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PacnpocTpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasuuxcsi noa Hadawaennem (VUM), Ha ocHoBe
KOJIMYeCTBA UX F€HOMOB, J1eNOHMPOBaHHBIX B 0a3y naHHbIX GISAID 3a Heneio ¢
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B 0030pe mpeacTaBiena uHbopMaIus Mo HUPKYIUPYIOITUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeiwiBaromux untepec (VOI) u cyoBapuantoB Omicron,
Haxoasmuxcs no Haomoaeauem (VUM), TeHOMHBIE MTOCIIEI0BATEIBHOCTA KOTOPBIX pa3Me-
IICHBI B MeXTyHapoaHo# 0a3ze manabix GISAID 3a Henenro ¢ 1 mo 7 ampens 2023 r.

Ha ceromusimmauii nens B 6a3e manuabix GISAID Bcero npeacrasieno 15 364 935 re-
HoMmoB Bupyca SARS-COV-2 (3a Heneno aenonuposano 34 799 mocienoBarebHOCTEH BH-
pyca). B Mupe crpanamu — nujiepaMu 1o KOJIMYECTBY JEMNOHUPOBAHHBIX T€HOMHBIX MOCIIEO0-
BatenbHOCTel BUpyca SARS-CoV-2 ocrarotes CHIA — (4 728 242 renoma — 30,8% oT Bcex
pasmernieHHbix B GISAID) u BenukoOpuranus (3 058 104 — 19,9 %).

C 30 mapra 2023 r. k panee nupkynupoBaBimuM VOC oTHeceHbl BapuaHTHI albda,
Oera, raMmma, JenbTa, a Takke TuHusA Omicron (B.1.1.529), k VOI — cy6Bapuant XBB.1.5. B
rpynny VUM Bkimouensl renernyeckue nuauu BQ.1, BA.2.75, CH.1.1, XBB, XBB.1.16,
XBB.1.9.1, XBF.

Mupxynauus Bupyca SARS-COV-2 renoBapuanta Omicron 3apeructpuponana B 218
crpanax (mo ganabiM CMU Ha 07.04.2023 1.).

Bcero B 6a3y nannusix GISAID nenonupoBano 7 924 556 renomoB Bapuanta Omicron.
3a aHANMM3HPYEMYIO HEIEI0 JIoNs mpeacTtaBieHHbIX Omicron coctaBuia 99,7 % oT Bcex
MPEICTaBICHHBIX 3a TEKYIIYI0 HeJento reHoBapruanToB Bupyca SARS-COV-2 (3a mpenpiny-
uryto megento — 99,8 %).

Poccuiickumu nabopatopusamu pazMenieHo 67 323 reHoMa, B TOM YHCIIe BapuaHTa
Omicron — 41 436 reHOMOB.

Ha ceronnsimamii nens B 6a3e ganubix GISAID 3adukcupoBaHo 1€TOHUPOBAHUE Ba-
puanTa Omicron u3 210 ctpan u Tepputopuii (Ha npensinymeit Henene — 210): ABctpanus,
ABcTpusi, Azepbaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0oppa, AHrona, AH-
turya u bapOyna, Aurunes, Aprentuna, Apmenusi, Apyoa, Adranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuswus, borcBana, bocuus u I'epuerosnna, bonaiipe, bpasunus, bpynei, bpuranckne Bup-
THHCKHE OCTpoBa, byran, bypynau, bypkuna-®daco, Benukobpuranus, Benecysna, Benrpus,
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Buprunckue Octposa (CILIA), Beetnam, ['ana, ['antu, ['ambus, ["aitana, ['Bagenyma, ['BaTe-
Mana, I'Bunes, I'epmanus, ['ubpanrap, ['ongypac, ['onkonr, I'penus, ['py3us, I'yam, I'abon,
Hanus, xubytu, Jlomuaukanckas Pecnybnuka, Jlomunnka, JIPK Jlemokpatuueckas Pec-
nyonuka Bocrounsiii Tumop, Jlemokparuyeckas Pecniyonuka Can-Tome u [lpuncunu, Eru-
niet, 3amous, 3umbaose, U3pauns, Uunusa, Uunonesus, Mopnanus, Upak, Upan, Upnanaus,
Ucnanaus, Ucnanus, Uranus, Kabo-Bepne, Kazaxcran, Kalimanossr OctpoBa, Kamboxka,
Kawmepyn, Kanana, Karap, Kenus, Kunp, Kuraii, Kupubaru, Komymo6us, Kocoso, Kocra-
Puka, Kot-n'UByap, Ky6a, Kysetit, Keipreizcran, Kropacao, Jlaoc, Jlateus, JIubepus, JIusan,
Jluus, JInxtenmreiin, JIutea, Jlecoto (Koponerctso Jlecoto), JlrokcemOypr, Manarackap,
Maspukuii, Masputanus, Makao, Manasu, Manaiizus, Maneausel, Mansra, Manmu, Ma-
pokko, Maprturanka, MapmamioBel OcTpoBa, Maiiorra, Mekcuka, Mo3zamOuk, MoiaoBa,
Momnako, Monromnusi, Moutceppar, Mbsinma, Mukponesusi, Hamubus, Hunepnanasi, Hurep,
Hurepus, Henan, Hopeerus, HoBast 3enmannus, Hosas Kanenonusi, Hukaprya, Oman, OAD,
[Takucran, [lanectuna, [Tanama, Ilanay, Ilaparsaii, [Tanya-HoBas I'Bunes, Ilepy, Ilopryra-
nus, Ilonpmia, I[Tyapro-Puko, Peronwon, Pecnybnuka Konro, Pecnybnuka Celimensckue
OctpoBa, PecnyOnuka I'Bunes-bucay, Pecnonuka Banyty, Pymbiaus, Poccus, Pyanna,
CanbBanop, Cen-Mapten, Cunt-Mapten, Caynosckas Apasusi, CeBepHas Makenonus, Ce-
BepHble MapuaHckue octpoBa, Ceneran, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, Cio-
Bakusi, Cioenust, Cunranyp, Cupusi, CILIA, Cent-Kurc u HeBuc, Cent-Buncent u I'pena-
munbl, Cent-JIrocus, Cuar-Mapren, CoapyxectBo baramckux OctpoBoB, Comanu, Cyzan,
Taunann, TaliBans, Tanzanus, Tepkc u Kaiikoc, Toro, Tpununan u Tobaro, Tynuc, Typuus,
VYranna, Y30ekucrtan, Ykpauna, Ypyrsail, Ounnsauaus, Opannus, Opaniy3ckas ['Buana,
O®pannysckas [lonmunesus, Owmununel, Xopearusi, Yepnoropus, Yexus, Ynnm, Yan, [{AP,
HIBeuus, seitnapus, [lpu-Jlanka, DxBagop, dcToHus, IcBaTUHU, DPuUonus, IKBATOPH-
anwHas ['Bunes, FOAP, IOxnas Kopes, FOxubiii Cynan, SAnonus, SImaiika.

3a mpomemmme 4 Hepenu 57 (27,1%) cTpaH OOHOBMIM JaHHBIC O Pa3MEIICHHBIX
paHee reHOMHBIX TocieaoBaTenbHocTsIX Omicron B GISAID (3a npenpiaymue — 58 ctpan
(27,6 %).
Pacnpoctpanenue B mupe cyOBapuantoB Omicron CeKBEHUPOBAHHBIX M 3aTPYyKEHHBIX
B 0a3y nannbix GISAID npeacrasneno Ha pucyske 1.



