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PacnpocTpanenne BapuantoB BHpyca SARS-COV-2, BbI3bIBalOIIMX HHTEpec
(VOI) u cyoBapuanToB Omicron, Haxoasmuxcs noa Haoaogenuem (VUM), Ha ocHoBe
KOJIMYeCTBA X T'eHOMOB, JeNOHMPOBaHHbIX B 0a3y maHHbix GISAID 3a Henmearo ¢
13.05.2023 r. mo 19.05.2023 r.
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B 00630pe npencrasnena nHbopmaius 1o MUPKYIUPYIOIMIMM B HACTOSIIEE BpeMs Ba-
puantam Bupyca SARS-COV-2 se3biBaromux untepec (VOI) u cyoBapuanToB Omicron,
Haxosmxcs noa HaobmoaenreMm (VUM), reHOMHBIE TTOCIIeIOBATEIbBHOCTH KOTOPBIX pas-

MEIIEeHBI B MeXayHapoaHo# 6a3e manueix GISAID 3a Henmenro ¢ 13 mo 19 mas 2023 r.

[To coctosiuuto Ha 17 mast 2023 r. B cooTBeTCTBUHU ¢ Kinaccudukanueir BO3 k Bapu-
antam Bupyca SARS-COV-2 senwBatomux untepec (VOI) oTHeceHbl cyOBapHaHTHI
XBB.1.5 u XBB.1.16. B rpynny BapuantoB oz HabmoaenueM (VUM) BKIIIOUEHBI T€HETH-
yeckue nuaun BA.2.75, CH.1.1, BQ.1, XBB, XBB.1.9.1, XBB.1.9.2 u XBB.2.3.

Ha ceromnsmnuii nens B 6a3ze nannbix GISAID Bcero npencrasiero 15578 191 re-
HoMm Bupyca SARS-COV-2 (3a Henmento nemonupoBaHo 36 600 mocnemoBaTenbHOCTEH). B
MHUpE CTpaHAMU — JUAEPAMH MO KOJUYECTBY JCTIOHUPOBAHHBIX T€HOMHBIX MOCJIEI0BATENb-
Hocrelt Bupyca SARS-CoV-2 ocrarorcs CIIIA — (4 788 211 renomos — 30,7% oT Bcex pas-
memeHHbIX B GISAID) u Benukooputanus (3 070 656 — 19,7 %).

[Mupkynsauus Bupyca SARS-COV-2 renoBapmanta Omicron 3aperucTpupoBaHa B
219 crpanax (no ganabiM CMU nHa 19.05.2023 1.).

Bcero B 0azy mannbix GISAID nenonupoBano 8 125 707 reHOMOB BapuaHTa
Omicron, 3a aHATM3UPYEMYIO HEJEII0 pa3MeInieHo eme 35 664 TeHOMHBIC MMOCeI0BaTEb-
Hoctu — 97,3 % OT BceX MpeCTaBICHHBIX 3a TEKYIIYH HEJEII0 T'eHOBAPHUAHTOB BUpPYCa
SARS - COV- 2.

Poccuiickumu naboparopusmu Bcero pasmeunieHo 70 540 reHOMHBIX MOcCieA0Ba-
tenpHOCcTel Bupyca SARS-COV-2, B ToM yucine Bapuanta Omicron — 44 626 reHOMOB.

Ha ceronnsimamii nens B 6a3e qanubix GISAID 3adukcrpoBano 1emoHMpOBaHKE Ba-
puanta Omicron u3 210 ctpan u Tepputopuii (Ha npeasiayiien Henene — 210): ABcTpanus,
ABctpusi, AzepOaiimxkan, Anbanusi, Ammkup, Amepukanckoe Camoa, AHmoppa, AHrona,
Anturya u bapOyna, Aurunbs, Apreatuna, Apmenus, Apy0a, Adranucran, banrmanenm,
bap6anoc, baxpeitn, benapych, bensrus, bepmyackue OctpoBa, benus, benun, bonrapus,
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bonusus, borceana, bocuusa u I'epueroBuna, bonaiipe, bpasunus, bpynei, bpuranckue
Buprunckue octpoa, byran, bypynau, bypkuna-®aco, BenukoOpurtanus, Benecyana,
Benrpus, Buprunckue OctpoBa (CILIA), Beetnam, I'ana, ['antn, ['amOus, ["aitana, I'Bame-
nyna, I'Baremana, ['Bunes, ['epmanus, ['nbpanrap, I'onaypac, 'oukonr, I'penus, ['py3us,
I'yam, I'abon, Hanus, J>xulOytu, Jomunukanckas Pecnyonuka, Jlomunuka, JIPK Jlemoxpa-
trueckas Pecnyonmka Boctounsiii Tumop, lemokpatuyeckas Pecmyonmuka Can-Tome u
[Ipuncunu, Eruner, 3amous, 3umbadse, MUzpanns, Unnus, Uunonesus, Nopnanus, Upak,
Wpan, Upnanaus, Ucnannus, Ucnanus, Uranusa, Kabo-Bepae, Kazaxcran, KaiimaHOBBI
OctpoBa, Kam6omxa, Kamepyn, Kanana, Kartap, Kenns, Kumnp, Kuraii, Kupubatu, Konywm-
ousi, KocoBo, Kocra-Puka, Kor-g'MByap, Kyba, Kyseiir, Ksipreizcran, Kropacao, Jlaoc,
JlatBus, JIuGepus, JIuan, Jlusus, Jluxrenmreitn, JIutea, Jlecoro (KoponesctBo JlecoTo),
JIrokcemOypr, Manarackap, MaBpukuii, MaBputanusi, Makao, Manasu, Manaiizusi, Majb-
nuBbl, Manbsta, Mamu, Mapokko, Maptunnka, Mapmamiosl OctpoBa, Maiiorta, Mekcuka,
Mozambuk, MongoBa, Monako, Monronus, Montceppat, Mbsiuima, Mukponesus, Hamu-
ous, Hunepnaunel, Hurep, Hurepusi, Henan, Hopserusi, HoBas 3enannus, Hosas Kanemo-
Hus, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, Ilanama, Ilanay, [Taparsai, Ilamya-
Hogas I'sunes, Ilepy, [lopryranus, [lonema, [TyapTo-Puko, Peronbon, Pecriybnuka Konro,
Pecniybnuka Ceitmiensckue OctpoBa, Pecniyonuka I'Bunes-bucay, Pecnonuka Banyry, Py-
MmbiHusA, Poccust, Pyanna, CansBagop, Cen-Mapren, Cunr-Mapren, CaynoBckas ApaBus,
Cesepnas Makenonusi, CeBepubie Mapuanckue octpoBa, Ceneran, Coro3 Komopckux Oct-
poBoB, Cweppa-Jleone, CnoBakusa, Cnosenusi, Cunramyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cent-Buncent u I'penanunsi, Cent-Jlrocus, Cunr-Mapren, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cyaan, Taunann, TaiiBans, Tanzanusa, Tepkc u Kaiikoc, Toro,
Tpununan u Tobaro, Tynuc, Typuus, Yranna, Y30ekucrtan, Ykpauna, Ypyreaii, Ouniss-
nus, Opannus, Opannysckas ['Buana, @pannysckas [lonunesus, Punnununsl, XopBaTus,
Uepnoropus, Yexusa, Uunu, Yan, AP, [lIBeuus, [Iseinapus, [pu-Jlanka, SxBagop, Ic-
TOHUS, DcBaTuHH, Dduonusi, JkBaTtopuanbHas ['Bunes, FOAP, IOxunas Kopes, HOxubrii
Cynan, Anonus, Smaiika.

3a mpomeamue 4 Henenu Toibko 52 (24,8 %) cTtpanbl (3a mpeapiaymue — 51
ctpana (24,3 %) JONOJHWIM JaHHBIE O Pa3MEILICHHBIX PAHEE T€HOMHBIX MOCIEJ0BATEN b-
HocTsax Omicron B GISAID.

