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B 0630pe npencraBneHa nHpopMaIus o MUPKYIUPYIONIUM B HACTOSIIEE BpeMs Ba-
puanTam Bupyca SARS-COV-2 pebiBaromux uatTepec (VOI) u cyoBapuanToB Omicron,
Haxojsmxcs noa HaobmoaerreMm (VUM), reHOMHBIE MTOCIIeIOBATEIbBHOCTH KOTOPBIX pas-

MEIeHBI B MexXIyHapoaHoi 6a3e manueix GISAID 3a Henmenro ¢ 29 anpens mo 5 mas 2023 .

Ha ceromusmuuii ness B 6aze qanabix GISAID Bcero mpeactasiaeno 15 512 628 re-
HOMOB BHpyca SARS-COV-2 (3a menemro nenonuposano 111 847 mocnenoBarensHocTel). B
MUpE CTpaHaMH — JIUJEPAMH MO KOJUYECTBY JCTIOHUPOBAHHBIX T€HOMHBIX MOCIIEIOBATEb-
Hocrelt Bupyca SARS-CoV-2 ocratores CIIA — (4 771 464 rernoma — 30,6% oT Bcex pa3me-
uieHHbIX B GISAID) u Benukoopuranus (3 067 478 — 19,8 %).

[To coctrosiuto Ha 21 ampenst 2023 r.B cooTBeTcTBUM ¢ Kiaccudukanueir BO3 k Ba-
puantam Bupyca SARS-COV-2 BeiwiBatommx uHTepec (VOI) oTHeceHbl cyOBapuaHTHI
XBB1.5 u XBB 1.16. B rpynmy BapuanToB noja Haomoaearem (VUM) BKITtOUeHBI TeHETH-
yeckue muaun BA.2.75, CH.1.1, BQ.1, XBB, XBB.1.9.1, XBB.1.9.2, XBF.

Mupxynsauus Bupyca SARS-COV-2 renoBapuanTa Omicron 3apeructpupoBasa B 219
ctpanax (o mauaeiMm CMU na 05.05.2023 r.).

Bcero B 6a3y nannbix GISAID nenonuposano 8 063 471 renom Bapuanta Omicron,
3a aHAIM3UPYEMYIO Henento pasmenieHo eme 103 989 reHoMHBIX MOCIeA0BaATENbHOCTEN —
92,9 % or Bcex MpEeACTABIECHHBIX 3a TEKYIIYI0 HEAEN0 T'€HOBAapUAaHTOB BHUpPYcCa
SARS - COV-2. Poccuiickumu 1a00paTOpUsIMHU BCETO pa3MenieHo 68 668 TeHOMHBIX MOCIIe-
noBatenbHOCTEH Bupyca SARS-COV-2, B ToM uncie Bapuanta Omicron — 42 755 reHOMOB.

Ha cerogusiamii nenp B 6a3e nanueix GISAID 3adukcupoBaHO nemOHUPOBAaHUE Ba-
puanTa Omicron u3 210 cTpan u TeppUTOPHUIA.

3a npomenmue 4 Heaenu Toabko 49 (23,3 %) cTpan (3a mpeasiaymue — 51 cTpana
(24,3 %) nOMOJHUIU JTaHHBIE O Pa3MEUIEHHBIX paHEe T€HOMHBIX MOCIEJOBATEIBLHOCTIX
Omicron B GISAID.

JluHaMuKa pacnpocTpaHeHus cyoBapuantoB Omicron B peruoHax 3a nociennue 4 He-
JIeNy TpesicTaBieHa Ha pucyHke 2. B ctpanax FOxHoit u CeBepHON AMEPHUKU Fr€HETUYECKUI
don npencrasien cyoBapuantoM XBB.1.5 B 65,13 % u 52,4 % cootrBercTBeHHO. [lonu
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XBB.1.5 cpeaun uupkynupytonmx cyoBapuantoB B EBporne coctaBuina 29,86 %, Tuxookean-
ckoM peruone — 15,07 %. B crpanax Aszuu nomunupyet cyoBapuant XBB.1.16 (15,57 %), B
Adpuke — XBB.1.17.1 (60,0 %).

B cpaBuenuu ¢ npeasiaymmuMu 4 HeACIsIMUA CPEN CEKBEHUPOBAHHBIX T€HOMOB KOPO-
HaBupycoB SARS-CoV-2 ormedeHo ymenbineHue noiu cyoOBapmantoB XBB.1.5 (kpome
ctpad FOxHoit AMepukn) u yBenuuenue n1ou XBB.1.9.1 (kpome ctpan Adpukn).

ITo cocTosauto Ha 5 mast 2023 r. B 6a3y nanHbeIX GISAID EpiCoV 0Obu10 1€1oHupOBaHO
190 757 mocnenoBatenbHOCTEH, oTHOCSIUXCS kK XBB.1.5, u3 106 crpan. 3a mocnennue 4
HeJleNld HauOoJIbIlIee pacipocTpaHeHne cyOBapuaHT Noiayduia B DkBaaope — 82 %, Uwin —
79 %, Kanmame — 78 %, CHIA — 76 %, Yexuu — 74 %, Opanuuu — 64 %, BemukoOpura-
oy — 63 %, Ucnanum — 62 %.

B CIIIA no nannabiM HarrioHaabHOM CUCTEMBI TEHOMHOTO Ha/130pa, OMyOJIMKOBAaHHOM
Ha caiite CDC, na nenene ¢ 24 no 29 ampenst 2023 1. cpeau TUPKYIUPYIOIINX CyOBapUaHTOB
Omicron nomunuposan XBB.1.5 —68,8 % (B cpaBHeHHH ¢ TIpEBIAYIICH HEJCIeH YMEHBIIIe-
Hue Ha 6,7 %). B mrarax Konnektukyr, Maccauycerc, Man, Bepmont, PonAiinenn, Hrto-
I'smnmmp pacnipoctpanenue XBB.1.5 cocraBuno 77,9 %, B mrarax Konopago, MoHTana,
IOxnas Jlakota, CeBepras Jlakota, FOTta, Baitomunr— 72.6%.

[To nanusiM ECDC, cpenu nsitu ctpan (ABctpust, Hanus, @panuus, Jlarsus u Hunep-
JIaH]IbI) C TOCTaTOYHBIM 00BEMOM CEKBEHHUPOBAHUS UM T€HOTUIMPOBAHMS 3a EPUOJ € 3 IO
16 anpens 2023 r. OlIEHOYHOE pacIipe/ielieHUe BhI3bIBAONINX cyOBapuanToB Omicron cocra-
Busio s XBB.1.5 — 57,3%, XBB — 26,2%, BA.2.75 — 8,0%, BQ.1 — 3,2%, BA.2 — 0,8%,
BA.5 - 0,5%.

W3 BapuantoB Omicron, naxoasmuxcs moa Haomoaeauem (VUM), B 0a3y JaHHBIX
GISAID 65110 3arpyxeno 138 254 reHoMHBIe MOC/Ie0BaTEIbHOCTH cyOBapuanTa BA.2.75.
Haubonsiee pacnpoctpanenue cyoBapuanta ormeueHo B Taunanze, FOxnoit Kopee, HoBoii
3emanaun, ABctpanuu (0T 36 % 1o 76%).

B 6a3e mannbix GISAID nenonupoBano 40 967 renomoB cy6Bapuanta CH.1.1 u3 90
cTpaH. 3a nociennue 4 Henenu pacnpocTpaneHHOCTh cyoBapuanTa CH.1.1 cocraBuna B Hc-
nanauu — 19%, [Ieeruu — 13 %, danun — 12%, Gunnaaaun — 11%.

Ha ceronnsimamii nens B GISAID nenonupoano 23 892 renoma cyosapuanta BQ.1
u3 98 cTpaH.

JlaGoparopusimu 72 ctpan B 6a3e GISAID pasmemieno 10 598 renomoB cyOBapuaHTa
XBB.1.9.1. PactipoctpanenHocTs cyOBapuanTa coctaBmia B Erunrte — 68%, Mpane — 43%,
ITaxucrane — 36%, Uunonesuu — 27%.

Mupkynsauus cyoBapuanta XBB.1.9.2 noaresepxaena B 53 crpanax. B 0a3y maHHbIX
GISAID nenonupoBano 3 434 reHOMHBIX HloclieoBaTenbHOCTEN cyOBapuanta XBB.1.9.2. 3a
nociennue 4 Heaenu pacIpoCTPaHEHHOCTh cyOBapuaHTa coctaBuia B Mumonesun — 27 %,
Owmane — 25, bensruum — 21 %, bpynee — 17 %, Upnanauu — 15 %, U3zpanine — 13 %.

