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Pacnpocrpanenue BapuaHToB BHpyca SARS-COV-2, BbI3bIBAONIUX HHTEpeEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcsi moa Hadmoaenuem (VUM), Ha ocHoBe
KOJINYeCTBA UX TI'€HOMOB, JIeMMOHMPOBAHHBIX B 0a3y naHHbIXx GISAID 3a memearo ¢
25.03.2023 r. mo 31.03.2023 r.
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B 0030pe npencrasieHa nHGOpMAIKS IO [UPKYIUPYIONIMM B HACTOSIIEE BpEMs Ba-
puantam Bupyca SARS-COV-2 BepiBaromux uHTepec (VOI) n cydBapuanToB Omicron,
Haxonsmuxcs noj Hadmoaennem (VUM), reHOMHBIE OCTEI0BATEILHOCTH KOTOPBIX pa3Me-
IEHBI B MexXayHapoaHou 6a3e manHbix GISAID 3a nenemnto ¢ 25 mo 31 mapra 2023 1.

Ha ceromusmuuii neds B 6aze qanabix GISAID Bcero mpeactasiaeno 15 330 136 re-
HOMOB Bupyca SARS-COV-2. B mupe ctpanamu — JuiepamMy 1o KOJIHMUYECTBY ACTIOHUPOBaH-
HBIX TEHOMHBIX TociiefoBaTenbHocTel Bupyca SARS-CoV-2 ocratorcs CILA — (4 728 334
reaomoB — 30,8% ot Bcex pasmenieHHbix B GISAID) u Benuko6puranus (3 054 276 — 19,9
%).

BO3 ckoppekTrpoBaia CBOIO CUCTEMY OTCIIEKUBAaHUS BAPUAHTOB U padouue onpese-
nenust BapuantoB SARS-CoV-2. C 15 mapra 2023 r. BO3 knaccudunupyer ansda, 6erta,
ramma, JiejbTa, a Takke JuHuo Omicron (B.1.1.529) kak panee nupkynuposasime VOC, k
VOI otnecen cyoBapuant XBB.1.5. B rpynmy VUM Britouensl renetndeckue nuauu BQ.1,
BA.2.75, CH.1.1, XBB, XBB.1.16, XBB.1.9.1, XBF. Kpome Toro, B nanpaeimem BO3 0y-
neT npucBauBath rpedeckue 0yksnl Tosibko VOC. VOI 6ynyt 0603HauaThes ¢ UCIONIb30Ba-
HUEM YCTAaHOBJICHHBIX CHCTEM HAyYHOW HOMEHKIATYphI, Takux Kak Nextstrain u Pango
(manmpumep, XBB.1.5/23A). V3meneHus ObLIM BHECEHBI IJIs TOTO, YTOOBI JTyUllle UACHTUDU-
IIUPOBATh JOMOJHUTEIbHBIC WM HOBBIC YIPO3bl IOMUMO T€X, KOTOPHIE TPECTABISIOT IIHUP-
KyIupyromue cyoBapuantsl Omicron.

HMupkynsauus Bupyca SARS-COV-2 renoBapuanta Omicron 3apeructpuponana B 218
crpanax (mo ganabiM CMU Ha 31.03.2023 1.).

Bceero B 6a3y nanusix GISAID nenonupoano 7 883 530 renomoB Bapuanta Omicron.
3a aHanMM3WpyeMyro HeIelro a0y mpenactaBieHHbx Omicron coctaBmia 99,8 % ot Bcex
MPEICTaBICHHBIX 3a TEKYIIYI0 HEJelo reHoBapruanToB Bupyca SARS-COV-2 (3a mpenpiny-
uryto megeno — 99,6 %).

Poccuiickumu naboparopusimu pasmenieHo 67 323 reHoma, B TOM 4YKclie BapuaHTa
Omicron — 41 436 reHOMOB.



Ha ceromusimauit nens B 6aze manabix GISAID 3adukcupoBaHo AETOHUPOBAHKE Ba-
puanTa Omicron u3 210 ctpan u Tepputopuii (Ha npensiaymieit Hexene — 210): ABcrpanws,
ABcTpusi, AzepOaiimkan, Anbanus, Amkup, Amepukanckoe Camoa, AHI0ppa, AHrona, AH-
turya u bapOyzna, Aurunes, Apreatuna, Apmenus, Apyoa, A¢ranucran, banrnagem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBus, borcBana, bocuus u ['epueroBuna, bonaiipe, bpasunus, bpynei, bpuranckue Bup-
TUHCKHUE ocTpoBa, byraH, Bypynnu, bypkuna-®aco, Benukobpuranus, Benecysna, Benrpus,
Buprunckue OctpoBa (CILIA), Beetnam, 'ana, 'autn, 'am6us, ["aitana, ['Bagenyna, ['BaTe-
mana, ['sunes, I'epmanuns, ['mbpantap, ['onaypac, I'onkonr, I'perus, I'py3us, ['yam, ['aboH,
Hanus, xubytu, Jomunukanckas Pecnybnuka, Jlomunnka, JIPK Jlemokpatuueckas Pec-
nyonuka Bocrounsiit Tumop, Jlemokparuyeckas Pecniyonuka Can-Tome u [Ipuncunu, Eru-
niet, 3amous, 3umo6aose, U3pauns, Uunusa, Uunonesus, Mopnanus, Upak, Upan, Upnanaus,
Ucnannus, Ucnanus, Uranus, Kabo-Bepne, Kazaxcran, Kalimanossl OctpoBa, Kamboxka,
Kamepyn, Kanama, Karap, Kenus, Kunp, Kuraii, Kupubaru, Konymous, Kocoro, Kocra-
Puka, Kot-n'UByap, Ky6a, Kysetit, Keipreizcran, Kropacao, Jlaoc, Jlateus, JIubepus, JIupan,
Jluus, JInxtenmreiin, JIutea, Jlecoro (Koponerctso Jlecoto), JIrokcemOypr, Mamarackap,
Magpuxkuii, MaBputanusi, Makao, Manasu, Manaisusa, Manpaussl, Manbra, Manu, Ma-
pokko, Maprtunuka, Mapmannosl OctpoBa, Maiiorta, Mekcuka, Mo3am6uk, Moiosa,
Momnako, Monromausi, Moatceppar, Mpsiama, Mukponesusi, Hamu6us, Hunepnanasl, Hurep,
Hurepus, Henan, Hopeerus, HoBast 3enmanaus, Hosasa Kanenonusi, Hukaprya, Oman, OAD,
[Takucran, Ilanectuna, [lanama, Ilanay, [Taparsaii, [lanya-HoBas ['Bunes, Ilepy, IlopTyra-
nus, Tlompma, ITyapro-Puko, Peronbon, Pecnybnmuka Konro, PecryOnmmka Celimensckue
OctpoBa, PecnyOnuka I'Bunes-bucay, Pecn6nuka Banyty, Pymbinus, Poccus, Pyanna,
CanbBanop, Cen-Mapten, Cunt-Mapten, Caynosckas Apasusi, CeBepHas Makenonus, Ce-
BepHble Mapuanckue octpoBa, Cenerai, Coro3 Komopckux OctpoBoB, Ceeppa-Jleone, Cio-
Bakusi, Cnoenus, Cunranyp, Cupus, CILIA, Cenr-Kurc u HeBuc, Cent-Buncent u I'pena-
nunbl, Cent-JIrocus, Cunr-Mapten, ConpyxectBo baramckux OctpoBoB, Comanu, CynaH,
Taunann, TaliBans, Tanzanus, Tepke u Kaiikoc, Toro, Tpununan u To6aro, Tynuc, Typuus,
VYranga, Y30ekucran, YkpauHa, Ypyrsaid, @uunsuaus, Opannus, Opaniry3ckas ['Buana,
Opannysckas [lomunaesns, Owmununel, Xopearus, Yepnoropus, Yexus, Uunu, Yan, L{AP,
[Berus, [seiinapus, [pu-Jlanka, DxBanop, IcToHus, IcBatuHU, dPuonusi, IKBaTOPH-
anpHas ['Bunes, FOAP, IOxnas Kopes, FOxubiii Cynan, SAnonus, Smaiika.