JluHamuKa pachpOCTpaHEHHs TOJUIMHUIA BapuaHTOB Omicron CEKBEHHPOBAHHBIX U
3arpyxeHHbIX B 6a3y nanubix GISAID npencraBnena Ha pucyske 1.
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Puc. 1 Pacmpoctpanenue cyOBapumantoB Omicron B mupe (IO COCTOSIHAIO Ha
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Jlunamuka pacnpoctpaHeHusi cyoBapuanToB Omicron B peruoHax 3a mocieanue 4

HEJleNIN MpeJcTaBieHa Ha pucyHke 2. B crpanax FOxHoi n CeBepHONi AMEPUKHN reHETHYE-

ckuii GoH npeacrasieH cyoBapuantom XBB.1.5 B 49,2 % u 47,2 % cootBercTBeHHO. JloJs

XBB.1.5 cpenn mupkynupyoomux cyoBapuanToB B EBpore cocraBuna 30,3 %. B cTpanax
Adpuku nomunupyer cyoBapuant XBB.1.22.1 (94,29 %), Asuu XBB.1.9.1 (17,65 %) u
XBB.1.1.6 (13,92 %), B Tuxookeanckom perumone — XBB.1.9.1 (13,15 %) u XBB.1.5

(11,58).



Africa (+35 sequences)
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Oceania (+829 sequences)
—13.15%
XBB.1.5 m—11.58%
EG.1 m— 10.49%
XBC.1.6 mummm 9.05%
XBE.1.16 mum—8.69%
- 4.83%
- 3.74%
- 3.62%
= 1.93%
»1.33%
XBB.1.5.11 1.33%
XBB.1.5.241 1.21%
XBF 1 1.21%
XBB.1.16.11 1.09%

Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Asia (+4,734 sequences)
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South America (+125 sequences)
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XBB.1.5.13 mmm 5.6%
XBB.15.7m 24%
-24%
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Pucynok 2 Pacnipoctpanenue cyoBapuanToB Omicron B peruoHax Mupa 3a 4 Helenu

(c 18.04.2023 r. mo 16.05.2023 r.).

B cpaBHeHMM c npeaplaymiMMu 4 HEJNEISIMU CPENHM CEKBEHHPOBAHHBIX T€HOMOB KO-
ponaBupycoB SARS-CoV-2, B ctpanax Adpuku, CeBepHOil AMEpUKHA OTMEYEHO yYMEHbIIIe-
nue nomu BapuantoB VOI u yBenmnuenue nonun VUM. B crpanax IOxxHolt Amepuku cpeau
UPKYJIMPYIOMHUX IITaMMOB 3auKcupoBaHo yBennueHue aoiau VOI u ymeHblIeHHe 1051

VUM (puc. 3).
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.
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Pucynok 3 Pacripoctpanenue cyoBapuanToB Omicron B peruonax mupa ¢ 18 anpens
mo 16 masg 2023 r.

B 6a3y mannabix GISAID EpiCoV nenonupoBano 141 864 mocnenoBaTenbHOCTH, OT-
Hocsimexcs kK XBB.1.5, u3 104 ctpan. 3a nocnennue 4 Heaenu HauboJIbIlee pacipocTpaHe-
HUe cyOBapHaHT noxy4ui B XopBatuu — 82 %, JkBanope — 73 %, Kanane — 72 %, CIIIA —
57 %, Kamo6omxke — 50%, anuu — 35 %.

B CHIA no nmanHbiM HalmoHanbHOM CHCTEMBI TEHOMHOTO HA/30pa, OMyOJIMKOBaH-
HoMm Ha caiite CDC, na nenene ¢ 30 ampens mo 13 mas 2023 r. cpenu MUPKYIUPYIOIUX
cyoBapuantoB Omicron momuampoBan XBB.1.5 — 64,0% (B cpaBHeHUH C TpenbIIylIcH
Hejenel ymenbieHue Ha 5,9 %).

ITo nanubM ECDC 3a nepuon ¢ 24 anpens no 7 mast 2023 r. 22 crpansl (ABcTpus,
benwrusi, Xopsarus, Yexus, Janus, Ocronus, Ounnauaus, Opannus, ['epmanus, ['penus,
Ucnannus, Upnanaus, Utanus, Jlateus, JlrokcemOypr, Hunepnanasl, Hopserus, [lonbiia,
Pymbiaus, CrioBenus, Ucnanus u [IBenwst) cooOmmnm o pe3ybTaTaX CeKBEHUPOBAHHUSI HITH
reHotunupoBaHuss SARS-CoV-2. OueHoyHoe pacnpeiesieHne BbI3BIBAIOIINX CyOBapUaHTOB
Omicron cocraBmio migs XBB.1.5 — 89,6%, BA.2.75 — 6,2%, BQ.1 — 3,8%, XBB — 3,8%,
BA.5-1,4%,BA.2-1,1%.



Cy6Bapuant XBB.1.16 cexkBenupoBan nadoparopusimu 41 crpansl (5 023 mocnemno-
BarenbHOCcTel). B nauu nonst manHoro cyOBapuaHTta coctaBuia 56% OT BceX CEKBEHUPO-
BaHHBIX TocnenoBarenbHocTeil. B CHIA 3a mociennue aBe Hemenu 1oJisg cyOBapuaHTa
XBB.1.16 cpeayn nupKyaupyrommx ILTaMMOB yBeIuuuiack B 2,2 pasa, coctaBuB 14,3% ot
CEBEHUPOBAHHBIX M1OCJIEI0BATEIBHOCTEH.

W3 BapuantoB Omicron, naxoasmuxcs moa Haomoaeauem (VUM), B 6a3y maHHBIX
GISAID 6buto 3arpyxeno 6 234 reHOMHBIE TOCIEIOBATEIBLHOCTH cyOBapmanta BA.2.75.
O61mas pacnpocTpaHeHHOCTh cyOBapuanTa — meHee 0,5%.

Cy6Bapuant CH.1.1 nenonuposan nadoparopusimu u3 80 ctpan (22 910 mocienoBa-
TenpHOCcTel). O0IIas pacnpocTpaHeHHOCTh cyOBapuanTa — Menee 0,5%. Haubonbiee pac-
npoctpanenne cyoBapuanta CH.1.1 otmedeno B Peronrone — 38%, Xopsaruu, HoBoii 3e-
nangud, [lopryranuu u Hunepnangax — 5% cOOTBETCTBEHHO.

Jlaboparopusimu 73 ctpan B 6aze GISAID pasmemieno 10 888 renomoB cyOBapuanTa
XBB.1.9.1, obmas pacmpocTpaHeHHOCTh cyOBapuanta — menee 0,5%. Hambompimee pac-
MpoCTpaHeHHne cyOBapuaHTa 3a mociennue 4 Henenn ormedeHo B Kambomke — 50%, Hra-
mun — 25%, Taunange — 23%, 'epmanun, [Janun, llIBenun, Cunranype (ot 17%m0 15%),
HBeiinapuu, bensrun, Asctpun (ot 13% 10 12%).

HMupkynsauus cyoBapuanta XBB.1.9.2 noareepxkaena B 53 crpanax. B 6a3y qaHHbIX
GISAID nenonupoBano 3 434 reHOMHBIE TIocneaoBaTeabHOCTH cyOBapuanta XBB.1.9.2. 3a
nocyeaHue 4 HeJeau pacIpoCTpaHEHHOCTh cyOBapuanTa coctaBuiia B ['epmanuu — 22%.

[Mupkynsauus cyoBapuanta XBB ycranosnena B 75 crtpanax (aemonupoBaHo 4 285
TE€HOMOB).

Cy6Bapuant XBB.2.3 nenonupoBan nabopatopusimu 46 ctpan (1 649 reHOMHBIX T0-
cienoBarenbHocTel). 3a nocnegnue 4 Henenu XBB.2.3 cekBeHuMpaBaH B NSITU CTpaHax
(Ucnanus, Asctpanusi, Utanus, benbrus u ABCTpusi) ¢ pacnpoCTpaHEHHOCTHIO — OT 9% 110
2%.

Wudopmariust 1o 0OHOBICHHBIM JJAHHBIM O JCTIOHUPOBAHHBIX TEHOMaX BHpYcCa
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatuure 1.



