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Pacnpocrpanenue BapuanTtoB BHpyca SARS-COV-2, BbI3bIBAONIUX HHTEpeEC
(VOI) u cyoBapuanToB Omicron, Haxoasimuxcsi moa HadaoaenueM (VUM), Ha ocHoBe
KOJIMYeCTBA MX I'eHOMOB, JIEMOHHPOBAHHBLIX B 0a3y maHHbIix GISAID 3a Hememo ¢
18.03.2023 r. mo 24.03.2023 1.
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Pocnompebnaosopa, Capamos, Poccutickas @edepayus

B 0030pe npencrasieHa nHGOpMAIKS IO MUPKYIUPYIONIMM B HACTOSIIEE BpEMs Ba-
puantam Bupyca SARS-COV-2 BeiseiBaromux untepec (VOI) u cyoBapuantoB Omicron,
Haxonsmuxcs noa Hadmoaeruem (VUM), reHOMHBIE OCTIEI0BATEIbHOCTH KOTOPHIX pa3me-
IEHBI B MeXayHapoaHou 6a3e manHbix GISAID 3a nHenento ¢ 18 mo 24 mapra 2023 1.

Ha ceromusmauii nens B 6a3e manabix GISAID Bcero npencrasieno 15 259 440 re-
HoMOB Bupyca SARS-COV-2. 3a ananmu3upyemyro Heaemo pazMenieHo eie 48 545 renom-
HBIX MOCIICOBATEIBHOCTEH (3a MpeAbIayIyIo Hefemo — 46 795).

B mupe ctpanamu — nuaepamMu o0 KOJUYESCTBY JISTOHUPOBAHHBIX TEHOMHBIX TTOCIIE0-
BatenbHOCTel BUpyca SARS-CoV-2 ocrarotcst CILIA — (4 702 617 renomoB — 30,8% ot Bcex
pasmemieHHbix B GISAID) u Bennko6puranus (3 050 024 — 19,9 %).

BO3 o0HOBMIIA CBOIO CHCTEMY OTCIICKMBAHMS U pabouue OmpenescHUs BapUaHTOB
SARS-CoV-2. Dkcneptsl Texunuyeckoil koHcynbTaTuBHOU Tpynnsl BO3 mo sBosonuu BU-
pyca SARS-CoV-2 (TAG-VE) npuiuim K KOHCEHCYCY, YTO ¢ MOMEHTa CBOCTO TMOSBICHHS
BUpYyChl OMUKPOH NMPOI0IKAIU 3BOJTIOIMOHUPOBATh TEHETUYECKH U aHTUTEHHO C pacIuupsi-
IOLMMCSl TUAaNa30HOM CYOJIMHUMA, KOTOpbIE JO CHUX MOp XapaKTepU30BAIUCh CBOMCTBAMHU
YKJIOHEHHSI OT CYIIECTBYIOIETr0 MOMYISIIMOHHOTO MMMYHHUTETA U MPEATNIOYTEHUEM BhI3bIBATh
3a00JIeBaHMs BEPXHUX AbIXaTeNbHbIX MyTeil, o cpaBHeHHIO ¢ VOC 10 Omicron. C 15 mapTa
2023 r. cucrema otcnexuBaHusi BapuaHtoB BO3 Oyner paccmarpuBaTh KiacCU(UKAIMIO
cyOnmuamii Omicron HE3aBUCUMO KaK BapUaHTHI, Haxoasmuecs o HabmonenueM (VUM),
VOI nmun VOC. C yuerom 31tux m3menenuit BO3 knaccuduuupyer ansga, Oera, ramma,
JIeNIbTa, a TaK)Ke poAUTENIbCKyto TuHUI0 Omicron (B.1.1.529) kak panee nMpKyIMpoOBaBIINE
VOC, x VOI otHecen cyoBapuanT XBB.1.5. B rpynny VUM BkiIt0Y€HBI T€HETUYECKHUE JIH-
nuu BQ.1, BA.2.75, CH.1.1, XBB, XBF.

B naneneiimem BO3 Gynet npucsauBaTh rpedeckue 0ykBbl Tosbko VOC. VOI Oynyt
0003HAUaTHCs C MCIOJIb30BAHNEM YCTAHOBJICHHBIX CHCTEM HAaYYHOH HOMEHKIIATYPhI, TAKHX
kak Nextstrain u Pango (nanpumep, XBB.1.5/23A).

BO3 nmomuepkuBaer, 4TO 3T W3MEHEHHS HE O3HAYAIOT, YTO LUPKYJSALHUS BapuaHTa
OMUKpPOH 00JblIIE HE MPEACTABISAET Yrpo3bl s 3A0pOBbs HaceneHus. Ckopee, U3MEHEHUs
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ObUIM BHECEHBI JJIS TOTO, YTOOBI JIydllle UICHTU(PHUIUPOBATH AONOJHUTEIbHbIE WIX HOBBIE
yrpo3bl TOMUMO TEX, KOTOPBIE MPEICTABISIOT HUPKYIUPYIONIHE cyoBapranTsl Omicron.

Hupkymnsaius supyca SARS-COV-2 renoBapuanTa Omicron 3aperucTpupoBana B 218
ctpanax (mo manueiM CMU Ha 24.03.2023 1.).

Bcero B 6azy mannbix GISAID nenmonmpoBano 7 826 857  reHOMOB BapuaHTa
Omicron. 3a aHaIM3UPYEMYIO HEJICIIO J0JIs MpeAcTaBiIeHHbIX ToOmicron cocraBmia 99,6 %
OT BCEX MPEACTABICHHBIX 32 TEKYIIyI0 HEJENI0 reHoBapuaHToB Bupyca SARS-COV-2 (3a
npeasiayinyto neaeno — 98,2 %).

KonmuecTtBo reHOMHBIX TOocienoBatenbHocTeil Bupyca SARS-COV-2, pasmenie-
HBIX Poccuiickumu 1abopaTopusiMu Ha HeJlelie He HU3MEHUIIOCh B cocTaBuiio 66 338 reno-
MOB, B TOM yucJie BapuanTa Omicron — 40 460 reHoMOB.

Ha cerognsmuauii nenp B 6aze qanabix GISAID 3adukcupoBaHo JemOHUPOBaHUE Ba-
puanta Omicron u3 210 ctpan u Teppuropuii (Ha npeasiaymieit Henene — 210): ABctpamnus,
ABctpus, AzepOaiimxan, Anbanus, Amxup, Amepukanckoe Camoa, AHnoppa, Aarona, AH-
turya u bapOyna, Aarunbs, ApreatuHa, Apmenus, Apyoa, Adranucran, banrnaaen, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBwus, borcBana, bocuus u I'epuerosnna, bonaiipe, bpasunus, bpynei, bpuranckne Bup-
TUHCKHUE OCTpoBa, byran, bypynmu, bypkuna-®aco, Benukobpuranus, Benecysna, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, 'ana, I'autu, 'am6us, ["aitana, ['Bagenyna, ['Bate-
Mmana, ['Bunes, 'epmanus, ['ubpanrap, ['onaypac, ['onkonr, I'perus, ['py3us, ['yam, 'aGoH,
Hanus, xubyru, Jlomuaukanckas Pecnyonuka, Jlomunanka, JIPK JlemokpaTudeckas Pec-
nyonuka Bocrounsiit Tumop, Jlemokparuueckas Pecniyonuka Can-Tome u [lpuncunu, Eru-
niet, 3am6usi, 3umbaose, U3pawmns, Unnus, Unnonesus, Mopnanus, Upak, Upan, Upnannus,
Ucnannus, Ucnanus, Uranus, Kabo-Bepne, Kazaxcran, Kalimanossl OctpoBa, Kamboxka,
Kamepyn, Kanana, Karap, Kenusi, Kunp, Kuraii, Kupubaru, Komymo6us, Kocoso, Kocra-
Puxka, Kot-n'UByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc, Jlarsus, JIubepus, JIusan,
JluBus, Jluxtenmreiin, JIutea, Jlecoro (KoponesctBo Jlecoto), JIrokcemOypr, Magarackap,
Maspukuii, Masputanus, Makao, Manasu, Manaiizus, Mansausel, Mansra, Manm, Ma-
pokko, Maprtunuka, Mapmamnossl OctpoBa, Maitorra, Mekcuka, Mo3ambuk, MoioBa,
Momnako, Monromnusi, Montceppart, Mbsiama, Mukponesusi, Hamu6us, Hunepnanasl, Hurep,
Hurepus, Henan, Hoperus, HoBast 3enannus, HoBas Kanenonus, Hukaprya, Oman, OAD,
[Taxucran, [lanectuna, [lanama, [lanay, [laparsai, [lanya-HoBas I'Bunes, Ilepy, [lopTyra-
nus, Ilonpma, ITyspro-Puko, Peronwon, Pecnybnuka Konro, Pecnybnuka Celimensckue
OctpoBa, PecnyOnuka I'Bunes-bucay, Pecnibnuka Banyty, Pymbinus, Poccus, Pyanna,
CanbBanop, Cen-Mapten, Cunt-Mapren, Caynosckas Apasusi, CeBepHass Makenonus, Ce-
BepHble MapuaHnckue octpoBa, Ceneran, Coro3 Komopckux OctpoBos, Ceeppa-Jleone, Cro-
Bakus, Cnoenusi, Cunranyp, Cupus, CIIA, Cenr-Kutc u Heuc, Cent-Buncent u I'pena-
nunbl, Cent-Jlrocusi, Cunt-MapteHn, ConpyxectBo baramckux OctpoBoB, Comanu, CynaH,
Taunann, TaliBans, Tanzanus, Tepkc u Kaiikoc, Toro, Tpununan u Tobaro, Tynuc, Typuus,
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VYranga, Y30ekucran, YkpauHa, YpyrBaid, Ounnsauaaus, @pannus, Opanimysckas ['Buana,
Opannysckas [lomuuesns, Owmununel, Xopearus, Yepnoropus, Yexus, Ynnu, Yan, [{AP,
[Benus, IIsetimapus, lpu-Jlanka, DxBagop, DcToHusa, IcBaTuHM, DPuonus, IKBATOPH-
anwHas ['Bunest, FOAP, Oxnas Kopes, IOxubiii Cynan, fAnonus, SImaiika.