3a npomenmue 4 Heaenu 58 (27,6 %) crpan (3a npeapiayire — 56 ctpan (26,7 %)
OOHOBHJIM JaHHBIC O PA3MEIICHHBIX paHee 'EHOMHBIX MMOCJIEA0BAaTEIbHOCTIX Omicron B
GISAID.
PacmpoctpaHeHne B MUpe MOUTHHKUN BapuaHnToB Omicron CEKBCHUPOBAHHBIX U 3arpy-
eHHbIX B 0a3y ganHbix GISAID mpencrasnena Ha pucynke 1.
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Puc. 1 Pacnpocrpanenue cyoBapuanto Omicron B mupe (1o coctrosinuto Ha 28.03.2023 1.)

JluHamuKka pacrnpocTpaHeHus cyoBapuanToB OMICron B permoHax 3a mnocjieaHue 4 He-
nenu npeacrasineHa Ha Puc. 2. B ctpanax A¢dpuku, CeBepHoit u KOxxHONM AMEpHUKH TeHETH-
yeckuit (hoH npencrasiusier cyoBapuant XBB.1.5 (ot 72,34 % no 81,74 % ot Bcex cekBeHH-
poBaHHBIX BapuantoB Omicron). B ctpanax Asum u OKeaHUU JOMUHHPYIOT CyOBapHaHThHI
Omicron, Haxoasimuecs moj HabmonenueM (40,4% u 56,6% coorBercTBeHHO). B EBpone
nons mupkymupyomux VOI (XBB.1.5) cocrasisier 48,3 %, VUM — 45,3 %.
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Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here. of sequence data on which the
analysis is based.

See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 2 Pacnipoctpanenue cyOBapuanToB Omicron B pernoHax MUpa CEKBEHHPOBAaHHBIE

3a 4 Henenu (€ 28.02.2023 r. mo 28.2023 1.).

B cpaBHenuu ¢ npenpiaynumMu 4 HeEIsIMU CPEd CEKBEHUPOBAHHBIX TEHOMOB KOPO-
HaBupycoB SARS-CoV-2 ormeueno yBenudeHnue nonu cyoBapuantoB XBB.1.5, XBB.I,

XBB.1.9, XBB.1.9.1 (Puc. 3).
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Pucynoxk 3 U3menenue momu cyoBapuanToB Omicron B perHoHax Mupa 3a nepuos! ¢ 31 sH-
Bapst 1o 28 ¢eBpans u ¢ 28 despans mo 28 mapra 2023 1.

I[To cocrostnuto Ha 31 mapra 2023 r. B 6a3y nanusix GISAID EpiCoV 6b110 AenoHupo-
Bano 141159 nmocnenoBarensHOCTEH, oTHOCsAmMXCsT K XBB.1.5. 3a nmocnennue 4 Henenu
HanboubIee pacnpoctpanenune cyoBapuant momyuni B CILIA — 85%, Yunu — 69%, Kanazne
—68%, ABctpun — 62%, ®pannuu — 62%, Hunepnannax — 58%, [Monbme — 57%, Upnananu
— 54%, Benukobputanuu — 52%, Uzpaunne — 51%.

B CHJA no nanasiM HanioHanbHOM CUCTEMBI TEHOMHOTO HaJ130pa, OMMYOIMKOBAaHHOM
Ha caiite CDC, na Henene ¢ 19 mo 25 mapta 2023 . cpey IUPKYITUPYIONUX CyOBapUAHTOB
Omicron momurnpyer XBB.1.5 (90,2 %). B mrratax Heto-/Ixepcu, Heto-Hopk, Teppurpo-
pusix Buprunckux octpoBos u [lyspTo-Puka pacnpocrpanenne XBB.1.5 coctaBuiio — 94,1%
(ua mpornwtoit Heaene 95,3 %); B mratax Konnektukyr, Maccauycerc, MaH, Bepmonr, Pos-
Aitnenn, Hero-I'dmmmup — 94,5 % (na nponwtoit Henene 95 %). Pacnipoctpanenue cyoBapu-
antoB BQ.1.1 u BQ.1 nponomxkano CHIXXaThCs, UX yJIETbHBINA BEC B CTPYKTYpE CEKBEHUPO-
BaHHBIX MITaMMOB cocTaBmi 2,5 % u 0,4 % cooTBeTcTBeHHO (Ha mponuioi Henene 3,5 % u
0,7 % COOTBETCTBEHHO).

ITo nanasiM ECDC, cpenn 10 crpan (ABctpus, Xopsatus, Jlanus, @pannus, ['epma-
uust, Upnanaus, Utanus, Jlateus, Hunepnanas! u [IBerus) ¢ 10CTaTOYHBIM 00EMOM CEKBE-
HUPOBAHUS WM TEHOTUTIMPOBaHUsA B iepuos ¢ 6 mo 19 mapta 2023 r. orieHoOYHOE pacrpee-
nenue cyoBapuantoB Omicron cocrasuio s XBB.1.5 — 54,3 %, XBB — 12,2 %, BA.2.75 —
11,7 %, BQ.1-11,6 %, BA5-1,9 %, BA.2-0,6 % u BA.4 - 0,3%.



W3 BapuantoB Omicron, naxoasmuxcs noa Haomoaeauem (VUM), B 6a3y naHHBIX
GISAID 65110 3arpyxeno 358 749 reHOMHBIX MOCIIEIOBAaTENbHOCTEH cyOBapuanTa BQ.1 u3
138 cTpan. 3a mociennue 4 Hemeau pacmpocTpaHEeHHOCTh cyoBapuanTa BQ.1 coctaBuna B
[Mopryramuu — 36%, Urtamuu — 29%, Kanane — 25%, Ucnanun — 23%, IlBeimapun — 21%,
HIBernu — 19 %, Ounnsaaun —16%, [Honpme — 16%, Anonnn — 14%, @pannun — 13%,
OxHoi#t Kopee — 12%.

['enomHBIE OcTenoBaTenbHOCTH cyOBapuanTa BA.2.75 B 0a3ze nanubix GISAID npen-
ctaBlieHbl 3 123 crpaH. 3a mocienHue 4 Heneau HauOoublnee pacnpocTpaneHue BA.2.75
nonyuni B Taunannae — 81%, KOxnoit Kopee — 52%, Hanuu — 26%, Actpanuu — 24%, Sno-
uuu — 20 %, Benmukoopuranuu — 18%, Ounnsanun — 18%.

B 6a3e nannsix GISAID nenonupoBano 32 281 renom cyoBapuanta CH.1.1 u3 80
cTpaH. 3a nmocneaHue 4 Heaenu pacnpocTpaHeHHOCTh cyoBapuanta CH.1.1 cocraBuna B [la-
Huu — 24%, Benukoopurtanuu — 18%, Ournsanun — 18%, [opryrammm — 14%, ABctpannu
— 14%, Hunepnangax — 13%, IlIsenuu — 11%, Ucnanuu — 11%, bensruu — 10%, I'epmanun
— 7%, Taumaune — 7%.

HaubGonpmiee pacnpoctpanenue cyoBapuanta XBB ormedeno B baxpeitne — 41,1%,
I'sunee — 38,5%, Auturya u bapoyna — 30,0%, bap6anoce — 22,4%, Uaauu — 17,3%.

[To coctostnuto Ha 31 mapra cyoBapuant XBB.1.16 nenonuposan u3 4 crpan: CIIA,
Mekcuke, Ynnm, ABcTpasinu.

JlaGoparopusimu 52 cTpaH CEKBEHHPOBAHO 4 619 reHOMHBIX MOCJIEA0BATEIHLHOCTEH
XBB.1.9.1. Hau6onsuiee pacnpoctpanenue cyoBapuanta ormeueHo B [lakucrane — 50 %.

B GISAID pa3zmemnieno 8 966 reHoMHBIX TocienoBaTenbHOCTEN cyOBapuanta XBF.
PacnpocTpanennocTts cyOBapuanta B ABcTpanuu coctaBmwia 12,6%, B HoBoit 3emanaun —
5,7%.

HNudopmanust mo 0OHOBIEHHBIM JAaHHBIM O JICTIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6aze GISAID nana B Tabmure 1.