Ta6auna 1 — KoinyecTBo 1eNOHNPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crtpana YupexaeHue, NpOBOAUBIIEE CEKBEHUPOBAHUE B TOM UHCIC KO- [Ipouent reno-
KommuecTBo MOB, OTHOC:-
CIIOHUPO- IHCCTBO remo- IMUXCA K BapuaH-
: MOB Omicron, )
BAaHHBIX Tre-| o orex | Y Omicron
HomoB  Omi- | 7 P (B.1.1.529). ne-
3a mocuemuaue 4
cron HeIeIH (22 04. — ITOHHUPOBAHHBIX
(B.1.1.529) 19.05.2023 r.) 3a mociegHue 4
HEOCIHN
ABctpamms  (cradmimsarus | NSW Health Pathology — Institute of Clinical Pa-
3200JIeBaEMOCTH ) thology and Medical Research; Westmead Hospi- 144638 1922 94,9
tal; University of Sydney
ABctpus (crabunusanms 3a- | Bergthaler laboratory, CeMM Research Center for
00J1eBaEMOCTH) Molecular Medicine of the Austrian Academy of 188986 840 99,9
Sciences
Asep0Oaiimkan (ctabmnmmsarms | National Hematology and Transfusiology Center 20 0 0.0
3200JICBA€MOCTH ) ’
Anbanus (crabwnmsanms 3a- | Respiratory Virus Unit, National Infection Ser-
. : 777 0 0,0
6oseBaEMOCTH) vice, Public Health England
Amxup (crabumsanus 3a00- | National Reference Center for Viruses of Respira-
) : ) 536 0 0,0
JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Awmepukanckue Buprunckue UW Virology Lab
ocTpoBa (cTabunm3anusi 3a- 1451 0 0,0
6oeBaEMOCTH)
Awmepukanckoe Camoa (cra- | Centers for Disease Control and Prevention Divi-
. . ! . 117 0 0,0
ounmsanus 3adoneBaemoctr) | sion of Viral Diseases, Pathogen Discovery
Anrmnes (crabminusanus 3a- | Carrington Lab, Department of PreClinical Sci- 50 0 0.0

00J1eBaEMOCTH)

ences, Faculty of Medical Sciences, The Universi-
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ty of the West Indies

AHrouna (crabunuzarus 3a00-

KRISP, KZN Research Innovation and Sequenc-

: 168 0,0
JIEBAEMOCTH ) ing Platform
Anpmoppa (crabmnusanus 3a- | Instituto de Salud Carlos 111
323 0,0
00JIeBaEMOCTH)
Antrurya n bapOyma (crabu- | Carrington Lab, Department of Preclinical Scienc-
nu3anus 3a00J1eBaEMOCTH es, Faculty of Medical Sciences, The University of 108 0,0
the West Indies, St Augustine Campus
AprentuHa  (crabmnmsanums | Instituto  Nacional Enfermedades Infecciosas
7237 0,0
3200JIeBAEMOCTH ) C.G.Malbran
Apmenus (crabmnmmsarus 3a- | Institute of Molecular Biology NAS RA, Republic
00JIeBaEMOCTH) of Armenia, Department of Bioengineering, Bioin- 17 0.0
formatics Institute and Molecular Biology IBMPh ’
RAU, Republic of Armenia
Apy6a (crabmnusanus 3a00- | National Institute for Public Health and the Envi-
1030 0,0
JIEBAEMOCTH) ronment(RIVM)
Adranucran (crabuimzanus Central Public Health Lab 8 0.0
3200JICBA€MOCTH ) ’
baramckue octpoBa (ctabu- | Laboratory of Respiratory Viruses and Measles, 97 0.0
nu3arys 3a0071eBaeMOCTH) Oswaldo Cruz Institute, FIOCRUZ ’
banrmagem  (cTaOumm3arius Child Health Research Foundation
2001 0,0
3200JIeBa€MOCTH)
bapb6anoc (crabunmsarus 3a- | Carrington Lab, Department of PreClinical Sci-
0oJ1eBaEMOCTH) ences, Building 36, First Floor Biochemistry Unit, 171 0.0
Faculty of Medical Sciences, The University of ’
the West Indies
baxpeitn (crabmmusanus 3a- | Communicable Disease Laboratory, Public Health
: 6993 0,0
00JIEBAEMOCTH ) Directorate
benapych (crabunusanms 3a- | Laboratory for HIV and opportunistic infections 120 0,0
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00J1eBaEMOCTH )

diagnosis The Republican Research and Practical
Center for Epidemiology and Microbiolo-
gy(RRPCEM)

benmuz (crabunuzanus 3a6o-

Texas Children's Microbiome Center

619 0 0,0
JIEBAEMOCTH )
benbrus (poct 3aboneBaemo- | KU !.euve_n, Rega Institute, Clinical and Epidemi- 93669 195 995
CTH) ological Virology
bennn (crabunusanms 3a0o0- | Institut fiir Virologie — Institute of Virology —
: 517 0 0,0
JICBAEMOCTH) Charite
bepmynckue octpoBa (ctabu- | Respiratory Virus Unit, National Infection Ser-
. . 171 0 0,0
Ju3anus 3a00J1eBaeMOCTH ) vice, Public Health England
bonrapus (crabmmmzanus 3a- | National Center of Infectious and Parasitic Dis-
7094 0 0,0
00JIEBAEMOCTH ) eases
bonuBus (camxenue 3aboie- | Laboratory of Respiratory Viruses and Measles, 136 0 0.0
BAaEMOCTH ) Oswaldo Cruz Institute, FIOCRUZ ’
Bonsiip (crabmimzanus 3a60- | National Institute for Public Health and the Envi-
1067 0 0,0
JIEBAEMOCTH) ronment(RIVM)
bocuust u I'epuierosuna (cra- | University of Sarajevo, Veterinary Faculty, Labor-
ounm3sanus 3aboneBaemoctn) | atory for Molecular Diagnostic and Research La- 216 0 0,0
boratory
borcana (crabmnusanus 3a- | Botswana Institute for Technology Research and
. 3347 2 100,0
00JIEBAEMOCTH) Innovation
bpasunus (crabunuzanus 3a- | Instituto Adolf_o Lutz, Interdiciplinary Procedures 106056 45 100.0
00JIeBaEMOCTH) Center, Strategic Laboratory
bpuranckue Buprunckue Caribbean Public Health Agency
OctpoBa (crabunmuzanusi 3a- 44 0 0,0
00J1€BaEMOCTH)
bpyneii (crabunusanus 3a60- | National Public Health Laboratory, National Cen- 5478 0 0.0

JIEBAEMOCTH)

tre for Infectious Diseases(National Virology Ref-
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erence Laboratory)

