Jmutpuesa JI. H., Kpacnos 1. M, YymaukoBa E.A., Ocuna H. A., 3umuposa A.A., UBa-
HoBa A.B., Kapunayxos W. I'., KapaBaesa T.b.,
Ilep6akoBa C. A., KyrbipeB B. B.

PacnpocTpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcsi moa Hadoaenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX F€HOMOB, JIeNOHMPOBAHHBIX B 0a3y naHHbIX GISAID 3a Henero ¢
15.04.2023 r. mo 21.04.2023 r.
@KYH Poccuiickutl Hay4HO-UCCIe008aMenbCKULL NPOMUBOYYMHBIU UHCmumym « Mukpo6y
Pocnompebnaoszopa, Capamos, Poccuiickas @edepayus

B 0030pe npencraBieHa HHGOpMAIUS 10 [UPKYIUPYIONIMM B HACTOSIIEE BPEMs Ba-
puantam Bupyca SARS-COV-2 BepBaromux uHTepec (VOI) n cydBapuanToB Omicron,
Haxoasmumxcs noa HabmoaeHueM (VUM), reHOMHBIE MOCTIEA0BATEIBHOCTH KOTOPBIX pas-
MeIIEeHbI B MeXTyHapo1Ho# 6a3e qanHabix GISAID 3a Henento ¢ 15 mo 21 anpens 2023 1.

Ha ceromusmuuii neas B 6aze qanabix GISAID Bcero mpeactasieno 15 440 730 re-
HoMmoB Bupyca SARS-COV-2 (3a Henento aenonupoano 39 949 mocnenoBarenbHOCTEH BH-
pyca). B mupe crpanamu — nuaepaMu 1Mo KOJMYECTBY ACTIOHMPOBAHHBIX TEHOMHBIX MOCTIE-
nosarenbHOCTel Bupyca SARS-CoV-2 ocratorcs CIIA — (4 747 456 renomoB — 30,7% ot
Bcex pasmerieHHbix B GISAID) u BenukoOpuranus (3 063 111 — 19,8 %).

C 30 mapra 2023 r. k panee nupkynupoBaBimuM VOC oTHeceHbl BapUaHTHI alibda,
Oera, ramma, aenbTa, a Takke Juaug Omicron (B.1.1.529), k VOI — cy6Bapuant XBB.1.5.
B rpynny VUM Bkitouensl renernyeckue auaun BA.2.75, CH.1.1, BQ.1, XBB, XBB.1.16,
XBB.1.9.1, XBF.

Mupkynauus Bupyca SARS-COV-2 renoBapuanta Omicron 3aperucTpupoBaHa B
218 crpanax (o nanaeiM CMU wa 21.04.2023 1.).

Bcero B 6a3y nanubix GISAID nenonunposano 7 998 034 renoma Bapuanta Omicron.
3a aHAMM3UPYEMYIO HEAENI0 Mo mpecTaBieHHbIx Omicron coctaBuna 97,5 % ot Bcex
MPE/ICTABIICHHBIX 32 TEKYIIYI0 Hezento reHoBapuaHToB Bupyca SARS-COV-2 (3a mpensi-
ayuryro Heneno — 99,7 %).

Poccuiickumu nabopatopusmu pasmenieHo 67 584 reHoma, B TOM 4YMCJI€ BapuaHTa
Omicron — 41 697 renomMoB.

Ha cerognsauii nenp B 6a3e nanubix GISAID 3adukcupoBano jenoHUpOBaHUE Ba-
puanta Omicron u3 210 ctpan u Teppuropuii (Ha npeasiaymeit Henene — 210): ABcrpanus,
ABcTpusi, AzepOaiimkan, Anbanusi, Amkup, Amepukanckoe Camoa, AHIoppa, AHrosia,
Anturya u bapOyna, Aurunesi, AprentuHa, Apmenusi, Apyoa, Ac¢ranucran, banrnanen,
bapbanoc, baxpeiin, benapycs, bensrus, bepmynckue OctpoBa, benus, benun, bonrapus,
bonusus, borceana, bocuusa u I'epueroBuna, bonavpe, bpasunusa, bpyneu, bputanckue
Buprunckue octpoBa, byran, Bypynau, bypkuna-®aco, BenukxoOpuranusi, Benecysna,
Benrpus, Buprunckue Octpoa (CIIIA), Beetnawm, 'ana, 'autu, 'am6us, INaitana, ['Bage-
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nyna, I'Baremana, I'Bunes, I'epmanus, ['mbpanrap, 'onnypac, I'onkonr, I'penus, I'py3us,
I'yam, I'abon, Hanus, JxuOytu, Jomunukanckas Pecnyonuka, Jlomunuka, JIPK Jlemoxpa-
trueckas Pecnyonmka Boctounsiii Tumop, lemokpatudeckas Pecmyonmuka Can-Tome u
[Ipuncunu, Eruner, 3amous, 3umbadse, MUzpauns, Unaus, Uunonesus, Uopnanus, Hpak,
Wpan, Upnanaus, Ucnangus, Ucnanus, Uranusa, Kabo-Bepae, Kazaxcran, KaitmanoBbl
OctpoBa, Kam6oxa, Kamepyn, Kanana, Katap, Keans, Kunp, Kuraii, Kupubatu, Komym-
ousi, KocoBo, Kocra-Puka, Kor-g'UByap, Kyba, Kyseiit, Keipreizcran, Kropacao, Jlaoc,
JlatBus, JIuGepus, JIuan, Jlususa, Jluxtenmreitn, JIutea, Jlecoto (KoponesctBo JlecoTo),
JIrokcemOypr, Manarackap, MaBpukuii, MaBputanusi, Makao, Manasu, Manaiizus, Maib-
nuBbl, ManbsTta, Manu, Mapokko, Maptunuka, Mapmamiossl OctpoBa, Maitorta, Mekcuka,
Mozambuk, MongoBa, Monako, Monronusi, Mortceppat, Mbesama, Mukponesusi, Hamu-
ousi, Hunepnaunel, Hurep, Hurepusi, Henan, Hopserusi, HoBas 3enannus, Hoas Kanemo-
Husi, Hukaprya, Oman, OAD, Ilakucran, [Tanectuna, Ilanama, Ilanay, Ilaparsaii, Ilamya-
Hogas I'sunes, Ilepy, [lopryranus, [lonema, [TyapTo-Puko, Peronbon, Pecriybnuka Konro,
Pecniyonuka Ceitmiensckue OctpoBa, Pecniyonuka ['Bunes-bucay, Pecnionuka Banyty, Py-
MmbiHusA, Poccust, Pyanna, CansBanop, Cen-Mapren, Cunt-Mapren, CaynoBckas ApaBus,
CeBepnas Maxkenonusi, CeBepubie Mapuanckue octpoBa, Ceneran, Corwo3 Komopckux Oct-
poBoB, Cweppa-Jleone, CnoBakusa, Cnosenusi, Cunramyp, Cupus, CIIA, Cenr-Kurc u
Hesuc, Cent-Buncent u I'penaaunsl, Cenrt-Jlrocus, Cunr-Mapren, CoapyxectBo baram-
ckux OctpoBoB, Comanu, Cynan, Taunann, Taiieane, Tanzanusa, Tepkc u Kaiikoc, Toro,
Tpunugan u ToOaro, Tynuc, Typuus, Yranga, Y30ekucran, Ykpauna, Ypyraaid, OUHIIAH-
nus, Opannus, Opannysckas ['Buana, @pannysckas [lonunesus, Punnununasl, XopBaTus,
Uepnoropus, Yexusa, Unnu, Yan, AP, [lIBeuus, [Iseinapus, [pu-Jlanka, DxBagop, Ic-
TOHUA, DcBatuHHU, Dduonus, JkBatopuanbHas ['Bunes, FOAP, IOxunas Kopes, HOxHbrit
Cynan, Anonus, Smaiika.

3a npomenmue 4 Henenu 53 (25,2%) cTtpaHbl OOHOBHIIM JTaHHBIC O pa3MEIICHHBIX
paHee TeHOMHBIX TmociieaoBareabHOCTIX Omicron B GISAID (3a mpemsimymue — 51
ctpana (24,3 %).
Pacripoctpanenue B mupe cyoBaprantoB Omicron CeKBEHUPOBAHHBIX U 3arPyKEHHBIX
B 0a3y nannbix GISAID npeacrasneno Ha pucyske 1.
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Puc. 1 Pacipoctpanenue cyoBapuantoB Omicron B mupe (1o coctosinuto Ha 19.04.2023 1.)