Tabauna 1 — Koiu4yecTBO 1eNNOHMPOBAHHBIX TeHOMOB BapuaHToOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana

YupeikeHune, NPoBOUBIIEe CEKBEeHNPOBAHHE

B ToM uncie xo-
JNYECTBO I'eHO-

IIpoueHT rexo-
MOB, OTHOCHI-

KoanugecTtBo .
moB Omicron, ae- IIHUXCS K BapHu-
JeIMOHUPO- .
IMMOHUPOBAHHBIX aHTy Omicron
BAaHHBbIX I'€HO-
. 3a mocjaeaHue 4 (B.1.1.529). nemno-
moB Omicron HeaeJIn HUPOBAHHBIX 3a
(B.1.1.529) (04.03. - nocjaeauue 4 He-
31.03.2023 r.) neJIn
Ascrpanus (crabmnuzanus 3a- | NSW Health Pathology — Institute of Clinical Pathol-
00J1eBaEMOCTH ) ogy and Medical Research; Westmead Hospital; Uni- 137702 1486 96,1
versity of Sydney
Asctpus (crabunmsanus 3a60- | Bergthaler laboratory, CeMM Research Center for
JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 181915 4854 100,0
ences
A3zepbaiimkan (cTaOumm3ars National Hematology and Transfusiology Center 20 0 0.0
3a0051€eBa€MOCTH) ’
AnbGanwus (crabmnusaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 758 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunusarnust 3a6ome- | National Reference Center for Viruses of Respiratory
: ; . 491 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackue UW Virology Lab
ocTpoBa (cTabunu3zanus 3aboJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. : : 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 52 0 0,0

West Indies




Amnrona (crabunuzanus 3a0071e-

KRISP, KZN Research Innovation and Sequencing

168 0,0
BacMOCTH) Platform
Amnpoppa (crabunusanus 3a60- | Instituto de Salud Carlos 111 393 0.0
JIEBAEMOCTH ) ’
Awntnrya u bapoyna (crabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 108 0,0
West Indies, St Augustine Campus
Aprentuna (crabuim3zanms 3a- | Instituto Nacional Enfermedades Infecciosas
6332 0,0
00J1eBaEMOCTH ) C.G.Malbran
Apwmenus (cradbunusarms 3a60- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunmsanus 3a6ose- | National Institute for Public Health and the Environ- 1030 0.0
BAaE€MOCTH) ment(RIVM) ’
Adranucran (crabunuzanus 3a- | Central Public Health Lab 8 0.0
00J1eBa€MOCTH) ’
Baramckue octpoBa (ctabunusa- | Laboratory of Respiratory Viruses and Measles, Os- 97 0.0
1151 3200JIeBACMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanemr (crabunuzanus 3a- | Child Health Research Foundation
2001 0,0
00J1€Ba€MOCTH)
bap6anoc (crabunu3zanms 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 171 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (crabmnusanus 3a60- | Communicable Disease Laboratory, Public Health Di- 6993 0.0
JICBa€MOCTH) rectorate ’
benapycs (crabunmu3anus 3a6o- | Laboratory for HIV and opportunistic infections diag-
JICBAEMOCTH ) nosis The Republican Research and Practical Center 120 0,0
for Epidemiology and Microbiology(RRPCEM)
Bbenus (crabunmsanus 3a0oseBa- | Texas Children's Microbiome Center 619 0.0

€MOCTH)




Bbenwrust (poct 3a0oneBaeMoCTH)

KU Leuven, Rega Institute, Clinical and Epidemiolog-

: ; 91638 679 98,5

ical Virology
benun (cTabunuzanus 3adosie- Institut fiir Virologie — Institute of Virology — Charite 513 0 0.0
BAaEMOCTH) ’
bepmyackue octpoBa (ctabuau- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3arust 3a00JIeBa€MOCTH ) Public Health England ’
Bonrapus (crabunmsanus 3a60- | National Center of Infectious and Parasitic Diseases 6768 0 0.0
JIEBAa€MOCTH ) ’
bonuBus (cumkenue 3abonesac- | Laboratory of Respiratory Viruses and Measles, Os- 136 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomoiip (ctabunuszanus 3a6oae- | National Institute for Public Health and the Environ-

1067 0 0,0

BAaE€MOCTH) ment(RIVM)
bocuus u I'epuierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory 216 4 100.0
Ju3arys 3a00J1€Ba€MOCTH) for Molecular Diagnostic and Research Laboratory ’
borcBana (crabunmsarnus 3a60- | Botswana Institute for Technology Research and Inno- 3344 0 0.0
JICBAEMOCTH ) vation ’
bpaswnus (cradbunusanus 3a6o0- | Instituto A(_Jlolfo Lutz, Interdiciplinary Procedures Cen- 102208 29 100.0
JIEBAEMOCTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3aboseBae- 44 0 0,0
MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BaecMOCTH) Infectious Diseases(National Virology Reference La- 5206 125 100,0

boratory)
Byran (ctabmmuzanus 3abonesa- | AFRIMS 57 0 0.0
€MOCTH) ’
bypkuna ®aco (crabmnusanust | Laboratoire bacteriologie virologie CHUSS 20 3 100.0
3a0051eBa€MOCTH) ’
Bypynau (ctabunuzanus 3a6o- MRC/UVRI & LSHTM Uganda Research Unit, Na- 93 0 0.0

JIEBAEMOCTH)

tional Institute of Public Health




BenukoOpuranus (crabununza-

COVID-19 Genomics UK (COG-UK) Consortium.

1Us1 3a00JIEBACMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 1426694 8199 100,0
nomics UK (COG-UK) consortium.
Benrpus (ctabmimsanus 3a60- | National Laboratory of Virology, Szentagothai Re-
381 0 0,0
JICBAEMOCTH) search Centre
Benecyaina (crabunu3arus 3a- Laboratorio de Virologia Molecular
627 0 0,0
00JIeBaeMOCTH )
Brernam (crabmmzanms 3a60- | National Influenza Center, National Institute of Hy-
. : . 5454 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmuzanus 3a6one- | Centre de recherches médicales de Lamba- 5 0 0.0
BAaEMOCTH) réné(CERMEL) ’
lantu (crabunmsarms 3adose- Laboratoire National de Santé Publique — 381 0 0.0
BaEcMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnmzanus 3a6oe- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6wust (crabmnuzanus 3abome- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) ’
I'ana (crabunmsanus 3abonesae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infec- 2268 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banmenymna (crabumu3arus 3a- National Reference Center for Viruses of Respiratory
i ; . 604 0 0,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabuausamms 3a- Asomacwn Fle Salud Integral/Clinica Familiar Luis 3064 11 1000
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (crabunmsaius 3a6omne- | Centre de Recherche et de Formation en Infectiologie
., 467 3 100,0
BAEMOCTH) Guinée
I'Bunes-bucay (cradmnmusarnms MRCG at LSHTM, Genomics lab 20 0 0.0
3a0071€Ba€MOCTH) ’
I'epmanus (ctabunmsanus 3a00- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
TIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 561573 3638 100,0

giene, CaSe—Group.
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I'uGpanrap (crabmimzanus 3a-

Respiratory Virus Unit, National Infection Service,

00J1eBa€MOCTH ) Public Health England 122 0 0.0
Tonnypac (crabumusanms 3a60- | Genomics and Proteomics Departament, Gorgas Me-
) X . 48 0 0,0
JICBAEMOCTH ) morial Institute For Health Studies
I'onkonr (camkenue 3abonesae- | Hong Kong Department of Health 11509 21 100,0
MOCTH)
I'penus (crabunuzarus 3a6ome- | Greek Genome Center, Biomedical Research Founda- 14116 0 0.0
BAaE€MOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunusanus 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 2011 5 100.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabmnusanus 3adosieBa- | Centers for Disease Control and Preven—tion Division
. . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunusarus 3a6ose- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, A_albor_g Unlver_3|ty. _Department of Virus and 353751 1568 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
Jlomunuka (crabunumsanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckast PecriyOiinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arus 3a00eBaeMo- trol and Prevention, USA 1377 0 0,0
CTH)
JIP Konro (crabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 511 0 0,0
JIEBA€MOCTH) medical Research(INRB)
JAP Cent Tome u [Ipuncunu LNR-TB
(crabmm3arus 3a00eBacMo- 1 0 0,0
CTH)
Eruner (crabmmmzarus 3a6ome- | Main Chemical Laboratories Egypt Army 1137 0 0.0