byran (crabwmmsanus 3a60-

AFRIMS

57 0 0,0
JIEBAEMOCTH )
bypkuna ®aco (crabmmusa- | Laboratoire bacteriologie virologie CHUSS 70 0 0.0
1I1s 3a00JIEBAEMOCTH) '
bypyumu (crabmmuzamus 3a- | MRC/UVRI & LSHTM Uganda Research Unit, 93 0 0.0
00JIeBacMOCTH) National Institute of Public Health ’
BemukoOpuranus (ctadbmnu- | COVID-19 Genomics UK (COG-UK) Consorti-
3anus 3a00JeBaCMOCTH ) um. Wellcome Sanger Institute for the COVID-19 1443533 1741 100,0
Genomics UK (COG-UK) consortium.
Benrpus (crabunumzanus 3a- | National Laboratory of Virology, Szentdgothai
436 0 0,0
00J1€BacMOCTH) Research Centre
Benecysna  (crabuimzarus Laboratorio de Virologia Molecular
699 0 0,0
3a00J1€Ba€MOCTH)
Brernam (crabunmsarus 3a- | National Influenza Center, National Institute of 5759 13 100.0
60J1eBaEMOCTH) Hygiene and Epidemiology(NIHE) ’
I'abon (crabumuzamus 3a00- | Centre de recherches médicales de Lambaré- 2 0 0.0
JIEBAEMOCTH) né¢(CERMEL) ’
lautu (crabummsarusi 3a6o0- | Laboratoire National de Santé Publique - 381 0 00
JICBACMOCTH ) LNSP(HAITI — LNSP) ’
laiana (cradbmnmmsanus 3a00- | CNR Virus des Infections Respiratoires — France
80 0 0,0
JIEBAEMOCTH ) SUD
'amOus (ctabunuzanus 3a00- MRCG at LSHTM Genomics lab
333 0 0,0
JIEBAEMOCTH)
I'ana (crabwimsanus 3aboie- | Department of Biochemistry, Cell and Molecular
BaEMOCTH ) Biology, West African Centre for Cell Biology of 9324 0 0.0
Infectious Pathogens(WACCBIP), University of ’
Ghana
I'Bamenyna  (crabunmsarms | National Reference Center for Viruses of Respira- 624 0 0,0
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3a00JIeBAEMOCTH) tory Infections, Institut Pasteur, Paris
I'Baremana  (ctabunmsarms | Asociacion de Salud Integral/Clinica Familiar Luis
< . 3171 45 97,8
3a0071€Ba€MOCTH) Angel Garcia
I'Bunes (crabunumsarnus 3a00- | Centre de Recherche et de Formation en Infectiol- 484 0 0.0
JIEBAEMOCTH ) ogie Guinée ’
I'Bunes-bucay  (ctabuiu3a- MRCG at LSHTM, Genomics lab 20 0 0.0
1S 3a00J1IEBAEMOCTH ) ’
['epmanus (crabmnmsarus 3a- | Charité Universititsmedizin Berlin, Institutfiir Vi-
00J1eBacMOCTH) rologie. Institute of infectious medicine & hospital 571812 423 100,0
hygiene, CaSe—-Group.
['ubpantap  (crabmmmsarms | Respiratory Virus Unit, National Infection Ser-
. : 122 0 0,0
3200JIEBAEMOCTH ) vice, Public Health England
I'ongypac (crabmmmsarus 3a- | Genomics and Proteomics Departament, Gorgas 69 0 0.0
00JIeBaCMOCTH) Memorial Institute For Health Studies ’
['oHkOHT (CHYOKEHHE 3a0oJie- Hong Kong Department of Health 19655 60 100.0
BAEMOCTH)
I'penust (crabmnuzanus 3a60- | Greek Genome Center, Biomedical Research 17774 0 0.0
JICBAEMOCTH ) Foundation of the Academy of Athens(BRFAA) ’
I'py3ust (crabunmsarnus 3a6o- | Department for Virology, Molecular Biology and
JICBACMOCTH ) Genome Research, R. G. Lugar Center for Public 2043 0 0.0
Health Research, National Center for Disease ’
Control and Public Health(NCDC) of Georgia.
I'yam (crabumuzarus 3abome- | Centers for Disease Control and Preven-tion Divi- 487 0 0.0
BaeMOCTH ) sion of Viral Diseases, Pathogen Discovery ’
Jlanus (crabwnusanus 3a00- | Albertsen lab, Department of Chemistry and Bio-
JICBACMOCTH ) science, Aalborg University. Department of Virus 35572 253 99 6
and Microbiological Special Diagnostics, Statens 2 ’
Serum Institut.
Jlomunanka  (crabunusarms | Carrington Lab, Department of PreClinical Sci- 10 0 0,0
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3a00J1€Ba€MOCTH)

ences, Faculty of Medical Sciences, The Universi-
ty of the West Indies, St Augustine Campus

Jomunukanckas PecmyOnnka

Respiratory Viruses Branch, Centers for Disease

(crabunmsarus 3aboneBaemo- | Control and Prevention, USA 1386 0 0,0
CTH)
JIP Konro (crabmnmzaius 3a- | Pathogen Sequencing Lab, National Institute for 520 0 0.0
00JIeBacMOCTH) Biomedical Research(INRB) ’
JIP Cent Tome u Ilpuncunu LNR-TB
(cTabmm3anus 3a00J1eBaeMO- 1 0 0,0
CTH)
Eruner (ctabunm3anus 3a60- Main Chemical Laboratories Egypt Army
1814 0 0,0
JIEBAEMOCTH )
3am6us (crabwimmsanus 3a60- | University of Zambia, School of Veterinary Medi- 1183 0 0.0
JICBAEMOCTH ) cine ’
3umbabBe (crabmnusanus 3a- | National Microbiology Reference Laborato-
: 7 316 0 0,0
60J1eBaEMOCTH) ry(Quadram Institute Bioscience)
Wzpawns (ctabmmmsanus 3a- | Central Virology Laboratory, Israel Ministry of 114728 0 0.0
00JIeBaEMOCTH) Health
Wunus (poct 3aboneBaemo- | Department of Neurovirology, National Institute
CTH) of Mental Health and Neuroscienc-
es(NIMHANS).CSIR—Centre for Cellular and Mo- 135727 636 %8
lecular Biology
Wunonesus  (crabmnmsarms | National Institute of Health Research and Devel- 36600 189 96.4
3a00J1€Ba€MOCTH) opment
Nopnanus (cradomnuzanus | Andersen lab at Scripps Research, CA, USA 298 0 0.0
3a00JIeBa€MOCTH) ’
Wpak (crabunuzaius 3abome- | Biology, College of Education Department of Vi-
BaEMOCTH ) rology, Faculty of Medicine, University of Helsin- 381 0 0,0

ki, Helsinki, Finland generated and submitted to
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GISAID

Upan (poct 3a601eBaeMoCTH)

National Reference Laboratory for COVID-19,

Pasteur Institute of Iran 2190 0 0,0
Wpnauaus  (cTaOuim3arivs National Virus Reference Laboratory 57011 156 99.4
3a0071€Ba€MOCTH)
Wcnanaus (ctadbunusarnus 3a- | Landspitali Department of Clinical Microbiology 10439 15 100.0
00J1IeBaEMOCTH)
Wcnanus (crabunm3aius 3a- Hospital Universitario 12 de Octubre 111827 909 99.3
00J1IeBaEMOCTH)
Wranus (crabunmsarus 3a00- | Army Medical Center, Scientific Department, Vi- 85013 537 98.9
JICBAEMOCTH ) rology Laboratory
Kabo—Bepne (craOuausarus Institut Pasteur de Dakar
557 0 0,0
3a00J1€Ba€MOCTH)
Kazaxcran  (cradomimsarus | Reference laboratory for the control of viral infec-
. 1684 0 0,0
3200JICBA€MOCTH ) tions
Kambomka  (crabmmmsarms | Virology Unit, Institut Pasteur du Cambodge 1807 5 100,0
3200JIeBa€MOCTH)
Kamepyn (crabumuszanus 3a- | CREMER(Centre de Rechercherches sur les Mal-
. . 776 0 0,0
00J1IeBaEMOCTH ) adies Emergentes et Ré—émergentes)
Kanana (crtabunm3zanus 3a00- Laboratoire de santé publique du Québec 285262 3541 100.0
JIEBAEMOCTH )
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (poct 3aboneBaemo- | Biomedical Research Center(BRC), Qatar Univer- 1524 0 0.0
CTH) sity / Qatar Genome Project(QGP) ’
Kenus (crabmmuzamus 3a60- | KEMRI-Wellcome Trust Research Pro- 4965 26 100.0
JIEBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kurmp (crabunuzanus 3abose- | Department of Molecular Virology, Cyprus Insti-
. 465 0 0,0
Bae€MOCTH ) tute of Neurology and Genetics
Kuraii (crabunusanms 3a00- | National Institute for Viral Disease Control and 29508 1701 100,0
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JIEBAEMOCTH )