3a npomenmue 4 veaenu 56 (26,7 %) crpan (3a npeapiayiaue — 55 crpan (26,2 %)
JOTIOJTHUIIN JTaHHBIC O PA3MEIICHHBIX paHee TeHOMHBIX MMOCIEA0BaTeIbHOCTIX Omicron B
GISAID.
Pacnipoctpanenue moinHUi BapuaHToB Omicron CEKBEHHPOBAHHBIX U 3arPy’KCHHBIX
B 0a3y nannbix GISAID mpencrasiena va pucynke 1.

Omicron sublineages
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Puc. 1 Pacnpocrpanenne cyoBapuanto Omicron B mupe (1o cocrosiauto Ha 21.03.2023 1.)

JlnHamuKa pacrpocTpaHeHus cyoBapuanToB OMICron B pernonax 3a nocieanue 4 He-
nenu npencrasieHa Ha Puc. 2. B ctpanax AdpukuCeseproit u FOxHON AMepHUKHU reHeTnye-
ckuii o mpeacTasisiet cyoBapuanT XBB.1.5 (ot 74,4 % no 76,2 % OT Bcex CEeKBEHUPOBaH-
HBIX BapranToB Omicron). B crpanax EBpomnsl, Oxeanuu u A3un Takke JOMUHHPOBAI Cy0-
Bapuantel XBB.1.5 (45,8 %, 19,3 % u 11,4 % COOTBETCTBEHHO).



Africa (+121 sequences)

Asia (+5,608 sequences)

XBB.15 74.38% XEB.1.5 s 11.41%
XBB.| e—12.4% BN.1.2 s 0.2%
XBB.1.9.1 == 331% XEB. | m— 9.09%
BQ.1.1 = 2.48% BN.1.3 s 7.79%
BQ.1128= 165% BA.5.2.48 mems 7.77%
XBB.1.9.1 memm 5.21%
XBB.1.9 mem 4.3%
BF.7.14 wm 3.87%
BQ.1.1= 2.39%
CH.1.1.3m 2.26%
BA2.10.1m 1.77%
CJ1m 1.75%
BA5.2.1= 1.5%
BA5.26= 1.48%
XBB.2= 1.44%
BF5= 1.43%
BFE7= 1.39%
BF.7.15m 1.37%
RF741m 1.23%
BA.5.2.49= 1.03%
Europe (+16,965 sequences) North America (413,256 sequences)
XBB.1S 45.84% XBB.1.5 76.15%
XBB.1.9.1 me—5.52% BQ. 1.1 mm 5.06%
CH.1.1.1 mm 6.34% XBB.1m 1.8%
CH.1.1.3 mm 6.12% BQ.1.1.32m 1.69%
XBB.1 mem 3.97% XBB.1.9.1= 1.28%
XBB.1.9 w= 3.61%
BO.1.1mm 347%
XBF = 167%
BQ.1.1.32= 149%
CHA.1w 147%
BQ11.13s 1.14%
Oceania (+1,496 sequences) South America (+258 sequences)
XBB.1.5 e— 19.32% XBB.1.5 74.42%
XBF me—17.25% XBB.1 5.43%
CH.1.1.1 e 7.29% BQ.1.1 3.88%
XBB.1 me— 6.55% XBB.1.9.1 == 2.71%
CH.1.1.,3 e 6.42% XBB.2w= 2.71%
BR.2.1 e 5.88% BQ.1.1.18 = 1.56%
BA5.2¢ 1.16%

XBB.1.9.1 mmmm 5.61%
XBB.1.9 mm 3.28%
XBC.1.1 mem 3.14%

XBC.1 == 3.07%
BA.2m 2.21%
CH1.1m 1.34%
BQ.1.1.32m 1.14%
BN.1.3% 1.0%
BQ.1.1% 1.0%
BN.1.2% 1.0%

BQ.1.1.13 5 1.16%

We gratefully acknowledge
the Authors from Originating
and Submitting laboratories
of sequence data on which the
analysis is based.
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Only Omicron sublineages with prevalence > 1% in the last 4 weeks are shown here.
See https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/ for variant information and definitions.

Pucynok 2 Pacnpoctpanenue cyoBapuantoB Omicron B perioHax MHpa CEKBEHUPOBaHHbIE
3a 4 veaenu (€ 21.02.2023 r. mo 21.03.2023 1.).

B cpaBHeHHME ¢ mpeapiaymmuMu 4 HEAENSMHU BO BCEX PETHMOHAX OTMEUEHO CHIDKEHHE
nonu cyoBapuanta BQ.1.1 cpenu cekBeHUPOBAHHBIX TeHOMOB KopoHaBupycoB SARS-CoV-
2, poct pacnpoctpaHeHus cyoBapuantoB XBB.1.5, XBB.1.9.1. B crpanax Adpuku, Azuu,

EBponsl 1 Okeannu cpeiy CEKBEHHPOBAHHBIX TE€HOMOB YBEJIMYMIIACH 10N CyOBapHaHTa

XBB.1 (Puc. 3).



BA.2
BA.2.10.1
BA5.2
BA5.2.1
BA.5.2.48
BA.5.2.6
BE.5
BE.9
BFS
BR7
BF7.15
BF.7.4.1
BN.1.2
BN.1.3
BQ.1.1
BQ.1.1.13
BQ.1.1.18
BQ.1.1.28
BQ.1.1.32
BQ.1.10
BR.2
BR.2.1
CH.1.1
CH.1.1.1
CH.1.1.3
XBB.1 +5.8%
XBB.1.5 +24.6% +19.1%
XBB.1.9 -0.1% +2.1%
XBB.1.9.1
XBB.2
XBC.1.1
XBF

Pucynoxk 3 U3menenue nonu cyoBapuanToB Omicron B perioHax MUpa 3a Nepuoibl ¢ 24 sH-
Bapsi o 21 deBpans u ¢ 21 dpeBpans mo 21 mapra 2023 .

ITo cocrostauio Ha 24 mapra 2023 . B 6a3y manabix GISAID EpiCoV 6bu10 Aenonupo-
BaHo 101 642 nocnegoBarensHOCTH, oTHOCsIIHEeCS kK XBB.1.5, u3 89 crpan. 3a nmocnennwue
4 nenenu HanOosbIIee pacpocTpaneHue cyoBapuant nonyuni B CIHA — 85%, Ywum — 77%,
FOAP — 74%, ABctpun — 64%, Kanage — 60%, Hunepnangax u @panuun — 55%, [onpme —
54%, Benukobputanuu — 51%.

