0

BAEMOCTH)

Oununmunael (ctadbunusarus 3a- | Philippine Genome Center 14088 0 0.0

00J1eBa€MOCTH) ’

Ounnsaaus (ctabunmsanus 3a- | Dep6rtment of Virology, Faculty of Medicine, Univer- 99585 98 100.0

00J1eBaeMOCTH) sity of Helsinki ’

®pannus (cradmmuzamus 3a00- | CNR Virus des Infections Respiratoires — France SUD 364358 884 99,9

JIEBAEMOCTH)

®panmysckas ['Buana (ctabu- National Reference Center for Viruses of Respiratory 1619 0 0.0

JU3arys 3a00JICBAaCMOCTH ) Infections, Institut Pasteur, Paris '

dpanmysckas [Toaunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0

Ounuzanus 3a0071eBaeMOCTH)

Infections, Institut Pasteur, Paris
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Xopsarus (ctabunuzanus 3a00-

Croatian Institute of Public Health

24201 13 100,0
JIEBAEMOCTH )
LIAP (crabunu3anus 3aboneBa- | Pathogen Sequencing Lab, National Institute for Bio- 62 0 0.0
€MOCTH) medical Research(INRB) ’
Yepuoropus (cradbunuzanmst 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 475 0 00
00J1eBa€MOCTH ) gie ’
Yexwus (crabunuzanus 3abome- | The National Institute of Public Health 33453 4 80.0
BAEMOCTH) ’
Yunu (crabunusaius 3abonesa- | Instituto de Salud Publica de Chile 94948 0 0.0
€MOCTH) ’
[IBeiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,
00J1eBaeMOCTH) ETH Ziirich. 54232 113 1000
[IBerus (crabunusanus 3a6o- | The Public Health Agency of Sweden 109210 482 99 8
JIEBAEMOCTH )
Ipu-Jlanka (crabunu3zanus 3a- | Centre for Dengue Research and AICBU, Department 1168 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine ’
DkBaaop (cTabunuzanus 3a00- Instituto Nacional de Investigaciénen Salud Publica, 5639 107 1000
JIEBAEMOCTH ) INSPI :
DxBatopuansHast ['Bunest (cra- | Swiss Tropical and Public Health Institute 5 0 0.0
Oounmzanys 3a00J1€Ba€MOCTH) ’
Dceatunu (cradunusarus 3a60- | Nhlangano Health Centre(National Institute for Com-
JICBAEMOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0

Service)
Dcronus (ctabunmsarus 3a60- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0
JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH ’
D¢uonus (cradbunusanus 3a60- | International Centre for Genetic Engineering and Bio-
JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 119 0 0,0
nome Sequencing

FOAP (crabumuzanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 95580 0 0.0
€MOCTH) Platform. ’
HOxwnast Kopest (crabunuzanust | Division of Emerging Infectious Diseases, Bureau of 118417 935 99.9

3a00J1eBa€MOCTH)

Infectious Diseases Diagnosis Control, Korea Disease
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Control and Prevention Agency

Oxns1i Cynan (crabunuzanus

MRC/UVRI & LSHTM Uganda Research Unit, South

3200JICBAEMOCTH ) Sudan Ministry of Health, WHO South Sudan 28 0 0.0

SImaiika (crabumu3zans 3aboie- | Carrington Lab, Department of PreClinical Sciences,

BAaEMOCTH) Faculty of Medical Sciences, The University of the 3118 0 0,0
West Indies

Snonwus (crabunusanus 3abome- | Pathogen Genomics Center, National Institute of Infec- 412121 65 100,0

BAEMOCTH)

tious Diseases
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Exeneneanuoe yxnugoonosaenue BO3 Ne 147 ot 15.06.2023

Bapuantsl SARS-CoV-2, npeacrapiasiomue HHTepec, U BAPHAHTHI, HAXO/s-
uecs noJ Ha0 I IeHueM
I'eorpajguyeckoe pacnpocTpaHeHHe M PaClIPOCTPAHEHHOCTh