Prevention

Konymbuss  (crabunuzarus

Instituto Nacional de Salud— Direccion de Investi-

3a0071€Ba€MOCTH) gacion en Salud Publica 13237 3 100,0
Komopckue octpoBa (crabu- | KEMRI-Wellcome  Trust  Research  Pro- 11 0 0.0
JU3aIHs 3a00J1eBa€MOCTH) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabmnmzanus 3a60- | Charité Universititsmedizin Berlin, Institut fiir Vi- 898 0 00
JIEBAEMOCTH ) rologie ’
Kocra—Puxka (poct 3aboneBa- | Inciensa, Instituto Costarricense de Investigacion
N ., 8572 31 100,0
€MOCTH) y Ensefanza en Nutricion y Salud
Kot JI'UByap (ctabunmsarms | Molecular diagnostic unit for viral haemorrhagic
3a00JIeBa€MOCTH) fevers and emerging viruses, Bouaké CHU Labor- 234 0 0,0
atory
Kyba (crtabunusarus 3aboJie- Respiratory Infections Laboratory 520 0 0.0
BAEMOCTH) ’
KygeiiT (crabmmmsanus 3a60- | Virology Unit, Department of Microbiology, Fac-
- . 627 0 0,0
JICBAEMOCTH) ulty of Medicine, Kuwait
Keipreiscran  (crabunuzanus | SRC VB “Vector”, “Collection of microorgan-
e 45 0 0,0
3a00JIeBa€MOCTH) 1sms” Department
Kropacao (crabunmsanms 3a- | National Institute for Public Health and the Envi-
1177 0 0,0
60J1eBaEMOCTH) ronment(RIVM)
Jlaoc (crabunmsanus 3abone- | LOMWRU/Microbiology Laboratory, Mahosot
i 637 4 0,0
BacMOCTH ) Hospital
JlatBus (ctabwimsanus 3a0o- | Latvian Biomedical Research and Study Centre 13883 0 0.0
JIEBAEMOCTH)
Jlecoto (crabmmusanus 3a60- | National Institute for Communicable Diseases of 137 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service '
JIubepus (crabwimmsanus 3a- | Center for Infection and Immunity, Columbia
. . 33 0 0,0
00J1eBaEMOCTH) University
JluBan (crabwimsanus 3a0o- | Laboratory of Molecular Biology and Cancer Im- 651 0 0,0
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JIEBAEMOCTH)

munology, Lebanese University Public Health
England

JluBus (crabumusamus 3a0o0-

Reference Lab for Public Health, NCDC

31 0 0,0
JIEBAEMOCTH)
JlutBa (ctabmmmsarus 3a0o- | Vilnius University Hospital Santaros Kilinikos,
. 11083 8 100,0
JICBACMOCTH) Center of Laboratory Medicine
Jluxtenmreitn  (crabunu3za- | Bergthaler laboratory, CeMM Research Center for
111 3a00JIEBAEMOCTH ) Molecular Medicine of the Austrian Academy of 1383 0 0,0
Sciences
JlroxcemOypr (crabunmsarus | Laboratoire national de santé, Microbiology, Mi-
. . 35211 191 99,0
3200JIeBaEMOCTH ) crobial Genomics Platform
Maxkao (crabunmu3zanus 3a60- Centro de Sequenciamento Gendmico 1 0 00
JICBAa€MOCTH ) ’
Maspukuii  (cradmmmsarus | CNR Virus des Infections Respiratoires — France
6529 0 0,0
3200JIeBa€MOCTH) SUD
Magpuranus (cTaOumm3arus INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maiiorta (crabmim3anus 3a- | National Reference Center for Viruses of Respira-
. : . 370 0 0,0
00J1eBaEMOCTH) tory Infections, Institut Pasteur, Paris
Mamnaiizus (crabunusanus | Institute for Medical Research, Infectious Disease
3a00J1€BaeMOCTH) Research Centre, National Institutes of Health, 29064 26 86,7
Ministry of Health Malaysia
Manau (crabmnmszanus 3a- | KRISP, KZN Research Innovation and Sequenc-
: 265 0 0,0
60J1eBaEMOCTH) ing Platform
Manu (crabunmsanus 3a60- | Northwestern University — Center for Pathogen
. . . : 159 0 0,0
JICBACMOCTH ) Genomics and Microbial Evolution
ManpnuBel  (cTaOmiIHM3aIus Indira Gandhi Memorial Hospital
333 0 0,0
3a00JIeBa€MOCTH)
Manbta (ctabunusarus 3a00- | Molecular Diagnostics Pathology Department Ma- 163 0 0,0
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JIEBAEMOCTH )

ter Dei Hospital Malta

MapiamioBsl ocTpoBa (cra-

State Laboratories Division, Hawaii State Depart-

ounusarus 3aboneBaemoctr) | ment of Health 35 0 0,0
Mapoxkko (crtabuau3aius 3a- Laboratoire de Biotechnologie 1249 1 100,0
00J1IeBaEMOCTH)
Mapturnka (cradmnuzamms | CNR Virus des Infections Respiratoires — France
1393 0 0,0
3200JICBA€MOCTH) SUD
Mexkcuka (cTaOuausanus 3a- Inst_ltuto de 16iagnostic y Referencia Epidemio- 41222 36 100.0
00JIeBaCMOCTH) logicos (INDRE)
Mo3zambuk  (crabmnmmsarms | KRISP, KZN Research Innovation and Sequenc-
: . 690 0 0,0
3200JIeBAEMOCTH ) ing Platform, South Africa
MonaBus (cTabmmm3anus ONCOGENE LLC 651 0 0.0
3a00J1€Ba€MOCTH)
Monako (crabwmsanus 3a- | National Reference Center for Viruses of Respira-
) . . 16 0 0,0
00JIEBAEMOCTH ) tory Infections, Institut Pasteur, Paris
Mouromus ~ (crabmnmsarus | National Centre for Communication Disease 781 8 100.0
3200JIeBa€MOCTH) (NCCD) National Influenza Center ’
MownTtceppar (ctabwnmmsarus | Carrington Lab, Department of Preclinical Scienc-
3200JICBACMOCTH ) es, Faculty of Medical Sciences, The University of 12 0 0,0
the West Indies
Mpbsiama (cTabunusanusi 3a- DSMRC 92 6 1000
00J1€BaEMOCTH)
HamuoOus (cradmmusanus 3a- | National Institute for Communicable Diseases of 788 0 0.0
60J1eBaEMOCTH) the National Health Laboratory Service ’
Henan (crabunuzamus 3a60- | Molecular and Genomics Research Lab, Dhulikhel
JICBACMOCTH ) Hospital, Kathmandu University Hospital School 1213 0 0,0
of Public Health, The University of Hong Kong
Hurep (crabunmsarust 3a60- | National Reference Laboratory, Nigeria Centre for 120 0 0.0

JIEBAEMOCTH)

Disease Control
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Hurepusa (crabunusanus 3a-

African Centre of Excellence for Genomics of In-

00JIeBaEMOCTH ) fectious Diseases(ACEGID), Redeemer’s Univer- 3112 0 0,0
sity
Hunepnanasl (crabunmsarms | National Institute for Public Health and the Envi- 24709 158 100.0
3a00JICBACMOCTH ) ronment(RIVM)
HoBast 3emanmus (cHmwkenue | Institute of Environmental Science and Re-
28253 0 0,0
3200JIEBAEMOCTH) search(ESR)
Hosast Kanenonus (cradbwnu- | Laboratoire de Microbiologie Centre Hospitalier
o O 58 0 0,0
3a1ms 3a00J1€BaCMOCTH) Territorial de Nouvelle-Calédonie
Hopserus (cradbunmsanus 3a- | Norwegian Institute of Public Health, Department
: 34491 0 0,0
00JIeBaCMOCTH) of Virology
OAD (crabmmmsanms 3aboie- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
BacMOCTH ) nomics UK(COG-UK) Consortium ’
OMman (ctabmimmsarus 3a060- Oman—National Influenza Center
384 0 0,0
JIEBAEMOCTH)
[Makucran (cradunusanms 3a- | Department of Virology, Public Health Laborato-
: L 3063 0 0,0
00J1IeBaEMOCTH ) ries Division
[Tamay (crabunmsarus 3a60- | Can  Ruti  SARS-CoV-2  Sequencing Hub 66 0 0.0
JICBAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Tanectuna  (crabmnmsarms | Biochemistry and Molecular Biology Department— 67 0 0.0
3a00JIeBa€MOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (ctabunmsarus 3a- | Gorgas memorial Institute For Health Studies 3053 18 100.0
0011€BaEMOCTH)
[Tammya Homas I'Bumes (crta- | Queensland Health Forensic and Scientific Ser- 924 0 0.0
Ounm3aius 3aboneBaeMocTr) | VICeS '
[Maparsaii (ctabunusanus 3a- | Laboratorio Central de Salud Publica de Paraguay
2002 0 0,0
6oJeBaEMOCTH)
[Tepy (crabunusaius 3abome- | Laboratorio de Referencia Nacional de Bio- 33688 0 0.0