B CHIA no ganapiM HarnmoHansHOM CHCTEMBI TEHOMHOTO Ha/130pa, OMyOJIMKOBAHHOM
Ha caiite CDC, na Hegene ¢ 12 mo 18 mapra 2023 . cpeau HUPKYIUPYIOITUX CyOBapUaHTOB
Omicron nomuaupyer XBB.1.5 (90,2 %), noas KOTOPOro Mo CPaBHEHHIO C MPEANICCTBYIO-
uieit Hemeneil ysemmunnack Ha 0,7 %. B mratax Heto-/Dxepcu, Holo-Mopk, TepputpopHsix
Buprunckux octpoBoB u Ilyspro-Puka pacnpocrpanenne XBB.1.5 coctaBuio — 95,3 % (na
npouwnoit Hegene 96,1 %, B mratax Konnektukyr, Maccauycerc, MaH, Bepmonr, Poa-Aii-
aenn, Hero-Iammmmp - 95 % (Ha npouutoii Henene 96 %). Pacnipoctpanenue cyOBapuaHTOB
BQ.1.1 u BQ.1 nmpoaomkano CHUXKATbCA, UX YACIbHBIM BEC B CTPYKTYpPE CEKBEHUPOBAHHBIX
mrammoB coctaBui 3,5 % u 0,7 % cootBercTBeHHO (Ha iponuioi Hexene 4,7 % u 1 % cooT-
BETCTBEHHO).



[To manaemm ECDC, cpenu 7 crpan (ABctpus, Hanus, @pannus, ['epmanus, Upnan-
nusi, JlatBust 1 Hunepnanael) ¢ 10CTaTOYHBIM 00bEMOM CEKBEHHUPOBAHUS WIIM T€HOTUITUPO-
BaHMA B iepuo ¢ 27 pepas mo 12 mapra 2023 1. OlIeHOYHOE pacmpeiesieHne CyOBapHaHTOB
Omicron cocrasuio ains XBB.1.5 — 54,4 %, BA.2.75 — 16,8 %, BQ.1 — 11,7 %, XBB - 14,3
%, BA5-1,6%,BA.2-11%uBA.4-0,2%.

W3 5 BapuanToB Omicron, Haxomsmuxcs mox Haomoaeauem (VUM), B 6a3y maHHBIX
GISAID 65110 3arpyxeno 358 749 reHOMHBIX MOCIIeIOBaTENbHOCTEH cyOBapuanTa BQ.1 u3
138 cTpan. 3a mociennue 4 Heleau pacmpocTpaHEeHHOCTh cyoBapuanTa BQ.1 coctaBuna B
[Mopryranuu — 33%, Kanage — 32%, Utanuu — 30%, Ucnanuu — 21%, Iloneie — 20%, T'ep-
Manuu — 18%, ®panmmu — 17%, Ounnsaauu —17%, [senun — 16 %.

B 6a3e nanueix GISAID renoMHbIe Mocae0BaTENLHOCTH cyOBapranTa BA.2.75 ipen-
craBneHsl u3 123 crpan. 3a mocneanne 4 Henenu Hanboubinee pacnpoctpanenne BA.2.75
nonyuun B Taunanzae — 83%, IOxuoit Kopee — 65%, Hanuu — 26%, ABctpanuu — 25%, fmno-
UM — 22 %, BenukoOpurannu — 21%.

Cy6Bapuant CH.1.1 BnepBrie o0HapyskeH B FOro-Boctounoit A3un B HOsiOpe 2022 T.
B 6a3e manabpix GISAID nenmonuposano 32 281 renom u3 80 cTpan. 3a mocnegaue 4 HeaeIH
pacrmpoctpanenHocTh cyOBapuanta CH.1.1 cocraBuna B [anum — 23%, BenukoOputa-
Huu — 21%, Ounnsaauu — 19%, lseuun — 17%, benberun — 15%, Hunepnangax — 15%,
I'epmanuu — 12%, [Moptyramuu — 11%.

Jlab6oparopusimu 110 ctpan B 6a3e GISAID pazmemieno 23 030 renoMoB cyOBapuaHTa
XBB.1 3a nocnennue 4 Henenu Hanbobllee pacpocTpaHeHue cyoBapuanta XBB.1 orme-
yeno B Munonesun — 31% u [Takucrane — 30%.

B GISAID nenonunpoBano 5689 renomHas nociaegoBaTebHOCTh cyoBapuanta XBF u3
46 ctpan. Pacripoctpanennocts cyoBapuanta XBF cocraBuna B ABctpanuu 19%.

Nudopmanst mo 0OHOBIEHHBIM JAHHBIM O JIEIOHUPOBAHHBIX TeHOMax Bupyca SARS-
COV-2 apuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tabnure 1.



Tabauna 1 — Koiu4yecTBO 1eNNOHMPOBAHHBIX TeHOMOB BapuaHToOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana

YupeikieHune, NPoBOUBIIEe CEKBEHUPOBAHME

B ToM uncie xo-
JNYECTBO I'eHO-

IIpoueHT rexo-
MOB, OTHOCHI-

KoanugecTtBo .
moB Omicron, ae- IIHUXCS K BapHu-
JeIMOHUPO- .
IMMOHUPOBAHHBIX aHTy Omicron
BAaHHBbIX I'€HO-
. 3a mocjaeaHue 4 (B.1.1.529). nemno-
moB Omicron HeaeJIn HUPOBAHHBIX 3a
(B.1.1.529) (25.02. - nocjaenuue 4 He-
24.03.2023 r.) e
Ascrpanus (crabmnuzanus 3a- | NSW Health Pathology — Institute of Clinical Pathol-
00J1eBaEMOCTH ) ogy and Medical Research; Westmead Hospital; Uni- 136697 1338 96,1
versity of Sydney
Asctpus (crabunmsanus 3a60- | Bergthaler laboratory, CeMM Research Center for
JICBAEMOCTH ) Molecular Medicine of the Austrian Academy of Sci- 178368 4336 100,0
ences
A3zepbaiimkan (cTaOumm3ars National Hematology and Transfusiology Center 20 0 0.0
3a0051€eBa€MOCTH) ’
AnbGanwus (crabmnusaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 522 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunusarnust 3a6ome- | National Reference Center for Viruses of Respiratory
: ; . 491 0 0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackue UW Virology Lab
ocTpoBa (cTabunu3zanus 3aboJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. : : 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 52 0 0,0

West Indies




Amnrona (crabunuzanus 3a0071e-

KRISP, KZN Research Innovation and Sequencing

168 0,0
BacMOCTH) Platform
Amnpoppa (crabunusanus 3a60- | Instituto de Salud Carlos 111 393 0.0
JIEBAEMOCTH ) ’
Awntnrya u bapoyna (crabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 108 0,0
West Indies, St Augustine Campus
Aprentuna (crabuim3zanms 3a- | Instituto Nacional Enfermedades Infecciosas
6323 0,0
00J1eBaEMOCTH ) C.G.Malbran
Apwmenus (cradbunusarms 3a60- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunmsanus 3a6ose- | National Institute for Public Health and the Environ- 992 0.0
BAaE€MOCTH) ment(RIVM) ’
Adranucran (crabunuzanus 3a- | Central Public Health Lab 8 0.0
00J1eBa€MOCTH) ’
Baramckue octpoBa (ctabunusa- | Laboratory of Respiratory Viruses and Measles, Os- 97 0.0
1151 3200JIeBACMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanemn (crabmnuzanus 3a- | Child Health Research Foundation
2001 0,0
00J1€Ba€MOCTH)
bap6anoc (crabunu3zanms 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 171 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (crabmnusanus 3a60- | Communicable Disease Laboratory, Public Health Di- 6993 0.0
JICBa€MOCTH) rectorate ’
benapycs (crabunmu3anus 3a6o- | Laboratory for HIV and opportunistic infections diag-
JICBAEMOCTH ) nosis The Republican Research and Practical Center 120 0,0
for Epidemiology and Microbiology(RRPCEM)
Bbenus (crabunmsanus 3a0oseBa- | Texas Children's Microbiome Center 619 0.0

€MOCTH)




Bbenwrust (poct 3a0oneBaeMoCTH)

KU Leuven, Rega Institute, Clinical and Epidemiolog-

: ; 90982 740 98,7

ical Virology
benun (cTabunuzanus 3adosie- Institut fiir Virologie — Institute of Virology — Charite 513 0 0.0
BAaEMOCTH) ’
bepmyackue octpoBa (ctabuau- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3arust 3a00JIeBa€MOCTH ) Public Health England ’
Bonrapus (crabunmsanus 3a60- | National Center of Infectious and Parasitic Diseases 6768 0 0.0
JIEBAa€MOCTH ) ’
bonuBus (cumkenue 3abonesac- | Laboratory of Respiratory Viruses and Measles, Os- 136 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomoiip (ctabunuszanus 3a6oae- | National Institute for Public Health and the Environ-

1067 0 0,0

BAaE€MOCTH) ment(RIVM)
bocuus u I'epuierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory 195 1 100.0
Ju3arys 3a00J1€Ba€MOCTH) for Molecular Diagnostic and Research Laboratory ’
borcBana (crabunmsarnus 3a60- | Botswana Institute for Technology Research and Inno- 3344 0 0.0
JICBAEMOCTH ) vation ’
bpaswnus (cradbunusanus 3a6o0- | Instituto A(_Jlolfo Lutz, Interdiciplinary Procedures Cen- 101554 59 100.0
JIEBAEMOCTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3aboseBae- 44 0 0,0
MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BacMOCTH ) Infectious Diseases(National Virology Reference La- 5206 217 100,0

boratory)
Byran (ctabmmuzanus 3abonesa- | AFRIMS 57 0 0.0
€MOCTH) ’
Bypkuna daco (cradbunmsanust | Laboratoire bacteriologie virologie CHUSS 66 0 0.0
3a0051eBa€MOCTH) ’
Bypynau (ctabunuzanus 3a6o- MRC/UVRI & LSHTM Uganda Research Unit, Na- 93 0 0.0

JIEBAEMOCTH)

tional Institute of Public Health




BenukoOpuranus (crabununza-

COVID-19 Genomics UK (COG-UK) Consortium.