Bo Bcem mupe ¢ 15 mas o 11 urons 2023 roga (28 nueit) B GISAID Ob110 nepena-
HO 15 789 mocnenoBatenpHOCTe SARS-CoOV-2. B Hactosiee Bpems BO3 oTcnexxuBaer
nBa mpeacTaBistomux uHTepec BapuanTta (VOI), XBB.1.5 u XBB.1.16, a Takxke cemb
BapuaHToB noja HaOmoaenueM (VUM) u ux motomkos: BA.2.75, CH.1.1, BQ.1, XBB,
XBB.1.9.1, XBB.1.9.2 u XBB.2.3. B rinmob6aisaHoM Macirade cooduienus o XBB.1.5 mo-
crynmwm u3 116 ctpan ¢ momenTa ero nosisiieHus. Xorst XBB.1.5 ocraercs nomunupy-
IOIM B MHUpE, €T0 PacIpOCTPAaHEHHOCTh HEYKIIOHHO cHIkaercs. Ha 21-i snunemuono-
rudeckoit Hegene (¢ 22 mo 28 mas 2023 r.) va XBB.1.5 npuxoamnocs 30% mnocnegona-
TEIBLHOCTEH, YTO MeHblie, ueM 43,5% na 17-i nenene (24-30 anpens 2023 r.). Coobiie-
Hua o XBB.1.16 noctynunu u3 69 crpan. Ha 21-it Hegene Ha XBB.1.16 npuxoaunocs
18% mocnenoBarenbHOCTEH, 4TO OOJbINe 1O cpaBHeHUIO ¢ 10,9% nHa 17-i Henene. B
TabnuIe 2 moka3aHo KOJUYeCTBO cTpaH, coobmuBmux 00 VOI u VUM, a Taxxke ux pac-
npocTpaneHHOCTh ¢ 17 mo 21 nexento. VOI u VUM, neMoHCTpupyromiyue TeHACHIIUIO K
POCTY, BBIJICTICHBI OPAH)KEBHIM IIBETOM, a C TECHJCHIMSIMHU K CHIKCHHIO — 3€JICHBIM.
Cpenn VUM XBB, XBB.1.9.1, XBB.1.9.2 u XBB.2.3 B nocnennue Heaeau npoaeMOH-
CTPUPOBAIIA TEHACHIUIO K POCTY, ITpH 3ToM Ha XBB.1.9.1 npuxoaurcs nouru nojoBrHa
3aperucTpupoBaHHbIX nocieaoBarenbHocten VUM. B nenom, apyrue VUM nemon-
CTPUPYIOT CHIDKAIOIIUECS WM CTA0MIBbHBIC TCHACHITUH 32 TOT K€ OTYETHBIN TIEPHO/I.

Tabnuna 2. Exxenenenpuas pacnpoctpaneHHocts VOI u VUM SARS-CoV-2, ¢ 16
no 20 nenemo 2023 1.

Croa- ITocaeno-
Jumnst TP pavens- | 202317 | 202318 | 202319 | 202320 | 2023-21
HOCTH
*
X?\%ll')f’ 116 | 246663 43.46 43.42 39.30 33.22 30.01
*
XBB.1.16 69 18898 10.91 13.60 15.18 17.52 17.95
(VOI)
BA275% | 124 | 112254 1.77 2.00 1.77 0.93 0.86
CH.11* 92 47698 3.46 3.33 3.36 2.84 2.07
BQ.1* 150 411988 1.36 0.90 0.68 0.40 0.40
XBB* 128 65296 4.78 5.00 5.07 5.05 5.12
XBB.19.1* | 93 34308 15.30 16.75 18.40 18.79 19.22
XBB.1.9.2* | 68 0141 4.55 4.60 5.8 5.68 6.91
XBB.2.3* | 615 7010 3.65 4.140 5.09 557 7.46
Hergi“eH' 103 | 1496839 0.88 0.59 1.15 7 9.22
Tipyrue+ 208 | 6727113 8.10 8.53 9.01 9.62 10.42
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* BrimrouaeT MOTOMKH, 32 UCKIIFOUEHUEM TEX, KOTOPbIE YKa3aHbl OTJEIBHO B JPYTUX
Mectax Tabmumel. Hampumep, XBB* ne Brmouaer XBB.1.5, XBB.1.9.1, XBB.1.9.2,
XBB.1.16 1 XBB.2.3.