Omicron sublineages

100% currently with r100%
> 5% global prevalence
90% -90%
80% XBB.1.9 (5.19%) - 80%
XBB.1 (6.91%)
70% -70%
XBB1.9.1 (8.88%)
60% -60%
50% - 50%
40% -40%
30% XBB.1.5 (58.41%) - 30%
20% - 20%
10% -10%
0% - I - 1 1 | | 1 1 —-0%
A is 1 2 ¥ - ¥ 0l 1 1l ¥ > ¥
(@'l ks \ﬂtﬁ’ ‘\14:51 0\101" Q.Ld?— 1oF G_\qp’-" ks qu? “101 “101 (%
e Iy W o 3 P oe® o g e 328 & et
XBB.1.S BF.714 BN BFAO N BA.21 N BAS.2
XBB.1.91 BQI1132  WEE BQ1.2 N BA.210 B BA.S21
BQ.1.1 s BQIA3 N BQ1.23 Il BA.2121 I BA5.2.20
XBB.1 B BQ11IS B BF.5 N BA.2.23 N BA5.2.48
CHAA  BQIAA3 . BAT N BA23 B BA5.2.6
CH113  mmm BF7 . ATl EEm BA29 B 5529 ﬂ‘:’?’:’;"f”j:y“"g’?“{'e";!?“
Q e Autnors from Qriginating
XBB.1.2 I BN.2 N BE.1 I BA.4 Il BASS and Submitting laboratories
XBB.1.4 BN BNA13 I BA111 I BA.41 Il BASA of sequence data on which the
XBF s BQ1 BN BA112 NN BAA4S6 N BE analysis is based,
DN B BQIAZ I BA11S Il BAS I Omicron sublineages < 1%
XBB.2 B BQ114 Il BA1172 Il BAS1 I Other lineages
CH.11 B BQ11S B BA2 —

Puc. 1 Pacnipoctpanenue cyoBapuantoB Omicron B mupe (1o cocrosiauio Ha 4.04.2023 r.)

JluHaMuKka pacrpocTpaneHus cyoBapuantoB Omicron B pernoHax 3a mocieanue 4 He-
JieNy mpejcTaBieHa Ha pucyHke 2. B ctpanax Adpuku, CeepHoit u FOxHolt AMmepuku re-
HeTHUYeCKUH QOoH npeacTasieH cyoBapuantom XBB.1.5 (ot 77,12 % mo 79,42 % ot Bcex ce-
KBEHUpPOBaHHBIX BapuantoB Omicron). B Espore mosns XBB.1.5 cpeau mupKyIupyOIIIMX
cyoBapuanToB coctaBmia 51,1 %. B cTpanax Asum qomuHupyet cyoBapuant XBB.1 (19,59
%).
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South America (+499 sequences)
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of sequence data on which the
analysis is based.

Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.
See https.//www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 2 Pacnpoctpanenue cyoBapuantoB Omicron B permoHax MUpa CEKBEHHPOBAHHBIC
3a 4 Henenu (C 7 mapra o 4 anpesst 2023 r.).

B cpaBHeHUU ¢ mpenpIayuMu 4 HEEIsIMU CPeId CEKBEHUPOBAHHBIX TEHOMOB KOPO-
HaBupycoB SARS-CoV-2 ormedeno yBenmueHue noiu cyoBapuantoB XBB.1.5, XBB.1.9.1 u
ymenbienue BQ.1.1 (Puc. 3).
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Pucynoxk 3 M3menenue gonu cyoBapranToB Omicron B perMOHax MUpa 3a epuobl ¢ 7 pes-
pasist mo 7 MapTta u ¢ 7 maprta no 4 anpens 2023 r.

ITo coctostnuro Ha 7 anpenst 2023 1. B 6a3y nanabix GISAID EpiCoV u3 98 crpan Obu10
nenonupoBano 141 100 mocnenoBarensHOCTEH, oTHOCsIHMXCs K XBB.1.5. 3a nocnennue 4
HeJIeJ HanOoJbIlee pacnpocTpaHeHue cyOBapuaHT nmonxyyun B bpaszunuu — 95%, Uexun —
89%, Yunu — 87%, CIIA — 84%, Kanane — 73%, FOAP — 75%, ABctpun — 68%, Ilonbiie —
64%, Ucnanun — 62%, IIBeiinapun — 61%, ®panuuu — 55%, Hunepnangax — 59%, Benu-
koOputanuu — 59%, Upnanauu — 58%, Uzpaunne — 50%.

B CIIIA, o nanubiM HarmoHanbHOM CHCTEMBI TEHOMHOTO HAA30pa, OITyOTMKOBAHHOM
Ha caiite CDC, na Henene ¢ 26 mapta no 1 ampens 2023 r. cpeau HUPKYIUPYIOIINX CyOBa-
puantoB Omicron gomuauposan cyoBapuant XBB.1.5 — 87,9 % (B cpaBHEeHUU C MpeabIay-
wieit Heeneit cHmkenue Ha 2,3%). B mrarax Hero-I[xepcu, Heio-Mopk, Teppurpopusx Bup-
TUHCKHX OCTpoBOB M [lyapTo-Puka pacnpoctpanenue XBB.1.5 coctaBuio — 91,3% (Ha mpo-
nutoit Henene 94,1 %); B mratax Konnektukyt, Maccauycerc, MaH, BepmonT, Pon-Aiiiens,
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Hero-I'ammmmp — 92,8 % (ua npouwtoit megene 94,5 %). Pacnpocrpanenne cyOBapuaHToB
BQ.1.1 u BQ.1 mpoxomkano CHUXKATBCSA, UX YACIBHBIA BEC B CTPYKTYpPE CEKBEHUPOBAHHBIX
mraMmmoB coctaBui 1,9 % u 0,3 % cootBeTcTBeHHO (Ha mpouuioi Heaene 2,5 % u 0,4 % co-
OTBETCTBEHHO).

[To manaemm ECDC, cpenn 7 crpan (ABctpusi, Xopsatus, [lanus, @panmnus, ['epma-
Hust, Upnanaus u Hugepnanapl) ¢ 40CTaTOUHBIM 00BEMOM CEKBEHUPOBAHUS MIJIM T€HOTHITH-
poBaHnus B iepuo ¢ 13 o 26 mapra 2023 . olieHOYHOE pacnpeeienue cyoBapuantoB Omi-
cron cocraBuiio st XBB.1.5 — 57,2 % (ua npeasiaymieit neaene 54,3 %), XBB — 15,9% (una
npeasiaymiei neaene 12,2 %), BA.2.75 — 14,1% (ua npeasiaymieit nenene 11,7 %), BQ.1 —
10,1% (ua mpenpiaymeit Heaene 11,6 %), BA.5 — 1,0% (ua npenpiaymeii Henene 1,9 %),
BA.2 — 0,3% (na npeasiaymeii Henene 0,6 %) u BA.4 — 0,1% (Ha npenpiayineld Hemene
0,3%).

W3 BapuanTtoB Omicron, naxozasmmuxcs moj HaomogenueM (VUM), B 6a3y gaHHBIX
GISAID 65110 3arpyxeno 369 665 reHOMHBIX MOCIIeI0BaTeNbHOCTEH cyOBapuanTa BQ.1 u3
141 ctpanbl. 3a nocneaHue 4 HelIETU pacpocTpaHEeHHOCTh cyoBapuanta BQ.1 cocraBuina B
[seitmapuu — 20%, [Topryramuu — 19%, Utanuum — 18%, CroBennu — 17%, TaiiBane — 17%,
Kananme — 16%, Isennu — 14 %, Uanone3un — 14%, I'epmanun — 13%, Ilonsme — 13%,
Anonwnn — 13%, Ounnsaaun —12%, HOxuoit Kopee — 11%, @panmuu — 11%.