1Us1 3a00JIEBACMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 1422871 9419 100,0
nomics UK (COG-UK) consortium.
Benrpus (ctabmimsanus 3a60- | National Laboratory of Virology, Szentagothai Re-
381 0 0,0
JICBAEMOCTH) search Centre
Benecyaina (crabunu3arus 3a- Laboratorio de Virologia Molecular
574 0 0,0
00JIeBaeMOCTH )
Brernam (crabmmzanms 3a60- | National Influenza Center, National Institute of Hy-
. L 5436 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmuzanus 3a6one- | Centre de recherches médicales de Lamba- 5 0 0.0
BAaEMOCTH) réné(CERMEL) ’
lantu (crabunmsarms 3adose- Laboratoire National de Santé Publique — 381 0 0.0
BaEcMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnmzanus 3a6oe- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6wust (crabmnuzanus 3abome- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) ’
I'ana (crabunmsanus 3abonesae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infec- 2170 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banmenymna (crabumu3arus 3a- National Reference Center for Viruses of Respiratory
i ; . 604 0 0,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'Baremana (ctabunuszanus 3a- Asociacion de Salud Integral/Clinica Familiar Luis
b , 3024 0 0,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (crabunmsaius 3a6omne- | Centre de Recherche et de Formation en Infectiologie 455 0 0.0
BAacMOCTH) Guinée ’
I'Bunes-bucay (cradmnmusarnms MRCG at LSHTM, Genomics lab 20 0 0.0
3a0071€Ba€MOCTH) ’
I'epmanus (ctabunmsanus 3a00- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
TIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 550636 4779 99,9

giene, CaSe—Group.
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I'uGpanrap (crabmimzanus 3a-

Respiratory Virus Unit, National Infection Service,

00J1eBa€MOCTH ) Public Health England 122 0 0.0
Tonnypac (crabumusanms 3a60- | Genomics and Proteomics Departament, Gorgas Me-
) X . 48 0 0,0
JICBAEMOCTH ) morial Institute For Health Studies
I'onkonr (camkenue 3abonesae- | Hong Kong Department of Health 11488 16 100,0
MOCTH)
I'penus (crabunuzarus 3a6ome- | Greek Genome Center, Biomedical Research Founda- 14116 0 0.0
BAaE€MOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunusanus 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 2011 5 100.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabmnusanus 3adosieBa- | Centers for Disease Control and Preven—tion Division
. . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunusarus 3a6ose- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, A_albor_g Unlver_3|ty. _Department of Virus and 353372 1551 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
Jlomunuka (crabunumsanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckast PecriyOiinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arus 3a00eBaeMo- trol and Prevention, USA 1377 0 0,0
CTH)
JIP Konro (crabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 511 0 0,0
JIEBA€MOCTH) medical Research(INRB)
JAP Cent Tome u [Ipuncunu LNR-TB
(crabmm3arus 3a00eBacMo- 1 0 0,0
CTH)
Eruner (crabmmmzarus 3a6ome- | Main Chemical Laboratories Egypt Army 1137 0 0.0

BAEMOCTH)
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3am6wust (cTabunzanus 3aboe-

University of Zambia, School of Veterinary Medicine

1162 0 0,0
BAaEMOCTH)
3umba0Be (cradbunm3arus 3a60- | National Microbiology Reference Labora-
: o 296 0 0,0
JICBAEMOCTH ) tory(Quadram Institute Bioscience)
Wspauis (ctadbunmsanus 3a60- | Central Virology Laboratory, Israel Ministry of Health 112907 730 88 8
JIEBAEMOCTH )
Wuaus (poct 3ab6oneBaemoctn) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR— 126128 596 97,2
Centre for Cellular and Molecular Biology
Wunonesus (crabunusanus 3a- | National Institute of Health Research and Develop- 34798 41 100,0
00JIeBaGMOCTH ) ment
Wopnanus (cradbunmsarnus 3a60- | Andersen lab at Scripps Research, CA, USA 998 0 0.0
JIEBAEMOCTH ) ’
Hpak (crabmnuzamus 3aboneBa- | Biology, College of Education Department of Virol-
€MOCTH) ogy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
HUpan (poct 3a001eBaeMOCTH) National Reference Laboratory for COVID-19, Pas-
: 1977 0 0,0
teur Institute of Iran
Wpnangus (cradbunusanus 3a60- | National Virus Reference Laboratory 55034 428 100,0
JIEBAEMOCTH)
Wcnanaus (crabumusarus 3a60- | Landspitali Department of Clinical Microbiology 10168 73 100,0
JIEBAEMOCTH)
Wcnanus (crabunusarms 3a60- | Hospital Universitario 12 de Octubre 103620 543 99.8
JIEBAEMOCTH)
Wranus (cradbunusamus 3a6ome- | Army Medical Center, Scientific Department, Virol- 80713 1068 977
BaE€MOCTH) ogy Laboratory
Ka6o—Bepae (crabmimzanus 3a- | Institut Pasteur de Dakar
542 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (cradbunusanus 3a6o- | Reference laboratory for the control of viral infections 1088 0 0.0

JIEBAEMOCTH)
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Kamboxa (crabuausanms 3a-

Virology Unit, Institut Pasteur du Cambodge

1801 0 0
00JIeBa€MOCTH )
Kamepyn (cradunusanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
y 699 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—émergentes)
Kanana (crabunmzanust 3a0ome- | Laboratoire de santé publique du Québec 266917 5130 99.9
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (poct 3a6o0neBaemoctr) | Biomedical Research Center(BRC), Qatar University /
. 1524 0 0,0
Qatar Genome Project(QGP)
Kenus (cradbunuszamus 3a6ome- | KEMRI-Wellcome Trust Research Pro- 4899 0 0.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurp (crabum3zaius 3adosiea- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsaus 3a00s1e- Natlpnal Institute for Viral Disease Control and Pre- 18817 1050 100,0
BaGMOCTH) vention
Konym6us (ctadbunmsarnus 3a60- | Instituto Nacional de Salud— Direccion de Investi-
., . 12775 0 0
JIEBAEMOCTH) gacion en Salud Publica
Komopckue octposa (cradbunu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1ust 3a00JIeBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzanus 3a6ome- | Charité Universitditsmedizin Berlin, Institut fiir Virolo- 686 0 00
BacMOCTH) gie ’
Kocra—Puxa (poct 3a0oneBae- Inciensa, Instituto Costarricense de Investigacion y
~ - 7987 5 100,0
MOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (crabunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fe- 931 5 100.0
00J1eBa€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky0a (cradbunusarus 3aboneBa- | Respiratory Infections Laboratory
520 0 0,0
€MOCTH)
Kygeiit (crabunu3zamus 3a6one- | Virology Unit, Department of Microbiology, Faculty
2. . 603 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreizcran (crabmnumzamus 3a- | SRC VB “Vector”, “Collection of microorganisms” 45 0 00

00J1€Ba€MOCTH)

Department
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Kropacao (crabunuzanus 3a60-