JluHamuka pacrnpocTpaHeHus cyoBapuanToB OMICron B permoHax 3a mnocjieaHue 4 He-
JIeNu TpescTaBieHa Ha pucyHke 2. B ctpanax Cesepnoii, FOxHo#it Amepuxu u Adpuku re-
HeTHueckuil GoH npencrasieH cyoBapuantom XBB.1.5 B 79,57 %, 80,97 % u 81,25 % co-
orBercTBeHHO. [lonss XBB.1.5 cpenu uupkynupyronux cyoBapuantoB B EBpone cocraBuiia
53,68 %, TuxookeanckoM peruone — 24,77 %. B ctpanax A3zum noMUHUpPYET CyOBapuaHT
XBB.1 (34,67 %).
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Pucynok 2 Pacnpoctpanenue cyOBapranToB Omicron B permioHax MUpPa CEKBEHHUPOBAHHBIX
3a 4 Heaenu (C 22 mapra o 19 anpens 2023 1.).

B cpaBHeHUU ¢ peapIAyIIMME 4 HEEIIMU CPEIU CCKBEHUPOBAHHBIX T€HOMOB KOPO-
HaBupycoB SARS-CoV-2 ormedeno yBenudeHnue aonu cyoBapuantoB XBB.1 — Bo Bcex pe-
ruoHax, kpome HOxnoit Amepuku, XBB1.9.1 — Bo Bcex permonax, kpome Adpuku,
XBB.1.5 — Bo Bcex pernoHax, kpome Tuxookeanckoro; ymenbienue goau XBF — B Tuxo-
okeaHckoM U EBpomneiickom pernonax (puc. 3).
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Pucynok 3 M3menenue nonu cyoBapuantoB Omicron B perHoHax MHUpa 3a MEepUOIbl ¢ 22
deBpans o 22 mapta u ¢ 22 mapta o 19 ampens 2023 r.

Bapuantsl, Boi3biBawmme narepec (VOI)

ITo coctosnuto Ha 21 anpens 2023 r. B 6a3y ganabix GISAID EpiCoV u3 100 ctpan
ObuT0 nenoHnpoBaHo 164 643 mocnemoBaTenbHOCTH, oTHOCAIIMEeCS K XBB.1.5. 3a mocnen-
Hue 4 Hemenw HamOousblee pacmpocTpaHeHWe cyOBapwaHT monyumia B Ywmm — 85 %,
CIIA - 82 %, Kanana — 77 %, FOAP — 72%, lseitmapus — 69%, [Tonbma — 70 %, [lIBenus
—66%, Hcnanus — 64 %, BenmukoOpuranus — 60 %, @pannus — 59 %.

B CIIIA, nmo nanaeiM HanuoHanabHOWM CHCTEMBI TEHOMHOTO HAa30pa, OMyOIMKOBaH-
HoM Ha caiite CDC, na nenene ¢ 9 mo 15 anpens 2023 r. cpeau mUpKyIUpYOLIMX cyOBapH-
anToB Omicron mpogoypkan JoMuHHpPoBaTh cyoBapuant XBB.1.5 — 78,0 % (B cpaBHeHMU C
npeasiaynieit Henener camkenue Ha 10,3 %). B mrtatax Konnektukyt, Maccadycerc, MaH,
Bepmont, Pog-Aiinenn, Heto-I'smnmmp — 87,8 % (Ha npouutoi Heaene 92,8 %). Otmeya-
€TCSl POCT pacIpOCTpPaHEHUs APYTUX CyOBapuaHTOB: ynenbHbI Bec XBB 1.16 B cTpykType
CEKBEHUPOBAHHBIX IITAMMOB yBenuuuics Ha 3,3%, XBB. 1.9.1 — na 1,4%.

ITo nanueiMm ECDC, cpenu 6 ctpan (ABctpus, Janus, @panmus, ['epmanus, Upnan-
st 1 Hunepnanabel) ¢ 10CTaTOYHBIM OOBEMOM CEKBEHHPOBAHUS WM TEHOTUIIMPOBAHUS B
nepuoy ¢ 20 mapra no 2 ampens 2023 r. orieHOUHOE pacnpeznencHue cyoBapuanto Omi-
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cron cocraBwio st XBB.1.5 — 58,0 % (na npeapiaymiei venene 57,2 %), XBB — 22,6%
(na mpenpiaymieit Henene 15,9%), BA.2.75 — 10,1% (ua npeasiaymiei venaene 14,1%), BQ.1
— 6,0 % (ua npeapiaymeit vepene 10,1 %), BA.5 — 0,5 % (1a npenpinymieii veaene 1,0 %),
BA.2 — 0,2% (ua npeasiaymiei neaene 0,3 %).

C momenTa uneHtudukanuu Opuia aenonupoBana 3 441 mocieaoBaTeNbHOCTh CYO-
Bapuanta XBB.1.16 u3 34 ctpan. 3a mocieaHue 4 HeOenu pacnpoCTpaHEHUE TAHHOTO
mramMma B Maaun cocrasuino 76%, ['onkonre — 22%, Cunramype —21%, Taunange — 20 %.
B 6aze mannbix GISAID nenonmpoBanoll 447 renomoB cyOBapuanta XBB.1.9.1 u3 67
CTpaH.

Bapuantel, Haxoasinmmecsi noa Haoawaennem (VUM)

Cpenu BapriantoB OMICron, HaxXoaAIMXCS 0 HaOI0AcHHEeM, cyOBapruanThl XBB u

XBB.1.9.1 nemoHcTpupyIOT TeHACHIUIO K pocTy. Cpean CEeKBEHUPOBAHHBIX U 3arpyKEH-
HBIX B 0a3y manHbix GISAID cy6BapuanToB Omicron monst XBB.1.9.1 cocraBuna B Poccun
— 58%, Pymbiaum — 40%, Munonesun — 39%, Ilakucrane — 38%, Ilaname — 33%, Maunaii-
3un — 31%.

['enomuBIe TOCHEnOBaTeIbHOCTU cyOBapuanta XBB npexacrasnens u3 124 crpan. 3a
nocneaHue 4 Hepenu pacnpocTpanenue cyoBapuanTa coctasmiio B FOAP — 100%, Uuaun —
99%, CIIA — 96%, Yunu — 95%, Ucnanuu — 92%, @pannuu — 90%, Bennkobpuranuu —
83%, Kanane — 85%, I'epmanumn — 79%.

B 6a3y manubeix GISAID 6but0 3arpyskeno 441 802 reHOMHBIC TTOCIIEIOBATEIIBHOCTH
cyoBapuanta BQ.1 u3 144 crpan. 3a mocnemnue 4 Heaenn HanOOJbIIEE PACIIPOCTPAHCHHE
cy6oBapuanT BQ.1 nomyuwun B CioBenuu — 27 %.

B 6a3e nannsix GISAID nenonupoBano 39 018 renomoB cyoBapuanta CH.1.1 u3 86
cTpaH. 3a mocneaHue 4 Hemenu pacmnpocTpaHeHHOCTh cyOBapuanTa CH.1.1 coctaBuna B
Hanuu — 22%, Hosoii 3enanauu — 15%, Benmukobpuranun — 10%, [Isenus — 9 %, ABcrpa-
nuu — 8%, ABctpuu — 7 %, Hunepnangax — 7 %, bensruu — 6 %, ['epmanuu — 6%.

WNudopmanusi mo OOHOBJICHHBIM JaHHBIM O JCMOHHPOBAaHHBIX T€HOMax BHpYyca
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabnure 1.