138 732 TeHOMHBIE TOCIIENOBATEIBHOCTH cyOBapmanta BA.2.75 B 0a3ze maHHBIX
GISAID npencrasnensl u3 124 crpan. 3a nocnegnue 4 Heaenu HauboJbIee paclpocTpaHe-
Hue BA.2.75 momyunn B FOxHoit Kopee — 67%, Taunanne — 52%, Hosoii 3enanauu — 43%,
CnoBenun — 23%, Jlanuu — 22%, Ounnsaauu — 20%, SAnonun — 22 %, Asctpanuu — 17%.

B 6a3e nannpix GISAID nenonuposano 36 899 renomos cy6Bapuanta CH.1.1 u3 85
cTpaH. 3a nocnennue 4 Henenu pacrnpoctpaneHHocTh cyoBapuanta CH.1.1 cocraBuna B Ho-
Boi 3enanauu — 31%, Januu — 21%, Guansaaun — 19%, Benukoopurtanuu — 12%, I'epma-
Huu — 10%, Asctpanuu — 10%.

[To cocrosinuto Ha 7 anpens cyoBapuanT XBB.1.16 nenonuposan u3 4 crpan: CIIA,
Mekcuka, Unnm, ABcTpanusi.

JlaGopaTtopusimu 61 cTpanbl cekBeHupoBaHO 8 429 TeHOMHBIX MOCIIE0BATEILHOCTEH
XBB.1.9.1. Haubonsiiee pacnpoctpaHeHue cyoBapuanta otmedeHo B [lakucrane — 38 %,
Omane — 27%, Upane — 21%, Manaiizuu —20%.

B GISAID pa3memeno 9 363 reHoMHBIE TMOclefoBaTenbHOCTH cyOBapuanta XBF,
OOJIBIIIMHCTBO KOTOPBIX CEKBEHTPOBAHBI JJabopaTopusiMu ABctpayinu 1 HoBoii 3emanuu.

Wudopmariust 1o 00HOBICHHBIM JaHHBIM O ICIOHUPOBAHHBIX 'eHOMaX Bupyca SARS-
COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabmure 1.



Tabauna 1 — Koiu4yecTBO 1eNNOHMPOBAHHBIX TeHOMOB BapuaHToOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana

YupeikeHune, NPoBOUBIIEe CEKBEeHNPOBAHHE

B ToM uncie xo-
JNYECTBO I'eHO-

IIpoueHT rexo-
MOB, OTHOCHI-

KoanugecTtBo .
moB Omicron, ae- IIHUXCS K BapHu-
JAeMOHUPO- .
IMMOHUPOBAHHBIX aHTy Omicron
BAaHHBbIX I'€HO-
. 3a mocjaeaHue 4 (B.1.1.529). nemno-
moB Omicron HeaeJIn HUPOBAHHBIX 3a
(B.1.1.529) (11.03. - nocjaeauue 4 He-
07.04.2023 r.) JeJIu
Ascrpanus (crabmnuzanus 3a- | NSW Health Pathology — Institute of Clinical Pathol-
00J1eBaEMOCTH ) ogy and Medical Research; Westmead Hospital; Uni- 138739 1659 94,3
versity of Sydney
Asctpus (cumkenue 3abonesac- | Bergthaler laboratory, CeMM Research Center for
MOCTH) Molecular Medicine of the Austrian Academy of Sci- 184550 4488 100,0
ences
A3zepbaiimkan (cTaOumm3ars National Hematology and Transfusiology Center 20 0 0.0
3a0051€eBa€MOCTH) ’
AnbGanwus (crabmnusaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 758 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunusarnust 3a6ome- | National Reference Center for Viruses of Respiratory
: ; . 491 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackue UW Virology Lab
ocTpoBa (cTabunu3zanus 3aboJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. : : 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 52 0 0,0

West Indies




Amnrona (crabunuzanus 3a0071e-

KRISP, KZN Research Innovation and Sequencing

168 0,0
BacMOCTH) Platform
Amnpoppa (crabunusanus 3a60- | Instituto de Salud Carlos 111 393 0.0
JIEBAEMOCTH ) ’
Awntnrya u bapoyna (crabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 108 0,0
West Indies, St Augustine Campus
Aprentuna (crabuim3zanms 3a- | Instituto Nacional Enfermedades Infecciosas
6332 0,0
00J1eBaEMOCTH ) C.G.Malbran
Apwmenus (cradbunusarms 3a60- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunmsanus 3a6ose- | National Institute for Public Health and the Environ- 1030 0.0
BAaE€MOCTH) ment(RIVM) ’
Adranucran (crabunuzanus 3a- | Central Public Health Lab 8 0.0
00J1eBa€MOCTH) ’
Baramckue octpoBa (ctabunusa- | Laboratory of Respiratory Viruses and Measles, Os- 97 0.0
1151 3200JIeBACMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanemr (crabunuzanus 3a- | Child Health Research Foundation
2001 0,0
00J1€Ba€MOCTH)
bap6anoc (crabunu3zanms 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 171 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (crabmnusanus 3a60- | Communicable Disease Laboratory, Public Health Di- 6993 0.0
JICBa€MOCTH) rectorate ’
benapycs (crabunmu3anus 3a6o- | Laboratory for HIV and opportunistic infections diag-
JICBAEMOCTH ) nosis The Republican Research and Practical Center 120 0,0
for Epidemiology and Microbiology(RRPCEM)
Bbenus (crabunmsanus 3a0oseBa- | Texas Children's Microbiome Center 619 0.0

€MOCTH)




benbrus (crabunmusanus 3adose-

KU Leuven, Rega Institute, Clinical and Epidemiolog-

: ; 91897 508 98,8
BacMOCTH) ical Virology
benun (cTabunuzanus 3adosie- Institut fiir Virologie — Institute of Virology — Charite 513 0 0.0
BAaEMOCTH) ’
bepmyackue octpoBa (ctabuau- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3arust 3a00JIeBa€MOCTH ) Public Health England ’
Bonrapus (crabunmsanus 3a60- | National Center of Infectious and Parasitic Diseases 6768 0 0.0
JIEBAa€MOCTH ) ’
bonuBus (crabunusanus 3a60- | Laboratory of Respiratory Viruses and Measles, Os- 136 0 0.0
JICBAEMOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomoiip (ctabunuszanus 3a6oae- | National Institute for Public Health and the Environ-

1067 0 0,0

BAaE€MOCTH) ment(RIVM)
bocuus u I'epuierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory 216 3 100.0
Ju3arys 3a00J1€Ba€MOCTH) for Molecular Diagnostic and Research Laboratory ’
borcBana (crabunmsarnus 3a60- | Botswana Institute for Technology Research and Inno- 3344 0 0.0
JICBAEMOCTH ) vation ’
bpaswnus (cradbunusanus 3a6o0- | Instituto A(_Jlolfo Lutz, Interdiciplinary Procedures Cen- 102707 65 100.0
JIEBAEMOCTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3aboseBae- 44 0 0,0
MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BacMOCTH ) Infectious Diseases(National Virology Reference La- 5297 115 100,0

boratory)
Byran (ctabmmuzanus 3abonesa- | AFRIMS 57 0 0.0
€MOCTH) ’
bypkuna ®aco (crabmnusanust | Laboratoire bacteriologie virologie CHUSS 20 1 100.0
3a0051eBa€MOCTH) ’
Bypynau (ctabunuzanus 3a6o- MRC/UVRI & LSHTM Uganda Research Unit, Na- 93 0 0.0

JIEBAEMOCTH)

tional Institute of Public Health




BenukoOpuranus (crabununza-

COVID-19 Genomics UK (COG-UK) Consortium.