BAEMOCTH)

tecnologia y Biologia Molecular. Instituto Nacion-
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al de SaludPeru

[Tonpmia (cTabwimsanus 3a-

genXone SA, Research & Development Laborato-

44514 91 100,0
00JIeBaEMOCTH ) ry
[Topryramus (cTaOuimm3arius Instituto Nacional de Saude(INSA) 99052 214 100,0
3a0071€Ba€MOCTH)
[Tysptro Puxo (crabunmsanms | Centers for Disease Control and Prevention Divi-
. . ; : 14978 24 100,0
3a00JIeBAEMOCTH) sion of Viral Diseases, Pathogen Discovery
Pecniyonmuka Banyaty (cra- | Microbiological Diagnostic Unit - Public Health 100 0 0.0
ounuzanus 3a0oaeBaemoctr) | Laboratory (MDU-PHL) ’
Pecnyonuka Jxubyru (cta- | Naval Medical Research Center Biological De-
. 633 0 0,0
omnunzanus 3a0oeBaemoctr) | fense Research Di-rectorate
Pecniyonmuka Kupubatu (cra- | Microbiological Diagnostic Unit - Public Health 136 0 0.0
ounm3sanus 3adboneBaemoctr) | Laboratory (MDU-PHL) ’
Pecniyonmuka Konro (crabu- Institute of Tropical Medicine
209 0 0,0
nu3arys 3a0071eBaeMOCTH)
PecnyOnuka Mapnarackap | Virology Unit, Institut Pasteur de Madagascar
(cTrabmmzarus 3ab0eBaeMo- 57 0 0,0
CTH)
Pecny6muka Hukaparya (cra- MSHS Pathogen Surveillance Program
335 0 0,0
Oonnm3anus 3a00J€Ba€MOCTH)
Pecnyonuka CanbBagop (cta- | Genomics and Proteomics Departament, Gorgas 382 0 0.0
ounmsarus 3adboneBaemoctr) | Memorial Institute For Health Studies ’
Pecnyomuka Yan (crabwnu- | Pathogen Genomics Lab, National Institute for Bi- 3 0 0.0
3arust 3a0071€BaEMOCTH) omedical Research (INRB) ’
Petonbon (ctabmmmsarus 3a- | CNR Virus des Infections Respiratoires — France 10923 14 100.0
00JIeBaEMOCTH ) SUD
Poccus (crabunmsanms 3a60- | WHO National Influenza Centre Russian Federa-
JICBAEMOCTH ) tion. Center for Precision Genome Editing and 44622 92 100,0

Genetic Technologies for Biomedicine, Pirogov

18




Medical University, Moscow, Russian Federation.
Federal Budget Institution of Science, State Re-
search Center for Applied Microbiology & Bio-
technology. Group of Genetic Engeneering and
Biotechnology, Federal Budget Institution of Sci-
ence ‘Central Research Institute of Epidemiology’
of The Federal Service on Customers’ Rights Pro-
tection and Human Well-being Surveillance. State
Research Center of Virology and Biotechnology
VECTOR, Department of Collection of Microor-
ganisms.

Pyanna (crabwimmsanus 3a6o0-

GIGA Medical Genomics

197 0,0
JIEBAEMOCTH )
Pymbians (crabmmusarms 3a- | National Institute of Infectious Diseases—Prof. Dr. 10738 0.0
60J1eBaEMOCTH) Matei Bals Molecular Diagnostics Laboratory ’
CaynmoBckast ApaBus (cradbu- | Infectious Diseases, King Faisal Hospital Re-

1330 0,0
au3anus 3a00J1€BaEMOCTH) search Center
Cesepras Makenonus (cra- | Institute of Public Health of Republic of North
ounm3arus 3aboneBaemoctr) | Macedonia Laboratory of Virology and Molecular 243 0,0

Diagnostics
Cesepubiec Mapuanckue oct- | Centers for Disease Control and Prevention Divi-
poBa (crabmnu3saiusi 3aboue- | sion of Viral Diseases, Pathogen Discovery 2088 0,0
BAaEMOCTH)
Ceitmensr (cradbunmmsanus 3a- | KEMRI- Wellcome Trust Research Programme,
e 618 0,0

00JIEBAEMOCTH) Kilifi
Ceneran (crabwimszanus 3a- IRESSEF GENOMICS LAB

1630 0,0
0011€BaEMOCTH)
Cent—Buncent u I'penanunsr | Carrington Lab, Department of PreClinical Sci- 36 0.0

(crabunuzanusa 3ab60J1€BaeMoO-

ences, Faculty of Medical Sciences, The Universi-
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CTH) ty of the West Indies
Cent-Kurc u Heuc (crabu- | Carrington Lab, Department of Preclinical Scienc-
JU3aIHs 3a00J1eBaEMOCTH) es, Faculty of Medical Sciences, The University of 18 0 0,0
the West Indies
Cent-Jlrocust (crabunmsanus | Carrington Lab, Department of PreClinical Sci- 153 0 0.0
3a0071€Ba€MOCTH) ences ’
CepOust (crabmmmzanus 3a060- | Institute of microbiology and Immunology, Facul-
.- N 1685 0 0,0
JICBAEMOCTH ) ty of Medicine, University of Belgrade
Cunranyp (crabwmmsanus 3a- | National Pupllc He_alth Laboratory, National Cen- 24013 991 100.0
00JIeBacMOCTH) tre for Infectious Diseases
Cen-Maptun (cTabunuzanus Institut Pasteur 301 9 100,0
3a00J1€Ba€MOCTH)
Cunt—Mapten  (ctabuimsa- | National Institute for Public Health and the Envi-
859 0 0,0
11151 3a00JIEBAEMOCTH ) ronment(RIVM)
Cupus (crabunuzanusi 3a060- CASE-2021-0266829 79 0 0.0
JICBAaEMOCTH ) ’
CrnoBakus (crabunumsanus 3a- | Faculty of Natural Sciences, Comenius University
26836 0 0,0
6oseBaEMOCTH)
CnoBenus (crabmmusarus 3a- | Institute of Microbiology and Immunology, Facul-
. s - 35270 43 100,0
60J1eBaEMOCTH) ty of Medicine, University of Ljubljana
ComomonoBsl octpoBa (cta- | Microbiological Diagnostic Unit - Public Health 247 0 0.0
Omnmsanus 3aboneBaemoctn) | Laboratory (MDU-PHL) ’
Comamu (ctabunmuzanmsi 3a- National Public Health Lab- Mogadishu 5 0 0.0
60J1eBaEMOCTH) ’
Cynan (crabunmsanus 3a0o0- | National Institute for Communicable Diseases of 143 0 0.0
JICBAEMOCTH ) the National Health Laboratory Service '
Cypunam (crabmmmzanus 3a- | National Institute for Public Health and the Envi-
154 0 0,0
0oyIeBaeMOCTH) ronment(RIVM)
CIIA (crabunmsaius 3a00- | Colorado Department of Public Health & Envi- 23882 5959 99,2
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JIEBA€MOCTH ) ronment. Maine Health and Environmental Test- 70
ing Laboratory. California Department of Public
Health. UCSD EXCITE.
Coreppa—Jleone (cTabunmsa- Central Public Health Reference Laboratory 1 0 0.0
1I1s 3a00J1IEBAEMOCTH) '
Taunann (crabummsanus 3a- | COVID-19 Network Investigations(CONI) Alli- 26558 394 99 5
00JICBAEMOCTH) ance
TaiiBanp (crabmmmsarus 3a- | Microbial Genomics Core Lab, National Taiwan
00JIeBaCMOCTH) University Centers of Genomic and Precision 2620 9 100,0
Medicine
Tanzanus (cradbunusanms 3a- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
00JIEBaEMOCTH ) ’
Tepkce u Kaiikoc (cTabuimsa- | Carrington Lab, Department of Preclinical Scienc-
1Us1 3a00JIEBAEMOCTH) es, Faculty of Medical Sciences, The University of 17 0 0,0
the West Indies, St Augustine Campus
Tumop-Jlemtu  (cTabunmsa- | Microbiological Diagnostic Unit — Public Health 1 0 0.0
1151 33a00JIEBAEMOCTH ) Laboratory (MDU—-PHL) ’
Toro (crabmnmzarus 3a6oie- | Unité Mixte Internationale TransVIHMI(UMI 233
BAaE€MOCTH) IRD — U1175 INSERM - Université de Montpel- 429 0 00
lier) IRD(Institut de recherche pour le développe- ’
ment)
Tpununan u TobGaro (cradbu- | Carrington Lab, Department of PreClinical Sci-
JU3aIHs 3a00J1eBaEMOCTH) ences, Faculty of Medical Sciences, The Universi- 2571 0 0,0
ty of the West Indies
Tynuc (crabunmsanmst 3a0o0- | Laboratoire de linique linique — Institut Pasteur de
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E:xkenenenbnoe snuaooHoBJIeHue BO3, Ne 143 ot 18.05.2023