B GISAID cy6Bapuant XBF npencrasnen u3 51 crpansl (6 961 reHoMHas nocneno-
BaTEJIbHOCTB).



Hupkynsaius cyoBapuanta XBB ycranosnena B 75 ctpanax (aenonupoBaHo 4 285 re-
HOMOB). 3a mocieqHue 4 Henenu cyOBapHaHT CEKBEHUpOBaH Jaboparopusimu Manaiizuu,
Xopsaruu, lIBeunn, I'epmanuu, Uaauu, Asctpuu, CIIA.



PacnpocTtpanenue BapuantoB Bupyca SARS-COV-2, BbI3bIBalOIIMX HHTEpPeC
(VOI) u cyoBapuanToB Omicron, Haxoasmuxcs noa Haoaogaenuem (VUM), Ha ocHOBe
KOJIMYeCTBA UX TeHOMOB, JeNOHMPOBAHHBIX B 0a3y naHHbix GISAID 3a Hemesro ¢
29.04.2023 r. mo 05.05.2023 r.

B o030pe npeacrapiena uHGpopMaIus Mo MUPKYIUPYIOMIUM B HACTOAIIEE BpeMs Ba-
puantam Bupyca SARS-COV-2 Bei3pBaromux o3abouennocts (VOC), TeHOMHBIE TIOCTENN0-
BaTEJIBbHOCTU KOTOPBIX pa3MEIIeHbI B MekIyHapoaHou 6a3e nanubix GISAID 3a Henmemnio ¢
29 anpens no 5 mas 2023 r.

Ha ceromusmauii nens B 6a3e manabix GISAID Bcero npencrasieno 15 512 628 re-
HoMmoB Bupyca SARS-COV-2 (3a nenemto nenonnposano 111 847 nocnenosatenbHocTeit). B
MHUpPE CTpaHaMH — JIMJEPAMH O KOJUYECTBY JCTIOHUPOBAHHBIX TEHOMHBIX ITOCJICIOBATEb-
Hocrelt Bupyca SARS-CoV-2 ocratores CIIA — (4 771 464 renoma — 30,6% oT Bcex pa3me-
mieHHbIx B GISAID) u Benukoopuranus (3 067 478 — 19,8 %).

[To cocrosinuto Ha 21 anpens 2023 r.B coorBeTcTBUM ¢ Kiaccudukauuein BO3 k Ba-
puantam Bupyca SARS-COV-2 BeiwiBatoniux uHtepec (VOI) oTHeceHbl cyOBapuaHTHI
XBB1.5 u XBB 1.16. B rpynny BapuanToB noj Haomoaeanem (VUM) BKIItOUEHBI TEHETH-
gyeckue smann BA.2.75, CH.1.1, BQ.1, XBB, XBB.1.9.1, XBB.1.9.2, XBF.

Mupkynsanus Bupyca SARS-COV-2 renoBapuanta Omicron 3apeructpupoBana B 219
ctpanax (mo ganaeiM CMU Ha 05.05.2023 1.).

Bcero B 6a3y nannbix GISAID nenonupoBano 8 063 471 renom Bapuanta Omicron,
3a aHAIM3HpyeMyro Heaemo pasmernieHo eme 103 989 reHoMHBIX MmocieaoBaTEIbHOCTEH —
929% ot Bcex TPEACTaBICHHBIX 3a TEKYNIYIO HEJCII0 T'e€HOBApUAHTOB BHpYyca
SARS - COV- 2.

Poccuiickumu nmabopatopusiMu Bcero pasmernieHo 68 668 reHOMHBIX TOCieI0Ba-
tenpHOCTEH Bupyca SARS-COV-2, B Tom uncne Bapuanta Omicron — 42 755 reHOMOB.

Ha cerognsimauit nenp B 6aze ganubix GISAID 3adukcupoBaHo AenoHUpPOBaHUE Ba-
puanTa Omicron u3 210 ctpan u Tepputopuii (Ha npeasiayiiei Henene — 210): ABcTpanus,
ABctpusi, AzepOaitkan, Anbanus, Amkup, Ameprukanckoe Camoa, Augoppa, Anrona, AH-
turya u bapbyna, Aurmibs, AprentuHa, Apmenusi, Apy6a, A¢dranucran, banrnanen, bap-
6anoc, baxpeitn, benapyce, bensrus, bepmyackue OctpoBa, benus, benun, bonrapusi, bo-
nuBus, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpynei, bputanckue Bup-
TUHCKHUE OcTpoBa, byran, Bypynau, bypkuna-®aco, Benukobpuranus, Benecyasna, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Banenyma, ['Bate-
Mmana, ['Bunes, I'epmanus, ['ubpanrap, I'onaypac, ['onkonr, I'penus, ['py3us, I'yam, 'abon,
Hanus, Txubytu, JJlomunukanckas Pecnybnuka, Jlomunuka, JIPK Jlemokpatuueckas Pec-
ny6mmka Bocrounsnii Tumop, Jlemoxparuueckas Pecriyonuka Can-Tome u [Ipuncunm, Eru-
niet, 3amous, 3umbaose, U3pauns, Unausa, Uanonesus, Mopnanus, Upak, Upan, Upnanaus,

Ucnannus, Vcnanus, Uranus, Ka6o-Bepne, Kazaxcran, KaiimanoBsr OctpoBa, Kambomxka,
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Kamepyn, Kanama, Kartap, Kenus, Kunp, Kuraii, Kupubatu, Komymous, Kocoro, Kocra-
Puka, Kot-n'UByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc, Jlateus, JIubepus, JIusan,
JluBus, Jluxtenmreiin, JIutea, Jlecoro (Koponerctso Jlecoto), JIrokcemOypr, Magarackap,
Magspuxuii, MaBputanusi, Makao, Manasu, Manaizusa, Maneaussl, Manbra, Manu, Ma-
pokko, Maptunuka, Mapmannossl OctpoBa, Maitorta, Mekcuka, Mo3am6uk, Momnosa,
Momnako, Monromus, Montceppar, Mpsiuma, Mukponesusi, Hamu6us, Hunepianasr, Hurep,
Hurepus, Henan, Hoperus, HoBast 3enannus, HoBas Kanenonus, Hukaprya, Oman, OAD,
[Takucran, [lanectuna, [lanama, [lamay, Ilaparsai, [lanyaHoBas I'Bunes, Ilepy, Ilopryra-
nus, Ilonpma, ITyapro-Puko, Peronbon, Pecnybnmuka Konro, PecmyOmmka Ceiimienbckue
OctpoBa, PecnyOnuka I'Bunes-bucay, Pecnbnuka Banyty, Pymbinus, Poccus, Pyanna,
CanbBanop, Cen-Mapten, Cunt-Maprten, Caynosckas Apasusi, CeBepnast Makenonus, Ce-
BepHble MapuaHnckue octpoBa, Ceneran, Coro3 Komopckux OctpoBos, Creppa-Jleone, Cio-
Bakus, Cinosenus, Cunranyp, Cupus, CILLIA, Cenr-Kurc u HeBuc, Cent-Buncenr u ['pena-
munbl, Cent-Jlrocusi, Cunar-Mapren, CoapyxectBo baramckux OctpoBoB, Comanu, Cyzan,
Taunann, TaliBans, Tanzanus, Tepkc u Kaiikoc, Toro, Tpunungan u Tobaro, Tynuc, Typuus,
VYranga, Y306ekucran, YkpauHa, Ypyrsaid, @uunsuaus, Opanmus, Opaniy3ckas ['Buana,
®pannysckas [lonunesus, @uinunuael, XopBatus, Yepnoropus, Yexus, Ynnu, Yan, [IAP,
[Berus, [Beiinapus, [llpu-Jlanka, xBanop, IcToHusi, IcBaTuHu, IHUOIHUS, IKBATOPHU-
anwHas ['Bunes, FOAP, IOxnas Kopes, FOxubiii Cynan, Snonus, Smaiika.

3a npomeamue 4 Heaeau Toabko 49 (23,3 %) crpan (3a npeapiayiiue — 51 crpana
(24,3 %) nomonHUIM DaHHBIE O Pa3MEIICHHBIX paHee I'eHOMHBIX IOCIEI0BATEIbHOCTSIX
Omicron B GISAID.

Jlunamuka pacrpocTpaHeHus MOUIMHUNA BapraHTOB Omicron CEKBEHUPOBAHHBIX U 3a-
rpyxeHHbIX B 0a3y ganHbix GISAID npencraiena Ha pucynke 1.