1Us1 3a00JIEBACMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 1431122 7384 100,0
nomics UK (COG-UK) consortium.
Benrpus (ctabmimsanus 3a60- | National Laboratory of Virology, Szentagothai Re-
411 0 0,0
JICBAEMOCTH) search Centre
Benecyaina (crabunu3arus 3a- Laboratorio de Virologia Molecular 699 1 100.0
00JIeBaeMOCTH )
Brernam (crabmmzanms 3a60- | National Influenza Center, National Institute of Hy-
. L 5589 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmuzanus 3a6one- | Centre de recherches médicales de Lamba- 5 0 0.0
BAaEMOCTH) réné(CERMEL) ’
lantu (crabunmsarms 3adose- Laboratoire National de Santé Publique — 381 0 0.0
BaEcMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnmzanus 3a6oe- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6wust (crabmnuzanus 3abome- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) ’
I'ana (crabunmsanus 3abonesae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infec- 2268 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banmenymna (crabumu3arus 3a- National Reference Center for Viruses of Respiratory
i ; . 609 2 100,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'Baremana (ctabunuszanus 3a- Asociacion de Salud Integral/Clinica Familiar Luis
‘ . 3064 2 100,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (crabunmsaius 3a6omne- | Centre de Recherche et de Formation en Infectiologie
., 467 1 100,0
BAEMOCTH) Guinée
I'Bunes-bucay (cradmnmusarnms MRCG at LSHTM, Genomics lab 20 0 0.0
3a0071€Ba€MOCTH) ’
I'epmanus (cHmxeHue 3adoie- Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
BaEMOCTH) gie. Institute of infectious medicine & hospital hy- 564193 2499 100,0

giene, CaSe—Group.

10




I'uGpanrap (crabmimzanus 3a-

Respiratory Virus Unit, National Infection Service,

00J1eBa€MOCTH ) Public Health England 122 0 0.0
Tonnypac (crabumusanms 3a60- | Genomics and Proteomics Departament, Gorgas Me-
) X . 48 0 0,0
JICBAEMOCTH ) morial Institute For Health Studies
I'onkonr (camkenue 3abonesae- | Hong Kong Department of Health 11509 14 100,0
MOCTH)
I'penus (crabunuzarus 3a6ome- | Greek Genome Center, Biomedical Research Founda- 16747 0 0.0
BAaE€MOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunusanus 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 2011 5 100.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabmnusanus 3adosieBa- | Centers for Disease Control and Preven—tion Division
. : : 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunusarus 3a6ose- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, A_albor_g Unlver_3|ty. _Department of Virus and 354387 1773 99.9
Microbiological Special Diagnostics, Statens Serum
Institut.
Jlomunuka (crabunumsanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckast PecriyOiinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arus 3a00eBaeMo- trol and Prevention, USA 1377 0 0,0
CTH)
JIP Konro (crabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 511 0 0,0
JIEBA€MOCTH) medical Research(INRB)
JAP Cent Tome u [Ipuncunu LNR-TB
(crabmm3arus 3a00eBacMo- 1 0 0,0
CTH)
Eruner (crabmmmzarus 3a6ome- | Main Chemical Laboratories Egypt Army 1137 0 0.0

BAEMOCTH)
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3am6wust (cTabunzanus 3aboe-

University of Zambia, School of Veterinary Medicine

1162 0 0,0
BAaEMOCTH)
3umba0Be (cradbunm3arus 3a60- | National Microbiology Reference Labora-
: o 316 0 0,0
JICBAEMOCTH ) tory(Quadram Institute Bioscience)
3(3)2?;;15 (cumxenue 3aboneBac- | Central Virology Laboratory, Israel Ministry of Health 113228 460 977
Wuaus (poct 3ab6oneBaemoctn) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR— 127398 928 96,9
Centre for Cellular and Molecular Biology
Wunonesus (crabunusanus 3a- | National Institute of Health Research and Develop- 35238 199 99,5
00JIeBaGMOCTH ) ment
Wopnanus (cradbunmsarnus 3a60- | Andersen lab at Scripps Research, CA, USA 998 0 0.0
JIEBAEMOCTH ) ’
Hpak (crabmnuzamus 3aboneBa- | Biology, College of Education Department of Virol-
€MOCTH) ogy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
HUpan (poct 3a001eBaeMOCTH) National Reference Laboratory for COVID-19, Pas-
: 2107 0 0,0
teur Institute of Iran
Wpnangus (cradbunusanus 3a60- | National Virus Reference Laboratory 56000 801 99,6
JIEBAEMOCTH)
Wcnanaus (crabumusarus 3a60- | Landspitali Department of Clinical Microbiology 10336 75 100,0
JIEBAEMOCTH)
Wcnanus (crabunusarms 3a60- | Hospital Universitario 12 de Octubre 105422 696 99 4
JIEBAEMOCTH)
Wranus (cradbunusamus 3a6ome- | Army Medical Center, Scientific Department, Virol- 81916 922 98.8
BaE€MOCTH) ogy Laboratory
Ka6o—Bepae (crabmimzanus 3a- | Institut Pasteur de Dakar
542 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (cradbunusanus 3a6o- | Reference laboratory for the control of viral infections 1088 0 0.0

JIEBAEMOCTH)

12




Kamboxa (crabuausanms 3a-

Virology Unit, Institut Pasteur du Cambodge

1801 0 0,0
00JIeBa€MOCTH )
Kamepyn (cradunusanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
y 699 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—émergentes)
Kanana (crabunmzanust 3a0ome- | Laboratoire de santé publique du Québec 971881 4474 100,0
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (crabunmsanus 3a6oneBa- | Biomedical Research Center(BRC), Qatar University /
. 1524 0 0,0
€MOCTH) Qatar Genome Project(QGP)
Kenus (cradbunuszamus 3a6ome- | KEMRI-Wellcome Trust Research Pro- 4899 0 0.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurp (crabum3zaius 3adosiea- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsaus 3a00s1e- Natlpnal Institute for Viral Disease Control and Pre- 19114 246 100,0
BaGMOCTH) vention
Konym6us (ctadbunmsarnus 3a60- | Instituto Nacional de Salud— Direccion de Investi-
., g 12775 0 0,0
JIEBAEMOCTH) gacion en Salud Publica
Komopckue octposa (cradbunu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1ust 3a00JIeBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzanus 3a6ome- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 807 0 00
BacMOCTH) gie ’
Kocra—Puxa (poct 3a0oneBae- Inciensa, Instituto Costarricense de Investigacion y
~ - 8188 15 100,0
MOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (crabunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fe- 939 0 0.0
00J1eBa€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky0a (cradbunusarus 3aboneBa- | Respiratory Infections Laboratory
520 0 0,0
€MOCTH)
Kygeiit (crabunu3zamus 3a6one- | Virology Unit, Department of Microbiology, Faculty
2. . 616 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreizcran (crabmnumzamus 3a- | SRC VB “Vector”, “Collection of microorganisms” 45 0 00

00J1€Ba€MOCTH)

Department
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Kropacao (crabunuzanus 3a60-

National Institute for Public Health and the Environ-

JICBAEMOCTH ) ment(RIVM) 1173 1 100,0
Jlaoc (crabunuzanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 546 0 0.0
€MOCTH) tal ’
JlatBus (crabunm3anus 3aboie- | Latvian Biomedical Research and Study Centre
13883 0 0,0
BAaEMOCTH)
Jlecoto (crabunmsanms 3a6ose- | National Institute for Communicable Diseases of the
: X 137 0 0,0
BAacMOCTH) National Health Laboratory Service
JIubepus (crabumuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunu3saius 3a6ome- | Laboratory of Molecular Biology and Cancer Immu- 603 0 0.0
BacMOCTH) nology, Lebanese University Public Health England ’
JluBwus (crabunuzanus 3adoe- Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jluta (crabunuzarus 3a6ome- | Vilnius University _H_ospltal Santaros Klinikos, Center 10918 84 100,0
BacMOCTH) of Laboratory Medicine
JIuXTeHITeHH (CTaOMIU3aIHs Bergthaler laboratory, CeMM Research Center for
3200J1eBAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1379 1 100,0
ences
JlrokceMOypr (cTaOumuzanms 3a- Laborat_mre national de santé, Microbiology, Microbial 34162 409 99.3
00JIeBaEMOCTH) Genomics Platform
Makxkao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabuimzanus 3a- CNR Virus des Infections Respiratoires — France SUD 6087 13 100,0
00J1€Ba€MOCTH)
Maspuranus (cradunusamus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorta (cradmnu3zanus 3a60- | National Reference Center for Viruses of Respiratory
: X . 362 0 0,0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris
Manaiizus (poct 3a0oneBaemo- | Institute for Medical Research, Infectious Disease Re-
CTH) search Centre, National Institutes of Health, Ministry 27852 88 97,8

of Health Malaysia
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Managu (ctabunusanus 3abose-