+ Jlpyrue — 3TO Apyrue UUMpKYyJIUpyoIue JUHUH, 3a uckinodenneM VOI, VUMs,
BA.1*, BA.2*, BA.3*, BA.4*, BA.5*.

§ CtpaHbl ¥ IOCIIEIOBATEILHOCTH C MOMEHTA TOSBJICHHS] BAPHAHTOB.

Iyoaukanun

Heliyon. 2023 Jun;9(6):e16750.
doi: 10.1016/j.heliyon.2023.e16750. Epub 2023 Jun 3.
Changes within the P681 residue of spike dictate cell fusion and syncytia formation
of Delta and Omicron variants of SARS-CoV-2 with no effects on neutralization or
infectivity
N3menenns B octatke P681 mmuna o0yci0oB1MBalOT CIMsIHHE KJIETOK U 00pa3oBaHue
CHHI[UTHEB Yy J1eJIbTa 1 OMUKPOH BapuaHToB SARS-C0V-2 6e3 BiusiHUS HA HelTpa-
JIM3AUMI0 WU UH(EeKIINOHHOCTD.
Alona Kuzmina, Dina Korovin, ldo Cohen Lass

ABTOpBI OTCJICKUBAIU YPOBHU MH(PEKIMOHHOCTU W MOTEHIMAT HEUTpalu3aluu y
TICEBJIOBUPYCOB JIUKOTO THUIA YenoBedeckoro kopoHaBupyca 2019 (hCoV-19), Delta u
Omicron SARS-CoV-2 B oTHOIICHHH 00pa3IlOB CHIBOPOTKH, B3ATHIX Yepe3 YCTHIPE Me-
csa nocie BBeAaeHus: Tpetheil 10361 MPHK-Bakimaer BNT162b2. Mx pe3ynbTaThl moka-
3BIBAfOT, 4TO 10 cpaBHeHUIO ¢ hCoV-19 u Delta SARS-CoV-2 nuaun Omicron BA.1 u
BA.2 neMOHCTpUPYIOT MOBBIIIEHHYIO MH(EKIIMOHHOCTh M PE3KOE CHU)KEHHE YyBCTBU-
TETLHOCTU K HEWTPATU3YIOIIUM aHTUTENIaM, UHIYIMPOBAaHHBIM BakiuHOUN. MHTepecHo,
yTo MyTanuu P681 BHYTpH BUPYCHOIO LIWIIA HE UTPAIOT POJIM B MOTEHIMAJIE HEUTpanu-
3alMM WK UHPEKUMOHHOCTU 1ceBioBUpycoB SARS-COV-2, Hecynmx MyTaluu B 3TOM
nonoxxennn. OmHako ocratok P681 onpeznenser cmnocoOHOCTh MUMOBUAHOTO OENKa CIo-
co0OCTBOBAaThH CIHMSHUIO U 00PA30BAHUIO CHUHIIUTUEB MEXIY MH(PHUIIMPOBAHHBIMHU KIIETKa-
Mmu. B To Bpems kak cnaiik or hCoV-19 (P681) u Omicron (H681) ciocoOcTBYIOT nUIIL
YMEPEHHOMY CIIUSIHHIO KJIETOK U OOPa30BaHHUIO CHHIIUTHEB MEXIY KIETKaMH, KOTOPHIE
AKCIIPECCUPYIOT CIalK-0eNokK, AenbTa-cnaiik (R681) mpossisieT moBwilieHHYIO (Py30reH-
HYI0 aKTHMBHOCTb M CIOCOOCTBYET 00pa30BaHUIO CUHIUTHEB. [|OMOTHUTENbHBIN aHAIHU3
MoKa3bIBaeT, urto oaHa mytarus P681R B mmmne hCoV-19 wim H681R B mmne Omicron
BOCCTAHABJIMBAET MOTEHUHUAT CIUSHUSA 10 YPOBHS, aHAJIOTMYHOTO HaAOII0aeMOMYy IS
mmmna Delta R681. HaoGopor, Toueunas myrtaums R681P BHyTpm mmma paenbra-
TICeBIOBUpPYCa OTMEHsET 3((HEeKTUBHOE CIMSIHUE U 00pa30BaHUE CUHIIUTHEB. JTO HCCIe-
JIOBAHUE TaKKe IMOKa3pIBaeT, yTo mmumnoBuaHble 0enku hCoV-19 u Delta SARS-CoV-2
a¢deKkTHBHEE BKIIOYAIOTCS B BUPYCHBIE YACTHUIIBI 110 CPABHEHUIO C IIUMIOBUIHBIMU JIU-
HUssME Omicron. OHU TakXKe MOKa3bIBaIOT, YTO ocTaTok P681 B mmme onpenenser cnus-
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HUE KIJIETOK U 00pa30BaHME CHUHIIUTUEB 0€3 BIMSHUSA Ha UHPEKIHMOHHOCTb KOHKPETHOTO
BApHAHTA BUPYyCa M HA €r0 YyBCTBUTEIBHOCTHh K OMOCPEIOBAHHON BAKIIMHON HEWUTpAJIU-
cE:1112078