BAEMOCTH)
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3am6wust (cTabunzanus 3aboe-

University of Zambia, School of Veterinary Medicine

1162 0 0,0
BAaEMOCTH)
3umbabBe (cradumzanus 3a60- | National Microbiology Reference Labora-
: o 316 0 0,0
JICBAEMOCTH ) tory(Quadram Institute Bioscience)
Wspauis (ctadbunmsanus 3a60- | Central Virology Laboratory, Israel Ministry of Health 112907 379 93.9
JIEBAEMOCTH )
Wuaus (poct 3ab6oneBaemoctn) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR- 126734 967 98,4
Centre for Cellular and Molecular Biology
Wunonesus (poct 3aboneBaemo- | National Institute of Health Research and Develop- 34882 54 94.7
CTH) ment
Wopnanus (cradbunmsarnus 3a60- | Andersen lab at Scripps Research, CA, USA 998 0 0.0
JIEBAEMOCTH ) ’
Hpak (crabmnuzamus 3aboneBa- | Biology, College of Education Department of Virol-
€MOCTH) ogy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
HUpan (cradbunmsanus 3abosnesa- | National Reference Laboratory for COVID-19, Pas-
: 2012 0 0,0
€MOCTH) teur Institute of Iran
Wpnangus (cradbunusanus 3a60- | National Virus Reference Laboratory 55517 627 99.8
JIEBAEMOCTH)
Wcnanaus (crabumusarus 3a60- | Landspitali Department of Clinical Microbiology 10168 21 100,0
JIEBAEMOCTH)
IC/IT;n)aHm (pocrt 3ab01eBaeMo- Hospital Universitario 12 de Octubre 104755 897 98.9
Wranus (cradbunusamus 3a6ome- | Army Medical Center, Scientific Department, Virol- 81206 1073 97.9
BaE€MOCTH) ogy Laboratory
Ka6o—Bepae (crabmimzanus 3a- | Institut Pasteur de Dakar
542 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (cradbunusanus 3a6o- | Reference laboratory for the control of viral infections 1088 0 0.0

JIEBAEMOCTH)
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Kamboxa (crabuausanms 3a-

Virology Unit, Institut Pasteur du Cambodge

1801 0 0,0
00JIeBa€MOCTH )
Kamepyn (cradunusanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
y 699 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—émergentes)
Kanana (crabunmzanust 3a0ome- | Laboratoire de santé publique du Québec 269670 4733 99.9
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (poct 3a6o0neBaemoctr) | Biomedical Research Center(BRC), Qatar University /
. 1524 0 0,0
Qatar Genome Project(QGP)
Kenus (cradbunuszamus 3a6ome- | KEMRI-Wellcome Trust Research Pro- 4899 0 0.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurp (crabum3zaius 3adosiea- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsaus 3a00s1e- Natlpnal Institute for Viral Disease Control and Pre- 19007 670 100,0
BaGMOCTH) vention
Konym6us (ctadbunmsarnus 3a60- | Instituto Nacional de Salud— Direccion de Investi-
., g 12775 0 0,0
JIEBAEMOCTH) gacion en Salud Publica
Komopckue octposa (cradbunu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1ust 3a00JIeBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzanus 3a6ome- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 714 0 00
BacMOCTH) gie ’
Kocra—Puxa (poct 3a0oneBae- Inciensa, Instituto Costarricense de Investigacion y
~ . 8064 11 100,0
MOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (crabunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fe- 939 0 0.0
00J1eBa€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky0a (cradbunusarus 3aboneBa- | Respiratory Infections Laboratory
520 0 0,0
€MOCTH)
Kygeiit (crabunu3zamus 3a6one- | Virology Unit, Department of Microbiology, Faculty
2. . 616 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreizcran (crabmnumzamus 3a- | SRC VB “Vector”, “Collection of microorganisms” 45 0 00

00J1€Ba€MOCTH)

Department
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Kropacao (crabunuzanus 3a60-

National Institute for Public Health and the Environ-

JICBAEMOCTH ) ment(RIVM) 1172 0 0.0
Jlaoc (crabunuzanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 546 0 0.0
€MOCTH) tal ’
JlatBus (crabunm3anus 3aboie- | Latvian Biomedical Research and Study Centre
13883 0 0,0
BAaEMOCTH)
Jlecoto (crabunmsanms 3a06ose- | National Institute for Communicable Diseases of the
: X 137 0 0,0
BAacMOCTH) National Health Laboratory Service
JIubepus (crabumuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunuzaius 3abone- | Laboratory of Molecular Biology and Cancer Immu- 603 0 0.0
BacMOCTH) nology, Lebanese University Public Health England ’
JluBwus (crabunuzanus 3adoe- Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jluta (crabunuzarus 3a6ome- | Vilnius University _H_ospltal Santaros Klinikos, Center 10787 34 100,0
BacMOCTH) of Laboratory Medicine
JIuXTeHITeHH (CTaOMIU3aIHs Bergthaler laboratory, CeMM Research Center for
3200J1eBAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1379 1 100,0
ences
JlroxkceMOypr (crabunuzanus 3a- | Laboratoire national de santé, Microbiology, Microbial
: 33831 383 99,7
00JIeBaEMOCTH) Genomics Platform
Makxkao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabunu3arnms 3a- CNR Virus des Infections Respiratoires — France SUD
5861 0 0,0
00J1€Ba€MOCTH)
Maspuranus (cradunusamus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorta (cradmnu3zanus 3a60- | National Reference Center for Viruses of Respiratory
: X . 362 0 0,0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris
Manaiizus (poct 3a6oneBaemo- | Institute for Medical Research, Infectious Disease Re-
CTH) search Centre, National Institutes of Health, Ministry 27533 65 98,5

of Health Malaysia
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Managu (ctabunusanus 3abose-

KRISP, KZN Research Innovation and Sequencing

235 0 0,0
BacMOCTH) Platform
Maunu (crabunusanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
. ) - . 111 0 0,0
€MOCTH) nomics and Microbial Evolution
Manbaussl (ctabunuzanms 3a- | Indira Gandhi Memorial Hospital
333 0 0,0
00JIeBa€MOCTH )
Maisra (cTabunusanus 3adose- | Molecular Diagnostics Pathology Department Mater
: : 163 0 0,0
BaEcMOCTH) Dei Hospital Malta
MapiramnoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 35 v 100.0
JM3alys 3a00J¢BaEMOCTH) of Health ’
Mapokko (crabunuzanus 3a060- | Laboratoire de Biotechnologie 1194 0 0.0
JIEBAEMOCTH )
Maprunuka (crabmnuzanus 3a- | CNR Virus des Infections Respiratoires — France SUD
1393 0 0,0
00JIeBaeMOCTH)
Instituto de 15iagnostic y Referencia Epidemiologicos
Mekcuka (poct 3aboneBaeMo- (INDRE) 40463 22 100,0
CTH)
Mo3zaMOuK (cTabuau3arms 3a- KRISP, KZN Research Innovation and Sequencing
. 667 0 0,0
00J1eBaEMOCTH ) Platform, South Africa
MomnnaBus (crabunuzanms 3a00- | ONCOGENE LLC 651 0 0.0
JIEBAEMOCTH)
Momnaxko (cTabunuzanus 3adoste- | National Reference Center for Viruses of Respiratory 16 0 0.0
BaeMOCTH) Infections, Institut Pasteur, Paris ’
Mouronus (crabunuzarus 3a60- | National Centre for Communication Disease (NCCD)
: 721 0 0,0
JICBAEMOCTH ) National Influenza Center
Montceppar (ctabunu3zanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaeMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpbsiama (cTabumu3anus 3a00- DSMRC 71 0 00
JIEBAEMOCTH ) ’
HamuOus (ctadbunmsanums 3a60- | National Institute for Communicable Diseases of the 788 0 0.0