KRISP, KZN Research Innovation and Sequencing

235 0,0
BacMOCTH) Platform
Maunu (crabunusanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
: . ; i 142 0,0
€MOCTH) nomics and Microbial Evolution
MautbauBbl (cTaOMIH3AIHS 3a- Indira Gandhi Memorial Hospital
333 0,0
00JIeBa€MOCTH )
Maisra (cTabunusanus 3adose- | Molecular Diagnostics Pathology Department Mater
: : 163 0,0
BaEcMOCTH) Dei Hospital Malta
MapiramnoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 35 100.0
JM3alys 3a00J¢BaEMOCTH) of Health ’
Mapokko (crabunuzanus 3a060- | Laboratoire de Biotechnologie 1195 0.0
JIEBAaCMOCTH ) ’
Maprunuka (crabmnuzanus 3a- | CNR Virus des Infections Respiratoires — France SUD 1393 0.0
00JIeBaCMOCTH ) ’
Instituto de 15iagnostic y Referencia Epidemiologicos
Mekcuka (crabunusanus 3a60- | (INDRE) 40458 0,0
JIEBAaCMOCTH )
Mo3zaMOuK (cTabuau3arms 3a- KRISP, KZN Research Innovation and Sequencing
. 667 0,0
00J1eBaEMOCTH ) Platform, South Africa
MomnnaBus (crabunuzanms 3a00- | ONCOGENE LLC 651 00
JIEBAEMOCTH ) ’
Momnaxko (cTabunuzanus 3adoste- | National Reference Center for Viruses of Respiratory 16 0.0
BaeMOCTH) Infections, Institut Pasteur, Paris ’
Mouronus (crabunuzarus 3a60- | National Centre for Communication Disease (NCCD)
: 721 0,0
JICBAEMOCTH ) National Influenza Center
Montceppar (ctabunu3zanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH) Faculty of Medical Sciences, The University of the 12 0,0
West Indies
Mpbsiama (cTabumu3anus 3a00- DSMRC 71 00
JIEBAEMOCTH ) ’
HamuOus (ctadbunmsanus 3a60- | National Institute for Communicable Diseases of the 788 0.0

JIEBAEMOCTH)

National Health Laboratory Service
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Henan (ctabunusanus 3abose-

Molecular and Genomics Research Lab, Dhulikhel

BacMOCTH) Hospital, Kathmandu University Hospital School of 1162 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzanus 3aboite- National Reference Laboratory, Nigeria Centre for 79 0 0.0
BaEMOCTH) Disease Control ’
Hurepus (crabunuzaius 3a60- | African Centre of Excellence for Genomics of Infec- 3104 0 0.0
JIEBAEMOCTH) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnannae! (camxenue 3a60- | National Institute for Public Health and the Environ-
JICBAEMOCTH ) ment(RIVM) rerit 755 100.0
Hogas 3enannus (camxenue 3a- | Institute of Environmental Science and Research(ESR) 97223 133 100.0
00JIEBaCMOCTH ) ’
Hosas Kanenonus (crabuimsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 58 0 0.0
1St 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgerus (cradbunusarus 3a60- | Norwegian Institute of Public Health, Department of 39978 0 0.0
JICBAEMOCTH ) Virology ’
OAD (pocT 3a001€BacMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
nomics UK(COG-UK) Consortium ’
Owman (cradbmmusanus 3abomesa- | Oman—National Influenza Center 284 9 100.0
€MOCTH) ’
[Makucran (crabunusarus 3a6o- | Department of Virology, Public Health Laboratories
JICBAEMOCTH ) Division 2916 103 84.4
[Manay (crabumuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 66 0 0.0
BaE€MOCTH) siCaixa/IGTP) ’
[Manectuna (cradbunu3amus 3a- | Biochemistry and Molecular Biology Department— 44 0 0.0
00J1eBaEMOCTH ) Faculty of Medicine, Al-Quds University ’
[Tanama (crabunm3arus 3a6one- | Gorgas memorial Institute For Health Studies 2997 0 0.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (ctabunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3anust 3a00J1€BA€MOCTH) :
[Maparsaii (crabunu3zamus 3a00- | Laboratorio Central de Salud Publica de Paraguay 1599 0 0.0

JIEBAEMOCTH)
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[Tepy (poct 3a6011€Ba€MOCTH )

Laboratorio de Referencia Nacional de Biotecnologia

y Biologia Molecular. Instituto Nacional de SaludPeru 31700 0 0.0
ggf;?;a (cumxenue 3aboseBae- | genXone SA, Research & Development Laboratory 43723 824 99.8
[Mopryranus (crabunuzanus 3a- | Instituto Nacional de Saude(INSA) 91320 209 100,0
00JIeBa€MOCTH )
[Tyspto Puko (ctabunuzarms Centers for Disease Control and Prevention Division
. : : 14230 9 100,0
3a00JIEBACMOCTH ) of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anust 3a00JIeBaEMOCTH ) boratory (MDU-PHL) ’
Pecniy6nuka JlxubyTu (cradbu- | Naval Medical Research Center Biological Defense
. 506 0 0,0
Ju3aIys 3a00J1€Ba€MOCTH ) Research Di—rectorate
Pecny6nuka Kupubatu (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JM3a1ys 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (cradunmsa- | Institute of Tropical Medicine
190 0 0,0
115 3200J1IEBaEMOCTH)
Pecny6ninka Manmarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Oounmzanys 3a00J1€Ba€MOCTH) ’
Pecny6nuka Hukaparya (ctabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ’
Pecniy6nuka CansBanop (cradu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 382 0 0,0
JM3aIms 3a00J16Ba€MOCTH ) morial Institute For Health Studies
Pecny6nuka Yan (cTabunun3a- Pathogen Genomics Lab, National Institute for Bio-
. 8 0 0,0
11151 3a00JIEBAEMOCTH ) medical Research (INRB)
Peronbon (cradbmnmsarus 3a60- | CNR Virus des Infections Respiratoires — France SUD 9838 0 0.0
JIEBAEMOCTH) ’
Poccust (camxenue 3abonesae- | WHO National Influenza Centre Russian Federation.
MOCTH) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni- 41436 0 0,0

versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap-
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plied Microbiology & Biotechnology. Group of Ge-
netic Engeneering and Biotechnology, Federal Budget
Institution of Science ‘Central Research Institute of
Epidemiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabunmsanus 3abose-

GIGA Medical Genomics

197 0 0,0
BaEMOCTH)
Pymbinus (camxenue 3aboneBa- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. X : 10106 29 100,0

€MOCTH) tei Bals Molecular Diagnostics Laboratory
CaynoBckast ApaBusi (pocr 3a- Infectious Diseases, King Faisal Hospital Research