Microbiol Spectr. 2023 Jun 12;e0525822.
doi: 10.1128/spectrum.05258-22. Online ahead of print.
Digital PCR Discriminates between SARS-CoV-2 Omicron Variants and Immune
Escape Mutations
Hudposas [P pazauuaer BapuanTthl SARS-C0OV-2 Omicron u MmyTanum HMMYH-
HOI'0 YCKOJIb3aHUSs
Steven C Holland, LaRinda A Holland, Matthew F Smith

ABTopel pazpabortanu nanens TectoB dPCR B otHomennn SARS-CoV-2 u mpone-
MOHCTPUPOBAJIM €€ NMPUMEHEHUE I TUIMPOBAHUS JTUHUN BapHaHTOB BUpPYCa U YCTOM-
YUBOCTH K TEPANeBTUYECKUM MOHOKIIOHAIbHBIM aHTUTeNaM. CHauyana oHU pa3padoTanu
mynbruriekcHbie TecThl APCR miist SNP, pacnionoskennsix B octatke 3395 B rene orflab,
KoTophie paznmuuatoT JuHuu Delta, Omicron BA.1 u Omicron BA.2. Tloka3ana ux 3¢-
(dexTUBHOCTH Ha 596 KIMHHYECKUX 00pasmax CIIOHBI, ocienoBarenbHOCT SARS-CoV-
2 B KOTOpPHIX Oblla MOJATBEPKACHA C TOMOIIBIO TMOJHOTE€HOMHOTO CEKBEHHUPOBAHUS
[llumina. 3aTem paspaboranmu Tectel dPCR s myrarwmii mmna R346T, K444T, N460K,
F486V u F486S, xoTOphIE CBSA3aHBI C YKIOHEHUEM OT MMMYHUTETA X035IMHA U CHUKEHU-
eM TeparneBTuUecKor A(h(PEKTUBHOCTH MOHOKIOHANBHBIX aHTUTeN. [lokazaHo, 4To 3TH
TECTBl MOTYT BBITMIOJHATHCS WHIWBHUAYATbHO WU MYJIBTUIUIEKCHO IJisi OOHApY>KEHHS
npucytcTBus 10 4 SNP B onHoMm Tecte. Ha 81 xnuHMYeckoM o0Opasiie CIFOHBI, TIOJIOXKHU-
tenbHOM Ha SARS-COV-2, npaBuibHO WACHTHU(PUIIMPOBAHBI MYTAllMd B TOJBapHaHTax
Omicron BA.2.75.2, BM.1.1, BN.1, BF.7, BQ.1, BQ.1.1, u Xbb. Takum o6pa3zom, dPCR
MOKET CIIY>KUTb MOJIE€3HBIM UHCTPYMEHTOM JJI ONPEJEICHUS TOr0, COAEPKAT JIU KIUHU-
yecKue o0pasiibl TepaneBTUYECKN 3HAYUMBbIE MYyTalluu, 1 HHHOPMUPOBAHUS NAI[UEHTOB O
naedyeHud. TakuMm oOpa3oM, aBTOPBI JIEMOHCTPHUPYIOT AoKa3aTenabcTBO Toro, yto dPCR
MO>HO HUCIIOJIb30BaTh JUIsl TUIMPOBAHUS MYTallUi, ONPENEAIOMINX TPOUCXO0XKICHHUE, U
MYTallUi, CBSI3aHHBIX C YCTOWYMBOCTBIO K MOHOKJIOHAJIbHBIM aHTHUTENaM, B oOpaslax
cimtonbl. To ecth, mudposyto I[P MoXHO MCMOIB30BaTh B KaueCTBE MEPCOHAIU3UPO-
BAHHOT'O JINATHOCTUYECKOI0 MHCTPYMEHTA VISl UHAUBUIYaIbHOTO JICUSHHSI TAaI[UEHTOB.