JIEBAEMOCTH)

National Health Laboratory Service
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Henan (ctabunusanus 3abose-

Molecular and Genomics Research Lab, Dhulikhel

BacMOCTH) Hospital, Kathmandu University Hospital School of 1162 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzanus 3aboite- National Reference Laboratory, Nigeria Centre for 79 0 0.0
BaEMOCTH) Disease Control ’
Hurepus (crabunuzaius 3a60- | African Centre of Excellence for Genomics of Infec- 3095 1 100.0
JIEBAEMOCTH) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanas! (crabumzanus National Institute for Public Health and the Environ-
3a00J1€BAEMOCTH) ment(RIVM) 72266 846 100.0
Hogas 3enannus (camxenue 3a- | Institute of Environmental Science and Research(ESR) 97223 377 100,0
00JIEBaCMOCTH )
HoBas Kanenonus (crabusnmsa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 58 0 0.0
1St 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopserus (cradbunumzamus 3a60- | Norwegian Institute of Public Health, Department of
JICBAEMOCTH ) Virology 32978 1 100,0
OAD (cradunumzanust 3aboneBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
Owman (cradbmmuzanus 3abomeBa- | Oman—National Influenza Center 284 9 100.0
€MOCTH) ’
[Makucran (cradbunmsaius 3a60- | Department of Virology, Public Health Laboratories 9875 99 88.4
JICBAEMOCTH ) Division ’
[Manay (crabumuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 66 0 0.0
BaE€MOCTH) siCaixa/IGTP) ’
[Manectuna (cradbunu3amus 3a- | Biochemistry and Molecular Biology Department— 44 0 0.0
00JIeBAEMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (crabunm3arus 3a6one- | Gorgas memorial Institute For Health Studies 2997 1 100.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (ctabunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3anust 3a00J1€BA€MOCTH) :
[Maparsaii (crabunu3zaius 3a00- | Laboratorio Central de Salud Publica de Paraguay 1599 0 0.0

JIEBAEMOCTH)
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[lepy (cTabunmzanus 3aboseBa-

Laboratorio de Referencia Nacional de Biotecnologia

€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru 31074 1 100,0
[Monpia (cradbunu3arus 3a6oie- | genXone SA, Research & Development Laboratory 43359 912 99.9
BAaEMOCTH)
[Mopryranus (crabunuzanus 3a- | Instituto Nacional de Saude(INSA) 21075 101 100,0
00JIeBa€MOCTH )
[Tyspto Puko (ctabunuzarms Centers for Disease Control and Prevention Division
. : : 13898 10 100,0
3a00JIEBACMOCTH ) of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anust 3a00JIeBaEMOCTH ) boratory (MDU-PHL) ’
Pecniy6nuka JlxubyTu (cradbu- | Naval Medical Research Center Biological Defense
. 506 0 0,0
Ju3aIys 3a00J1€Ba€MOCTH ) Research Di—rectorate
Pecny6nuka Kupubatu (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JM3a1ys 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (cradunmsa- | Institute of Tropical Medicine
190 0 0,0
11 3200J1€Ba€MOCTH)
Pecny6ninka Manmarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Oounmzanys 3a00J1€Ba€MOCTH) ’
Pecny6nuka Hukaparya (crabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ’
Pecniy6nuka CansBanop (cradu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 380 0 0,0
JM3aIms 3a00J16Ba€MOCTH ) morial Institute For Health Studies
Pecny6nuka Yan (cTabunun3a- Pathogen Genomics Lab, National Institute for Bio-
. 8 0 0,0
11151 3a00JIEBAEMOCTH ) medical Research (INRB)
Peronbon (cradbmnmsarus 3a60- | CNR Virus des Infections Respiratoires — France SUD 9838 0 0.0
JIEBAEMOCTH) ’
Poccust (cradbunmsanus 3a6one- | WHO National Influenza Centre Russian Federation.
BaEMOCTH) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni- 41436 0 0,0

versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap-
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plied Microbiology & Biotechnology. Group of Ge-
netic Engeneering and Biotechnology, Federal Budget
Institution of Science ‘Central Research Institute of
Epidemiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabunmsanus 3abose-

GIGA Medical Genomics

197 0,0

BaEMOCTH)
Pymbinus (cradunmsanus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. X : 9934 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
CaynoBckast ApaBus (pocT 3a- Infectious Diseases, King Faisal Hospital Research 1075 0.0
00JIeBaCMOCTH ) Center ’
Cesepnas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
Ju3arys 3a00J6BaCMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0,0

tics
CesepHble MapuaHCKHE OCT- Centers for Disease Control and Prevention Division
poBa (crabunusanus 3abosneBae- | of Viral Diseases, Pathogen Discovery 2084 0,0
MOCTH)
Ceitmensl (ctabmmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 618 0.0
JIEBAEMOCTH ) ’
Ceneran (crabumusanus 3a00- IRESSEF GENOMICS LAB 1568 0.0
JIEBAEMOCTH ) ’
Cent—BuHcent u ['penaunsbl Carrington Lab, Department of PreClinical Sciences,
(crabuu3ariust 3a00eBacMO- Faculty of Medical Sciences, The University of the 86 0,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabumu- | Carrington Lab, Department of Preclinical Sciences,
3arust 3a00J1eBa€MOCTH ) Faculty of Medical Sciences, The University of the 18 0,0
West Indies

Cent-Jlrocus (cTabuu3arivs Carrington Lab, Department of PreClinical Sciences 153 0.0

3a00J1eBa€MOCTH)
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CepOus (cTabunuzanus 3adole-

Institute of microbiology and Immunology, Faculty of

BacMOCTH) Medicine, University of Belgrade 1685 0 0.0
Cunramyp (cTabumu3anus 3a00- Natlor_1al Pul:_)llc Health Laboratory, National Centre for 20339 460 100,0
JIEBAEMOCTH ) Infectious Diseases
Cen-Maprtun (crabuinzarnus 3a- | Institut Pasteur 297 0 0.0
00JIeBa€MOCTH )
Cunr-Mapren (crabmmmsamust | National Institute for Public Health and the Environ-
850 0 0,0
3200JIeBa€MOCTH) ment(RIVM)
Cupus (ctabunmsanus 3a6one- | CASE-2021-0266829 79 0 0.0
BAEMOCTH) ’
CrnoBakus (crabunusarus 3a60- | Faculty of Natural Sciences, Comenius University 26297 16 100,0
JIEBAEMOCTH )
CroBenus (crabunusanus 3a00- Instl'gu'_[e of M!crob_lology gnd _Immunology, Faculty of 34350 129 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBHI ocTpoBa (crabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Comanu (crabunusanus 3abose- | National Public Health Lab- Mogadishu 2 0 0.0
BAEMOCTH) ’
Cynan (crabunusarus 3ab6ose- | National Institute for Communicable Diseases of the
: X 140 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (crabunuzarus 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
CIIA (cumxenue 3abosieBaemo- | Colorado Department of Public Health & Environ-
CTH) ment. Maine Health and Environmental Testing Labor-
atory. California Department of Public Health. UCSD 2323804 14501 99,6
EXCITE.
Creppa-Jleone (crabmmuzanust | Central Public Health Reference Laboratory 1 0 0.0
3a0051eBa€MOCTH) :
Taunann (crabumsarus 3a60- | COVID-19 Network Investigations(CONI) Alliance 25570 1 100,0
JIEBAEMOCTH)
TaiiBanb (crabumusarms 3a60- | Microbial Genomics Core Lab, National Taiwan Uni- 9549 10 100,0

JIEBAEMOCTH)

versity Centers of Genomic and Precision Medicine
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Tanzanus (cradbuimsanus 3a00-