Tabauna 1 — Koiu4yecTBO 1eNNOHMPOBAHHBIX TeHOMOB BapuaHToOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana Yupexaenune, NpoBoAUBIIEee CEKBEHUPOBAHUE B Tom umciie ko- IIpoueHT reno-
KoauuecTtBO JUYIECTBO I'€HO- MOB, OTHOCAIIIUX~
JEIOHHUPO- moB Omicron, ge- ¢l K BAPUAHTY
BaHHBIX I'€- IMMOHUPOBAHHBIX Omicron
nomoB Omi- 3a mocjaeaHue 4 (B.1.1.529). nemo-
cron HeaeJIn HHUPOBAHHBIX 3a
(B.1.1.529) (25.03. - nocjaeanue 4 He-
21.03.2023 r.) eI
Asctpanus (poct 3a6oneBaemo- | NSW Health Pathology — Institute of Clinical Patholo-
CTH) gy and Medical Research; Westmead Hospital; Uni- 140257 1355 95,7
versity of Sydney
Agcrpus (crabunuzarust 3a60- | Bergthaler laboratory, CeMM Research Center for
JIEBa€MOCTH) Molecular Medicine of the Austrian Academy of Sci- 186855 2609 100,0
ences
Asepbaiikan (CTaOMIH3AIUS National Hematology and Transfusiology Center 20 0 0.0
3a0051€Ba€MOCTH) ’
AnbGanwus (crabmnuzaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 758 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (cradumuzarus 3a6one- | National Reference Center for Viruses of Respiratory
i ; . 491 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
AmepukaHckue Buprunckue UW Virology Lab
ocTpoBa (cTabum3arus 3a00- 1451 0 0,0
JIEBAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. . . 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences, 59 0 0.0

JIEBAEMOCTH )

Faculty of Medical Sciences, The University of the
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West Indies

AHroia (crtabmimsanus 3abose-

KRISP, KZN Research Innovation and Sequencing

168 0,0
BAaGMOCTH) Platform
Amnpoppa (crabunusanus 3a60- | Instituto de Salud Carlos 111 393 0.0
JIEBAEMOCTH ) ’
Amnturya u bapOyna (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBACMOCTH Faculty of Medical Sciences, The University of the 108 0,0
West Indies, St Augustine Campus
AprenTtuna (ctabunusanus 3a- | Instituto Nacional Enfermedades Infecciosas
6336 0,0
00JIeBaCMOCTH ) C.G.Malbran
Apwmenus (cradbunusarms 3a00- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunuzarus 3a0ome- | National Institute for Public Health and the Environ- 1030 0.0
BaeMOCTH) ment(RIVM) ’
Adranucran (poct 3a6oneBae- | Central Public Health Lab 8 00
MOCTH) ’
baramckue octpoBa (cTaduim- Laboratory of Respiratory Viruses and Measles, Os- 97 0.0
3a1ms 3a00J1eBAEMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnazgemn (crabunuzanus 3a- | Child Health Research Foundation 2001 0.0
00J1€Ba€MOCTH) '
Bap6anoc (crabunusarnms 3a60- | Carrington Lab, Department of PreClinical Sciences,
JIeBa€MOCTH) Building 36, First Floor Biochemistry Unit, Faculty of 171 0,0
Medical Sciences, The University of the West Indies
baxpeiin (crabunuzanus 3a60- | Communicable Disease Laboratory, Public Health Di- 6993 0.0
JIEBAEMOCTH) rectorate ’
benapycs (crabunu3anus 3a6o- | Laboratory for HIV and opportunistic infections diag-
JICBAEMOCTH ) nosis The Republican Research and Practical Center 120 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (crabunusanus 3adore- Texas Children's Microbiome Center 619 0,0




BAEMOCTH)

benbrus (ctabuimmsanus 3a60-

KU Leuven, Rega Institute, Clinical and Epidemiolog-

. . 92636 352 97,8
JIEBAEMOCTH) ical Virology
benun (cTabunusanus 3adosie- Institut fiir Virologie — Institute of Virology — Charite 517 0 0.0
BAaEMOCTH) ’
bepmyackue octpoBa (ctadbunu- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3a1us 3a00J1eBaEMOCTH ) Public Health England ’
Bosrapus (crabunuzanus 3a60- | National Center of Infectious and Parasitic Diseases 6855 0 0.0
JIEBAEMOCTH ) ’
bonuBus (cumkenue 3abonesa- | Laboratory of Respiratory Viruses and Measles, Os- 136 0 0.0
€MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomnoiip (crabunuzanus 3abome- | National Institute for Public Health and the Environ-

1067 0 0,0

BaE€MOCTH) ment(RIVM)
bocuus u I'epuerosuna (crabu- | University of Sarajevo, Veterinary Faculty, Laboratory 216 0 0.0
JU3alys 3a00J6BaEMOCTH) for Molecular Diagnostic and Research Laboratory ’
Borceana (crabunuzarust 3a60- | Botswana Institute for Technology Research and Inno- 3344 0 0.0
JICBAEMOCTH) vation ’
Bbpaswnus (poct 3a060eBaeMo- Instituto A(_jolfo Lutz, Interdiciplinary Procedures Cen- 103600 11 100,0
CTH) ter, Strategic Laboratory
Bbpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (cTabunmu3zanus 3a0oJeBa- 44 0 0,0
€MOCTH)
bpyseii (crabunu3zarms 3a0one- | National Public Health Laboratory, National Centre for
BaeMOCTH ) Infectious Diseases(National Virology Reference La- 5476 93 97,9

boratory)
byran (cTrabmimmzanus 3abose- AFRIMS 57 0 00
BAEMOCTH) '
Bypkuna ®aco (cradbunmsanust | Laboratoire bacteriologie virologie CHUSS 70 0 00
3a00J1eBa€MOCTH) ’
bypynau (ctabunusanus 3a60- MRC/UVRI & LSHTM Uganda Research Unit, Na- 03 0 0.0

JIEBAEMOCTH)

tional Institute of Public Health




BenukoOpuranus (crabununza-

COVID-19 Genomics UK (COG-UK) Consortium.

1Us1 3a00JIEBACMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 1435854 3690 100,0
nomics UK (COG-UK) consortium.
Benrpus (ctabmmzanus 3a60- | National Laboratory of Virology, Szentagothai Re-
411 0 0,0
JICBAEMOCTH) search Centre
Benecyana (crabunu3arus 3a- Laboratorio de Virologia Molecular 699 1 100,0
00JIeBaeMOCTH )
Brernam (crabmmzanus 3a60- | National Influenza Center, National Institute of Hy-
. : ) 5622 21 100,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (cTabunuzarus 3a0boiie- Centre de recherches médicales de Lambaré- 9 0 0.0
BAaEMOCTH) né¢(CERMEL) ’
lantu (crabunmsarms 3adose- Laboratoire National de Santé Publique — 381 0 0.0
BaEcMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmmzanus 3a6ome- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6us (crabunuzarus 3abome- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) ’
I'ana (crabunusaius 3abonesa- | Department of Biochemistry, Cell and Molecular Bi-
€MOCTH) ology, West African Centre for Cell Biology of Infec- 2268 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banenyma (crabumu3arus 3a- National Reference Center for Viruses of Respiratory
. ; . 611 2 100,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'Baremana (ctabunuszanus 3a- Asociacion de Salud Integral/Clinica Familiar Luis
‘ . 3094 4 100,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunes (cradbunusanus 3a06one- | Centre de Recherche et de Formation en Infectiologie
., 484 5 100,0
BAEMOCTH) Guinée
I'Bunes-bucay (crabmmusarnms MRCG at LSHTM, Genomics lab 20 0 0.0
3a00J1€Ba€MOCTH) ’
I'epmanus (cradmiuzanus 3a00- | Charité Universititsmedizin Berlin, Institutfiir Virolo-
TIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 567576 1594 99,9

giene, CaSe—Group.
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I'uGpanrap (crabminzanus 3a-

Respiratory Virus Unit, National Infection Service,

00J1eBa€MOCTH ) Public Health England 122 0 0.0
Tonnypac (crabumusanms 3a60- | Genomics and Proteomics Departament, Gorgas Me-
. ; ) 48 0 0,0
JICBAEMOCTH ) morial Institute For Health Studies
I'onkonr (cumkenue 3abonesa- | Hong Kong Department of Health 11558 18 100,0
€MOCTH)
I'penust (poct 3ab6oaeBaemoctn) | Greek Genome Center, Biomedical Research Founda- 16747 0 0.0
tion of the Academy of Athens(BRFAA) :
I'py3us (crabunusanus 3a6oae- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 2043 0 0.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabmnusanus 3adosieBa- | Centers for Disease Control and Preven—tion Division
. . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunmsarnus 3a6oe- | Albertsen lab, Department of Chemistry and Biosci-
BaeMOCTH ) ence, A_albor_g Unlver_S|ty. I_Z)epartr_nent of Virus and 354942 1012 99,9
Microbiological Special Diagnostics, Statens Serum
Institut.
JlomuHuKa (CTaOMIN3aIUS 3a- Carrington Lab, Department of PreClinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckast PecriyOiinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunu3arus 3a001eBaeMo- trol and Prevention, USA 1386 1 100,0
CTH)
JIP Konro (crabunuzanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 519 0 0,0
JIEBA€MOCTH) medical Research(INRB)
JAP Cent Tome u [Ipuncunu LNR-TB
(crabmm3arus 3a001eBacMo- 1 0 0,0
CTH)
Eruner (crabmnmzarus 3a6ome- | Main Chemical Laboratories Egypt Army 1704 0 0.0

BAEMOCTH)
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3am6wust (cTabunnzanus 3aboe-