MMWR Morb Mortal Wkly Rep. 2023 Jun 16;72(24):651-656.

doi: 10.15585/mmwr.mm7224a2.

Genomic Surveillance for SARS-CoV-2 Variants: Circulation of Omicron Lineages
- United States, January 2022-May 2023

I'enomubIii Hag30p 32 BapuanTamu SARS-CoV-2: nupkyasinus auauii Omicron —
CHIA, saBapb 2022 r. — maii 2023 r.

Kevin C Ma, Philip Shirk, Anastasia S Lambrou, u ap.
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CDC wucnosnb3yeT HallMOHAJIbHBIA T€HOMHBIA HaA30p ¢ aexadps 2020 roga ajst Mo-
HutopuHra BapuantoB SARS-CoV-2, mosBuBmmxcs Bo Bpemsi nmanaemun COVID-19,
BKJItouas BapuanT Omicron. B aTom oTdete 0600meHs! xapaktepubie st CILLIA Tennen-
LI B OTHOILIECHWM ITPONOPLUK BapUaHTOB IO JAaHHBIM 3a mepuof ¢ sHeapsa 2022 r. no
Mmaii 2023 r. B Teuenue 3toro nepuoaa BapuaHT OMHUKPOH OCTaBaJiCsd MPeO00IIa aouM,
OpU 3TOM pAa3IMYHBIE TOTOMKH JOCTUTIIM TMpeodiafaHus B CTpaHe (pacHpoCTpaHEH-
HOoCcTh> 50%). B mepBoii monosune 2022 r. BA.1.1 noctur npeobnananus Kk Hexelne, 3a-
KoHuuBIIelcs 8 staBaps 2022 r., 3a Hel crnenoBanu BA.2 (26 mapta), BA.2.12.1 (14 mas)
u BA.5 (2 utons); npeoOiananue KaxJI0ro BapUaHTa COBIAJIO CO BCIUIECKAMH CIIy4aeB
COVID-19. Bropas momoBuHa 2022 T. XapakTepu3oBajach MHUPKYIALUEH NOTHHUN
BA.2, BA.4 u BA.5 (manpumep, BQ.1 u BQ.1.1), HekoTOpble U3 KOTOPHIX HE3ABUCUMO
npUOOpENU CXOAHbIE OETKOBbIE 3aMEHbI CIAHKOB, CBS3aHHbBIE C YKJIOHEHHEM OT UMMYH-
Horo otBera. K konmy suBaps 2023 rona XBB.1.5 cran npeobnanatomum. Ilo coctos-
Huto Ha 13 Mmas 2023 r. HamboJiee pacIpOCTPaHCHHBIMH MUPKYIUPYIOMUMHA JIMHUSMU
obuin XBB.1.5 (61,5%), XBB.1.9.1 (10,0%) u XBB.1.16 (9,4%); XBB.1.16 u
XBB.1.16.1 (2,4%), conepxamnue 3ameny K478R, u XBB.2.3 (3,2%), conepxaiue 3a-
Meny P521S, umenu camoe ObicTpoe BpeMsl yIBOEHUS B 3TOT MOMEHT. AHAJIUTUYECKUE
METO/JIbI [l OLICHKHU MPOMNOPIMI BApUAHTOB ObLIM OOHOBIIEHBI, TOCKOJIbKY JIOCTYITHOCTh
o0pa3loB Ui CEKBEHHUPOBAHMs CHH3WIAch. [Ipomormkaromiasicss SBOJIONUS JTUHUN
Omicron mogYepKUBaeT BaXKHOCTh FTEHOMHOTO HAJ30pa AJIsl OTCIEKUBAHUS HOBBIX BapHu-
aHTOB.