Omicron sublineages
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XBB.1.91 XBB1530 MMM XBB1161  WEE BA.2.3 . BASS
BQ.1116 CHAL2 . BQII2 . BA29 BN BAS6
XBB1181  WEE XBB1516  MEE XBB151  EEE BA4 . BE1
BA.2 Bew XBB15.32 MMM XBB1512 EEE BA41 . BE.
XBBAS mem XBB1537  MEE XBE1513 NN BA.A6 . BFI10
XBB19.2  WEE XBB154  MEM XBB1515 EEE BAS B BFS
XBB122.2 W XBB1191 MMM XBB.26 - BAS - BF7
XBB.2.3 . BQ1.23 . BQ12 BN BAS122  EEE BNI2 We gratefully acknowledge
XBB157  EEE CH11 = BQ114 EEN BAS.2 EEN BN13 the Authors from Originating
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See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Puc. 1 Pacmpoctpanenue cyOBapuantoB Omicron B
02.05.2023 r.)

Other lineages ‘Ei I z‘l | .)

Mupe (MO COCTOSHUIO Ha

Jlunamuka pacripoctpaneHusi cyoBapruanToB Omicron B pernoHax 3a nocieanue 4 He-

JIeNH TpeJicTaBlieHa Ha pucyHke 2. B ctpanax FOxHolt u CeBepHOil AMEPUKU T€HETUYECKUM
¢dbon mpexacrasieHn cyoBapuantom XBB.1.5 B 65,13 % u 52,4 % cootBercTBeHHO. Jlomu

XBB.1.5 cpenu mupkynupyromux cyoBapuanToB B EBpore coctaBmna 29,86 %, Tuxookean-

ckoM peruone — 15,07 %. B cTpanax Asum nomunupyet cyoBapuant XBB.1.16 (15,57 %), B

Adpuxe — XBB.1.17.1 (60,0 %).



Africa (+5 sequences)
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North America (+8,997 sequences)
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XBBA.5
BA.2 s 7.47%
— 4.92%
XBB1.16 mmm 3.55%
XBB.A51mm 21%

XBB.1.5.13m 1.30%
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w 1.26%
XBB1161w 1.26%
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XBB1.515M 118%
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South America (+195 sequences)
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Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Variants of interest
(Omicron XBB.1.5, XBB.1.16, and sublineages)

Other Omicron (non-VOC/VOI/VUM)
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of sequence data on which the
analysis is based.

Pucynok 2 Pacnipoctpanenue cyoBapuanToB Omicron B peruoHax Mupa 3a 4 Helenu

(c 04.04.2023 r. mo 02.05.2023 r.).

B cpaBHeHuu ¢ mpenpIayumMu 4 HeJeIsIMHU CpeId CEeKBEHUPOBAaHHBIX TEHOMOB KOPO-
HaBupycoB SARS-CoV-2 ormedyeHo ymeHbllieHHE a0iu cyOBapuantoB XBB.1.5 (kpome
ctpad FOxuoit AMepukn) u yBenuuenue n1oau XBB.1.9.1 (kpome ctpan Adpuxu) (puc. 3).



BA.2
BA.5.2.48
BN.1.2
BN.1.3

BR.2.1

Variants of interest

XBB.1.16
(Omicron XBB.1.5, XBB.1.16, and sublineages)

XBB.1.16.1

Other Omicron (non-VOC/VOI/VUM)

XBB.1.5
XBB.1.5.13
XBB.1.5.16
XBB.1.5.20
XBB.1.5.24
XBB.1.5.25
XBB.1.5.7
XBB.1.5.9

Only Omicron sublineages with
changes in prevalence > 1% in
the last 4 weeks are shown here.

See
https://www.who.int/en/activities

tracking-SARS-CoV-2-variants,
for variant information and
definitions.

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories
of sequence data on which the
analysis is based.
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Pucynok 3 Usmenenue nonu cyoBapuantoB Omicron B perHoOHaX MUpa 3a MEPUOIbI C
7 mapra 1o 4 anpenst 2023 1. u ¢ 4 anpens no 2 mas 2023 r.

XBC.1.6

ITo cocrosinuto Ha 5 mast 2023 r. B 6a3y nanubsix GISAID EpiCoV 6110 nenoHupoBano
190 757 mocnenoBarenpHOCTel, oTHOCAIMXCs kK XBB.1.5, u3 106 crpan. 3a nmocnegnue 4
HeJleI HauOoJbllee pacupocTpaHeHne CyOBapuaHT nmoy4dmi B DkBagope — 82 %, Ywnu —
79 %, Kanane — 78 %, CIIHA — 76 %, Yexuu — 74 %, Dpannuum — 64 %, BenukoOpura-
Huu — 63 %, Ucmanum — 62 %.

B CHIA no nanasiM HanioHanbHOM CUCTEMBI TEHOMHOTO Ha/130pa, OMMyOIMKOBAaHHOM
Ha caiite CDC, na neznene c 24 o 29 anpens 2023 1. cpeny MUPKYTUPYIOMIUX CyOBapHAHTOB
Omicron nomunauposan XBB.1.5 —68,8 % (B cpaBHeHHHU C MPEIbIAYIICH HEleIeH YMEHbIIIe-
Hue Ha 6,7 %). B mrarax Konnektukyr, Maccauycerc, Man, Bepmont, PonAiinenn, Hero-
Ismnmmp pacnpoctpanenue XBB.1.5 coctaBuno 77,9 %, B mrarax Komnopago, Monrana,
IOxnas Jlakota, CeBepnas Jlakota, FOta, Baitomunr— 72.6%.

ITo nannsiM ECDC, cpenu nisitu ctpad (ABctpust, Hanus, @panuus, Jlarsus u Hunep-
JIAH]IBI) C TOCTaTOYHBIM 00BHEMOM CEKBEHUPOBAHUS HITU T€HOTUITUPOBAHUS 32 MEPHOJ € 3 110
16 anpenst 2023 . o1IeHOYHOE pacrpeiesieHre BbI3bIBaoLUX cyOBapuanToB Omicron cocra-
Bwio a1 XBB.1.5 — 57,3%, XBB — 26,2%, BA.2.75 — 8,0%, BQ.1 — 3,2%, BA.2 — 0,8%,
BA.5 - 0,5%.

W3 BapuantoB Omicron, naxoxasimuxcs mnoja Haomoaenuem (VUM), B 6a3y naHHBIX
GISAID 6510 3arpyxeno 138 254 renomublie mocnenoBaTebHOCTH cyOBapuanTa BA.2.75.
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Haubonpimee pacpoctpanenue cyoBapuanta orMeueHo B Taunanne, FOxuoit Kopee, Hopoii
3enanauu, ABctpanuu (oT 36 % 10 76%).

B 6a3e manabpix GISAID nenonupoBano 40 967 renomoB cyoBapuanta CH.1.1 u3 90
cTpaH. 3a nocieaHue 4 Heaenu pacnpocTpaneHHocTh cyoBapuanta CH.1.1 cocraBma B Hc-
nangun — 19%, HIBeruu — 13 %, Hanun — 12%, Gunnsaaun — 11%.

Ha cerognsmauii nenp B GISAID nenonupoBano 23 892 reHoma cyoBapuanta BQ.1
u3 98 crpas.

Jlaboparopusimu 72 ctpan B 6aze GISAID pasmemeno 10 598 renomoB cyOBapuanTa
XBB.1.9.1. PacnpoctpaneHHOCTh cyOBapuaHTa coctaBwia B Erunte — 68%, Hpane — 43%,
[Takucrane — 36%, Munonesun — 27%.

Hupkynsauus cyoBapuanta XBB.1.9.2 nonteBepxkaena B 53 crpanax. B 6a3y gaHHbIX
GISAID nenonupoano 3 434 reHOMHBIX MocienoBaTenbHocTel cyoBapranta XBB.1.9.2. 3a
nocJieTHUE 4 HEeleln pacpoCTPaHEHHOCTh cyOBapuaHTa coctaBwia B Mamonesnn — 27 %,
Owmane — 25, bensrun — 21 %, bpynee — 17 %, Upnangauu — 15 %, Uzpaune — 13 %.

B GISAID cy6Bapuant XBF mpencrasien u3 51 crpansl (6 961 renomnast mocieno-
BaTEJIbHOCTB).

Hupkynsauus cyoBapuanta XBB ycranosnena B 75 ctpanax (nenonupoBano 4 285 re-
HOMOB). 3a mocieHue 4 Henenu cyOBapHaHT CEKBEHUpOBaH Jaboparopusmu Manaiizuu,
Xopsatuu, lBenuu, I'epmanun, Maaun, Asctpun, CIIIA.