National Institute for Public Health and the Environ-

JICBAEMOCTH ) ment(RIVM) 1172 0 0.0
Jlaoc (crabunuzanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 546 0 0.0
€MOCTH) tal ’
JlatBus (crabunm3anus 3aboie- | Latvian Biomedical Research and Study Centre
13883 0 0,0
BAaEMOCTH)
Jlecoto (crabunmsanms 3a06ose- | National Institute for Communicable Diseases of the
: X 137 0 0,0
BAacMOCTH) National Health Laboratory Service
JIubepus (crabumuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunuzaius 3abone- | Laboratory of Molecular Biology and Cancer Immu- 578 0 0.0
BacMOCTH) nology, Lebanese University Public Health England ’
JluBwus (crabunuzanus 3adoe- Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jluta (crabunuzamus 3a6ome- | Vilnius University Hospital Santaros Klinikos, Center
. 10635 0 0,0
BacMOCTH) of Laboratory Medicine
JIuXTeHITeHH (CTaOMIU3aIHs Bergthaler laboratory, CeMM Research Center for
3200J1eBAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1379 2 100,0
ences
JlroxceMOypr (cTaOunuzanms 3a- Laborat_mre national de santé, Microbiology, Microbial 33495 394 100,0
00JIeBaEMOCTH) Genomics Platform
Makxkao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabunu3arnms 3a- CNR Virus des Infections Respiratoires — France SUD
5861 0 0,0
00J1€Ba€MOCTH)
Maspuranus (cradunusamus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorta (cradmnu3zanus 3a60- | National Reference Center for Viruses of Respiratory
: X . 362 0 0,0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris
Manaii3us (cradbunmsanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JIEBa€MOCTH ) search Centre, National Institutes of Health, Ministry 27442 92 100,0

of Health Malaysia
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Managu (ctabunusanus 3abose-

KRISP, KZN Research Innovation and Sequencing

235 0 0,0
BacMOCTH) Platform
Maunu (crabunusanus 3abonesa- | Northwestern University — Center for Pathogen Ge-
. ) - . 111 0 0,0
€MOCTH) nomics and Microbial Evolution
MautbauBbl (cTaOMIH3AIHS 3a- Indira Gandhi Memorial Hospital
333 0 0,0
00JIeBa€MOCTH )
Maisra (cTabunusanus 3adose- | Molecular Diagnostics Pathology Department Mater
: : 163 0 0,0
BaEcMOCTH) Dei Hospital Malta
MapiramnoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 28 0 0.0
JM3alys 3a00J¢BaEMOCTH) of Health ’
Mapokko (crabunuzanus 3a060- | Laboratoire de Biotechnologie 1191 0 0.0
JIEBAEMOCTH )
Maprunuka (crabmnuzanus 3a- | CNR Virus des Infections Respiratoires — France SUD
1393 0 0,0
00JIeBaeMOCTH)
Instituto de 15iagnostic y Referencia Epidemiologicos
Mekxkcuka (cTabuau3sanus 3a00- (INDRE) 40094 55 100,0
JIEBAEMOCTH )
Mo3zaMOuK (cTabuau3arms 3a- KRISP, KZN Research Innovation and Sequencing
. 645 0 0,0
00J1eBaEMOCTH ) Platform, South Africa
MomnnaBus (crabunuzanms 3a00- | ONCOGENE LLC 651 0 0.0
JIEBAEMOCTH)
Momnaxko (cTabunuzanus 3adoste- | National Reference Center for Viruses of Respiratory
: ; . 16 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Mouronus (crabunuzarus 3a60- | National Centre for Communication Disease (NCCD)
: 721 0 0,0
JICBAEMOCTH ) National Influenza Center
Montceppar (ctabunu3zanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaeMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpbsiama (cTabumu3anus 3a00- DSMRC 71 0 0.0
JIEBAEMOCTH)
HamuOus (ctadbunmsanums 3a60- | National Institute for Communicable Diseases of the 788 0 0.0

JIEBAEMOCTH)

National Health Laboratory Service
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Henan (ctabunusanus 3abose-

Molecular and Genomics Research Lab, Dhulikhel

BacMOCTH) Hospital, Kathmandu University Hospital School of 1162 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzanus 3aboite- National Reference Laboratory, Nigeria Centre for 79 0 0.0
BaEMOCTH) Disease Control ’
Hurepus (crabunuzaius 3a60- | African Centre of Excellence for Genomics of Infec- 3095 1 100.0
JIEBAEMOCTH) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanas! (crabumzanus National Institute for Public Health and the Environ-
3a00J1€BAEMOCTH) ment(RIVM) 71829 1036 100.0
Hogas 3enannus (camxenue 3a- | Institute of Environmental Science and Research(ESR) 97223 566 100,0
00JIEBaCMOCTH )
Hogas Kanenonus (crabunusa- | Laboratoire de Microbiologie Centre Hospitalier Terri- 58 0 0.0
1151 3a00JIEBAEMOCTH ) torial de Nouvelle-Calédonie :
Hopgerus (cradbunusarus 3a60- | Norwegian Institute of Public Health, Department of 39966 0 0.0
JICBAEMOCTH ) Virology ’
OAD (cradunumzanust 3aboneBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
Owman (cradbmmuzanus 3abomeBa- | Oman—National Influenza Center 994 0 0.0
€MOCTH) ’
[Makucran (cradbunmsaius 3a60- | Department of Virology, Public Health Laboratories 9812 64 95,5
JICBAEMOCTH ) Division ’
[Manay (crabumuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 66 0 0.0
BaE€MOCTH) siCaixa/IGTP) ’
[Manectuna (cradbunu3amus 3a- | Biochemistry and Molecular Biology Department— 44 0 0.0
00JIeBAEMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (crabunm3arus 3a6one- | Gorgas memorial Institute For Health Studies 2985 4 100.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (ctabunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3anust 3a00J1€BA€MOCTH) :
[Maparsaii (crabunu3zaius 3a00- | Laboratorio Central de Salud Publica de Paraguay 1599 0 0.0

JIEBAEMOCTH)
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[lepy (cTabunmzanus 3aboseBa-

Laboratorio de Referencia Nacional de Biotecnologia

€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru 30847 0 0.0
[Monpiia (cradbunu3arust 3a6oie- | genXone SA, Research & Development Laboratory 42924 779 99.9
BAaEMOCTH)
[Mopryranus (crabunuzanus 3a- | Instituto Nacional de Saude(INSA) 21075 996 100,0
00JIeBa€MOCTH )
[Tyspto Puko (ctabunuzarms Centers for Disease Control and Prevention Division
. : : 13599 14 100,0
3a00JIEBACMOCTH ) of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anust 3a00JIeBaEMOCTH ) boratory (MDU-PHL) ’
Pecniy6nuka JlxubyTu (cradbu- | Naval Medical Research Center Biological Defense
. 506 0 0,0
Ju3aIys 3a00J1€Ba€MOCTH ) Research Di—rectorate
Pecny6nuka Kupubatu (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JM3a1ys 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (cradunmsa- | Institute of Tropical Medicine
184 0 0,0
11 3200J1€Ba€MOCTH)
Pecny6ninka Manmarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Oounmzanys 3a00J1€Ba€MOCTH) ’
Pecnyonuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ’
Pecniy6nuka CansBanop (cradu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 380 0 0,0
JU3a1us 3a00J1€BaEMOCTH) morial Institute For Health Studies
Pecny6nuka Yan (cTabunun3a- Pathogen Genomics Lab, National Institute for Bio-
. 8 0 0,0
11151 3a00JIEBAEMOCTH ) medical Research (INRB)
Peronbon (cradmmusarust 3a60- | CNR Virus des Infections Respiratoires — France SUD 9838 0 0.0
JIEBAEMOCTH) ’
Poccust (cradbunmsanus 3a6one- | WHO National Influenza Centre Russian Federation.
BaEMOCTH) Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni- 40460 0 0,0

versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap-
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plied Microbiology & Biotechnology. Group of Ge-
netic Engeneering and Biotechnology, Federal Budget
Institution of Science ‘Central Research Institute of
Epidemiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabunmsanus 3abose-

GIGA Medical Genomics

197 0,0

BaEMOCTH)
Pymbinus (cradunmsanus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. X : 9934 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
Caynosckast Apasus (ctabmiu- | Infectious Diseases, King Faisal Hospital Research 903 0.0
3armst 3a00JIeBAEMOCTH ) Center ’
Cesepnas Makenonus (crabu- | Institute of Public Health of Republic of North Mace-
Ju3arys 3a00J16BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0,0

tics
CesepHble MapuaHCKHE OCT- Centers for Disease Control and Prevention Division
poBa (crabunusanus 3abosneBae- | of Viral Diseases, Pathogen Discovery 2080 0,0
MOCTH)
Ceitmensl (ctabmmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 618 0.0
JIEBAEMOCTH ) ’
Ceneran (crabumusanus 3a00- IRESSEF GENOMICS LAB 1561 0.0
JIEBAEMOCTH ) ’
Cent—BuHcent u ['penaunsbl Carrington Lab, Department of PreClinical Sciences,
(crabuu3ariust 3a00eBacMO- Faculty of Medical Sciences, The University of the 86 0,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabumu- | Carrington Lab, Department of Preclinical Sciences,
3arust 3a00J1eBa€MOCTH ) Faculty of Medical Sciences, The University of the 18 0,0
West Indies