University of Zambia, School of Veterinary Medicine

1177 0 0,0
BAaEMOCTH)
3umbabBe (cradunmzanus 3a60- | National Microbiology Reference Laborato-
. L 316 0 0,0
JICBAEMOCTH ) ry(Quadram Institute Bioscience)
IC/ITsH;;amL (pocrt 3ab01eBaeMoO- Central Virology Laboratory, Israel Ministry of Health 114410 400 96.4
Wuaus (poct 3ab6oneBaemoctr) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR— 130466 1904 95,9
Centre for Cellular and Molecular Biology
Wunonesus (poct 3aboneBaemo- | National Institute of Health Research and Develop- 35596 218 100,0
CTH) ment
Wopnanus (ctabunu3anms 3a- Andersen lab at Scripps Research, CA, USA 998 0 0.0
00JIEeBaEMOCTH ) ’
Hpak (crabmnuzanus 3abonesa- | Biology, College of Education Department of Virolo-
€MOCTH) gy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
HUpan (poct 3a0071eBaEMOCTH) National Reference Laboratory for COVID-19, Pas-
X 2107 0 0,0
teur Institute of Iran
Wpnangus (ctabunu3anus 3a- National Virus Reference Laboratory 56625 592 100,0
00J1eBaeMOCTH)
Ucnanaus (crabunu3zanws 3a60- | Landspitali Department of Clinical Microbiology 10336 18 100,0
JIEBAEMOCTH)
Wcnanus (crabunusarms 3a60- | Hospital Universitario 12 de Octubre 107207 659 100,0
JIEBAEMOCTH)
Uranus (ctadbunusanus 3a6one- | Army Medical Center, Scientific Department, Virolo- 83151 966 99.1
BaE€MOCTH) gy Laboratory
Ka6o—Bepae (crabmimzanus 3a- | Institut Pasteur de Dakar
542 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (crabunuzanms 3a- Reference laboratory for the control of viral infections
1684 0 0,0
00J1€Ba€MOCTH)
Kambomxka (crabunuzanus 3a- Virology Unit, Institut Pasteur du Cambodge 1801 0 0,0
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00J1eBa€MOCTH)

Kamepyn (crabunuzanus 3a060-

CREMER(Centre de Rechercherches sur les Maladies

L 699 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—¢mergentes)
Kanana (ctabunm3anus 3a6omne- | Laboratoire de santé publique du Québec 276274 3045 99.9
BAEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (poct 3a6051€BaeMOCTH) Biomedical Research Center(BRC), Qatar University /
. 1524 0 0,0
Qatar Genome Project(QGP)
Kenus (crabumsanus 3a00J1e- KEMRI-Wellcome Trust Research Pro- 4909 0 0.0
BAaE€MOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurmp (crabumu3zaius 3abonesa- | Department of Molecular Virology, Cyprus Institute of
. 465 0 0,0
E€MOCTH) Neurology and Genetics
Kuraii (poct 3a601neBaeMocTH) \I>Iear':;?§:l Institute for Viral Disease Control and Pre- 95759 980 99.9
Konym6us (ctabunnzarius 3a- Instituto Nacional de Salud— Direccion de Investi-
., Ly 13072 0 0,0
00J1€Ba€MOCTH) gacion en Salud Publica
Komopckue octposa (ctadbunn- | KEMRI-Wellcome Trust Research Pro- 11 0 00
3a1us 3a00JIeBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi '
KocoBo (crabunuzamus 3a6ome- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 807 0 00
BaeMOCTH) gie '
Kocra—Puxa (crabunuzanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
N . 8263 0 0,0
00J1eBa€MOCTH) Ensenanza en Nutricion y Salud
Kot [I'MiByap (crabummzamus Molecular diagnostic unit for viral haemorrhagic fe- 234 0 00
3200J1€Ba€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory '
Ky0a (crabunusarust 3aboneBa- | Respiratory Infections Laboratory 520 0 0.0
€MOCTH) ’
Kygeiit (crabumuzarus 3abome- | Virology Unit, Department of Microbiology, Faculty
. . 627 0 0,0
BaEMOCTH) of Medicine, Kuwait
Koiprescran (ctabunuzanus 3a- | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
00J1eBaeMOCTH) Department
Kropacao (crabunm3zamms 3a60- | National Institute for Public Health and the Environ- 1177 3 100.0

JIEBAEMOCTH)

ment(RIVM)

13




Jlaoc (crabunm3anus 3aboeBa-

LOMWRU/Microbiology Laboratory, Mahosot Hospi-

546 0 0,0
€MOCTH) tal
JlarBus (crabunusanus 3ab6omne- | Latvian Biomedical Research and Study Centre
13883 0 0,0
BAaEMOCTH)
Jlecoro (crabunumzamus 3abone- | National Institute for Communicable Diseases of the
X . 137 0 0,0
BacMOCTH) National Health Laboratory Service
JIubepus (crabunuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunuzaius 3abone- | Laboratory of Molecular Biology and Cancer Immu- 603 0 0.0
BAacMOCTH ) nology, Lebanese University Public Health England ’
JluBwus (crabunuzanus 3adoe- Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) )
Jlutsa (poct 3a6onmeBaemoctr) | Vilnius University Hospital Santaros Klinikos, Center
. 10918 0 0,0
of Laboratory Medicine
JIuxTeHImTEeHH (CTaOMIN3aIHS Bergthaler laboratory, CeMM Research Center for
3200J1eBAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1383 2 100,0
ences
JlroxceMOypr (cTaOunuzamus Laboratoire national de santé, Microbiology, Microbial
. 34765 467 99,6
3200JICBAEMOCTH ) Genomics Platform
Makao (crabmimmzanus 3a6omne- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabuau3arnms 3a- CNR Virus des Infections Respiratoires — France SUD
6179 0 0,0
00J1€Ba€MOCTH)
Magputanus (CTaOHIN3AIUS INRSP-Mauritania
7 0 0,0
3a00J1€Ba€MOCTH)
Maiiorta (cradunu3zamus 3a060- | National Reference Center for Viruses of Respiratory
. ; . 362 0 0,0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris
Manaiizus (poct 3aboneBaemo- | Institute for Medical Research, Infectious Disease Re-
CTH) search Centre, National Institutes of Health, Ministry 28433 288 10,0
of Health Malaysia
Manasu (cTabunu3anus 3a00- KRISP, KZN Research Innovation and Sequencing 265 0 0.0

JIEBAEMOCTH)

Platform
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Maunu (crabunu3zanus 3a0oeBa-

Northwestern University — Center for Pathogen Ge-

€MOCTH) nomics and Microbial Evolution 159 0 0.0
ManbauBsl (cTabunu3amnus 3a- Indira Gandhi Memorial Hospital

333 0 0,0
00JIeBa€MOCTH )
Maubta (cTabunusanus 3adose- | Molecular Diagnostics Pathology Department Mater 163 0 0.0
BacMOCTH) Dei Hospital Malta ’
MaprramtoBsl octpoBa (ctabu- | State Laboratories Division, Hawalii State Department 35 0 0.0
JU3alys 3a00J6BaEMOCTH) of Health ’
Mapokko (crabunusanus 3a60- | Laboratoire de Biotechnologie 1198 0 0.0
JIEBAEMOCTH )
Maptunuka (cradbunmsanus 3a- | CNR Virus des Infections Respiratoires — France SUD

1393 0 0,0
00J1eBaeMOCTH)

Instituto de 15iagnostic y Referencia Epidemiologicos
Mekcuka (poct 3abo1eBaeMo- (INDRE) 40557 1 100,0
CTH)
Mo3zaMOuK (cTabuau3arms 3a- KRISP, KZN Research Innovation and Sequencing 690 0 0.0
00J1eBaEMOCTH ) Platform, South Africa ’
MomnnaBus (crabunmuzarus 3a- ONCOGENE LLC 651 0 00
00J1€Ba€MOCTH) '
MoHnaxko (cTabunuzanus 3a00- National Reference Center for Viruses of Respiratory 16 0 0.0
JICBa€MOCTH) Infections, Institut Pasteur, Paris '
Momuronus (cTaduIu3ars 3a- National Centre for Communication Disease (NCCD)
X 781 20 100,0
00JIeBaEMOCTH ) National Influenza Center
Montceppar (crabunu3zanms 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
MpbsiHma (cTabumusanus 3a00- DSMRC 7 0 00
JIEBAEMOCTH ) ’
HamuOus (ctabunmsanums 3a60- | National Institute for Communicable Diseases of the
. . 788 0 0,0

JICBa€MOCTH) National Health Laboratory Service
Henan (ctabunuzanus 3a6one- | Molecular and Genomics Research Lab, Dhulikhel 1162 0 0.0

BAEMOCTH)

Hospital, Kathmandu University Hospital School of
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Public Health, The University of Hong Kong