Wudopmariust 1o 0OHOBICHHBIM JTaHHBIM O JCTIOHUPOBAHHBIX T€HOMAaX BHpYcCa
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatuure 1.



Tabauna 1 — Koiu4yecTBO 1eNNOHMPOBAHHBIX TeHOMOB BapuaHTOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana YupexaeHue, TpOBOJUBIIEE CEKBEHUPOBA- B Tom umcne ko- | [IpoueHT reHo-
HHUC JIMYECTBO I'€HO- | MOB, OTHOCAI-
KonunuectBo .
MoB Omicron, Jie- | UXCA K Bapu-
ACTIOHUPO- .
IIOHUPOBAHHBIX aAHTy Omicron
BaHHBIX I'€HO-
) 3a mocnemane 4 | (B.1.1.529). ne-
MOB Omicron HEACIIN IMOHUPOBAHHBIX
(B.1.1.529) (07.04. — | 3a mocnennue 4
05.05.2023 1.) Heaenu
ABcTpanus  (cTabuiIu- NSW Health Pathology — Institute of Clini-
3anmst 3a007I€BaCMOCTH) cal Pathology and Medical Research; Westmead 141871 1047 90,0
Hospital; University of Sydney
ABcTpus  (ctabuiamn3a- Bergthaler laboratory, CeMM Research
1115 3a00JIEBAEMOCTH ) Center for Molecular Medicine of the Austrian 188153 1569 100,0
Academy of Sciences
AzepOaiipkan (cTabu- National Hematology and Transfusiology
20 0 0,0
Ju3arys 3a0071eBaeMOCTH) Center
AnbGanust (crabunusa- Respiratory Virus Unit, National Infection 758 0 0.0
11s1 3a00J1€BAEMOCTH) Service, Public Health England '
Amxup (cTabunuzanus National Reference Center for Viruses of
: . : . 491 0 0,0
3a00J1€Ba€MOCTH) Respiratory Infections, Institut Pasteur, Paris
Awmepukanckue Bup- UW Virology Lab
TMHCKHE OCcTpoBa (cTabunuza- 1451 0 0,0
1111 3200JIeBAEMOCTH)
Awmepukanckoe Camoa Centers for Disease Control and Prevention
(crabunmsarus 3aboneBaeMo- | Division of Viral Diseases, Pathogen Discovery 117 0 0,0

CTH)
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Anrunesa (crabuiamza-

Carrington Lab, Department of PreClinical

1Hs1 3200JIEBAEMOCTH ) Sciences, Faculty of Medical Sciences, The Univer- 52 0,0
sity of the West Indies
Anroma  (crabuim3a- KRISP, KZN Research Innovation and Se-
: 168 0,0
111s1 3a00J1€BAEMOCTH) quencing Platform
Anpgoppa (crabuau3a- Instituto de Salud Carlos I11
323 0,0
1S 3a00J1€BAEMOCTH )
Anturya u bapOyna Carrington Lab, Department of Preclinical
(crabunmsarus 3aboiaeBaeMo- | Sciences, Faculty of Medical Sciences, The Univer- 108 0,0
CTH sity of the West Indies, St Augustine Campus
AprentuHa (cTaOuiIM- Instituto Nacional Enfermedades Infec-
. 6350 0,0
3anust 3a0071€BaCMOCTH) ciosas C.G.Malbran
Apmenus (ctabuinsa- Institute of Molecular Biology NAS RA, Re-
1115 3a00JIEBAEMOCTH ) public of Armenia, Department of Bioengineering,
. : : i 17 0,0
Bioinformatics Institute and Molecular Biology
IBMPh RAU, Republic of Armenia
Apy0ba (cTabunuzanus National Institute for Public Health and the 1030 0.0
3a00JICBAEMOCTH) Environment(RI1VM) ’
Adranucran  (crabu- Central Public Health Lab 3 0.0
nu3arys 3a0071eBaeMOCTH) '
baramckre  ocTpoBa Laboratory of Respiratory Viruses and
(crabunmsanus 3aboneBaeMo- | Measles, Oswaldo Cruz Institute, FIOCRUZ 97 0,0
CTH)
banrnangem (crabwiu- Child Health Research Foundation
2001 0,0
3arus 3a0071€BaGMOCTH)
bapb6anoc (crabunuza- Carrington Lab, Department of PreClinical
1Us1 3a00J1€BaEMOCTH) Sciences, Building 36, First Floor Biochemistry 171 0.0

Unit, Faculty of Medical Sciences, The University
of the West Indies
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baxpeitn (cTabunuza-

Communicable Disease Laboratory, Public

111s1 3a00J1€BAEMOCTH) Health Directorate 6993 0 0.0

benapych (cTabunmsa- Laboratory for HIV and opportunistic infec-

11151 3a00JIEBAEMOCTH ) tions diagnosis The Republican Research and Prac- 120 0 0.0
tical Center for Epidemiology and Microbiol- ’
ogy(RRPCEM)

benu3 (cTaOunm3arus Texas Children's Microbiome Center
619 0 0,0
3a00J1€Ba€MOCTH)
benbrus (poct 3abose- _ _ KU_ Leuvgn, Rega Institute, Clinical and Ep- 93293 318 97.8
BACMOCTH ) idemiological Virology
benun (crabuiam3anus Institut fiir Virologie — Institute of Virology
: 517 0 0,0
3a00JIEBAEMOCTH) — Charite
bepmynckue octpoBa Respiratory Virus Unit, National Infection
(crabunmsanus 3aboneBaeMo- | Service, Public Health England 171 0 0,0
CTH)
bonrapust (crabunuza- National Center of Infectious and Parasitic
: 7094 0 0,0
11151 32a00JIeBA€MOCTH) Diseases
bonuBus  (CHIKEHHE Laboratory of Respiratory Viruses and Mea- 136 0 0.0
3a00J1€Ba€MOCTH) sles, Oswaldo Cruz Institute, FIOCRUZ '
Bonniip (crabunmsanus National Institute for Public Health and the 1067 0 0.0
3a00JIEBAEMOCTH) Environment(RI1VM) ’
bocuus u ['eprieroBuna University of Sarajevo, Veterinary Faculty,

(crabmu3anus 3aboseBaeMo- | Laboratory for Molecular Diagnostic and Research 216 0 0,0

CTH) Laboratory

borcrana (crabunmuza- Botsv_vana Institute for Technology Research 3346 9 100.0

11151 32a00JIEBA€MOCTH) and Innovation

bpasunus (crabunuza- Instituto Adolfo Lutz, Interdiciplinary Pro- 104492 27 100.0

111 32a00JIEBAEMOCTH)

cedures Center, Strategic Laboratory
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bpuranckue Buprun-