1076 0 0,0
00JIeBaCMOCTH ) Center
Cesepnas Makenonus (crabu- | Institute of Public Health of Republic of North Mace-
Ju3arys 3a00J16BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0 0,0

tics
CesepHble MapuaHCKHE OCT- Centers for Disease Control and Prevention Division
poBa (crabunusanus 3abosneBae- | of Viral Diseases, Pathogen Discovery 2086 0 0,0
MOCTH)
Ceitmensl (ctabmmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 618 0 0.0
JIEBAEMOCTH ) ’
Ceneran (crabumusanus 3a00- IRESSEF GENOMICS LAB 1572 0 0.0
JIEBAEMOCTH)
Cent—BuHcent u ['penaunsbl Carrington Lab, Department of PreClinical Sciences,
(crabuu3ariust 3a00eBacMO- Faculty of Medical Sciences, The University of the 86 0 0,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabumu- | Carrington Lab, Department of Preclinical Sciences,
3arust 3a00J1eBa€MOCTH ) Faculty of Medical Sciences, The University of the 18 0 0,0
West Indies

Cent-Jlrocus (cTabuu3arivs Carrington Lab, Department of PreClinical Sciences 153 0 0.0

3a00J1eBa€MOCTH)
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CepOus (cTabunuzanus 3adole-

Institute of microbiology and Immunology, Faculty of

BacMOCTH) Medicine, University of Belgrade 1685 0 0.0
Cunramnyp (poct 3a00ieBacMo- Natlor_1al Pul:_)llc Health Laboratory, National Centre for 913000 1168 100,0
CTH) Infectious Diseases
Cen-Maprtun (crabuinzarnus 3a- | Institut Pasteur 297 0 0.0
00JIeBa€MOCTH )
Cunr—Mapren (cradbunusanust | National Institute for Public Health and the Environ-
852 2 100,0
3200JIeBa€MOCTH) ment(RIVM)
Cupus (ctabunmsanus 3a6one- | CASE-2021-0266829 79 0 0.0
BAEMOCTH) ’
CrnoBakus (crabunusarus 3a60- | Faculty of Natural Sciences, Comenius University 26298 67 100,0
JIEBAEMOCTH )
CroBenus (cHIKeHHE 3a0071€- Instl'gu'_[e of M!crob_lology gnd _Immunology, Faculty of 34526 211 100,0
BAacMOCTH) Medicine, University of Ljubljana
ComomonoBHI ocTpoBa (crabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Comanu (crabunusanms 3abone- | National Public Health Lab- Mogadishu 2 0 0.0
BAEMOCTH) ’
Cynan (crabunusarus 3ab6ose- | National Institute for Communicable Diseases of the
: X 140 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (crabunuzarus 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
CIIA (poct 3a0051€Ba€MOCTH) Colorado Department of Public Health & Environ-
ment. Maine Health and Environmental Testing Labor-
atory. California Department of Public Health. UCSD 2335327 11978 9.7
EXCITE.
Creppa-Jleone (crabmmuzanust | Central Public Health Reference Laboratory 1 0 0.0
3a0051eBa€MOCTH) ’
Taunann (crabumsarus 3a60- | COVID-19 Network Investigations(CONI) Alliance 25628 19 100,0
JIEBAEMOCTH)
TaiiBanb (crabunu3zarms 3a60- | Microbial Genomics Core Lab, National Taiwan Uni- 9553 5 100,0

JIEBAEMOCTH)

versity Centers of Genomic and Precision Medicine
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Tanzanus (cradbuimsanus 3a00-

Jiaxing Center for Disease Control and Prevention

11 0 0,0
JIEBAEMOCTH )
Tepkc u Kaiikoc (ctadbunmusanus | Carrington Lab, Department of Preclinical Sciences,
3200J1€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemrru (crabunuzamms | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0
3a00JIeBa€MOCTH) boratory (MDU-PHL) ’
Toro (crabunmszanus 3aboneBae- | Unité Mixte Internationale TransVIHMI(UMI 233
MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 409 0 0,0
IRD(Institut de recherche pour le développement)
Tpununan u Tobaro (crabunu- | Carrington Lab, Department of PreClinical Sciences,
3a1us 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 2509 0 0,0
West Indies
Tynuc (crabunuzaius 3abone- | Laboratoire de linique linique — Institut Pasteur de Tu- 501 0 0.0
BaEcMOCTH) nis ’
Typuus (cradbunusarus 3a6oae- | Ministry of Health Turkey 21364 0 0.0
BAEMOCTH) ’
VYranpaa (crabunuzarus 3a6one- | MRC/UVRI & LSHTM Uganda Research Unit 608 0 0.0
BAEMOCTH) ’
VYkpauna (crabunmsanus 3a00- | Department of Respiratory and other Viral Infections
JICBAEMOCTH ) of L.V.Gromashevsky Institute of Epidemiology & In- 1840 26 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak™
V36ekuctan (ctabunuszanus 3a- | Center for Advanced Technologies 40 0 0.0
00J1eBa€MOCTH) ’
VYpyrsaii (crabunusanus 3a00- | Departamento Laboratorios de Salud Ptblica (DLSP) 215 0 0.0
JIEBAa€MOCTH ) Ministerio de Salud Publica :
deneparusnbie mraTel Mukpo- | Pohnpei State Hospital
He3uu (crabunm3arus 3aboeBa- 82 0 0,0
€MOCTH)
dunmunnunsl (poct 3ab6oseBae- | Philippine Genome Center 13697 0 0.0

MOCTH)
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OunIAHIUS (CTa0MIN3AINS 3a-

Dep6rtment of Virology, Faculty of Medicine, Univer-

. . 21151 265 100,0
00J1eBa€MOCTH ) sity of Helsinki
®pannus (camwkenne 3ad6oneBa- | CNR Virus des Infections Respiratoires — France SUD
emocTi) 344932 1986 99,9
dpanmysckas ['Buana (ctabunu- | National Reference Center for Viruses of Respiratory 1599 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
dpanmysckas [Toaunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arus 3a00716BaMOCTH ) Infections, Institut Pasteur, Paris ’
Xopsatus (crabunuzanus 3a6o- | Croatian Institute of Public Health 93027 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsanus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 32 0 0.0
MOCTH) medical Research(INRB) ’
Yepnoropus (crabunuzanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 455 1 100.0
00JIeBAaCMOCTH ) gie ’
Yexwus (poct 3aboneBaemoctr) | The National Institute of Public Health 32721 78 100,0
Yunu (cHmwkeHue 3aboaeBaemo- | Instituto de Salud Publica de Chile 24964 454 99.3
CTH) ’
[Iseiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,
00J1€Ba€MOCTH) ETH Ziirich. 53289 278 100,0
[Isenus (crabumusanus 3a6o- | The Public Health Agency of Sweden 99022 518 100.0
JIEBAEMOCTH ) ’
[Ipu-Jlanka (ctabunuzanus 3a- | Centre for Dengue Research and AICBU, Department 1150 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine ’
OkBajop (cHwkeHue 3a0oneBae- | Instituto Nacional de Investigacidnen Salud Publica,
MOCTH) INSPI 5290 4 100,0
OkBaropuanbHas ['Bunes (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Oounmzanus 3a00J1€Ba€MOCTH) ’
Dceatunn (cradbmnusarus 3a60- | Nhlangano Health Centre(National Institute for Com-
JIEBa€MOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0

Service)
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Octonus (crabunmsanus 3a60-

Laboratory of Communicable Diseases(Estonia); Eu-

JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH 6158 0 0.0

Do¢uonus (cradbunmzanus 3a60- | International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 103 0 0,0
nome Sequencing

FOAP (crabunuszanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 24903 104 98.1

E€MOCTH) Platform.