Hurep (crabunu3zanus 3a6o7e-

National Reference Laboratory, Nigeria Centre for

BaEMOCTH) Disease Control ” 0 0.0
Hurepus (crabunuzarus 3a60- | African Centre of Excellence for Genomics of Infec- 3104 0 0.0
JICBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanas! (crabuinzanus National Institute for Public Health and the Environ-
3a00J1€BAEMOCTH) ment(RIVM) 73829 389 100,0
Hosas 3enannus (cumwkenue 3a- | Institute of Environmental Science and Research(ESR) 28017 406 100.0
00JIeBaGMOCTH ) ’
Hosas Kanemonus (cradbunusa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 58 0 0.0
11s1 3a00JIEBACMOCTH ) torial de Nouvelle-Calédonie ’
Hopserus (cradbunmzanus 3a60- | Norwegian Institute of Public Health, Department of

) 33096 0 0,0
JICBAEMOCTH ) Virology
OAD (crabunuzanus 3abonesa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
Owman (cradbmmusanus 3abomeBa- | Oman—National Influenza Center 330 0 0.0
€MOCTH) ’
[Makucran (cradbunusaius 3a60- | Department of Virology, Public Health Laboratories 3012 58 95.1
JICBAEMOCTH ) Division ’
[Manay (crabunuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub 66 0 0.0
BAEMOCTH ) (HUGTIP/IrsiCaixa/IGTP) ’
[Manectuna (cradbunu3amus 3a- | Biochemistry and Molecular Biology Department— 59 0 0.0
00J1eBaEMOCTH ) Faculty of Medicine, Al-Quds University ’
[MTanama (crabunmsanus 3abomne- | Gorgas memorial Institute For Health Studies 3011 4 100.0
BAaEMOCTH) ’
[Tanya HoBas I'Bunes (ctabu- Queensland Health Forensic and Scientific Services 924 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ’
[Maparsaii (crabunu3zarus 3a00- | Laboratorio Central de Salud Publica de Paraguay 1599 0 0.0
JIEBAEMOCTH ) ’
[epy (crabmimzanus 3aboneBa- | Laboratorio de Referencia Nacional de Biotecnologia 31700 0 00
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPert '
[Tospia (cTabumu3aryst 3a00- genXone SA, Research & Development Laboratory 44204 395 99,5
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JIEBAEMOCTH )

[Topryranus (crabuau3anus 3a-

Instituto Nacional de Saude(INSA)

21556 203 100,0
00J1eBaEMOCTH)
[Tyspto Puko (ctabunuzarms Centers for Disease Control and Prevention Division
. . . 14339 30 100,0
3a00JIEBACMOCTH) of Viral Diseases, Pathogen Discovery
Pecniyonuka Banyaty (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anus 3a00J1eBaEMOCTH ) boratory (MDU-PHL) ’
Pecnyonuka J[xu0Oytu (crabu- | Naval Medical Research Center Biological Defense 506 0 0.0
Ju3arys 3a00J1€BaEMOCTH) Research Di—rectorate ’
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
Ju3arEs 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (crabuiu- Institute of Tropical Medicine
196 0 0,0
3a1us 3a00JIEBAEMOCTH )
Pecniyonmuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Owmm3anus 3a0071€Ba€MOCTH ) '
Pecniyonuka Hukaparya (ctabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Tu3anus 3a00J1€BaeMOCTH) ’
Pecny6nmuka CanbBanop (cta- Genomics and Proteomics Departament, Gorgas Me- 382 0 0.0
Omn3anys 3a00J1€BaeMOCTH) morial Institute For Health Studies ’
Pecnyonuka Yan (crabunnza- Pathogen Genomics Lab, National Institute for Bio- 3 0 0.0
111 33a00JIEBAEMOCTH) medical Research (INRB) ’
Peronbon (cradbunmzarust 3a00- | CNR Virus des Infections Respiratoires — France SUD 9838 0 0.0
JIEBAEMOCTH ) ’
Poccust (cradbunuzarust 3a6ome- | WHO National Influenza Centre Russian Federation.
BacMOCTH ) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni-
versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap- 41691 43 100,0

plied Microbiology & Biotechnology. Group of Genet-
ic Engeneering and Biotechnology, Federal Budget In-
stitution of Science ‘Central Research Institute of Epi-
demiology’ of The Federal Service on Customers’
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Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabunusanus 3abose-

GIGA Medical Genomics

197 0 0,0
BAaEMOCTH)
Pymbinus (crabunmsanus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. : . 10212 11 100,0

JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Caynosckast Apasus (crabmwin- | Infectious Diseases, King Faisal Hospital Research

1076 0 0,0
3armst 3a00JIEBAEMOCTH ) Center
CesepHast Makenonus (crabu- Institute of Public Health of Republic of North Mace-
Ju3arys 3a00J16BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0 0,0

tics
Cesepubie Mapuanckue octpo- | Centers for Disease Control and Prevention Division
Ba (cTrabumsanus 3abojeBae- of Viral Diseases, Pathogen Discovery 2088 0 0,0
MOCTH)
Ceitmensl (ctabunuszanus 3a60- | KEMRI- Wellcome Trust Research Programme, Kilifi 618 0 0.0
JIEBAEMOCTH ) ’
Ceneran (crabumusanus 3a00- IRESSEF GENOMICS LAB 1618 0 0.0
JIEBAEMOCTH)
Cent—BuHcenT u ['penauHbl Carrington Lab, Department of PreClinical Sciences,
(crabuu3ariust 3a00eBacMO- Faculty of Medical Sciences, The University of the 86 0 0,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3arust 3a00J1€Ba€MOCTH ) Faculty of Medical Sciences, The University of the 18 0 0,0
West Indies
Cent-Jlrocus (cTabuIu3arvs Carrington Lab, Department of PreClinical Sciences 153 0 0.0
3a0051eBa€MOCTH) ’
Cep6us (cradbunmsanus 3a6ome- | Institute of microbiology and Immunology, Faculty of
- o 1685 0 0,0

BaEMOCTH) Medicine, University of Belgrade
Cunramnyp (crabunmsanus 3a60- | National Public Health Laboratory, National Centre for 99397 1308 100,0

JIEBAEMOCTH)

Infectious Diseases
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Cen-MapruH (cTaOunm3anms

Institut Pasteur

297 0 0,0
3a00J1€Ba€MOCTH )
CunT—MapreH (cTabuim3anus National Institute for Public Health and the Environ-
857 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupus (cradbunuzanus 3a6one- | CASE-2021-0266829 79 0 00
BAaEMOCTH) ’
CroBakus (crabmnusarus 3a60- | Faculty of Natural Sciences, Comenius University 26832 30 100,0
JIEBAEMOCTH )
CrnoBenus (crabunmzanus 3a00- Instlt_uFe of M!crob_lology qnd _Immunology, Faculty of 34713 188 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ConomonoBsI ocTpoBa (cradbu- | Microbiological Diagnostic Unit - Public Health La- 947 0 0.0
JM3aIms 3a00J1€BA€MOCTH) boratory (MDU-PHL) ’
Comanu (crabmimzanus 3a00- National Public Health Lab- Mogadishu 5 0 0.0
JIEBAaCMOCTH ) ’
Cynan (crabunu3sarus 3abosie- | National Institute for Communicable Diseases of the
. . 143 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (cradbunu3zanus 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBA€MOCTH) ment(RIVM)
CIIA (craOunm3arms 3a0ose- Colorado Department of Public Health & Environ-
BaEMOCTH) ment. Maine Health and Environmental Testing La-
boratory. California Department of Public Health. 2354566 8645 938
UCSD EXCITE.
Creppa—Jleone (crabmmuzarust | Central Public Health Reference Laboratory 1 0 0.0
3a00J1€eBa€MOCTH) :
Tannann (cradbunusamus 3a60- | COVID-19 Network Investigations(CONI) Alliance 25713 8 100,0
JIEBAEMOCTH)
TaitBanp (crabmmusarus 3a60- | Microbial Genomics Core Lab, National Taiwan Uni-
. . - . 2568 0 0,0
JIEBAEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabwmuzanus 3a60- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
JIEBAEMOCTH) ’
Tepke u Kaiikoc (cradbunmsarms | Carrington Lab, Department of Preclinical Sciences, 17 0 0.0

3a00J1eBa€MOCTH)

Faculty of Medical Sciences, The University of the
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West Indies, St Augustine Campus

Tumop-Jlemtu (cTabunu3anus

Microbiological Diagnostic Unit — Public Health La-

3a00JIeBa€MOCTH) boratory (MDU—PHL) 1 0 0.0

Toro (crabunmzanms 3a06oneBa- | Unité Mixte Internationale Trans VIHMI(UMI 233

€MOCTH) IRD — U1175 INSERM — Université de Montpellier) 411 0 0,0
IRD(Institut de recherche pour le développement)