Bapuantsl SARS-CoV-2, npeacrasiisiioniue HHTEpec, 1 BAPUAHTHI, HAXOAS M-
ecsi 10 HA0/TI0JeHH EeM
I'eorpajguyeckoe pacnpocTpaHeHHe U PaClIpOCTPAHEHHOCTh

Bo Bcem mupe ¢ 17 anpens o 14 mas 2023 roga (28 aneit) B 6a3y GISAID Obui0 me-
penano 24 884 mocnenoBatenpHOCcTet SARS-CoV-2. B nacrosmee Bpems BO3 otcie-
JKMBaeT JiBa TIpeacTaBistomux uHtepec moasapuanta (VOI), XBB.1.5 u XBB.1.16, a
TaKk)Ke ceMb MOHHTOpHpYeMbIX TonBapuanToB (VUM) u ux motomkxo. VUM: BA.2.75,
CH.1.1, BQ.1, XBB, XBB.1.9.1, XBB.1.9.2 u XBB.2.3. 18 mas 2023 roga XBB.2.3 ObL1
nobasneH B cnucok VUM. XBB.2.3 gBnsercs notoMmkom XBB, xoTopbiii siBisieTcst pe-
KOMOMHAHTOM JBYX NOTOMKOB BA.2.

B rno6ansHoM macmitabe coobmienus o XBB.1.5 moctynunu u3 110 crpan. Ha 17-i
snuaemMuonorndeckor Hezaene (¢ 24 mo 30 ampenst 2023 r.) na XBB.1.5 mpuxonunock
43,8% mociaegoBaTeabHOCTEH, 4YTO MeHbIIe 51,9% Ha 13-1 sIHUIeMHUOJIOTHUECKON HEIEe
(27 mapra — 2 anpens 2023 r.). CooOuienust o XBB.1.16 nocrynwu u3 49 crpan. Ha
17-i1 negene va XBB.1.16 npuxomunocs 11,6% mocienoBatenbHOCTEN, YTO OOIbIIIE, YEM
4,9% na 13-it Hepene. Mimeronuecs JaHHbIC HE TTOKA3bIBAIOT YBEJIMYECHUS TSXKECTH TeUe-
Hus 3a0oneBaHus Uil moroMkoB XBB. Dnmaemuonorudeckoe HccienoBaHHUE, MPOBeE-
neHHoe B CHHTAIType IS OLIeHKH TshKkecTr BapuaHToB SARS-CoV-2 y 3798 ydacTHUKOB,
HE BBISIBWJIO CYIIECTBEHHbIX paznuunii B 3apaxxenun COVID-19 wnu ucxogax rocnura-
nu3anuu cpean notomkoB XBB, Bkirowas VOI XBB.1.16 u XBB.1.5. Kpome Toro, He-
naBHee JabopaTtopHoe mccieaoBanue mokasano, yto XBB.1.16 u XBB.1.5 umetror cxo-
KM€ XapaKTEPUCTUKHU MPOHUKHOBEHUS! BUPYCa U YKIIOHEHHUS OT HEUTpaln3allid aHTUTe-
JIaMHU.

B Tabnmie 2 mokazaHo KoJu4yecTBO cTpaH, cooommBimx 06 VOI u VUM, u ux pac-
npoctpaHeHHOCTh ¢ 13 mo 17 nenemto. Cpenn VUM noasapuantel XBB, XBB.1.9.1,
XBB.1.9.2 u XBB.2.3 1eMOHCTpUPYIOT TEHACHIUIO K POCTY B MOCIEIHUE HeAenu. [py-
rue VUM [eMOHCTPUPYIOT TEHACHIIMIO K CHUKEHUIO 3a TOT K€ OT4eTHbINA nepuoa. VOI
u VUM, st KOTOpBIX XapaKTEepHbI BO3PACTAIOIINE TCHACHIINH, BBIACICHBI OPAHKEBBIM
I[BETOM, a MTOKa3aTeIN C YMEHBIIAIOITUMUCS TCHACHIIUSIMU — 3€JICHBIM.

Ta6muma 2. ExxenenenpHas pacnpoctpanenHocth VOI u VUM SARS-CoV-2, ¢ 13-i1
no 17-1to0 Henemro 2023 1.

Jlunus Koau- | ITocie- 2023-13 | 2023-14 | 2023-15 | 2023-16 | 2023-17
YecTBO | I0Ba-
CTPaH | TeJbHO-
CTH

XBB.1.5* 110 2128 51.8 50.4 49.0 47.3 43.76
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(VOI) 78

XBB.1.16 |49 8686
* (VOI)

BA.2.75% | 123 110226
CH.11* |91 44977

BQ.1* 149 408797

XBB* 125 63887

XBB.1.9. |79 22140
1*

XBB.1.9. |55 5559
2*

XBB.2.3. |49 3787

Henazna- | 103 149151 2.40 2.36 1.49 7.39 0.09
YEeHHbIE

Hpyrue+ | 207 6707822 |5.61 6.22 6.53 6.76 9.54

* BiitouaeT MOUIMHUM-TIOTOMKH, 32 UCKIIIOUEHHEM TeX, KOTOpble MHAMBHUIYATHHO
yKa3aHbl B Jpyrux Mecrax Ttabmuiel. Hampumep, XBB* ne Brmowaer XBB.1.5,
XBB.1.9.1, XBB.1.9.2 u XBB.1.16.

+ [pyrue - npyrue mupkymupyromue auann, uckiodas VOI, VUMs, BA.1*, BA.2*,
BA.3*, BA.4*, BA.5*.
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Hy6aukanumn:

Nat Commun. 2023 May 16;14(1):2800.

doi: 10.1038/s41467-023-38435-3.

Virological characteristics of the SARS-CoV-2 XBB variant derived from re-
combination of two Omicron subvariants

Bupycojoruueckue xapakrepuctuku BapuaHta SARS-CoV-2 XBB, nojayuen-
HOT'0 B pe3yJibTaTe PeKOMOMHALMHU ABYX NoABapuaHnToB Omicron

Tomokazu Tamura, Jumpei Ito, Keiya Uriu, u ap.