Cent-Jlrocus (cTabuu3arivs Carrington Lab, Department of PreClinical Sciences 153 0.0

3a00J1eBa€MOCTH)

18




CepOus (cTabunuzanus 3adole-

Institute of microbiology and Immunology, Faculty of

BacMOCTH) Medicine, University of Belgrade 1685 0 0.0
Cunramyp (cTabumu3anus 3a00- Natlor_1al Pul:_)llc Health Laboratory, National Centre for 20339 742 100,0
JIEBAEMOCTH ) Infectious Diseases
Cen-Maprtun (crabuinzarnus 3a- | Institut Pasteur 297 0 0.0
00JIeBa€MOCTH )
Cunr—Mapren (cradbunusanust | National Institute for Public Health and the Environ-
850 0 0,0
3200JIeBa€MOCTH) ment(RIVM)
Cupus (ctabunmsanus 3a6one- | CASE-2021-0266829 79 0 0.0
BACMOCTH) :
CrnoBakus (crabunusarus 3a60- | Faculty of Natural Sciences, Comenius University 26297 59 98.3
JIEBAEMOCTH )
CroBenus (crabunusanus 3a00- Instl'gu'_[e of M!crob_lology gnd _Immunology, Faculty of 34200 110 100,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBHI ocTpoBa (crabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
JM3aIms 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Comanu (crabunusanus 3abose- | National Public Health Lab- Mogadishu 2 0 0.0
BAEMOCTH) ’
Cynan (crabunusarus 3ab6ose- | National Institute for Communicable Diseases of the
: X 140 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (crabunuzarus 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
CIIA (crabunmsarnus 3abosesa- | Colorado Department of Public Health & Environ-
€MOCTH) ment. Maine Health and Environmental Testing Labor-
atory. California Department of Public Health. UCSD 2307563 12862 9.5
EXCITE.
Creppa-Jleone (crabmmuzanust | Central Public Health Reference Laboratory 1 0 0.0
3a0051eBa€MOCTH) :
Taunann (crabumsarus 3a60- | COVID-19 Network Investigations(CONI) Alliance 25519 5 100,0
JIEBAEMOCTH)
TaiiBanb (crabumusarms 3a60- | Microbial Genomics Core Lab, National Taiwan Uni- 2494 5 100,0

JIEBAEMOCTH)

versity Centers of Genomic and Precision Medicine
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Tanzanus (cradbuimsanus 3a00-

Jiaxing Center for Disease Control and Prevention

11 0 0,0
JIEBAEMOCTH )
Tepkc u Kaiikoc (ctadbunusanus | Carrington Lab, Department of Preclinical Sciences,
3200J1€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemrru (crabunmzamms | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0
3a00JIeBa€MOCTH) boratory (MDU-PHL) ’
Toro (crabunmszanus 3aboneBae- | Unité Mixte Internationale TransVIHMI(UMI 233
MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 409 0 0,0
IRD(Institut de recherche pour le développement)
Carrington Lab, Department of PreClinical Sciences,
Tpunupnan u Tobaro (crabunu- | Faculty of Medical Sciences, The University of the 2479 12 100,0
3a1us 3a00JIEBa€MOCTH ) West Indies
Tynuc (crabunuzamus 3adone- | Laboratoire de linique linique — Institut Pasteur de Tu- 495 0 0.0
BaEcMOCTH) nis ’
Typuus (cradbunusarus 3a6ose- | Ministry of Health Turkey 21361 0 0.0
BAEMOCTH) ’
VYranpaa (crabunuzarus 3a6one- | MRC/UVRI & LSHTM Uganda Research Unit 550 0 0.0
BAEMOCTH) ’
VYkpauna (crabunmsanus 3a00- | Department of Respiratory and other Viral Infections
JICBAEMOCTH ) of L.V.Gromashevsky Institute of Epidemiology & In- 1657 13 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak™
V36ekuctan (ctabunuszanus 3a- | Center for Advanced Technologies 40 0 0.0
00J1eBa€MOCTH) ’
VYpyrsaii (ctabunu3zanus 3a60- | Departamento Laboratorios de Salud Publica (DLSP) 214 1 100.0
JIEBAa€MOCTH ) Ministerio de Salud Publica :
deneparusnbie mraTel Mukpo- | Pohnpei State Hospital
He3uH (cTabuau3anms 3a0oJieBa- 72 11 100,0
€MOCTH)
Oununnunsel (cradunusanus 3a- | Philippine Genome Center 13504 0 0.0

00J1€Ba€MOCTH)
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OunIAHIUS (CTa0MIN3AINS 3a-

Dep6rtment of Virology, Faculty of Medicine, Univer-

5 . . 20833 304 100,0
0JICBAEMOCTH) sity of Helsinki

®pannus (camwxenne 3ad6oneBa- | CNR Virus des Infections Respiratoires — France SUD 341495 1574 99.6
€MOCTH) ’
dpanmysckas ['Buana (ctabunu- | National Reference Center for Viruses of Respiratory 1599 5 100.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
dpanmysckas [Toaunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arus 3a00716BaMOCTH ) Infections, Institut Pasteur, Paris ’
Xopsatus (crabunuzanus 3a6o- | Croatian Institute of Public Health 93027 49 100.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsanus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 32 0 0.0
MOCTH) medical Research(INRB) ’
UYepnoropus (crabunuszanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 420 0 00
00JIeBAaCMOCTH ) gie ’
Yexwus (poct 3aboneBaemoctr) | The National Institute of Public Health 32401 24 100,0
Yunu (cHmwkeHue 3aboaeBaemo- | Instituto de Salud Publica de Chile

ct) 23961 368 99,5
[Iseiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,

00J1€Ba€MOCTH) ETH Ziirich. 52998 311 100,0
[Isenus (crabumusanus 3a6o- | The Public Health Agency of Sweden 98259 378 100.0
JIEBAEMOCTH ) ’
[Ipu-Jlanka (ctabunuzanus 3a- | Centre for Dengue Research and AICBU, Department 1150 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine ’
DkBaaop (ctabunmzanus 3a60- | Instituto Nacional de Investigacionen Salud Publica, 5273 14 875
JIEBAEMOCTH ) INSPI :
OkBaropuanbHas ['Bunes (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Oounmzanus 3a00J1€Ba€MOCTH) ’
Dcearunu (cradbmmusarus 3a60- | Nhlangano Health Centre(National Institute for Com-

JIEBa€MOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0

Service)

21




Octonus (crabunmsanus 3a60-

Laboratory of Communicable Diseases(Estonia); Eu-

JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH 6158 0 0.0

D¢uonus (cradbunmsarus 3a60- | International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 103 0 0,0
nome Sequencing

FOAP (crabunuszanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 24381 122 99.2

E€MOCTH) Platform.

IOxnas Kopes (crabunmzanus | Division of Emerging Infectious Diseases, Bureau of

3a00JI€BAEMOCTH) Infectious Diseases Diagnosis Control, Korea Disease 97257 1281 99,9
Control and Prevention Agency

FOxusiii Cynan (ctabuwmmsanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabunu3zanus 3a6oae- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 1968 0 0,0
West Indies

Snonwus (crabunuzanus 3adosie- | Pathogen Genomics Center, National Institute of Infec- 395538 1249 100,0

BAEMOCTH)

tious Diseases
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yoaukanum:

Adv Virol. 2023 Mar 9;2023:6476626.

doi: 10.1155/2023/6476626. eCollection 2023.

Whole-Genome Comparison of Representatives of All Variants of SARS-CoV-2,
Including Subvariant BA.2 and the GKA Clade

ITosHoreHOMHOE cpaBHeHHMe TMpeAcTaBHTeJell Bcex BapuaHToB SARS-CoV-2,
BKJII0Yasi cyoBapuant BA.2 u knagy GKA

Ida B K Suardana, Bayu K Mahardika, Made Pharmawati u map.