Tpununan u Tobaro (crabunu- | Carrington Lab, Department of PreClinical Sciences,

3a1us 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 2555 1 100,0
West Indies

Tynuc (crabunuzaius 3abone- | Laboratoire de linique linique — Institut Pasteur de Tu- 501 0 0.0

BacMOCTH) nis ’

Typuus (cradbunusarus 3a6oe- | Ministry of Health Turkey 21364 0 0.0

BAaeMOCTH)

VYranpaa (crabunusarus 3a6one- | MRC/UVRI & LSHTM Uganda Research Unit 608 0 0.0

BaGMOCTH) ’

Vkpauna (cradunmzanus 3a60- | Department of Respiratory and other Viral Infections

JICBA€MOCTH ) of L.V.Gromashevsky Institute of Epidemiology & In- 1975 0 0,0
fectious Diseases NAMS of Ukraine, JSC “Farmak™

V36ekuctan (ctabunuszanus 3a- | Center for Advanced Technologies 40 0 0.0

00J1eBa€MOCTH) ’

VYpyrsaii (crabunuszanus 3a60- | Departamento Laboratorios de Salud Ptblica (DLSP) 215 0 00

JIEBAEMOCTH) Ministerio de Salud Publica '

deneparusnbie mratel Mukpo- | Pohnpei State Hospital

He3uH (cTabuau3anus 3a00oJe- 82 0 0,0

BAEMOCTH)

Oununnunsel (cradunuzanus 3a- | Philippine Genome Center 13825 0 00

00JIeBa€MOCTH ) ’

Ounnsaaaus (poct 3aboseBae- Dep6rtment of Virology, Faculty of Medicine, Univer- 91151 0 00.0

MOCTH) sity of Helsinki ’

gﬁfif)m (camxkenue 3a0o01eBa- | CNR Virus des Infections Respiratoires — France SUD 34786 2995 100.0

Opaniy3ckas ['Buana (ctabu- National Reference Center for Viruses of Respiratory 1533 7 100,0
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Tu3anus 3a00J1€BaEMOCTH)

Infections, Institut Pasteur, Paris

O®pannysckas [Toaunesus (cra-

National Reference Center for Viruses of Respiratory

Ouu3anys 3a001€BaeMOCTH) Infections, Institut Pasteur, Paris 13 0 0.0
Xopsatus (crabunuzanus 3a60- | Croatian Institute of Public Health 93027 0 0.0
JIEBAEMOCTH ) ’
LIAP (crabunmsanus 3aboneBa- | Pathogen Sequencing Lab, National Institute for Bio- 62 0 0.0
€MOCTH) medical Research(INRB) ’
Yepuoropus (cradummzanmst 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 475 0 00
00J1eBaEMOCTH ) gie ’
Yexus (poct 3aboneBaemoctr) | The National Institute of Public Health 32721 1 100,0
::‘ITI/:/IJ;I/I (cumxenue 3aboneBaemo- | Instituto de Salud Publica de Chile 24560 305 08.7
[IBeiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,
00J1eBaeMOCTH) ETH Ziirich. 53632 308 100,0
[IBerus (ctabunusanus 3a60- | The Public Health Agency of Sweden 100272 813 100,0
JIEBAEMOCTH)
[pu-Jlanka (crabunuzarus 3a- | Centre for Dengue Research and AICBU, Department 1150 0 0.0
00JIeBaeMOCTH ) of Immunology and Molecular Medicine '
OkBajnop (crabmimzanus 3a060- | Instituto Nacional de Investigacionen Salud Publica, 5290 0 00
JIEBAa€MOCTH ) INSPI '
DOkBatopuanbsHas ['Bunes (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Oounuzanuys 3a00J1€BaeMOCTH) ’
Dcearunu (cradunusarus 3a60- | Nhlangano Health Centre(National Institute for Com-
JICBA€MOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0
Service)
Ocronus (ctadbunmsanus 3a60- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0
JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH '
Dodwuonus (cradbunmsanus 3a60- | International Centre for Genetic Engineering and Bio-
JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 103 0 0,0
nome Sequencing
FOAP (crabumu3zanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 25265 81 95,3
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E€MOCTH) Platform.

HOxnast Kopes (crabmnuzanus | Division of Emerging Infectious Diseases, Bureau of

3200JICBAEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 103685 1042 99,7
Control and Prevention Agency

HOxwubiit Cynan (crabmnusanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00J1€BAEMOCTH) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabunu3zans 3a6ome- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 2360 0 0,0
West Indies

Snonwus (crabmmsarus 3abome- | Pathogen Genomics Center, National Institute of Infec- 406121 770 100,0

BaGMOCTH)

tious Diseases
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dnuaeMuoorudeckoe ooHoBaenne BO3 NeNe 139 ot 20 anpeus.
Bapuantsl SARS-Co0V-2, BbI3bIBalolIe HHTEPEC U BAPUAHTHI, HAXOAAIIHECS
1o HalJIIIeHneM

I'eorpaduyeckoe pacnpocTpaHeHne U PacpoCTPAHEHHOCTD

Bo Bcem mupe ¢ 20 mapra o 16 anpens 2023 roga (28 aneit) B GISAID 65110 nepe-
nano 39 873 mocnenoBarenbHocTeld SARS-CoV-2. B Hacrosiiee Bpemss BO3 orciexxuBaet
nBa npencrapisomux narepec Bapuanrta (VOI): XBB.1.5 u XBB.1.16.

17 ampens 2023 r. nocne 3acenaHus TexXHUUECKON KOHCYJIBTAaTUBHOW TPYIIIBI MO
sBomonun BupycoB (TAG-VE) XBB.1.16 611 no6asnen B cnucok VOI BO3. XBB.1.16
aBigeTca noroMkom XBB, KoTopblil npeactaBiaseT co00il peKOMOMHAHT JBYX HOTOMKOB
BA.2. Bnepssie 00 3ToM BapuaHTe 0bLIO cooOmieHo B stHBape 2023 T., ¥ OH ObLT J0OAaBIICH B
crucok BO3 orcnexuBaembix BapuantoB (VUM) 22 mapta 2023 r. Kpome Toro, BO3 ot-
caexxuBaeT mectb VUM um ux moromkoB, a umenHo BA.2.75, CH.1.I, BQ.1, XBB,
XBB.1.9.1 u XBF.

B rno6ansHom macmrabe coobmenns o XBB.1.5 noctynunm u3 96 ctpan. Ha 13-i1
snuAeMHoIornYeckoi Heaene (¢ 27 maprta no 2 anpens 2023 r.) na XBB.1.5 npuxoaunock
50,8% mocnenoBaTenbHOCTEH, YTO OOJIbBIIE IO CpaBHEHHIO ¢ 46,2% Ha 9-it Henene (27 des-
pans — 5 mapta 2023 r.). O XBB.1.16 coobumnmu B 31 crpane. Ha 13-ii Henene Ha
XBB.1.16 npuxoaunock 4,2% mnpeacTaBiaeHHbBIX MOCeI0BaTeIbHOCTEH, 4TOo BhIlIEe 0,5% Ha
9-it menene. Pactipoctpanernocts XBB.1.16 onenuBaercs no manabiM GISAID ¢ ucmoinb-
30BaHUEM CIEIM(PUIECKUX HYKICOTHUIHBIX 3aMEH, UICHTUPUIUPYIONINX MPOUCXOXKICHHUE
(T12730A, T28297C u A28447(G). brnarogaps npeanojiaraeMoMy MPEUMYIIECTBY pacipo-
CTPaHEHUS M XAPAKTEPUCTUKAM YCKOJIb3aHUsA OT uMMyHuTeTa, XBB.1.16 moxer pacmpo-
CTPaHATHCA MO BCEMY MUPY M CHOCOOCTBOBAThH YBENIWUYEHUIO 3a0oseBaeMocTu. OgHAKO B
HACTOSIIIIee BPEMsI HET paHHUX CUTHAJIOB 00 yBEIMYEHUU TspkecTu. [lepBoHavanbHas OleH-
ka puckoB XBB.1.16 mponomkaercs, u 0)XUAaeTCsl, YTO OHA OyaeT OmyOJUKOBaHA B OJH-
YKaWIlIKe THU.