Caribbean Public Health Agency

ckue OcTpoBa (cTabuIu3amnus 44 0 0,0
3a00JICBACMOCTH )
bpywneii (cTabumm3arnst National Public Health Laboratory, National
3a00JICBACMOCTH) Centre for Infectious Diseases(National Virology 5478 0 0,0
Reference Laboratory)
byran (crabunuzanus AFRIMS 57 0 00
3a00J1€Ba€MOCTH) ’
Bbypkuna ®aco (cTabu- Laboratoire bacteriologie virologie CHUSS 70 0 0.0
nu3arus 3a0071€BaeMOCTH) ’
Bbypynau (cTabunu3za- MRC/UVRI & LSHTM Uganda Research 93 0 0.0
11151 3a00JIeBAEMOCTH ) Unit, National Institute of Public Health '
BenukoOpuranus (cta- COVID-19 Genomics UK (COG-UK) Con-
ownuzanus 3a0oaeBaemoctr) | sortium.  Wellcome Sanger Institute for the
COVID-19 Genomics UK (COG-UK) consor- 1440736 2358 100,0
tium.
Benrpus (crabunusa- National Laboratory of Virology, Szentago-
. 411 0 0,0
11151 32a00JIeBA€MOCTH) thai Research Centre
Benecysna (crabunu- Laboratorio de Virologia Molecular
699 0 0,0
3a1ust 3a6071€BaEMOCTH)
Bretnam (cTabmauza- National Influenza Center, National Institute 5622 14 100.0
11151 32a00JIEBAEMOCTH ) of Hygiene and Epidemiology(NIHE) ’
['abon (crabunmuzarus Centre de recherches médicales de Lamba- 9 0 0.0
3a00JIeBa€MOCTH) réné(CERMEL) ’
lantn (crabunuzarus Laboratoire National de Santé Publique — 181 0 00
3a00JIeBa€MOCTH) LNSP(HAITI — LNSP) ’
laiiana (cTaOumu3ars CNR Virus des Infections Respiratoires —
80 0 0,0
3a00J1€Ba€MOCTH) France SUD
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FamOuss  (crabmimsa- MRCG at LSHTM Genomics lab
333 0 0,0
1I1s 3a00J1IEBAEMOCTH)
['ana  (crabuam3aiius Department of Biochemistry, Cell and Mo-
3a00JIeBAEMOCTH) lecular Biology, West African Centre for Cell Biol- 9968 0 0.0
ogy of Infectious Pathogens(WACCBIP), Univer- ’
sity of Ghana
I'Bagenyna (ctaOuiau- National Reference Center for Viruses of
: . : . 616 0 0,0
3arus 3a0071€Ba€MOCTH) Respiratory Infections, Institut Pasteur, Paris
['Baremana (cTabumm- Asociacion de Salud Integral/Clinica Famil-
: o ) 3094 0 0,0
3anust 3a0071€Ba€MOCTH) iar Luis Angel Garcia
['Bunes (cTabunm3aius Centre de Recherche et de Formation en In-
: : iy 484 0 0,0
3a00JIEBAEMOCTH) fectiologie Guinée
I'Bunes-bucay (ctadu- MRCG at LSHTM, Genomics lab 20 0 0.0
Ju3arys 3a0071eBaeMOCTH) '
['epmanus (ctabmnmsa- Charité¢ Universititsmedizin Berlin, Insti-
11Ut 32a00JIeBAEMOCTH ) tutfiir Virologie. Institute of infectious medicine & | 570605 868 99,5
hospital hygiene, CaSe—Group.
['uGpantap (crabwim- Respiratory Virus Unit, National Infection 199 0 0.0
3a1usi 3a00JIeBAEMOCTH ) Service, Public Health England ’
longypac (crabunmuza- Genomics and Proteomics Departament, 69 0 0.0
1151 3200JICBAEMOCTH ) Gorgas Memorial Institute For Health Studies ’
['onkoHT  (CHMKEHUE Hong Kong Department of Health 19573 53 100.0
3a00JIeBa€MOCTH)
I'penus (cTabum3arst Greek Genome Center, Biomedical Re-
3200JIeBa€MOCTH) search Foundation of the Academy of Ath- 16747 0 0,0
ens(BRFAA)
['py3us (crabunm3arus Department for Virology, Molecular Biol- 2043 0 0.0

3a00JIeBa€MOCTH)

ogy and Genome Research, R. G. Lugar Center for
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Public Health Research, National Center for Dis-
ease Control and Public Health(NCDC) of Georgia.

['yam (craOunuzarus

Centers for Disease Control and Preven—tion

3a00JIeBAEMOCTH) Division of Viral Diseases, Pathogen Discovery 487 0 0.0
Janus (cTaOuau3arius Albertsen lab, Department of Chemistry and
3a00JIeBAEMOCTH) Blosmence_, Aal_borg -Unlver5|t.y. Dgpartme.nt of Vi- 355449 313 100.0
rus and Microbiological Special Diagnostics, Stat-
ens Serum Institut.
Jlomunanka (cTaOuim- Carrington Lab, Department of PreClinical
3anmst 3a007I€BaCMOCTH) Sciences, Faculty of Medical Sciences, The Univer- 10 0 0,0
sity of the West Indies, St Augustine Campus
Jlomunukanckas Pec- Respiratory Viruses Branch, Centers for
nyonuka (crabmimsanus 3a- | Disease Control and Prevention, USA 1386 0 0,0
00JIEBAEMOCTH )
JIP Konro (crabunusa- Pathogen Sequencing Lab, National Institute 520 0 0.0
115 3200J1eBaEMOCTH) for Biomedical Research(INRB) ’
JAP Cenr Tome wu LNR-TB
[Tpuncunu (cTabunusanus 3a- 1 0 0,0
0011€Ba€MOCTH)
Erumner (crabunusanus Main Chemical Laboratories Egypt Army
1814 0 0,0
3a00J1€Ba€MOCTH)
3amOus (crabunu3anus University of Zambia, School of Veterinary
- 1177 0 0,0
3a00J1€BaeMOCTH) Medicine
3umbabBe (cTabunm3a- National Microbiology Reference Labora-
: .92 316 0 0,0
11151 3200JIEBAEMOCTH) tory(Quadram Institute Bioscience)
Wzpaunp (cTabunmza- Central Virology Laboratory, Israel Ministry 114731 119 67.2

11151 3a00J1€BAEMOCTH)

of Health
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WNunus (poct 3a001eBa-
€MOCTH)

Department of Neurovirology, National In-
stitute of Mental Health and Neurosci-

ences(NIMHANS).CSIR—Centre for Cellular and 133690 1089 919
Molecular Biology
Wuponesust (ctaOuiu- National Institute of Health Research and 36161 89 95.7
3arus 3a0071€BaeMOCTH) Development
Wopnanus (cTabunmsa- Andersen lab at Scripps Research, CA, USA
228 0 0,0
1I1s 3a00J1IEBAEMOCTH)
Hpak (crabuiamsaius Biology, College of Education Department
3a00JIEBAEMOCTH ) of Virology, Faculty of Medicine, University of 381 0 0.0
Helsinki, Helsinki, Finland generated and submit- '
ted to GISAID
Wpan (poct 3aboseBac- National Reference Laboratory for COVID-
: 2107 0 0,0
MOCTH) 19, Pasteur Institute of Iran
Wpnauaus (ctabunmsa- National Virus Reference Laboratory 56818 74 98 7
11l 3200JIEBAEMOCTH)
Ucnannusa (crabunuza- Landspitali Department of Clinical Microbi- 10398 26 100.0
11151 32a00JIeBA€MOCTH) ology
Wcnanus (cTabunmsa- Hospital Universitario 12 de Octubre 110092 862 100,0
11151 3200JIEBAEMOCTH)
Wranus (crabunu3anus Army Medical Center, Scientific Depart- 83852 583 986
3a00JIEBAEMOCTH) ment, Virology Laboratory
Kabo—Bepne (crabu- Institut Pasteur de Dakar
557 0 0,0
nu3anus 3a00J1eBa€MOCTH)
Kazaxcran (crabwiu- Reference laboratory for the control of viral
: . 1684 0 0,0
3arus 3a0071€BaeMOCTH) infections
Kambomxka (crabumim- Virology Unit, Institut Pasteur du Cambodge 1807 3 1000

3a1ust 3a0071€BaEMOCTH)
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Kamepyn (ctabunusza-

CREMER(Centre de Rechercherches sur les

1I1s 3a00J1IEBAEMOCTH) Maladies Emergentes et Ré—¢mergentes) 776 0 0.0
Kanana (crabunuzarus Laboratoire de santé publique du Québec 280799 3054 99.9
3a00J1€Ba€MOCTH)
KaiiMaHOBBI OCTpOBa Cayman Islands Molecular Biology Labora-
tory 286 0 0,0
Karap (poct 3aboJeBa- Biomedical Research Center(BRC), Qatar 1524 0 0.0
E€MOCTH) University / Qatar Genome Project(QGP) ’
Kenus (crabunmsaius KEMRI-Wellcome Trust Research Pro- 4932 18 100.0
3200JIEBAEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
Kunp  (crabunmsarus Department of Molecular Virology, Cyprus
. . 465 0 0,0
3a00JIeBaEMOCTH ) Institute of Neurology and Genetics
Kuraii (crabumamsaiius Natlo_nal Institute for Viral Disease Control 97080 604 99 8
3a00J1€Ba€MOCTH) and Prevention
Konym6wus (ctabunuza- Instituto Nacional de Salud— Direccion de
L, 11e 13072 0 0,0
111l 3200JIEBAEMOCTH) Investigacion en Salud Publica
Komopckue  octpoBa KEMRI-Wellcome Trust Research Pro-
(cradbmmu3zarus 3aboseBaemo- | gramme/KEMRI-CGMR-C Kilifi 11 0 0,0
CTH)
KocoBo (crabunuzarus Charité Universititsmedizin Berlin, Institut
S : 898 0 0,0
3a00JIeBa€MOCTH) fiir Virologie
Kocra—Puka (poct 3a- Inciensa, Instituto Costarricense de Investi-
., - . 8337 0 0,0
0011€Ba€MOCTH) gacion y Ensefianza en Nutricion y Salud
Kor 'MByap (ctabu- Molecular diagnostic unit for viral haemor-
nu3arus 3a0071eBaeMOCTH) rhagic fevers and emerging viruses, Bouaké CHU 234 0 0,0
Laboratory
Kyb6a (crabunmsarus Respiratory Infections Laboratory 520 0 0.0