HccnenoBanne renoma SARS-CoV-2 HE0OX0AMMO IS JTyUIIEro YIpaBiIeHUS TEKY-
e maHjaeMuei, a TakxKe JiJIsl MPOTHO3UPOBAHUS BO3MOKHOTO MOSIBIICHUS HOBBIX BapHaH-
toB. [TocienoBarensHOCTh 3TaioHHOr0 reHoma Wuhan-Hu-1 u npubiusurensao 20 npea-
CTaBUTEJICH KaX10ro BapraHTa 0L 3arpyensl u3 GenBank u GISAID. beutn oToOpaHbI
JIBa TIPEICTaBUTENSI 0€3 HEOMPEISICHHBIX HYKJICOTH IOB, a IIOCIEI0BATEIHLHOCTH OBLIN BHI-
POBHEHBI. MeCTO BCTAaBKH//CNEIIUN B TEHOME KapTHUPOBAIH MO OTKPBITON PaMKE CUUTHI-
Banus (ORF) Wuhan-Hu-1. ®unorenns obmactu, Kogupyomeii 0elok craiika, Oblia 1mo-
CTpOEHA C UCTIOJIB30BAHUEM METOa MAKCUMAIBHOTO MPABIOTO00Ms. AMHUHOKHACIOTHBIE
3ameHbl BO Bcex ORF ananmusupoBanm otnensHo. B ORF1AB ecth aBa nnmen-caiita, Bo-
cemp B mmmmne u 1o ogauomy B ORF3A, marpukce (MA), nykineonporenne (NP) u 3'-nHe-
Tpanciaupyembix oonactsax (3'UTR). HekoTopble HHIEN-CaThl M OCTATKK/3aMEHBI HE YHU-
KaJbHBI, & HEKOTOpBIC CHeM(PUUHBI il BapuaHToB. DuioreHus mokaseiBaet, uto Omi-
cron, Deltacron u BA2 crpynmnupoBaHbl BMECTE U OTICICHBI OT JIPYT'HX BapUaHTOB CO
100% OytcTpen nmoanepkkoi. B 3akimtoueHne, MOJHOTEHOMHOE CPaBHEHHE TIPEICTaBUTE-
JIeH BceX BapUAHTOB BBISABIIIO MATTepHBI INdel, criennpuynbie 1si BApUAHTOB WU TIO/Ba-
puantoB SARS-CoV-2. CpaBHeHHe MOMMMOPGHBIX AMUHOKHCIOT BO BCEX KOAUPYIOIINX
00JacTsIX TaKkKe MOKa3al0 aMUHOKHCIIOTHBIE OCTATKH, OOIIHNE /JIsi OMPeIeICHHBIX TPy
BapuaHTOB. HakoHer, 6oyee BbICOKasi TpaHCMUCCUBHOCTH BA.2 mMoxeT ObITh 00yCIIOB-
JieHa, TI0 KpaiiHel Mepe yacTu4Ho, 48-HykineoTuaabsiMu aenenusimu B 3'UTR, B To BpeMms
KaK Kaxyiieecst ncueznoBenue kmajnpl GKA cBsi3aHO ¢ OTCYTCTBHEM T€HETHYECKUX TIpe-
UMYIIECTB BCICACTBUC AMHUHOKHMCIIOTHBIX 3aMEH B PA3IMYHBIX T'CHAX.

Comput Struct Biotechnol J. 2023 Feb 13;21:1966-1977.

doi: 10.1016/j.csbj.2023.02.019. eCollection 2023.

Reversal of the unique Q493R mutation increases the affinity of Omicron S1-RBD
for ACE2

PeBepcusi ynukajabHoii mytanun Q493R yBenmuuBaer cpoacrso Omicron S1-
RBD k ACE2

Angelin M Philip, Wesam S Ahmed , Kabir H Biswas
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Bapuant SARS-CoV-2 Omicron, coxepxamuii 15 myranuii, B TOM 9HCII€ YHUKAIb-
ayro Q493R, B S1-RBD nomene, o6maaet BEICOKOW KOHTarHO3HOCTHIO. XOTSI CPaBHEHUE
C MyTallUsIMH, 0 KOTOPBIX COOOIIAIOCh paHee, TaeT HEKOTOPOE MPpeCTaBlIeHNEe, MEXaHHU3M,
JIeKAIUN B OCHOBE POCTa YKcia WH(MEKITNH, U BIUSHUE PEBEPCUH YHUKAITBHONW MYyTaIluu
Q493R, nabmonaemoii B muamsix BA.4, BA.5, BA.2.75, BQ.1 u XBB, emie He n3ydeHb!
MOJTHOCTBIO. ABTOPBI, HCTIOJNIB3YS CTPYKTYPHOE MOJACIMPOBAHKUE U MOJCIUPOBAHUE MOJIS-
KyJsspHOU quHamMukH (M /1), mokasanu, uro myTarii OMicron yBeIM4uBaroT CpoacTBO S1-
RBD k ACE?2, a peBepcus yaukanbHor myTanuu Q493R erre 6osbiiie yBeTUIUBAET CPO/I-
ctBo ACE2-S1-RBD. ABTopbI BBIIOJHUIN HCCIeA0BaHUS ¢ M][-cuMynsiuen ¢ UCTOb-
30BaHHEM CMOJETHpoBaHHOU cTpykTypbl Omicron S1-RBD-ACE2 u cpaBHIIH TpaeKTo-
puu ¢ KoMIuiekcoM mramma qukoro tama (WT), BBISIBUB CYIIIECTBEHHOE CHIDKCHHE (PITyK-
tyanuit atoma Co B Omicron S1-RBD u ycuieHue BoOPOIHOM CBS3U M IPYTHX B3aHMO-
JIEUCTBUA. AHaAnM3 ypOBHS OCTATKOB BBISIBUJ M3MEHEHHE B3aWUMOJCHCTBUS MEXIY He-
CKOJIBKMMH OCTaTKaMHM, BKIItOYas TMepekiaoueHne Bo B3ammojericteun ACE2 D38 ¢ S1-
RBD Y449 B xomrutekce WT Ha mytanTHbI ocTatok R (Q493R) B koMIutekce Omicron.
BakHO OTMETHTB, UTO MOJIEIUPOBaHKHE ¢ KoMIiekcoM Revertant (Omicron 6e3 myranuu
Q493R) BrIsIBUIIO TaNbHEHIIEE yerieHue B3anmoaeicteus mexny S1-RBD u ACE2. Ta-
KUM 00pa3oM, 3TH PE3YJIbTAThl HE TOJBKO JTAIOT MPEICTABICHUE O MOBBIIICHHOM HH(]EK-
[IMOHHOM IOTeHIInale BapuanTa OMUKPOH, HO U MEXaHUCTHYIECKYIO OCHOBY PEBEPCUH MY-
taruu Q493R, Habmr01aeMoit B HEKOTOPBIX JTMHUSAX OMHKDPOH, U TIOMOTYT TTOHSTh BIIHSI-
Hue MyTanui Ha sBosronnio SARS-CoV-2.

iIScience. 2023 Apr 21;26(4):106283.

doi: 10.1016/j.1sci.2023.106283. Epub 2023 Feb 27.

Additional mutations based on Omicron BA.2.75 mediate its further evasion from
broadly neutralizing antibodies

JlonoJiHuTEIbHbIE MyTalM| Ha ocHoBe Omicron BA.2.75 onocpeayioT ero aajib-
Heililllee YKJIOHEHUE 0T HEHTPAJIM3YIIUX AHTUTEJ HIUPOKOr0 CEeKTPa

Huimin Guo, Jie Jiang, Senlin Shen u np.

[Monsapuant SARS-CoV-2 Omicron BA.2.75 nan Hadano cepuu MOTOMKOB, HECYIIUX
HECKOJIBKO JIOMOJIHUTEIBHBIX MYyTalllil B penenTtop-cBsasbiBatonieM gomene (RBD). As-
TOPBI UCCIIEIOBAIH, BIUSIOT JIM U KaK 3TH OJIMHOYHBIC MYyTallluU, OCHOBaHHBIC HA BA.2.75,
Ha HEWTpaM3alnio JOCTYIHBIX B HACTOAIIEE BPEMs MOHOKIOHAIbHBIX aHTHTEN (MAD)
npotuB RBD ¢ ueTko onpenenennoi crpykrypHoii napopmanueit. [Ipudausutensuo 34%
MAD coxpansimu 3¢ HheKTUBHYIO HEUTPATH3YIOUIYI0 aKTHBHOCTE IpoTuB BA.2.75, 4T0 Co-
OTBETCTBOBAJIO akTUBHOCTU mpoTuB BA.2, BA.4/5 u BA.2.12.1. Equnnuunbie JOMOTHU-
tenpHbIe MyTanuu R346T, K356T, L452R unu F486S criocoGcTBOBaMM TOMY, 4TOOBI POJ-
cTBeHHbIe BA.2.75 BapuaHThl ycKojb3aIn OT HelTpanusyromnmx antuten (bnAbs) mupo-
KOT0 crieKTpa B pa3Hoil ctenenu. Tonpko LY-CoV1404 (6edTenoBuMad) mpoieMOHCTPH-
POBAJI MEPBOKIACCHYIO A((HEKTHBHOCTH HEUTPATU3AIIUHU U IMUPOTY OXBATa BCEX MPOTECTU-

POBAHHBIX IMOABAPUAHTOB Omicron. B HCJIOM 35TU JAHHBIC YKA3bIBAIOT HA YCTKYIO CBA3b
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MEXITYy YCKOJIb3aHHEM BUPYCa M aHTUTEIIAMH, PACIIO3HAIOIIUMH aHTUTCHHBIE SIUTOIIHI,
YTO CIOCOOCTBYET pa3paboTke YHHBEpcalbHBIX DNAD cremyromiero mokoneHus npoTus
HOBBIX BapraHToB SARS-CoV-2.