Jiaxing Center for Disease Control and Prevention

11 0 0,0
JIEBAEMOCTH )
Tepkc u Kaiikoc (cradunmzanust | Carrington Lab, Department of Preclinical Sciences,
3200J1€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemrru (crabunmzamms | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0
3a00JIeBa€MOCTH) boratory (MDU-PHL) ’
Toro (crabunmszanus 3aboneBae- | Unité Mixte Internationale TransVIHMI(UMI 233
MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 409 0 0,0
IRD(Institut de recherche pour le développement)
Tpununan u Tobaro (crabunu- | Carrington Lab, Department of PreClinical Sciences,
3a1us 3a00JIeBaEMOCTH ) Faculty of Medical Sciences, The University of the 2509 16 100,0
West Indies
Tynuc (crabunuzamus 3adone- | Laboratoire de linique linique — Institut Pasteur de Tu- 495 0 0.0
BaEcMOCTH) nis ’
Typuus (cradbunusarus 3a6ose- | Ministry of Health Turkey 21361 0 0.0
BAEMOCTH) ’
VYranpaa (crabunuzarus 3a6one- | MRC/UVRI & LSHTM Uganda Research Unit 608 0 0.0
BAEMOCTH) ’
VYkpauna (crabunmsanus 3a00- | Department of Respiratory and other Viral Infections
JICBAEMOCTH ) of L.V.Gromashevsky Institute of Epidemiology & In- 1709 0 0,0
fectious Diseases NAMS of Ukraine, JSC “Farmak™
V36ekuctan (ctabunuszanus 3a- | Center for Advanced Technologies 40 0 0.0
00J1eBa€MOCTH) ’
VYpyrsaii (crabunu3zanus 3a60- | Departamento Laboratorios de Salud Publica (DLSP) 214 0 00
JIEBAa€MOCTH ) Ministerio de Salud Publica :
deneparusnbie mraTel Mukpo- | Pohnpei State Hospital
He3uu (crabunm3arus 3aboeBa- 82 0 0,0
€MOCTH)
dunmunnunsl (poct 3abosneBae- | Philippine Genome Center 13506 0 0.0

MOCTH)
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@unnsHIUs (pocT 3a00eBae-

Dep6rtment of Virology, Faculty of Medicine, Univer-

. . 21041 350 100,0
MOCTH) sity of Helsinki
®pannus (camwkenne 3ad6oneBa- | CNR Virus des Infections Respiratoires — France SUD 342496 1750 99.8
€MOCTH) ’
dpanmysckas ['Buana (ctabunu- | National Reference Center for Viruses of Respiratory 1599 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
dpanmysckas [Toaunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arus 3a00716BaMOCTH ) Infections, Institut Pasteur, Paris ’
Xopsatus (crabunuzanus 3a6o- | Croatian Institute of Public Health 93027 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsanus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 32 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabunuszanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 455 1 100.0
00JIeBAaCMOCTH ) gie ’
Yexwus (poct 3aboneBaemoctr) | The National Institute of Public Health 32434 39 100,0
Yunu (cHmkeHue 3aboiaeBaemo- | Instituto de Salud Publica de Chile 24040 164 98.9
CTH) ’
[Iseiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,
00J1€Ba€MOCTH) ETH Ziirich. 53018 182 100,0
[Isenus (crabumusanus 3a6o- | The Public Health Agency of Sweden 98696 504 100.0
JIEBAEMOCTH ) ’
[Ipu-Jlanka (ctabunuzanus 3a- | Centre for Dengue Research and AICBU, Department 1150 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine ’
DkBaaop (cTabunuzanus 3a00- Instituto Nacional de Investigaciénen Salud Publica, 5200 14 100.0
JIEBAEMOCTH ) INSPI :
OkBaropuanbHas ['Bunes (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Oounmzanus 3a00J1€Ba€MOCTH) ’
Dcearunu (cradbmmusarus 3a60- | Nhlangano Health Centre(National Institute for Com-
JIEBa€MOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0

Service)
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Octonus (crabunmsanus 3a60-

Laboratory of Communicable Diseases(Estonia); Eu-

JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH 6158 0 0.0

D¢uonus (cradbunmsarus 3a60- | International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 103 0 0,0
nome Sequencing

FOAP (crabunuszanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 24554 63 98.4

E€MOCTH) Platform.

IOxnas Kopes (crabunmzanus | Division of Emerging Infectious Diseases, Bureau of

3a00JI€BAEMOCTH) Infectious Diseases Diagnosis Control, Korea Disease 98944 1341 99,8
Control and Prevention Agency

FOxusiii Cynan (ctabuwmmsanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabunu3zanus 3a6oae- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 1968 0 0,0
West Indies

Snonwus (crabunuzanus 3adosie- | Pathogen Genomics Center, National Institute of Infec- 397680 1477 100,0

BAEMOCTH)

tious Diseases

22




dnuaemuosorndeckoe ooHossenue Ne 136 or 30 mapra 2023 rona
Bapuantsl SARS-CoV-2, BbI3bIBaKOINE 00€CMIOKOEHHOCTh, H MOJABAPUAHTHI
Omicron, Haxoasimuecs MO HA0JII0IeHHEM

I'eorpajguueckoe pacnpocTpaHeHHne U PacCpoCTPAHEHHOCTh

Bo Bcem mupe ¢ 27 deBpans mo 26 mapta 2023 r. (28 aneit) B GISAID 6s110 mIEpe-
naHo 54922 mocnepoBarenbHOCTH TeHOMOB BHpyca SARS-CoV-2. B nacrosimee Bpems
BO3 BHHMMAaTenbHO OTCISXKHBAET OJWH TMpeacTaBisomuid unrepec Bapuant (VOI),
XBB.1.5 u mectp BapuaHTOB, Haxomsaumxcs noa Habmogaeauem (VUM). VUM: BQ.1,
BA.2.75, CH.1.1, XBB, XBF u XBB.1.16. IlonBapuant omuxpon XBB.1.16 Obu1 106aB-
JieH B 3TOT ciucok 22 mapta 2023 roma. XBB.1.16 sBisiercs pekomOunanTom BA.2.10.1
1 BA.2.75 1 uMeeT Tpu TONOJIHUTENIbHBIC MyTallui B HUnoBuaHOM Oenke SARS-CoV-2
(E180V, F486P u K478R) no cpaBHeHH10 ¢ ero poautenbckoit nuaueit XBB. Myrtanus
F486P sBisieTcs obmieit ;i XBB.1.5. Myrtanuu B osioxkeHud 478 MHUIOBUIHOTO OelKa
SARS-CoV-2 Obutn CBsI3aHBI CO CHIDKCHHEM HEUTpaIH3alliil aHTHUTEN, MOBBIIICHHON
TPAaHCMUCCUBHOCTBIO U TATOT€HHOCTHhIO. OTHAKO HA JTAaHHBIA MOMEHT OTUYEThI HE YKa3bl-
BAlOT Ha POCT YKCIIA TOCTIUTATU3AIUN B OT/ICJICHUs MHTEHCUBHOW TepaIuy WM cMepTei
u3-3a XBB.1.16. Kpome Toro, B HacTosIiee BpeMsi HET COOOIIEHU O TaOOpaTOPHBIX HC-
CJICIOBaHUAX MapKepoB TshKecTH 3aboseBanus aiss XBB.1.16.

Bo Bcem mupe na XBB.1.5 npuxoautcs 45,1% ciayuyaeB Ha 10-i1 anuaemuonoruye-
ckoii Henene (¢ 6 mo 12 maprta 2023 r.) mo cpaBHeHuto ¢ 35,6% Ha 6-if Henene (¢ 6 mo 12
despans 2023 r.). Ha cerogusimnunii nens XBB.1.5 obnapyxen B 90 ctpanax. CpaBHeHUE
nocaeaoBaresbHocTeN, peAacTaBieHHbIX B GISAID ¢ 6-it mo 10-10 Heaento, moKa3bpIBaeT
CHIDKAIONIHECS WM CTaOWILHBIE TeHIeHIMU 11 Bcex VUM, 3a uckimrouenneM XBB, xo-
TOpbIi yBenuumics ¢ 6,2% no 19,7%. HaGmrogaempie TeHASHITNY IS IPYTUX BapUaHTOB
obumu cnenytomumu: BQ.1 cuusmncs ¢ 22,7% no 8,4%, BA.2.75 causuncs ¢ 7,1% no
1,7%, a CH.1.1 u XBF ocramuck crabuiababMU (¢ 7,2% 10 6,4% u 1,4% no 1,4% coort-
BETCTBEHHO). B Tabnuiie 2 mokazaHo Koau4ecTBo cTpaH, coobmmBimx o0 VOI u VUM, a
TaKKe UX PacIpOCTPaHEHHOCTH ¢ 6 o 10 Hexenro.