PLo0S One. 2023 Jun 15;18(6):e0279221.

doi: 10.1371/journal.pone.0279221. eCollection 2023.

Genome characterization based on the Spike-614 and NS8-84 loci of SARS-CoV-2
reveals two major possible onsets of the COVID-19 pandemic

XapakTepucTuKka reHoMa Ha ocHoBe JI0KYycoB Spike-614 u NS8-84 SARS-CoV-2
BBISIBJISIET IBA OCHOBHBIX BO3MOKHBIX Hauaa nangemuu COVID-19.

Xiaowen Hu, Yaojia Mu, Ruru Deng, u ap.

[Tpoananu3upoBanu reHotuns! 3,14 mummona reHomoB SARS-CoV-2 Ha ocHoBe
aMUHOKUCIIOTHI 614 muna (S) u amuHOKUCTOTHI 84 NS8 (HEeCTpyKTypHBIA Oelok §) u
onpenenunu 16 ramnotunos cuerienus. ['ammotun GL (S 614G u NS8 84L) 6wt oc-
HOBHBIM TaIUIOTHIIOM, BBI3BABIIUM TJI00aIbHYIO MAaHJEMHUIO, U HA €ro JIOII0 MPUXOJHU-
jock 99,2% cexkBeHHPOBaHHBIX T€HOMOB, B TO Bpemsi kak ramiotun DL (S 614D u
NS8 84L) BerzBan nangemuto B Kurae BecHoit 2020 r. u coctaBui okosno 60 % reHomos
B Kurae n 0,45% renomos B mupe. ['arutotunsl GS (S_614G u NS8 84S), DS (S 614D un
NS8 84S) u NS (S 614N u NS8 84S) cocrasnsm 0,26%, 0,06% u 0,0067% reHomoB
cooTBeTcTBeHHO.  OCHOBHasg  »BodronMoOHHas  Tpaektopus  SARS-CoV-2 —
DS—DL—GL, Toraa xak Apyrue rarjioTHITBI SBJISIOTCS BTOPOCTEIIEHHBIMH TOOOYHBIMU
IPOYKTaMH 3BOJIIOLMH. Y TMBUTENIBHO, HO HOBeHMi ramnotun GL nmen camoe gaBHee
BpeMs TOSBIICHUs caMoro mociennero obmero npenka (tMRCA), kotopoe B cpeaHem

ob1o 1 mast 2019 r., B TO BpeMsi Kak caMblii cTaphlil raruiotun DS mMmen camoe HOBOE
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Bpems tMRCA co cpennuM 3HaueHueM 17 OKTS0ps, 4TO YKa3bIBa€T HA TO, YTO IPEIKO-
BbIE LITAMMBI, KOTOpbIE Janu poxxaeHue GL BbIMepau 1 3aMeHEHbl 0oJiee aJanTUPOBaH-
HbIM HOBHYKOM B MECTE€ €ro MPOUCXOXKIECHHS, TOUYHO TaK ke, KaK IOCIeI0BaTEIbHbIN
pPOCT M MaJIeHWE BapUaHTOB JiebTa U OMUKPOH. OqHako nosBwicsa ramiotun DL, koto-
pBIi MpeBpaTWiICS B TOKCUYHBIE IITAaMMBI U CIIPOBOLIMpOBaN nanaemuio B Kurae, kyna
mramMbl GL He npubsutn k koHITy 2019 rona. IlItammer GL pacnpocTpaHUIUCH 1O BCe-
My MHUpPY 10 TOTr0, KaKk ObLJIM OOHAapyKE€HbI, U CIIPOBOLMPOBAIIN TI100aJIbHYIO MMaHIEMUIO,
KOTOPYIO HE 3aMeualiy, MoKa O MOsBIEHUU BUpyca He Obuio 00bsBieHo B Kurae. Onnako
rarotunt GL He umen Oonbiroro Bnusaus B Kutae Ha paHHel cTtaauu maHAEeMUHN HU3-3a
€ro MO3/JHETO0 NMPUOBITUSA, a TAKKE U3-3a CTPOroro KoHTposisa nepeaaun B Kurae. [loatomy
MIpeAJIararoT JBa OCHOBHBIX BapuaHTa Hadaina nangemMun COVID-19, ogHO U3 KOTOPBIX
ObLIO B OCHOBHOM BbI3BaHO ramiotunom DL B Kutae, a qpyroe Obl10 BbI3BaHO rarioTH-
oM GL Bo Bcem mupe.