B xontme 2022 roma noaBapuantel SARS-CoV-2 Omicron cranu o4eHb TuBepcudu-
[IUPOBAHHBIMU, U NoJBapuaHT XBB ObicTpo pacrpoctpansieTcs mo Bcemy Mupy. [Ipose-
JEHHBIA aBTOpaMH (PUIIOT€HETUYECKUI aHaJIU3 Mokaszan, 4To XBB Bo3HuK B pe3ynbrare
pPEeKOMOMHALIMM JIBYX COBMECTHO LMpKynupytommx jguHuid BA.2, BJ.1 u BM.1.1.1
(motomctBo BA.2.75), nerom 2022 roga. Ha cerogusmHuii 1eHb OHU YCTOMYMBHI K ChI-
BOPOTKaM MpopbIBHOIN nHpekunn BA.2/5 u 6onee ¢py3orennsl, ueM BA.2.75. Touka pa3-
pbIBa pEKOMOMHAIIMH PACIIONIOKEHA B PEIETITOP-CBSA3BIBAIONIEM JIOMEHE Claiika, U Kax-
nasi o0acTh PEKOMOMHAHTHOTO craiika o0OecrieynmBaeT YKJIOHEHHE OT MMMYHHTETa U
yBenuuuBaeT ¢y3oreHHOCTh. KpoMe Toro, mpejacTaBieHa CTPyKTypHasi OCHOBA JIJIsl B3au-
MozercTBusg Mexy cnaiikom XBB.1 u yenoseueckum ACE2. HakoHen, BHyTpeHHS Ta-
toreHHocTh XBB.1 s caMIloB XOMSIKOB CpaBHMMa WJIW Jaxke HHxe, uem y BA.2.75.
DTO0 uccaenoBaHue NMPEeIOCTaBIsAET JaHHbBIE, CBUIECTEIBCTBYIOIIME O TOM, 4TO XBB sBs-
eTcsl epBbIM HaOMogaeMbiM BapuanToM SARS-COV-2, KOTOpHIH MOBBIIIAET CBOIO MPHU-
CIOCOOJIEHHOCTH 3a CUeT PEKOMOWHAIINH, a HE 3aMEH.

PLoS Pathog. 2023 May 18;19(5):e1010981.

doi: 10.1371/journal.ppat.1010981. Online ahead of print.

Enhanced stability of the SARS CoV-2 spike glycoprotein following modifica-
tion of an alanine cavity in the protein core

IHoBbimeHHAasi CTAOMJIBHOCTH IIUNOBUAHOIO riaukomnporenHa SARS CoV-2 no-
cje MoaupuKaIuU AJTAHNHOBOM MOJIOCTH B siipe 0eJika

Pantelis Poumbourios, Christine Langer, Irene Boo u np.

ABTOpBI UCCIIEOBAH, KaK BCTaBKa Oosee 00beMHbIX THApodoOHBIX ocTaTkoB (Val,
Leu, Ile, Phe) nns 3anonnenus monoctu psaom ¢ Alal016 u Alal020 B 3-4 moBTOpax
BJIMSIET HA CTaOWJIBHOCTh U @HTHUTEHHOCTh S-TPUMEPOB INIMKONpoTenHa cmaiika SARS
CoV-2. 3amena Alal016 na Gonee ob6bemHBIE THAPOGOOHBIE OCTATKU B KOHTEKCTE S-
TpUMepa, CTadWIN3MpOBaHHOTO Nepen ciusaueM, S2P-FHA, Obuia cBs3aHa ¢ MOBBIIIECH-
HOU TepMOCTa0MIBbHOCTBI0. DYHKINS CIUAHUS MEMOpaHbl S-TIMKONPOTEHHA COXpaHs-
jachk ¢ MyTalnusMu 3anoiHeHus noioctu Alal016/Alal020, cBs3aHHBIMU C yIy4YIIEHHON
TepMOCTaOMIBHOCThIO pekoMOuHaHnTHOro S2P-FHA, omnako 2 myranta, A1016L u
A1016V/A10201, He obnamamu cOCOOHOCTBIO OMOCPENOBATh MPOHUKHOBEHUE TICEBIO-

yactull S-BHY-1 B 293-ACE2 knetku. Ilpu olieHke B KauecTBE MMMYHOT'€HOB JIBa TEp-
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MocTaOmibHBIX MyTanTa S2P-FHA, momy4yennsIx u3 npenkoBoro uzoisata, A1016L (16L)
u A1016V/A10201 (VI), uanynupoBanu HedTpanuzyromue antutena ¢ 50% uHruoupy-
romumu passeaeHusMu (ID50) B amamazone 2700-5110 nias mpeakoBoro W jaenbTa-
mTamMmMa. AHTUTEHBI OMPEAEIsId CIeUU(PUIYHOCTh aHTUTEN, HAIPABICHHYIO Ha peler-
Top-cBs3biBatonuil jomeH (RBD), N-konuesoit gomen (NTD), ciutsiii mentua u CTBO-
JoByI0 o0macth S2. Mytarusa VI mo3Bosimia moJlyduTh BHYTPEHHE CTaOMIbHBIC OJUTO-
Mepsl 3kTonoMena Omicron BA.1 u Omicron BA.4/5, nono6usie S2P-FHA, B oTcyT-
CTBHE MOTHBa BHemIHeH Tpumepu3anuu (dhonaon T4), uTo mpeactaBiseT coOOM ambTep-
HATHUBHBIA MOJX0J K CO3/JaHHIO BAKIIMH, CIIOCOOHBIX K CTaOWMIU3AIlMU OJIUTOMEPHOTO S-
JIMKOIIPOTEHHA.

Nan Fang Yi Ke Da Xue Xue Bao. 2023 Apr 20;43(4):516-526.

doi: 10.12122/j.issn.1673-4254.2023.04.03.

[Rapid detection and genotyping of SARS-CoV-2 Omicron BA.4/5 variants us-
ing a RT-PCR and CRISPR-Casl12a-based assay]

[bbicTpoe oOHapy:KeHHe W TeHOTHNMHpoBanue BapuantoB SARS-CoV-2
Omicron BA.4/5 ¢ ucnoub3oBanuem aHanau3a Ha ocHoBe RT-PCR m CRISPR-
Casl2a]

Y Ma, L Zou, Y Liang, Q Liu, u ap.

Astopsl OT-TILIP u texnomoruto peaaxktupoBanusi reHoB CRISPR u pa3paGoranu
cnerudpuyeckyro PHK CRISPPR (crPHK) ¢ cyGonTumanbHEIMH MOTHBaMU, MpHIIEraio-
muMH K nportocneicepy (PAM), mist 6picTporo oOHapyKeHHUs 1 TeHOTUIIMPOBAHUS Ba-
puanToB SARS-CoV-2 Omicron BA.4 /5. DToT aHanu3 Mo3BOJISUT CIIEU(PUIHO OOHAPY-
»uBaTh BapuaHT SARS-CoV-2 Omicron BA.4/5 B Teuenue 30 MUHYT ¢ caMbIM HHU3KUM
npeneaoM obHapykeHus 10 Komuid/MKI, MpH 3TOM MepeKkpecTHoM peakuun Ha SARS-
CoV-2 B ximHM4eckux odpasznax 11 mHGUIMPOBAHHBIX PACTIPOCTPAHEHHBIMU PECIHpa-
TOPHBIMH ITaTOreHaMH, He Habmromanock. JBe crnenuduuasie k Omicron BA.4/5 crPHK
(crRNA-1 u crRNA-2) nmo3Bosmim aHanu3y To4HO oTiuauTh Omicron BA.4/5 ot cy0mnu-
Huu BA.1 u ngpyrux ocHoBHbIX BapuantoB SARS-CoV-2. [lns oOHapykeHus BapUaHTOB
SARS-CoV-2 Omicron BA.4/5 4yBCTBUTENBHOCTh YCTAHOBJIEHHOTO aHaJIW3a C UCIOJb-
3oBanueM crPHK-1 u crPHK-2 cocraBuna 97,83% u 100% co cnenudpuynoctsio 100% u
AUC 0,998 u 1,000 cooTBeTCTBEHHO. YPOBEHb COOTBETCTBUSI METO/ly CEKBEHHPOBAHUS
no Coanrepy coctaBun 92,83% u 96,41% cootBerctBeHHO. O0benuanB RT-PCR u Tex-
Hojoruto pexaktupoanus reHoB CRISPPR-Casl2a, aBTops! ycneniHo pa3zpadoTanu HO-
BBl MeTON OBICTpOro OOHapykeHHs W wuiaeHTH(uKamuu BapuantoB SARS-CoV-2
Omicron BA.4/5 ¢ BbICOKOW 4yBCTBUTEIBHOCTHIO, CIIEIU(PUUHOCTHIO M BOCIPOU3BOJIU-
MOCTBIO, KOTOPBIN TO03BOJIIET OBICTPO OOHApYyXHBaTh W TEHOTUIIMPOBATH BapUAHTHI
SARS-CoV-2, npoBOauTh MOHUTOPUHT BHOBb BO3HUKAIOIIMX BAPUAHTOB U UX PacIpo-
CTpaHEHUE.
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