IOxnas Kopes (crabunmzanus | Division of Emerging Infectious Diseases, Bureau of

3a00JI€BAEMOCTH) Infectious Diseases Diagnosis Control, Korea Disease 100560 1425 99,8
Control and Prevention Agency

FOxueiii Cynan (ctabuwmmsanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabunu3zanus 3a6oae- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 2053 0 0,0
West Indies

Snonwus (crabunmsanus 3adone- | Pathogen Genomics Center, National Institute of Infec- 403748 1303 100,0

BAEMOCTH)

tious Diseases
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Iyoaukanun:

Arch Microbiol. 2023 Mar 31;205(4):154.

doi: 10.1007/s00203-023-03493-0.

Insertion and deletion mutations preserved in SARS-CoV-2 variants

HNHcepunoHHBbIE U Ae/IeIIMOHHbIE MYTAIIUM COXPaHWINCH B BapuaHTax SARS-CoV-2

Tetsuya Akaishi , Kei Fujiwara

[Mpodumu myranwmii BcraBku/aenennu (indel) BapuantoB SARS-CoV-2, Bxirouas Omicron, ocra-
I0TCS HESICHBIMU. ABTOPBI CPaBHWJIM TOCTEAOBATEILHOCTH BCErO T€HOMAa M3 Pa3HBIX JUHUN U HUC-
MOJIb30BAJIM COXPAHUBIIUECS BCTABKH, YTOOBI CJENIaTh BBHIBOJ O POJICTBEHHBIX CBS3AX MEXAY pas-
HbIMU JUHUsAMH. TpuHanuare indel marrepHoOB U3 ABEHAIATH CAMTOB OBLIIM 3aMEYEHBI B > 2 moce-
JOBATENBHOCTSIX; IIECTh U3 ATHX CAUTOB OBUTH PacmooKeHbl B N-KOHIIEBOM JOMEHE BUPYCHOTO IIIH-
noBuHOTO TeHa. CoxpanuBirecs indel B KOgUPyrOIUX 00J1acTSIX OBLITH TaKKE UICHTH(PUITUPOBAHBI
B reHax HecTpykTypHoro 6enka 3 (Nsp3), Nsp6 u nykieokancuaa. CeMb U3 TpUHAILIATH MATTEPHOB
indel ObuM cienruuHbl 1151 BapuaHToB Omicron, 4eThipe U3 KOTOPBIX HaOmoganuck B BA.1, uto
JIeNIajio ero Hanbosee MyTHPOBABIIUM BapHaHTOM. J[pyrue COXpaHUBIIAECS BCTAaBKH, HAOJFO1acMbIe
B BapuaHtax Omicron, Taxxe Habmonanuchk B Alpha w/mnn Gamma, Ho e B Delta, 4ro no3Bossier
MIPEANONIOKUTH, 4To Omicron ¢uioreHeTnuecku d6onee 01130k K Alpha. ABTOpBI TPOJEMOHCTPUPO-
BaJIU pa3nuHbie poduian coxpanuBimxcs indel cpenu BapuanToB u cyonuanii SARS-CoV-2, uto
CBUJIETEIILCTBYET 00 MX BAXKHOCTH B 3BOJIIOIUU BUPYCa

Mol Cell Proteomics. 2023 Mar 29;100537.

doi: 10.1016/j.mcpro.2023.100537. Online ahead of print.

SARS-CoV-2 variants show different host cell proteome profiles with delayed immune re-
sponse activation in Omicron-infected cells

Bapuantsl SARS-C0V-2 1eMOHCTPUPYIOT pa3Hble NPO(UIN MPOTEOMA KIETKU-X03SIUHA €
OTCPO4YE€HHOI aKTUBalMeil HMMYHHOI0 OTBETA B KJIeTKaX, HHGUUMPoOBaHHBIX Omicron.

Melinda Metzler, Rebecca George Tharyan, Kevin Klann u mp.

Hcnonb3ys NpoTeOMUKY LEIbHBIX KJIETOK, aBTOPBI ONPEEIHIN CUTHAJIBHBIE ITyTH X035MHA, KO-
TOPBIE TIO-Pa3HOMY MOJYJIUPYIOTCS NP 3apaKEHUU KIMHUYECKUMU M30JIsTaMu npeakoBoro SARS-
CoV-2 B.1 u VOC Delta u Omicron BA.1. X pe3ynbTaThl WILTIOCTPUPYIOT U3MEHEHUS B II100a1bHOM
nanamadTe mporeomMa Xo3srMHa MpH 3apakeHun BapuaHtamu SARS-CoV-2 u Bo3HHKaroliue B pe-
3y/lbTaT€ UMMYHHBIE OTBETHI X03sMHA. KpoMe TOro, KWHETMKa BUPYCHOTO MPOTEOMA MOKAa3bIBAET
CHI)KEHHE YPOBHS SKCIIPECCUU BUpYCHOTO Oenka Bo BpeMs nHpekunu Omicron BA.1 no cpaBHeHHIO
c mpenkoBbIMU BapuanTamu B.1 u Delta, uto cornacyercs ¢ ero CHUKEHHOM CKOPOCTHIO PEIUTHKAIUH.
Bonee Toro, MonekynsipHbIE aHAIHU3BI TOKA3BIBAIOT OTCPOUEHHYIO aKTUBAIHIO MTepe1aun crennduye-
CKUX MPOTHUBOBUPYCHBIX CUTHANIOB X03a1HA MpU HHPekuuax Omicron BA.1 u BA.2. Jlannoe ucce-
JOBaHKE MIPENICTABISET 0030p MPOdUIIS MpOTEeOMa X0O3sIHA JUISI HECKOIbKUX BapuanToB SARS-CoV-
2 ¥ O3BOJISET Jy4llle NOHATh MHULUALIMIO KJIIOUEBBIX MMMYHHBIX CUTHAJIBHBIX ITyTEH, BHI3bIBAIOILINX
mudepeHanpHy0 NaToreHHocTh BapuanToB SARS-CoV-2.
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Nat Commun. 2023 Mar 31;14(1):1793.

doi: 10.1038/s41467-023-37468-y.

Within-host genetic diversity of SARS-CoV-2 lineages in unvaccinated and vaccinated indi-
viduals

I'eneTnueckoe pasnooopasue Junuii SARS-COV-2 BHYTpH X035iHHA Y HEBAKIMHHPOBAH-
HBIX M BAKIMHUPOBAHHBIX JIMI

Haogao Gu , Ahmed Abdul Quadeer, Pavithra Krishnan u mp.

®dakTOpsl BUpPYyca U X035MHA MOT'YT BIHATH Ha 3BomoInio SARS-CoV-2. OxHako Mano 4To u3-
BECTHO O MYTallUAX, CIEUU(DUUHBIX JIJIsl TUMHUU U BaKIIUHAIIUU, KOTOPBIE MTPOUCXOJIAT Y OTACIBbHBIX
moJeil. ABTOPBI TPOAHAIU3UPOBAIN JaHHbIE TTTyOOKOro cekBeHHupoBaHus 2820 peciupaTopHbIX 00-
pasnoB SARS-CoV-2 ¢ pa3au4HbIMH BHPYCHBIMHU JIMHUSAMH, 9TOOBI OMUCATh 3aKOHOMEPHOCTH Pa3-
HOOOpa3usi BHYTPH XO3SIMHA B PA3IUYHBIX YCIOBHUSIX, BKIIOYAs MH(EKIIUU C MPOPHIBOM BAKIIMHEI.
beuto 0OHapykeHO, YTO y HEBAaKIIMHUPOBAHHBIX JIFOJCH BapUAHTBHI U3 PECIUPATOPHBIX 00pa3IioB
VOC Alpha, Delta u Omicron umeroT Oosiee BBICOKOE pa3HOOOpa3ue BHYTPU XO3SIMHA U IIPOXOJIAT
HEHTpaANBHBIN WK OYHINAIONINN OTOOP Ha yPOBHE MOJTHOTO reHoMa 1o cpaBHeHuto ¢ He-VOC SARS-
CoV-2. IIpopbiBHBbIC HH(EKIUH Y JIMII, BAKIIMHUPOBaHHBIX 2 min 3 qo3amu Comirnaty u CoronaVac,
HE TOBBINIATN YPOBHU HECHHOHHMMHYHBIX MYTallMii U HE MEHSUIM HalpaBJeHHE JaBJICHUS OTOOpa.
NunynupoBaHHBIC BAKIIMHON OTBETHI AHTUTEI WIH T-KJIETOK, TIO-BHIUMOMY, HE OKa3aJIi CYIIeCTBECH-
HOTO BIUSIHUA Ha quBepcuduKanuio nocienoBatesbHocTd SARS-COV-2 BHyTpH X03siMHa. DTH pe-
3yJbTAaThl TTOKA3BIBAIOT, YTO BAKIMHAIIMS HE YBEIUYHMBACT BapHaOEIbHOCTh OCITKOBBIX IMOCIICIOBA-
tenpHOCTEN SARS-COV-2 1 MoXkeT He crtocoOOCTBOBAThH MOSIBIEHHIO HOBBIX BApUAHTOB BUpYCA.