B Tabnuie 2 mokazaHo KoJIM4YecTBO cTpaH, coobmarommx 06 VOI u VUM, u ux pac-
mpocTpaHeHHOCTh ¢ 9-i mo 13-10 Henmemto. Cpenu VUM XBB* u XBB.1.9.1* nemouncTpu-
pYIOT TeHJIeHIMIo K yBenunueHuto. Ha atu nBa VUM npuxogunocs 25,8% u 7,9% nocneno-
BaTEJILHOCTEW COOTBETCTBEHHO Ha 13-i Hexene no cpaBHenuto ¢ 8,4% u 4,4% Ha 9-i1 Hene-
ne. pyrue VUM neMOHCTpUpPOBAIU CHIIKAIOIIUECS WU CTaOWUIbHBIE TEHJEHIIUU B TeUe-
HUe Toro ke nepuoaa. KommuectBo crpan, coodumsmux 00 VOI u VUM, a Takxe ux pac-
MPOCTPAHEHHOCTH ¢ 9-1 o 13-10 Henemto, mokaszaHo B Tadmiuie 2. VOI u VUM, B KoTOpBIX
HaAO0JIF0/1aNach TEHJCHIIHS K POCTY, BBIJCIICHBI OPAHKEBBIM IIBETOM, T€, KOTOPBIE OCTAINCH
CTaOMJIbLHBIMU, BBIJICIICHBI CHUHUM LIBETOM, & T€, Y KOTOPBIX TEHJEHIUS K CHUXKEHHUIO, BbIJIE-
JIEHBI 3€JICHBIM I[BETOM.
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Tabmuua 2. Exxenenenvnas pacnpoctpaneHHocts VOI 1 VUM SARS-CoV-2, ¢ 9 no
13 menemro 2023 1.

JInanus Crpanbl | [lociienoBareabLHOCTH 3823_ 2023-10 2023-11 igZS— ig23_
65551'5* 96 163 056 4624 | 4730 | 4745 | 4894 |5081
K/Bg')t'm* 31 3038 052 | 119 199 |418 |415
BA2.75% | 121 106 256 513 |4.91 466 |210 | 176
CH.L1* |88 41 605 6.44 | 568 546 | 466 |5.18
BQ.1* 144 413 059 1112 | 9.19 745 |504 |3.99
XBB* 124 84 336 840 |11.67 |1462 |19.95 |25.80
XBB.19.1* | 64 11 530 441 |534 622 |696 |7.91
XBF* 49 8 947 108 | 121 093 078 |0.70
ie;';‘:f' 98 293 052 10.42 |8.83 8.92 7.75 | 0.46
Tpyrnet | 207 6 693 030 108 | 1.04 102|142 | 207

* BxiroyaeT MOTOMKH, 32 UCKIIOUEHHEM TE€X, KOTOPbIe YKa3aHbl OTACIBHO B JPYTUX
Mectax tabnuubl. Hanpumep, XBB* ne Brirowaer XBB.1.5, XBB.1.9.1, XBF u XBB.1.16.
§ Uudopmanust o pacnpoctpanenHoctd XBB.1.16 6bina nonyuena uz GISAID 17 anpens
2023 r. ¢ ucnonap3oBaHueM HykiaeoTuAHbIX 3ameH T12730A, T28297C, A28447G. + Others
— JApyrue UUpKyJIupyooIlue poAaociaoBHble, 3a uckimouennem VOI, VUMs, BA.1*, BA.2*,
BA.3*, BA.4*, BA.5*, BF.7*.
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Hy6aukanumn:

Cell Rep Phys Sci. 2023 Apr 19;4(4):101346.

doi: 10.1016/j.xcrp.2023.101346. Epub 2023 Apr 7.

SARS-CoV-2 evolved variants optimize binding to cellular glycocalyx

JBoONMOHNpPoBaBKe BapuaHThl SARS-C0OV-2 onTUMHM3MPYIOT CBA3BIBA-
HHE C KJIeTOYHBIM INIMKOKAJINKCOM

Sang Hoon Kim, Fiona L Kearns, Mia A Rosenfeld

ABTOpHI HccneayIoT () (HEeKT BOSHUKAIOMIETO PE3KOTO MOIOKHUTEIHHOTO 3aps/a B
BapuanTax SARS-C0V-2 u mocienyronero B3auMoICHCTBHS ¢ TenapancyibhaToM U
anruoTeH3uHnpeBpamarmuM Gepmeatom 2 (ACE2) B rmukokanukce. OHM MTOKa3bI-
BAIOT, YTO TOJIOKUTEIILHO 3apsDKEHHBIH BapuanT OMICron pa3Buil MOBBIIICHHYIO
CKOPOCTh CBSI3BIBAHUS C OTPHUIATENIPHO 3apsiKCHHBIM TIHMKOKAIMKCOM. boiee Toro,
oOHapy»XeHO, 4TO, XOTs cpoAacTBO mmumna OmukpoH-ACE2 cpaBHUMO ¢ poACTBOM Yy
BapuanTta Delta, B3anmopeiictBue mumna OMHUKpPOH C remapaHCyabpaToM 3HAYUTEIb-
HO YCHJIMBAETCS, YTO MPUBOAUT K TPOWHOMY KOMIUIEKCY HIMMI-TemapaHCyibdat-
ACE2 c 6ompmioit moneit ACE2 ¢ nBoitHOM U TpOIHOM CBA3SIMH. DTH PE3yIbTATHI TO-
Ka3bIBalOT, 4To0 BapuaHThl SARS-COV-2 3BONIOIMOHUPYIOT U B OOJBIICH CTETICHU
3aBUCAT OT remnapancyibdara mpu NPUKPEIUICHUH BUpYyca U UHPUIUPOBAHUU. ITO
OTKPBITHE TIO3BOJISICT YCOBEPIICHCTBOBATh MMMYHOXpOMATOTpadUIeCKHii aHaIH3 B
OOKOBOM TOTOKE JIJIsi HAJE)KHOTO OOHAPYKEHUS BCEX BBI3BIBAIOIINX 03a00UE€HHOCTH
BapHaHTOB, BKJItouass Omicron.

Euro Surveill. 2023 Apr;28(16).

Performance of 20 rapid antigen detection tests to detect SARS-CoV-2
B.1.617.2 (Delta) and B.1.1.529 (Omicron) variants using a clinical specimen
panel from January 2022, Berlin, Germany

Xapakrepuctuka 20 3kcnpecc-TecTOB Ha OnpeJejieHHe aHTHUIEeHAa JJsl Bbl-
siBjieHusi BapuantoB SARS-CoV-2 B.1.617.2 (Delta) u B.1.1.529 (Omicron) ¢ uc-
N0JIb30BAHMEM IMaHeJM KJIMHMYecKHX oOpa3uoB c¢ sinBaps 2022 r., Bepumun,
I'epmanus

Andreas Puyskens, Fatimanur Bayram, Akin Sesver, u np.

Hmerotcs npoTUBOpEUHBBIE COOOLIEHUS O pe3yibTaTax JKCIPECC-TECTOB Ha 00-
Hapyxenue anturera (RDT) nna Bapumanta SARS-CoV-2 Omicron (B.1.1.529); ox-
HAaKO 3TH TECThI NO-TIPEKHEMY YacCTO MCHOJIBb3YOTCS JUIsl BBISBICHUS MOTCHIIMAIBHO
3apa3HbIX JIMI] C BEICOKOW BUPYCHOM Harpy3koil. Llenpro qaHHOTO MCCiea0BaHus Obl-
JI0 CpPaBHUTENIBHOE HCCJEJOBaHUE BBISIBJICHUS BapuaHTOB aenbra (B.1.617.2) u
OMHKPOH ¢ Hcnojb3oBanueM BbiOOpkH U3 20 RDT u orpannuenHoil nanenu o0beau-
HEHHBIX KOMOMHUPOBAHHBIX POTO- M HOCOTJIOTOYHBIX KIMHUYECKUX 00pa3IoB JIEeIbTa
u omukpoH. [IporectupoBamu 20 RDT ¢ mapkuposkoit CE Ha mpeamer ux sddek-
TUBHOCTHU Jytsi oOHapyxkeHus: SARS-CoV-2 Delta u Omicron ¢ ucnonb30BaHHEM Ma-
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HeMM OOBEIMHEHHBIX KIMHUYECKHX 00pa3noB, coOpaHHBIX B sHBape 2022 roga B
bepnune, I'epmanus. HabGmroganu >KBUBaNEHTHYIO 3(Q(PEKTUBHOCTb OOHApYXKEHMS
s Delta u Omicron juist 6onpmacTBa RDT, @ 4yBCTBUTENBHOCTH B LIEJIOM COOT-
BETCTBOBaJa npeabaymei ouenke 10 Delta/Omicron. HekoTopas Bapuauust 1uist oT-
nenpbHBIX RDT HaOmromanmack nu6o mpu oOHapyxkeHun Delta mo cpaBHEHHIO ¢
Omicron, 1100 IpHU CPaBHEHHUH C MPEABIAYIIEH OLEHKOM, YTO MOXKET OBITh OOBSICHE-
HO KakK pa3sHbIMHM pa3MepamMu MaHesied, NPUBOJSAIIMMHU K pa3HOM HaJeKHOCTH JaH-
HBIX, TaK M MNOTEHIHAJIbHBIM OTPAHUYEHHEM COTJIACOBAHHOCTH MEXAy MapTUIMHU.
JlononaurensHble 3kcnepuMenThl ¢ TpeMss RDT ¢ ucnonb3oBaHreM OOBIYHBIX KIIH-
HUYECKUX 00pa3lloB, HE OOBEIUHEHHBIX B IyJ, HOATBEPIWIN CPaBHUMYIO 3¢ ¢ek-
TUBHOCTh OOHapyxkeHus Delta u Omicron. B nienmom, RDT, xoTopreie paHee ObuIH
OLICHEHBI MOJIOKUTENIBHO, COXPAHUIIM XOPOILNE XapaKTEPUCTUKHU TAKXKe JJI1 BapHaH-
TOB JIeJIbTa U OMUKPOH. DTH Pe3yibTaThl MOKA3bIBAIOT, YTO JOCTYIHBIX B HACTOSIIEE
Bpemsi RDT pocrarouno ansi oOHapyeHusi BapHaHTOB JeibTa U OMUKpPOH SARS-