3a00JIeBa€MOCTH)
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KyseiiT (crabunuzarus

Virology Unit, Department of Microbiology,

3a00JICBACMOCTH ) Faculty of Medicine, Kuwait 627 0 0.0
Keipreizcran  (ctabu- SRC VB “Vector”, “Collection of microor-
S 45 0 0,0
nu3anus 3a00J1€BAEMOCTH) ganisms” Department
Kropacao (crabunmza- National Institute for Public Health and the 1177 0 0.0
11s1 3a00J1€BAEMOCTH) Environment(RIVM) ’
Jlaoc  (crabmim3anus LOMWRU/Microbiology Laboratory, Ma-
: 550 0 0,0
3200JIeBAEMOCTH ) hosot Hospital
JlatBus (cTaOuau3anus Latvian Biomedical Research and Study 13883 0 0.0
3a00JI€BaCMOCTH) Centre
Jlecoro (cTabumu3anus National Institute for Communicable Dis- 137 0 0.0
3a00JIeBaEMOCTH ) eases of the National Health Laboratory Service ’
JIuGepust (crabmim3a- Center for Infection and Immunity, Colum-
: N 33 0 0,0
1I1s 3a00JIEBAEMOCTH) bia University
JIluBan (cTaOuau3amus Laboratory of Molecular Biology and Can-
3a00JICBACMOCTH ) cer Immunology, Lebanese University Public 633 0 0,0
Health England
JluBus (crabunmuzarus Reference Lab for Public Health, NCDC 31 0 0.0
3200JICBA€MOCTH ) ’
JlutBa (cTabunmuzanus Vilnius  University Hospital Santaros 10918 0 0.0
3a00JIeBa€MOCTH) Klinikos, Center of Laboratory Medicine ’
JluxteHmreitn (cradu- Bergthaler laboratory, CeMM Research
nau3anus 3a00J1€BaEMOCTH) Center for Molecular Medicine of the Austrian 1383 0 0,0
Academy of Sciences
JlrokceMOypr  (cTabu- _ Laboratmrez national de santé, Microbiology, 34912 149 08,7
JU3aIHs 3a00J1eBaEMOCTH) Microbial Genomics Platform
Maxkao (crabunm3arus Centro de Sequenciamento Gendmico 1 0 00

3a00JIeBa€MOCTH)
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Magspukuii (ctabmiu-

CNR Virus des Infections Respiratoires —

3arus 3a0071€BaeMOCTH) France SUD 6271 0 0.0
Masputanust  (cTabu- INRSP-Mauritania
7 0 0,0
nu3alus 3a0071€BaeMOCTH)
Maitorra (cTabunmsa- National Reference Center for Viruses of
: . : . 362 0 0,0
1I1s 3a00J1IEBAEMOCTH) Respiratory Infections, Institut Pasteur, Paris
Manaiizus (cTabunmsa- Institute for Medical Research, Infectious
1115 3a00JIEBAEMOCTH ) Disease Research Centre, National Institutes of 28664 50 100,0
Health, Ministry of Health Malaysia
ManaBu  (cTabunm3a- KRISP, KZN Research Innovation and Se-
: 265 0 0,0
11151 3a00JIEBAEMOCTH ) quencing Platform
Manu  (cTaOumu3anus Northwestern University — Center for Patho-
: ) . : 159 0 0,0
3a00JIeBAEMOCTH) gen Genomics and Microbial Evolution
ManbauBel  (CTaOMIH- Indira Gandhi Memorial Hospital
333 0 0,0
3arus 3a0071€BaeMOCTH)
Manbsra (cTaOunm3a- Molecular Diagnostics Pathology Depart- 163 0 0.0
1151 3200JICBAEMOCTH ) ment Mater Dei Hospital Malta '
MapiamioBsl OCTpoBa State Laboratories Division, Hawaii State
(crabunuzanus 3aboneBaemo- | Department of Health 35 0 0,0
CTH)
Mapokko (crabunuza- Laboratoire de Biotechnologie 1198 0 0.0
111l 3200JIEBAEMOCTH)
Maptunuka (cTadwim- CNR Virus des Infections Respiratoires —
1393 0 0,0
3a1ust 3a6071€eBaEMOCTH) France SUD
Mekcuka (cTabunmsa- Instituto de 19iagnostic y Referencia Epide-
: , 40969 0 0,0
11151 3a00JIEBAEMOCTH ) miologicos (INDRE)
Mo3zamOuk (crabuiu- KRISP, KZN Research Innovation and Se- 690 0 0.0

3anust 3a0071€BaEMOCTH)

quencing Platform, South Africa
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MonnaBus  (cTaOuau-

ONCOGENE LLC

651 0 0,0
3arus 3a0071€BaeMOCTH)
Momnako (cTabuin3za- National Reference Center for Viruses of
. . . . 16 0 0,0
1ust 3a0071€BaEMOCTH ) Respiratory Infections, Institut Pasteur, Paris
Momuronust  (cTaOHIH- National Centre for Communication Disease 781 3 100.0
3anus 3a00J¢BaCMOCTH ) (NCCD) National Influenza Center ’
MomnTtceppar (cTabmim- Carrington Lab, Department of Preclinical
3a1ms 3a00JI€BaCMOCTH) Sciences, Faculty of Medical Sciences, The Univer- 12 0 0,0
sity of the West Indies
Mpsama  (cTabumuza- DSMRC 91 9 100.0
1I1s 3a00JIEBAEMOCTH)
Hamu6us (crabumuza- National Institute for Communicable Dis- 788 0 0.0
11151 3200JICBAEMOCTH ) eases of the National Health Laboratory Service '
Henan (crabunusarus Molecular and Genomics Research Lab,
3200JIeBaEMOCTH ) Dhulikhel Hospital, Kathmandu University Hospi- 1182 0 0.0
tal School of Public Health, The University of Hong ’
Kong
Hurep (cTabunuzanus National Reference Laboratory, Nigeria
: 120 0 0,0
3a00JIEBAEMOCTH) Centre for Disease Control
Hurepust (crabuimsa- African Centre of Excellence for Genomics
111 32a00JIeBAEMOCTH) of Infectious Diseases(ACEGID), Redeemer’s Uni- 3112 0 0,0
versity
Hunepnauasl  (crabu- _ National Institute for Public Health and the 74211 133 100,0
nu3anus 3a00J1€Ba€MOCTH) Environment(RIVM)
Hosas 3enanaust (CHU- Institute of Environmental Science and Re- 98253 260 1000
»KEHHE 3a00JICBACMOCTH ) search(ESR)
Hogas Kanenonus Laboratoire de Microbiologie Centre Hospi-
(crabunmuzanus 3aboneBaemo- | talier Territorial de Nouvelle-Calédonie 58 0 0,0

CTH)
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Hopgerus (crabunuza-

Norwegian Institute of Public Health, De-

? 34423 0 0,0
111s1 3a00J1€BAEMOCTH) partment of Virology
OAD  (crabunuzarms Wellcome Sanger Institute for the COVID- 734 0 0.0
3200JICBACMOCTH ) 19 Genomics UK(COG-UK) Consortium ’
Oman (cTabunu3arus Oman-National Influenza Center 384 5 100.0
3a0071€Ba€MOCTH) ’
[Takucran (crabmim3a- Department of Virology, Public Health La- 3021 10 100.0
11151 3a00JIEBAEMOCTH ) boratories Division '
[Tanay (craOunam3aius Can Ruti SARS-CoV-2 Sequencing Hub 66 0 0.0
3200JIeBAEMOCTH) (HUGTIP/IrsiCaixa/IGTP) ’
[Tanectnna (crabuiIn- Biochemistry and Molecular Biology De-
3a1ms 3a00JI€BaCMOCTH) partment—Faculty of Medicine, Al-Quds Univer- 59 0 0,0
sity
[Tanama (cTaOuauza- Gorgas memorial Institute For Health Stud- 3011 0 0.0
1I1s 3a00JIEBAEMOCTH ) ies '
[Mammya Homasi I'Bunes Queensland Health Forensic and Scientific
(crabunu3zarus 3a0osieBaeMo- | Services 924 0 0,0
CTH)
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3arus 3a0071€BaGMOCTH) '
[Tyspro Puxo (crabwu- Centers for Disease Control and Prevention 14674 18 100.0

nu3anus 3a00J1€Ba€MOCTH)
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Pecniy6nuka Banyary

Microbiological Diagnostic Unit - Public

(crabunuzanus 3aboneBaemo- | Health Laboratory (MDU-PHL) 100 0,0
CTH)