Cell Rep Med. 2023 Mar 21;100991.

doi: 10.1016/j.xcrm.2023.100991. Online ahead of print.

An updated atlas of antibody evasion by SARS-CoV-2 Omicron sub-variants including
BQ.1.1 and XBB

OOHOBJICHHBIH aTJIac YKJIOHEHHsI OT aHTHTeJ moaBapuantamm SARS-CoV-2 Omicron,
Bruovas BQ.1.1 u XBB.

Qingwen He , Lili Wu , Zepeng Xu wu np.

[TostBstrorecs moaBapuanThl OMUKpPOHA BBI3BIBAIOT TJIO0ATEHYIO 03a004YCHHOCTD, U HX YKJIO-
HEHUE OT UMMYHHUTETA CJICJIYeT TIOCTOSTHHO KOHTPOJIMPOBaTh. PaHee aBTOPBI OLICHUIIN YCKOJIb3aHUE
Omicron BA.1,BA.1.1, BA.2 u BA.3 ot 50 MOHOKJIOHAJIbHBIX aHTHTEN (MAT), OXBAaThIBAIOLIUX CEMb
KJIaCCOB IMTOINOB perentopeBssbiBatomniero gomena (RBD) SARS-CoV-2. B manHoii pabote oHM
0OHOBMIIM HAOOp 110 77 MAT NPOTHB NOABIISAIOIIUXCS OABApHAaHTOB, BKiItoyast BQ.1.1 u XBB, u 06-
Hapyxwuy, 9to BA.4/5, BQ.1.1 u XBB nemoHcTpupyIOT nansHeiiniee ykioneHnue. Kpome toro, usy-
YCHHME B3aMMOCBSI3U CBSA3BIBAHUS U HeWTpaym3anuv MAT BBISBHIIO BOKHYIO POJIb aHTUTCHHON KOH-
dopmaru B pyHkiuonupoBanuu MAT. boiiee Toro, cinoxubie cTpykTypbl BA.2 RBD/BD-604/S304
u BA.4/5 RBD/BD-604/S304/S309 n0moHUTEIBHO OOBICHSIOT MOJIEKYJIIPHBIA MEXaHU3M YKJIOHE-
HUS OT aHTUTEI ATUMHU noABapuanTamMu. CocpeloTOYMB BHUMaHUE Ha UIEHTU(UIIMPOBAHHBIX MAT C
LIMPOKUM CIEKTPOM AEHCTBUS, OHU OOHAPYXUIIM 001mid anuton Ha RBD, KOTOPBIN MOXKET CITyKUTh
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OPUEHTHUPOM JIsi pa3pabOTKM BAaKIHWH M HOBBIX KOHTPMEpP HIMPOKOTO CHEKTpa JAEHCTBHSA MPOTUB

COVID-19.

PLoS Pathog. 2023 Apr 5;19(4):e1011206.

doi: 10.1371/journal.ppat.1011206. Online ahead of print.

Cryo-EM structures and binding of mouse and human ACE2 to SARS-CoV-2 variants of
concern indicate that mutations enabling immune escape could expand host range

Kpuo-OM-cTpyKTYpbl U CBSI3bIBAHME MBIIIUHOTO M YegoBedyeckoro ACE2 ¢ BbI3bIBaloO-
UMHU 00ecnokoeHHOCTH BapuanTamu SARS-C0oV-2 yka3bIBalOT Ha TO, YTO MyTalllH, odecre-
YHMBAIOIIHE YCKOJIb3aHUE OT MMMYHHOI'0 OTBETa, MOTYT PACHIUPUTH KPYT X0311€B.

Dongchun Ni, Priscilla Turelli, Bertrand Beckert u map.

UccnenoBanue noteHuanbHbix Hocuteneir SARS-CoV-2 umeer pemraroniee 3Ha4eHue A 0-
HUMaHHs OYIYyIINX PUCKOB ero pacrpoctpanenus. Coobmaercs, uro SARS-CoV-2 nepenaercs ot
JOJIeN K pa3iNyYHbIM >KMBOTHBIM IOCJIE€ OTHOCUTENIBHO HEOOIBIIOro KojaudecTBa mytanui. Cyiie-
CTBYET 3HAYUTENbHBIA MHTEPEC K ONHCAHUIO TOTO, KaK BUPYC B3aUMOJCHCTBYET C MBIIIAMH, TO-
CKOJIBKY OHM XOPOUIO a/IallTUPOBAHbI K Cpejie OOMTaHUS YeIOBEKa, IIMPOKO UCIOJIb3YIOTCS B Kaye-
CTBE MoJIeJIel HHPEKIIUU U MOTYT OBbITh 3apakeHbl. JJaHHbIE O CTPYKTYpPE U CBS3bIBAHUHU MBIITUHOTO
pettenitopa ACE2 ¢ mmmnoBuIHEIM O€JIKOM HEJaBHO BBISBIICHHBIX BapuaHToB SARS-CoV-2 Heobxo-
JTUMBI TSI JTYYIIETO MOHUMAHUS BIUSHUS MyTallli Jis1 YKJIIOHEHHS OT HUMMYHHOTO OTBETa, MPUCYT-
ctByrommx B VOC. B npenpiaymmx uccieoBaHusX OblUTH pa3padoTaHbl aIalTHPOBAHHBIE K MBIIIIAM
BApUAHTHI U UJICHTUPUITUPOBAHBI OCTATKH, KPUTUUECKHUE JIJISi CBA3BIBAHUS C T€TEPOJIOTUIHBIMU pe-
nentopamu ACE2. B nannoii pabote aBTOpbl cooO1atoT o Kpuo-OM-ctpykrypax MpimnHoro ACE2,
CBSI3aHHOT'O C TPUMEPHBIMH dKToloMeHamMu Spike deTsipex pazmuunbix VOC: Beta, Omicron BA.1,
Omicron BA.2.12.1 u Omicron BA.4/5. Ouu npeactapistoT coOoil camble cTapble U caMble HOBBIE
BApUAHTHI, KOTOpPbIE, KaK U3BECTHO, CBS3bIBalOT MbIUHBINA penentop ACE2. [lonyyeHHbIe CTpYK-
TYpPHBIE JJaHHBIE C BHICOKUM pa3pelleHueM, JOMOJHEHHbBIE aHAIM3aMU CBS3bIBAHUSI OMOCIOWHON HH-
teppepomerpun (BLI), moka3piBatoT noTpeOHOCTh B KOMOMHAIIMU MyTauuii B 6eske Spike, koTopsie
obecrneynBaioT cBsa3biBanue ¢ perentopom ACE2 mbrmu.
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