Biosens Bioelectron. 2023 Mar 20;229:115238.

doi: 10.1016/j.bi0s.2023.115238. Online ahead of print.

CESSAT: A chemical additive-enhanced single-step accurate CRISPR/Casl13
testing system for field-deployable ultrasensitive detection and genotyping of SARS-
CoV-2 variants of concern

CESSAT: onnodTannas Tounasi cucrema rectupoBanusi CRISPR/Cas13, ycnien-
Hasl XMMHYECKUMHU 100aBKAMHU, /1JIsl CBEPXUYBCTBUTEJIHLHOI0 O0HAPYKEHUS] U T€HO-
THNIHPOBAHMNSI BHI3BIBAIOIIHNX 00€CIIOKOeHHOCTh BapuaHTOoB SARS-C0V-2 B noJjieBbIX
yCJI0BUSX.

Yunxiang Wang , Hong Chen , Huixia Gao u ap.

[Tpomomxkaromeecs MOsIBJICHHE BRI3BIBAIOIINX 03a004eHHOCTH BapuaHnToB SARS-CoV-
2 (VOC) nocraBuiio nepea mpopUIaKTUKON U KOHTPOJIEM SIUACMHUIN OOJIBIITHE TPOOIEMBI.
JIJist M'HIUBHUTYQJTBHON TUATHOCTUKY M PYTHHHOTO MU THAA30pa CPOYHO HEOOXOTUM OBICT-
pBIN M YyBCTBUTENbHBINA MeTO] reHoTunupoBanuss SARS-CoV-2 na mecte. Coobmaercs
00 MCTONb30BAaHUH B TIOJIEBBIX YCIIOBUSAX CBEPXUYYBCTBHTEIBLHOW TUArHOCTUYECKON CH-
ctembl Ha ocHoBe CRISPR, Ha3piBaeMoii 0JTHOCTYIIEHYATOW TOYHOM CUCTEMOM TeCTUPOBA-
Hus CRISPR/Casl3, ycunennol xumudeckumu gooaskamu (CESSAT), s omHoBpeMeH-
Horo ckpuHuHTra SARS-C0V-2 1 ero nsitu VOCS (anwda, 6eta, ramma, AeibTa U OMUKPOH)
B TeueHne 40 MuHyT. B 3Ty cucTeMy BKIIFOUEH OJJHOITANHBIN aHAIN3 aMIUTU(DUKAIIIH TI0-
JauMepasbl pekoMOUHa3bI ¢ 00patHoi Tpanckpurnueit CRISPR/Casl3a ¢ ontumusupoBas-
HBIM JIM3HCOM BHpyca 0€3 IKCTPAKIUU U JTHO(UIN3aLMNEed peareHToB, YTO MOMOIJIO HC-
KITFOYUTH CIIOKHBIE 3TAIbl 00pabOTKH 00Pa3IOB M CTPOTHE YCIOBUS XPAHEHHSI PEareHTOB.
[TpumeuaTtensHo, uTo 10% TIUIIMHA B KA4€CTBE XUMHYECKON T0OABKH MOYKET TTOBBICUTH
YyBCTBUTEJIBHOCTH aHann3a B 10 pa3, cienas npeaen oOHapykeHus Bcero 1 komus/mMKI (5
Konwuit/peakius). beuio pazpaboTaHOo KOMIIAKTHOE YCTPOMCTBO Ha 0a3e cMapTdoHa co
BCTPOCHHBIM ONITHYECKHUM BOJIOKHOM JIJIsI JIM3KCa 00pa3IioB, MHKYOAlluu aHAJIU30B, (IIyo-
PECLICHTHON BU3yalIU3alluy U uHTeprperanun pe3yiabtatoB. CESSAT moxeTt cnienmduye-
cku auddepeHnupoBats cuHTeTHYeckuit cepnoBupyc SARS-CoV-2 u ero mars VOCS.
PesynbTaThl reHoTHIMpoBaHus 40 KIMHUYECKUX OOpa3lOB COOTBETCTBOBAJIM CTaHIApPT-
HOoMy MeToAy Ha 100%. ABTOPBI CUMTAIOT, YTO 3TY MPOCTYIO, HO IPPEKTUBHYIO CTPATETUIO
MOKHO IIUPOKO HCIIOIB30BaTh C CYIIECTBYIONIMMH aHaiIn3aMu Ha ocHoBe Casl3a, uro
MPHUBEJICT K CYIIECTBEHHOMY MPOTPECCy B pa3pabOTKe W MPUMEHEHUU TEXHOJOTUU OBICT-
pOT0, CBEPXUYBCTBUTEIHLHOTO U TOYHOTO aHAIM3a HYKJIIEMHOBBIX KHCIIOT.

Acta Virol. 2023;67(1):91-98.

doi: 10.4149/av_2023_1009.
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High resolution melting curve analysis for rapid detection of severe acute respir-
atory syndrome coronavirus 2 (SARS-CoV-2) variants

AHaJIHM3 KPUBOH NJIABJIEHHUS C BLICOKMM pa3penieHneM 1Js ObICTPOro 00Hapy:xe-
HHUSI BAPMAHTOB KOPOHABHMPYCAa TSKeJIOr0 OCTPOro pPecIMpPaTOPHOro CHUHApoMa 2
(SARS-CoV-2)

Seyed Jalal Kiani, Mehdi Ramshini, Farah Bokharaei-Salim u np.

C moMmeHTa nosiBiieHUs ucxoqHoro mramma Wuhan SARS-CoV-2 Bo Bpems maHaeMuu
MOSIBUJIOCH HECKOJIBLKO HOBBIX BapHaHTOB BUpyca: Ajbda, bera, ['amma, [denpra 1 OMuk-
poH. CylIlecTBYIOT METO/IbI, CLIOCOOHBIE OOHAPYKUBATh MyTallMM HAa YPOBHE MOJIUMOP-
¢usma ogHoro Hykieoruaa. Eie oqHUM TaKMM METOJIOM SIBIISIETCSI aHAIN3 KPUBOM TUIaB-
JIEHUS C BBICOKMM pasperineHreM. O0pasibl OT JUI] ¢ MOATBepkKAeHHON nHpekunein SARS-
CoV-2 ObUIM Hcce0BaHbl Ha MPEAMET HICHTU(UKAIIMY BApUAHTOB C MCIIOIH30BAHUEM
pa3zpabotanHoro de novo ananmuza HRM (mnaBnenus ¢ BbICOKUM pazperieHueM). YtoObl
BBIOpATh MyTaIluu ¢ HanOombIuM 3 dexkToM Ha Tm amrumrkoHa, 11 ananmn3a HRM Op1u
BbIOpaHsbl AenennonHble myTanuu NSP6 (Del 3675-3677) u S1 (Del 144). Ananuz HRM
JUTsl aMIUIMKOHA HaOopa mpaiimepoB-1 (NSP6) mpusen k pazmuuusam Tm -0,39°C, +0,4°C
u -0,6°C mexny Bapuantamu Alpha, Delta u Omicron, COOTBETCTBEHHO, 10 CPABHEHUIO C
UCXOJIHBIM YXaHbCKUM ITamMmMoM. Kpome Toro, HRM-ananu3 ammnudukanuu, BITON-
HEHHBIA ¢ moMolbio Habopa mpaiimepoB-2 (S1), npusen k pazmuuusm Tm +0,32°C, -
0,26°C u +0,24°C mexny Bapuantamu Alpha, Delta u Omicron, cOOTBETCTBEHHO, IO CpaB-
HEHHUIO C YXaHBCKUM IITaMMOM. TeCT MO3BOJIMI OTHECTU KaX bl 00pa3ell K onpe/iescH-
HOMY BapuaHTy ¢ 6osee yeMm 90-TpoleHTHOM JOCTOBEPHOCTHIO. Pe3ynbTaThl, MomydeHHbIC
B OTOM HCCIICTOBAHUM, JEMOHCTPUPYIOT HOBYIO BO3MOXXHOCTH OBICTPOTO M HAJEHKHOTO
CKpHUHMHIa HOBBIX BApUaHTOB BUpYca.
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