PecnyOnuka JxuOytu Naval Medical Research Center Biological
(crabunuzanus 3aboneBaemo- | Defense Research Di—rectorate 506 0,0
CTH)

Pecmy0Onmka Kupubatu Microbiological Diagnostic Unit - Public
(crabunmsanus 3aboneBaeMo- | Health Laboratory (MDU-PHL) 136 0,0
CTH)

Pecnyonuka ~ Konro Institute of Tropical Medicine
(cTabmm3anus 3a00J1eBaeMO- 196 0,0
CTH)

PecnyOnuka Manara- Virology Unit, Institut Pasteur de Madagas-
ckap (crabwmmsarus 3adoje- | car 57 0,0
BAEMOCTH )

Pecny6mmka Hukapa- MSHS Pathogen Surveillance Program
rya (crabunmsanus 3aboseBa- 335 0,0
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Pecniybnuka CainbBa- Genomics and Proteomics Departament,
nop (crabunuzanus 3abonesa- | Gorgas Memorial Institute For Health Studies 382 0,0
€MOCTH)
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11151 32a00JIEBAEMOCTH) France SUD

Poccust (cTtabunuzarst WHO National Influenza Centre Russian
3200JIeBa€MOCTH) Federation. Center for Precision Genome Editing 42755 0,0

and Genetic Technologies for Biomedicine, Pi-
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rogov Medical University, Moscow, Russian Fed-
eration. Federal Budget Institution of Science, State
Research Center for Applied Microbiology & Bio-
technology. Group of Genetic Engeneering and Bi-
otechnology, Federal Budget Institution of Science
‘Central Research Institute of Epidemiology’ of
The Federal Service on Customers’ Rights Protec-
tion and Human Well-being Surveillance. State Re-
search Center of Virology and Biotechnology
VECTOR, Department of Collection of Microor-
ganisms.

Pyanna (crabunuzarus

GIGA Medical Genomics

197 0 0,0
3a00J1€Ba€MOCTH)
Pymbiaus (cTabuimsa- National Institute of Infectious Diseases—
1115 3a00JIEBAEMOCTH ) Prof. Dr. Matei Bals Molecular Diagnostics Labor- 10738 22 100,0
atory
CaynoBckass  ApaBus Infectious Diseases, King Faisal Hospital
(crabunuzanus 3aboneBaemo- | Research Center 1155 0 0,0
CTH)
CeBepHast MaxkenoHusI Institute of Public Health of Republic of
(crabunuzanus 3aboneBaemo- | North Macedonia Laboratory of Virology and Mo- 243 0 0,0
CTH) lecular Diagnostics
CeBepHble ~ Mapuan- Centers for Disease Control and Prevention
ckue octpoBa (crabunmsanus | Division of Viral Diseases, Pathogen Discovery 2088 0 0,0
3200JIeBa€MOCTH)
Cetimensr (crabunmza- KEMRI- Wellcome Trust Research Pro-
e 618 0 0,0
111 3a00JIEBAEMOCTH ) gramme, Kilifi
Ceneran (crabunmza- IRESSEF GENOMICS LAB 1618 0 00

11151 32a00JIEBAEMOCTH)
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Cent—Buncent u I'pe-

Carrington Lab, Department of PreClinical

HaauHbI (cTabmnn3anus 3a0o- | Sciences, Faculty of Medical Sciences, The Univer- 86 0 0,0
JICBAEMOCTH) sity of the West Indies
Cenr—Kurc u Hesuc Carrington Lab, Department of Preclinical
(crabumuzanus 3aboseBaeMo- | Sciences, Faculty of Medical Sciences, The Univer- 18 0 0,0
CTH) sity of the West Indies
Cenr—Jlrocust (crabu- Carrington Lab, Department of PreClinical
: 153 0 0,0
Ju3arys 3a0071€BaeMOCTH) Sciences
Cepbust  (cTabunmusza- Institute of microbiology and Immunology, 1685 0 0.0
11Us1 3a00JIEBAEMOCTH) Faculty of Medicine, University of Belgrade ’
Cunranyp (crabunmuza- National P_ubllc I_—Iealth Laboratory, National 93214 964 100.0
11151 3a00JIeBAEMOCTH ) Centre for Infectious Diseases
Cen-Maptun (cTabu- Institut Pasteur 299 0 0.0
nu3arus 3a0071€eBaeMOCTH)
Cunt—Mapren (ctabu- National Institute for Public Health and the 857 0 0.0
nr3ars 3a00J1eBaeMOCTH) Environment(RI1VM) ’
Cupus (crabunuzanus CASE-2021-0266829
72 0 0,0
3200JIeBa€MOCTH)
CrnoBakus (cTabuinza- Faculty of Natural Sciences, Comenius Uni-
: 26835 0 0,0
1S 3a00J1€BAEMOCTH ) versity
CnoBenus (crabunmza- Institute of Microbiology and Immunology, 35107 68 958
11151 3a00J1eBAEMOCTH) Faculty of Medicine, University of Ljubljana ’
COJIOMOHOBBI  OCTpPOBa Microbiological Diagnostic Unit - Public
(crabmmuzanus 3aboneBaemo- | Health Laboratory (MDU-PHL) 247 0 0,0
CTH)
Comamu  (crabuiausa- National Public Health Lab- Mogadishu 5 0 0.0
11151 3200JIEBAEMOCTH) ’
Cynman (crabuin3anus National Institute for Communicable Dis- 143 0 0.0

3a00JIeBa€MOCTH)

eases of the National Health Laboratory Service
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Cypunam (crabunusza-

National Institute for Public Health and the

111s1 3a00J1€BAEMOCTH) Environment(RIVM) 154 0 0.0
CIIA (crabuiuzanus Colorado Department of Public Health &
3200J1€BaCMOCTH) Environment. Maine Health and Environmental
Testing Laboratory. California Department of 2373317 6688 9.3
Public Health. UCSD EXCITE.
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Ju3arys 3a0071€BaeMOCTH) '
Tawnann (crabumusa- _ COVID-19 Network Investigations(CONI) 26083 179 98.9
1151 32a00JIEBAEMOCTH ) Alliance
TaiiBanp (cTaOuauza- Microbial Genomics Core Lab, National
1115 3a00JIEBAEMOCTH ) Taiwan University Centers of Genomic and Preci- 2568 0 0,0
sion Medicine
Tanzanus (ctabuausa- Jiaxing Center for Disease Control and Pre- 11 0 0.0
1I1s 3a00J1IEBAEMOCTH ) vention '
Tepke u Kaiikoc (cta- Carrington Lab, Department of Preclinical
ounmsarus 3adoneBaemoctn) | Sciences, Faculty of Medical Sciences, The Univer- 17 0 0,0
sity of the West Indies, St Augustine Campus
Tumop-Jlemtu (cradu- Microbiological Diagnostic Unit — Public 1 0 0.0
Ju3anus 3a00JIEBACMOCTH) Health Laboratory (MDU-PHL) ’
Toro (crabumuzarus Unit¢ Mixte Internationale TransVI-
3a00JICBACMOCTH ) HMI(UMI 233 IRD — U1175 INSERM — Université 422 0 0.0
de Montpellier) IRD(Institut de recherche pour le ’
développement)
Tpunugan wu Tobaro Carrington Lab, Department of PreClinical
(crabunmzanus 3aboneBaeMo- | Sciences, Faculty of Medical Sciences, The Univer- 2571 0 0,0
CTH) sity of the West Indies
Tynuc (crabunm3anus Laboratoire de linique linique — Institut Pas- 507 0 0.0

3a00JIeBa€MOCTH)

teur de Tunis
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Typmust  (cTrabunmusza- Ministry of Health Turkey 21364 0 0.0
1I1s 3a00J1IEBAEMOCTH)

VYranga (cTaOuau3arus MRC/UVRI & LSHTM Uganda Research

. 608 0 0,0

3a00JIEBAa€MOCTH ) Unit

VYkpanna (crabuan3za- Department of Respiratory and other Viral
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®panmy3ckas [Tonune- National Reference Center for Viruses of
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Xopsarus (crabunmsa- Croatian Institute of Public Health 93422 30 1000
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AP  (crabumuzanms

Pathogen Sequencing Lab, National Institute

3a00JICBACMOCTH ) for Biomedical Research(INRB) 62 0 0.0
UYepnoropus (cTabmim- Charité Universitdtsmedizin Berlin, Institut
S : 475 0 0,0
3a1ust 3a0071€BaEMOCTH) fiir Virologie
Yexus (poct 3aboieBa- The National Institute of Public Health 33360 20 98,6
€MOCTH)
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[MIBenus (cTabuauza- The Public Health Agency of Sweden 10220 811 100.0
1I1s 3a00JIEBAEMOCTH )
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Oduomnus (crabunuza- International Centre for Genetic Engineering
111 3200JIeBa€MOCTH ) and Biotechnology(ICGEB) and ARGO Open Lab 103 0 0,0

for Genome Sequencing
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IOAP (crabunuzarms

KRISP, KZN Research Innovation and Se-
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Smaiika  (crabunmsa- Carrington Lab, Department of PreClinical
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doi: 10.1101/2023.04.17.536926. Preprint

Loss-of-function mutation in Omicron variants reduces spike protein ex-
pression and attenuates SARS-CoV-2 infection

MyTtanus ¢ morepeid pyHkuuu B Bapuantax Omicron CHMKAeT IKCIpec-
CHI0 CIaiikoBOro Oejika u ociaadiasier nHpexkuuo SARS-CoV-2.