CoV-2.

Influenza Other Respir Viruses. 2023 Apr 16;17(4):e13135.

doi: 10.1111/irv.13135. eCollection 2023 Apr.

Genomic surveillance of SARS-CoV-2 strains circulating in Iran during six
waves of the pandemic

I'enomublii Hag3op 3a mrTammamu SARS-CoV-2, nupkyJaupywumuvMia B
Hpane Bo Bpemsl 1eCTH BOJIH NAHIEMHUHU

Kaveh Sadeghi, Sevrin Zadheidar, Arghavan Zebardast u ap.

ABtopbl cexkBeHupoBaiu 330 renomoB SARS-Co0V-2 Bo BpeMms 1IecTON BOJIHBI
nagaemun COVID B MpaHe U CpaBHWIU UX C MATHIO NPEABAYIIUMH BOJHAMU IS
uneHTudukanuu BapuantoB SARS-CoV-2, renHoMHOro moBeneHusl BUpyca U TOHU-
MaHus ero xapakrtepuctuk. [locne Boienenus supycHoi PHK u3 kimHnueckux o6-
pasioB, cobpanHbix Bo BpeMs mangemuun COVID-19, 6b110 mpoBeneHO CEKBEHUPO-
BaHUE CJIEAYIOIIETO MOKOJEHHs ¢ UcIonb3oBaHueM matdopm Nextseq u Nanopore.
JlaHHbIE CEKBEHHPOBAHUS AHAJM3UPOBAIN U CPABHUBAJIA C STAJOHHBIMH IMOCJIEI0BA-
tenbHOCTAMU. B Mpane Bo BpeMs mepBoil BoJIHBI ObIM OOHapyKeHbI Kinaasl V u L.
Bropas Bonna 6bu1a Bei3BaHa kKi1agamu G, GH u GR. HupkynupyomuMmu KiiagaMu BO
Bpems TpeTbeid BoaHbl Obin GH u GR. B uerBepToii BoiHe ObutH 06Hapyxensl GRY
(amba-Bapuant), GK (nenpra-Bapuant) u ogHa BeTBb GH (6era-BapuanTt). Bece Bu-
pychl msaToi BonHbl Haxoawiauck B kinage GK (nmenbra-Bapuant). B miectoil BoiHe
nupkyanposas BapuaHT OMukpoH (knaza GRA). Takum oOpa3om, CEKBEHUPOBAaHHE
reHOMa, KJII0UeBasi CTPATerus B CUCTEMaxX FTeHOMHOTO HaJ30pa, TOMOTaeT 00HapyKU-
BaTh U KOHTPOJUPOBATh PacHpoCTpaHeHHOCTh BapuaHTOoB SARS-CoV-2, orciexu-
BaTh HBoNIOLMI0 SARS-COV-2, BBISABIATH HOBBIE BapHaHTHl ISl TPOQPHIAKTHUKH,
KOHTPOJIS U JieueHus 3a00JIeBaHMi, a TaKkke MPeAoCTaBIsATh HHPOPMALIUIO U TIPOBO-
JIUTh CAaHUTAPHO-TUTMEHUYECKUE MeponpusTHs B 3Toi chepe. C MOMOIIBIO 3TOH CH-
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ctembl MpaH MokeT OBITh TOTOB K HAOIIOACHUIO 332 IPYTUMH PECIUPATOPHBIMU BU-
pyCHBIMH 3a00JieBaHUSAMH, ToMuMo rpunmna u SARS-CoV-2.

Proteins. 2023 Apr 20.

doi: 10.1002/prot.26497. Online ahead of print.

Dynamical changes of SARS-CoV-2 spike variants in the highly immunogen-
ic regions impact the viral antibodies escaping

JluHaMu4yeckue U3MeHeHus1 muna y BapuantoB SARS-CoV-2 B BbICOKOUM-
MYHOT€HHBIX 00/1aCTAX BJIUSIOT HA YCKOJIb3aHHE BUPYCHBIX AHTHTEJI.

Lorenzo Di Rienzo, Mattia Miotto, Fausta Desantis

ABTOpPBI OXapakTEPU30BAIH OCOOEHHOCTH MOMYJSLUN aHTUTEN K IIUIOBUIHOMY
6enky SARS-CoV-2 no oTHOIIEHUIO K KOHTPOJILHOMY HabOPYy JaHHBIX KOMILIEKCOB
aHTUTEN0-0€0K, BBIJEINB HEKOTOPHIE CTATUCTUYECKU 3HAYUMBIE Pa3IUUMs MEXKIY
TUMH ABYMsI Habopamu aHTUTeNl. OHM UAEHTU(UUHPOBAIN O0JACTh IIKIA, HAuOO-
Jiee CKIIOHHYIO K B3aUMOJICHCTBUIO C aHTUTEJIaMHU, MMOAPOOHO OMUCHIBAs TAKKe dHEP-
reTUYECKHE MEXaHU3MbI, HUCIIOJIb3yeMble aHTUTENAMM JJI1 paclo3HAaBaHUS pasiiny-
HBIX MUTONOB. B 3TOM CBsI3M OBICTpBIE MPOTOKOJBI, CIOCOOHBIE OLICHUTH BIIHMSIHHE
HOBBIX MYyTaIlMii HA KOTOPTY BBIPAOOTAHHBIX AHTUTEN, IOMOTYT YCTAaHOBHUThH BIIHSHUE
BApUAHTOB Ha MOMYJALMIO. BBIMOMHAS MOJEKYISIPHO-AMHAMUYECKOE MOJEINPOBa-
HUEe TpexmepHoil ¢opmbl munoBuaHoro oenka SARS-CoV-2 nns nukoro Ttuma u
JIByX paccMaTpUBAaE€MbIX BApUAHTOB, TO €cTh BapuaHToB Delta u Omicron, oHu onu-
canu GU3UKO-XUMHUYECKUE OCOOCHHOCTH M KOH(OPMAIMOHHBIE U3MEHEHUS, OTHOCH-
TeIbHO HMCXOAHOW Bepcud. OHHM «KOJUYECTBEHHO» OOBSICHUIIM, MOYEMY BapUaHT
Omicron umeeT 0ojiee BHICOKYIO CIIOCOOHOCTh YCKOJIb3aTh OT UMMYHHOH CHCTEMBI,
yem BapuaHT Delta, n3-3a 6osee BbICOKON KOH(POPMAIIMOHHON NU3MEHUNBOCTH HAU0O0-
Jiee UMMYHOTEHHBIX oOsiactell. B 11e1om, 3TH pe3ynbTaThl MPOJIMBAIOT CBET HA MoOJIe-
KYJISIPHBIA MEXaHU3M, CTOSAILIMHI 3a pa3iIu4HbIMU peakuusmu BapuantoB SARS-CoV-
2 Ha UMMYHHBIA OTBET, BBI3BaHHBIN OO BaKIIMHAMHU, JTUOO MPEAbITYyIIUMU WH(DEK-
nusMu. bonee Toro, 3TOT aHanM3 NpeajsaraeT MoAX0J, KOTOPBhIM MOYKHO JIETKO pac-
MPOCTPaHUTh Kak Ha apyrue Bapuantbl SARS-CoV-2, Tak u Ha apyrue MoJjexkynsp-
HBIE CUCTEMBI.
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