Tabmuma 2. ExxenenenvHas pacnpoctpanenHocth VOI u VUM SARS-CoV-2, ¢ 6
o 10 gexemro 2023 1.

Obmee
YU CI10
JInnus Crpanbl | renomoB | 2023-06 | 2023-07 | 2023-08 | 2023-09 | 2023-10
B

GISAID
XBB.1.5* |90 115426 | 35.63 39.27 42.97 46.99 45.06
BQ.1* 141 399188 | 22.68 18.40 14.18 10.73 8.37
BA.2.75* | 119 100181 | 7.09 6.20 6.00 2.94 1.71
CH.1.1* 85 36425 7.17 7.12 7.02 6.89 6.43
XBB* 119 73147 6.15 7.40 9.63 12.88 19.73
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XBF* 47 8063 1.40 1.29 1.25 1.19 1.40
Other+ 207 6685701 | 1.07 1.32 1.16 1.16 4.89
Henazna- | 95 286544 | 7.23 9.61 9.81 11.74 11.87
YEHBIE

*(O0o3HauaeT motoMku. PacmpoctpanenHocts XBB.1.16* Bkimtouena B XBB*.
+/Ipyrue - 3T0 Apyrue HUPKYJIUPYIOIINUE MOABAPHAHTHI, 3a uckioueHueM VOI, VUMs,
BA.1*, BA.2*, BA.3*, BA.4*, BA.5*
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yoaukanum:

Vaccines (Basel). 2023 Mar 15;11(3):668.

doi: 10.3390/vaccines11030668.

Deep Structural Analysis of Myriads of Omicron Sub-Variants Revealed Hotspot
for Vaccine Escape Immunity

I'y0okuii CTPYKTYPHBIH aHAJIN3 MUPUAI0B MOABAPUAHTOB OMHKPOHA BBLISIBUJI
rOpsAYYI0 TOUKY JJIsl YCKOJIb3aHUS OT BAKIMHBI

Valeria Gerardi, Mohammed A Rohaim, Rania F El Naggar u ap.

ABTOPBI IPUMEHUITU PSIJT HHCTPYMEHTOB TITyOOKOTO CTPYKTYPHOTO W TEHETUYECKOTO
aHaJIM3a JUTsl KapTUPOBAHUS MATTEPHOB 3aMEIICHHSI B O€JIKE S OCHOBHBIX MOJIBAPUAHTOB
Omicron (n=51), ynensist ocHOBHOE BHMMaHue MyTarusM B RBD. D1o npsimoe cpaBHEeHHE
noaBapranToB OMICrON BBIABUIO HECKOJIBKO OJHOBPEMEHHBIX MYyTAllMid, KOTOpPBIC CBS-
3aHBI C YCKOJIb3aHUEM OT aHTHUTEI, a TAKXKE C MOBBIIICHHON ahPUHHOCTHIO U CBSI3bIBAHHUEM
¢ hACE2. OT0 rmy0oKoe KapTHPOBaHUE MAaTPHIIBI 3aMEH TI0Ka3aJI0 BEICOKUN YPOBEHB pa3-
HooOpasus B N-koH1ieBoM nomene u jomene RBD mo cpaBHeHUI0 ¢ ApyruMu 00IacTsIMu
Oenka S, MOAUEPKHYB BaXXHOCTD STUX JIBYX JIOMEHOB B TIOJIX0JIE K COTJIACOBAaHHOW BaKITU-
Haruu. CTPYKTYPHOE KapTUPOBAHHE BBISBHIIO BEICOKOBApHAOCIIbHBIEC MyTallUU B S-Oeike
U B caiiTaX, KOTOPhIC KPUTHICCKU OMPEICIIIIOT QYHKINIO S-0e/ika B TaTOOMOJIOTUN BHU-
pyca. DTU 3aMelnaroniue TeHACHIIMH TOMOTA0T OTCICKUBATh MYTAllUA HA HBOJIIOIMOH-
HbIX TpaekTopusix SAR-CoV-2. B cOBOKYITHOCTH pe3yIbTaThl BBIABISAIOT KpUTHUECKUE 00-
JacTH MyTallMid B OCHOBHBIX MojaBaprantax OMICron u mpejiararoT HECKOJIbKO TOPSUnX
Touek B S-Oenkax noasapuanToB SARS-CoV-2 mist Oyaymero qu3aiina u pa3paboTKH Bak-
nuH npotus COVID-19.

Vaccines (Basel). 2023 Mar 22;11(3):711.

doi: 10.3390/vaccines11030711.

Deep Mutational Scanning to Predict Escape from Bebtelovimab in SARS-CoV-
2 Omicron Subvariants

I'ay6okoe MyTanMOHHOE CKAHWPOBAHME /Jsl MPOTHO3MPOBAHUS YKJIOHEHHH OT
06edTenoBuMada B cydoBapuantax SARS-CoV-2 Omicron

Mellissa C Alcantara, Yusuke Higuchi, Yuhei Kirita u ap.

OcHOBHOI1 Tpo0IeMOi TepareBTUIECKIX MOHOKJIOHATBHBIX anTuTeN npotuB COVID-
19 sBasiercs moteps 3(PpPEKTUBHOCTH TMPOTHUB IMOCTOSHHO TMOSIBISIONIUXCS BapHUAHTOB
SARS-CoV-2. Yto6s! npenckaszars 3pPpeKTUBHOCTh aHTUTEN MPOTUB OyAyIIUX CyOBapu-
antoB Omicron, mpoeiu riayookoe MyTannonHoe ckanupoBanue (DMS), oxBatbiBaroiiee
BCE OJIMHOYHBIC MYTAIMH PEIENTOP-CBA3BIBAIOIIETO JOMeHa mTamMmma BA.2, ¢ ncnoms3o-
BaHUEM aHaM3a 00paTHON MHGeEKIuu ¢ Bupycom, coaepxxamum ACE2, n 6ubnnorexoi
KJIETOK, SKCIPECCHpPYIOIIMX wunbl. B ciydae OeOTenoBumada, KOTOpBIM COXpaHSET
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HEUTPATU3YIOLYI0 aKTUBHOCTh B oTHoweHnU BA.2 u BA.S, 6p110 OKa3aHo, YTO MIKPO-
KWW JUana3oH aMHHOKHUCIOTHBIX 3aMeH B K444, V445 u G446, a Takke HEKOTOPHIE 3a-
MeHbI B P499 u T500 oGecreunBarOT ycKoib3aHue OT aHTUTeNd. Cpeau moaBapuaHTOB C
TEKyIIUM pocToM uncia ciaydaeB BA2.75 ¢ G446S wactnuno msberan HEHTpaIu3aliu
0e0TenoBruMabOM, B TO BpeMsl Kak MOJHOE ykiIoHeHHe Habmonanocsk y XBB ¢ V445P u
BQ.1 ¢ K444T. Oto cornacyercs ¢ pesyapraramu DMS npotus BA.2, mogdyepkuBas 1mo-
teHrman DMS kak mHCTpyMEHTa MPOTHO3UPOBAHUS YCKOIB3aHUS OT AaHTUTEIL.

Viruses. 2023 Feb 28;15(3):658.

doi: 10.3390/v15030658.

Rapid Shift from SARS-CoV-2 Delta to Omicron Sub-Variants within a Dynamic
Southern U.S. Borderplex

BoicTpoiii mepexoa ot aeiabThl SARS-CoV-2 k nogapuantam Omicron B AuHa-
MHYHOM MOTPAHUYHOM KoMILIekce Ha ore CIIIA

Elisa Robles-Escajeda, Jonathon E Mohl, Lisett Contreras, u ap.