Michelle N. Vu, Dorothea R. Morris, R. Elias Alvarado

Bapuantst SARS-CoV-2 Omicron nosisunucs B 2022 roay ¢ 6omnee uem 30 HoO-
BBIMH aMUHOKHCJIOTHBIMU MYTallUsIMH TOJIBKO B IMUTIOBUIHOM Oenke. B To Bpems
KaK OOJIBIIMHCTBO MCCIEAOBAHUI COCPENOTOYEHO HAa BIUSHUM WU3MEHEHUN JOMEHa
CBsI3bIBaHMS penenropa, mytanuu B C-xonue S1 (CTS1), mpuneraromnieM K cauty
pacuieruienusi GypuHOM, B 3HAYUTEIBHON CTENIEHM UTHOPUPOBAIHCH. B cBOEM wc-
CJIeIOBAaHUU aBTOPBI U3yunau Tpu myrtanuu Omicron B CTS1: H655Y, N679K u
P681H. Co3nas tpoiinoit myrant SARS-CoV-2 (YKH), onu oOHapyxuiu ycuieH-
HBIM TPOLIECCUHT CIaiiKa, 4TO COIJIACYeTCsl C MPEAbIIYIIMMH COOOUICHUS ISt
H655Y u P681H no otaenpHOCTH. 3aTeM co3aaiu eTMHUYHBIN MyTaHT N679K, 00-
HAPYXKUJIU JIJISl HETO CHIDKEHHE PETUIMKAIIMU BUpPYCa 1n Vitro U CHIDKEeHHe 3a0051eBa-
eMocTH in vivo. Mytant N679K nMen yMeHbIIICHHBIN TUTOBUAHBIA OEJIOK B OYH-
IIEHHBIX BUPUOHAX MO CPABHEHUIO C JUKUM THUIIOM; CHUKEHHE CIAaKOBOTO OeJKa
emie OoJble yCyryosuioch B MHMOUIIMPOBAHHBIX KJIETOYHBIX JiM3aTax. BaxkHO OT-
METHTb, YTO IK30TCHHAs DKCIIPECCHS IINIA TAKXKeE Mokazana, yto N679K cHuxaer
o0l BbIXOJ OeJiKa IIWMa HE3aBUCUMO OT MH(pEKIHHU. B COBOKYMHOCTH JaHHBIE
nokasbiBatoT, yTo N679K npencrasiser co0oil MyTanuio ¢ norepeil PyHKIUU, CHU-
YKAOIIYI0 OOIIHUA YPOBEHb BEIOpOCA BO BpeMsi OMUKPOHHONU UH(EKITUHU, YTO MOXKET
UMETb BaXKHBIE MMOCIEACTBUS JIJIsl TSHKECTH 3a001eBaHus, UMMYHUTETA U () PeKTUB-
HOCTHU BAaKIIUHBI.

Emerg Microbes Infect. 2023 Apr 28;2209208.

doi: 10.1080/22221751.2023.2209208. Online ahead of print.

Mutations in SARS-CoV-2 variant nsp6 enhance type-I interferon antag-
onism

Myrtaunun B Bapuante nsp6 SARS-C0V-2 ycnimBalT aHTAarOHU3M K MH-
Tepgepony I Tuna.

Cody J Bills, Hongjie Xia , John Yun-Chung Chen u ap.

CooOmaercs, yto TpoitHas neneuus (ASGF uwnu ALSG) B HecTpyKTypHOM
oenke 6 (nsp6), He3aBUCUMO TIpuoOpeTeHHas B cyonuHusax Alpha u Omicron SARS-
CoV-2, ycuiuBaeT nsp6-onocpeIoBaHHbII aHTarOHU3M NEpPeladyn CUTHAJIOB UHTEP-
depona I Tuma (IFN-I). B wactHOCTH, 3TN TpOITHBIEC JAENEIMHA YCUIHBAIOT CIIOCO0-
HOCTh MyTaHTHOTO nsp6 momaBisITh hochopmmmporanue STAT1 u STAT2. Poau-
tenbekuil mraMMm SARS-CoV-2 USA-WA1/2020, comepkamuid JIeiaenuo nspo
ASGF (ASGF-WA1), neMmoHCTpupyeT HOHMKEHHYIO BOCIPUMMYHBOCTb K JIEYEHUIO
IFN-I in vitro, mpeBOCXOAUT POIUTENHCKUN MMITAMM B IEPBUIHBIX KYJIbTYpax KIETOK
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JIbIXaTEJIbHBIX MyTEH YEJIOBEKA U UMEET MOBBIINICHHYIO BUPYJIEHTHOCTh Y MBIIIECH;
onHako Bupyc ASGF-WAI1 menee BupyiieHTeH, yeM alibpa-BapuaHT (KOTOPBIN
uMmeet aeneruto nsp6 ASGF u nononHUTEIbHBIE MyTalMK B PYTUX I'eHax ). AHAIN3
OTBETOB X035iMHa y MbIel, nHpuuupoBaHHbIX ASGF-WA 1, u nepBUYHBIX KYJIBTYD
KJIETOK JIbIXaTeJIbHBIX TyTeH BBISIBUJI AaKTUBALIMIO ITyTEH, YKa3bIBAIOIINX HA IUTOKU-
HOBBIM IITOPM. DTH PE3yJIbTAThl CBUJIETEILCTBYIOT O TOM, UTO MyTallMU BHE OeiKa
Spike BnusitoT Ha B3aUMOJIEHCTBHUE BUPYC-XO31UH U MOTYT U3BMEHUTH MaToreHes 0o-
Je3Hu, BeI3BaHHOU BapuantamMu SARS-CoV-2, y moneit.

Nanobiotechnology. 2023 Apr 29;21(1):141.

doi: 10.1186/s12951-023-01903-5.

CRISPR-Casl3a-powered electrochemical biosensor for the detection of
the L452R mutation in clinical samples of SARS-CoV-2 variants

duexTpoxummnuecknii onocencop Ha ocHoBe CRISPR-Cas13a niis1 00Hapy-
skeHust Mytauuu L452R B kannnyeckux odopazunax sapuantoB SARS-CoV-2

Zhi Chen , Chenshuo Wu, Yuxuan Yuan u mp.

ABTOpBI pa3paboTaiu OBICTPBI M CBEPXUYBCTBHUTEIIBHBINA JIIEKTPOXUMHYE-
CKU OMOCEHCOP ISl OJTHOBPEMEHHOTO JIOCTUKEHUS 11€JI€H BHICOKOM YyBCTBUTEIb-
HOCTH, CIOCOOHOCTH pa3auvaTh BapuaHThI U npsaMoro ooHapysxkenus PHK Bupycos.
OHU UCIOJIB30BAM AJEKTPO bl U3 KoMno3uToB MXene-AUNP (HaHOYACTHIIBI 30-
JI0Ta) JIJIsl TIOBBIIIEHUs YyBCTBUTENBHOCTH U cucteMy CRISPR/Casl3a s BbIico-
KOH crielu(pUIHOCTH MPU 0OHapykeHUH 0fHOOCHOBHOU MyTauuu L452R B PHK Bu-
pyca SARS-CoV-2 y KmuHUYECKHX 00pa3IoB. DTOT OMOCEHCOP CTAHET OTIUYHBIM
nonosiHeHUeM K metony RT-qPCR, mo3Bossiss IpOBOINTE PAHHIOK THATHOCTHKY U
ovIcTpo pazmuuath BapuaHThl SARS-CoV-2 Omicron BA.5 u BA.2, a Takxe npyrue
MOTEHIIUAJIbHBIC BAPUAHTHI, KOTOPHIE MOTYT MOSIBUTHCS B Oy IyIIIEM.
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