Virology. 2023 Jun 5;585:78-81.
doi: 10.1016/j.virol.2023.04.014. Online ahead of print.
Emergence of SARS-CoV-2 serotype(s): Is it a matter of time?
IHosiBsienue ceporuna(oB) SARS-CoV-2: Bonpoc BpeMeHu?
José Valter Joaquim Silva Junior, Ricardo Duraes-Carvalho, Joelma Rodrigues de Souza
C momenTa obHapyskenus B konme 2019 roga SARS-CoV-2 mpeteprien MHOTOYHC-
JICHHBIE MYTalliH{, YTO TPUBEJIO K TOSBICHUIO HECKOJBKIX BapUaHTOB BHUPYCa, KOTOPHIC
MOTYT pa3jiudaTbcs MO TPAHCMHUCCHBHOCTU, BUPYJICHTHOCTH W/WIIM YKIOHEHUIO OT UM-
MYHHUTETA XO03s5IMHA. B 4acTHOCTH, N3MEHEHUSs, CBSI3aHHBIE C UMMYHUTETOM, OBLTH XOPO-
10 33JOKyMEHTHPOBaHbl y BapuanTta OMUKPOH, BKIIIOYasi COOOIIEHUSI 00 YCKOJIb3aHUU
OT HEUTPAIU3YIONINX AHTUTEJ, BbI3BAHHBIX MH(EKIHUEH/BaKIIMHAIIUEH TETEPOJIOTHYHBIM
SARS-C0oV-2 wiu ucnonb30BaHHBIX B CEPOJIOTMUYECKON Tepanuu. ITH pe3yabTaTbl MOTYT
BBI3BaTh HEKOTOPBIE TUCKYCCHU O BO3MOXHOCTH TOTO, 4TO OMUKPOH SIBJISIETCSI OTIEIb-
HbIM cepoturioM SARS-CoV-2. UtoOsl BHECTH CBOM BKJIAJl B pEIIEHUE ITOUW MPOOIEMBI,
aBTOPHI OOBEIMHWIA KOHIEHIIMA UMMYHOJIOTHH, BUPYCOJIOTUU U IBOJIOIUHN W H3yUWIN
THIOTE3Y O TOM, uTo0 OMHUKpPOH sBIseTCS OTAeNbHBIM cepoTurnoM SARS-CoV-2. Kpome
TOT0, 00CYIMIIN BEPOSATHOCTD MosiBNieHus: cepotunnoB SARS-CoV-2 ¢ TeueHrem BpeMeHH,
4TO HE 00s3aTEILHO MOXET OBITh cBs3aHO ¢ Omicron. [ToHMMaHMe 3TOW TEMBI MOXKET
UMETh TPSIMOE 3HAUCHHUE JUIsl COCTABOB BaKIIMH, MMMYHOJAMATHOCTHYECKHUX TIATPOPM U
CEPOJIOTUYECKMX METOJIOB JICYCHHUsS, CIOCOOCTBYS JIyYIIEeMY YIPaBICHHUIO OyIyIIUMHU
BCITBIIIIKAMY WJIA BOJTHAMH.
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