B aTrom uccnenoBanuu Ob11 mpoananu3upoBan 3641 nmonoxutenbHbld Ha SARS-CoV-
obpasern B Dnb-Ilaco, mratr Texac, B Teuenue 48 Henens ¢ ocenu 2021 roaa mo jeto 2022
roja. JIByxHaimoHaibHOE cOOOIIECTBO B0 t0xkHOM Tpanulsl CIIA 6bim0 unbumpo-
BaHO MPEUMYIIECTBCHHO Jenbra-Bapuantom SARS-CoV-2 (B.1.617.2) B TedeHue 5-He-
JenbHOro nepuoja ¢ ceHTs10psa 2021 r. no suBapb 2022 1. 1 OBICTPO «IEPELUIO» Ha Bapu-
aat Omicron (B.1.1.529), xotopsblit OblT BIiepBbIe OOHAPYKEH B KOHIIE nekadps 2021 r.
Omicron 3amenun Delta u ObuT cBsI3aH ¢ Pe3KUM YBEIMYCHHEM YKCIIA TOJ0KHUTEIbHBIX
pe3ynbraroB Ha COVID-19, cBA3aHHBIX ¢ 3TUM TOCITUTAIM3AINI H HOBBIX 3apErUCTPUPO-
BaHHBIX ciiydaeB. B aTom uccienoBanuu Bapuantel Omicron BA.1, BA.4 u BA.5 B nojaB-
JISIOIIEM OOJIBITMHCTBE OBLITH ACCOIIMUPOBAHBI C BBHITTAJICHUEM S-TeHa 110 JIAHHBIM aHaIn3a
qRT-PCR, B ortinune ot BapuantoB Delta u Omicron BA.2. MccnenoBanue nokas3biBaer,
4TO JJOMUHHUPYIOIINK BaphaHT, Takoi kak Delta, MoxeT ObITh ObICTPO 3aMEHEH OoJiee 3a-
pasHbIM BapHaHTOM, TakkuM Kak OMICron, B TUHAMUYHO Pa3BUBAIOLIECMCS IPUTPAHHYHOM
Merarojince, 4To TpeOyeT YCHJICHHOTO MOHHTOPHHTA, TOTOBHOCTH U PEarupoOBaHHs CO
CTOPOHBI OPTAaHOB 3/IPABOOXPAHCHHS M MEIUITUHCKUX PAOOTHUKOB.

Viruses. 2023 Mar 16;15(3):763.

doi: 10.3390/v15030763.

Effects of SARS-CoV-2 Omicron BA.1 Spike Mutations on T-Cell Epitopes in
Mice

Bausinne myTtanuii B cnaiike SARS-CoV-2 Omicron BA.1 Ha snutonsl T-kieTok
Yy MBbIIIEH

Yudong Wang, Busen Wang, Zhenghao Zhao, u nip.
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Bapuant Omicron BA.1 conepxur 6osee 30 MyTanuii B MIWIE U CUIIBHO YKIOHSIETCS
OT TyMOPaJILHOT'O HMMYHUTETa. UTOOBI MOHATH, Kak 3TH MyTarmu y Omicron BA.1 Biu-
SIOT Ha KJIETOYHBIM UMMYHHUTET, UCCIICIOBAJIN SMUTOINBI | -KiIeTok K muny SARS-CoV-2
maukoro tuna u Omicron BA.1 y mermeir BALB/c (H-2d) u C57BL/6 (H-2d). 2b) 6buim
kaptupoBanbl ¢ momotbio [IFNy ELISpot u BHYTpHKIIETOUHOTO OKpaIINBaHUS IUTOKUHOB.
ONUTONbl UACHTUPHUIIMPOBATH U BEPUPHUIIMPOBATIN B CIUICHOIIUTAX MBIIIEH, BAKIIMHUPO-
BaHHBIX BEKTOPOM a/ICHOBHpYCa THUMA 5, KOAUPYIOLUIUM F'OMOJOTUYHBIN IIIUII, a TOJI0KHU-
TeJbHBIC IENTUIBI, YUACTBYIOLIUE B MyTAIlUIX 1WA, TECTUPOBAIM MPOTHB BAKIIMH K JIH-
KoMy Tuny 1 OMukpoH BA.1. B o6mieli ciiosxHOCTH OJMHHAANIATH T-KJI€TOYHBIX AU TOIIOB
nukoro tuna 1 Omicron BA.1 spike O0b111 nnentuduumnponans! y meieid BALB/c, u ne-
BATH ObUH uJeHTUUIKMpoBaHbl y Mbimeir C57BL/6, Tonbko nBa U3 KOTOpHIX ObuTH T-
KJIeTOYHbIMH 3nuTonamMu CD4+ 1 GonbIIMHCTBO U3 KOTOPBIX ObUIN T-KJIETOYHBIMU 311H-
tormramu CD8+. Myratiuu A67V u Del 69-70 B e Omicron BA.1 sinuMuHApOBaIK O UH
AIIUTOM B IIWIIEe TUKOTO Tuma, a mytanuu 478K, E484A, Q493R, G496S u H655Y mpu-
BEJIU K MOSIBJICHUIO TPEX HOBBIX 3nmuTOMNoB B mumne Omicron BA.1, B To Bpems kak Y505H
MYyTalus He 3aTparuBaia SIUTOIbI. DTH JaHHbIE OMUCHIBAIOT Pa3HUILY T-KIETOYHBIX JI1U-
tonoB kK SARS-CoV-2 aukoro tuna u Omicron BA.1 y mermeii H-2b u H-2d, o0ecrieunBas
aydinee monuManue 3¢ dekroB Mmyranuii muna Omicron BA.1 Ha KJIETOYHBII HMMYHHUTET.

Viruses . 2023 Mar 16;15(3):761.

doi: 10.3390/v15030761.

Stability of SARS-CoV-2 in Biological Fluids of Animals

CraoniabHocth SARS-C0V-2 B 0M0JI0rH4eCKHUX KHAKOCTAX KHBOTHBIX

Taeyong Kwon, Natasha N Gaudreault, Konner Cool u np.

Jlaanabie o crabumnsHOCTH SARS-COV-2 B OMOI0THYECKUX KUIKOCTSIX YKHUBOTHBIX U MX
pOJIH B TIEpeiayue BCe €Iie OTPaHNueHbI, TOCKOJIbKY TPEIbIIYIIHE UCCIIeIOBAHUS ObLIN CO-
CpPeOTOYEHBI Ha OMOJIOTMYECKUX >KUIKOCTSIX 4deloBeka. JlaHHoe wuccienoBaHue ObLIO
HaIpaBJieHO Ha omnpejaeneHue ctadmibHOCTH SARS-COV-2 B OMOTOTHYECKUX KUTKOCTIX
TpeX BUJOB KUBOTHBIX: KOIIEK, oBell U Oemoxsocroro onens (WTD). Crrony, dexanmm,
10% ¢exanpHbIe B3BeCH U MOuy Kolek, oBell 1 WTD cMmemmBanu ¢ M3BECTHOM KOHIICH-
Tpaiuel BUpyca ¥ WHKYOHpPOBAJIM B TIOMEIICHUH U B TPEX Pa3THYHBIX KIMMATHYECKUX
YCIIOBUSX. Pe3ynbTaThl MOKa3bIBAIOT, YTO BUPYC OBbLI cTAOWMIIEH 0 | THS B CIIFOHE KOIIEK,
osery 1 WTD He3aBHCHMO OT YCJIOBHI OKpy»karoiei cpeabl. Bupyc octaBancs uHpeKuu-
OHHBIM 710 6 nHel B hexanmusx u 10 15 aHeit B dpexansHOM B3Becu WTD, Torna kak Bupyc
OBLT TOBOJILHO HecTabwiieH B (DeKaMsIX KOIIEK U OBEIl U (heKAIbHBIX B3BECSIX. ABTOPHI
OOHAPYXUIM CaMYI0 MPOJOJDKUTEIbHYI0 BbIKHBaeMocTh SARS-COV-2 B Moue Kolek,
oserr 1 WTD. Kpome Toro, mapaniensHOe CpaBHEHHE C Pa3InYHBIMU mTaMmMamu SARS-
CoV-2 nokasano, uto paccmarpuBaeMbie BapuanTsl Alpha, Delta u Omicron Obutu Menee
CTaOMITIbHBI, YEM IITAMMBI JIUKOTO THUIIA.
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