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PacnpocTpanenue BapuanToB Bupyca SARS-COV-2, BbI3bIBAIOIINX HHTEPEC
(VOI) u cyoBapuanToB Omicron, Haxoasmuxcs noga Hadmoaenuem (VUM), Ha ocHoBe
KOJIMYeCTBA UX F€HOMOB, IeMOHUPOBAHHBIX B 0a3y naHHbIX GISAID 3a Hexeio ¢
11.03.2023 r. mo 17.03.2023 r.

@KYH Poccuiickutl Hay4HO-UCCIe008aMenbCKULL NPOMUBOYYMHBIL uHCmumym « Mukpo6y
Pocnompebnaoszopa, Capamos, Poccuiickas @edepayus

B 00630pe mpeacTaBiena nHGopmaIus Mo MUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 Be3piBaromux uHTepec (VOI) u cydBapuanToB Omicron,
Haxoasmuxcs noj HaomoaenueM (VUM), TeHOMHBIE ITOCIIE0BATEIBHOCTH KOTOPBIX pa3Me-
IIeHBI B MexayHapoHo# 0aze manuabix GISAID 3a nepemo ¢ 11 mo 17 mapra 2023 r.

Ha ceromusmuuii neas B 6aze qanabix GISAID Bcero mpeactasiaeno 15 210 895 re-
HoMmoB Bupyca SARS-COV-2. 3a ananu3upyemyro Heaemo pazmenieHo eime 46 795 renom-
HBIX MOCIICOBATEIBHOCTEH (3a MpeAbIayIyto Hepemo — 60 275).

B mupe ctpanamu — nmaepamMu 0 KOJUYESCTBY JISTTOHUPOBAHHBIX T€HOMHBIX TTOCIIEI0-
BatenbHOCTel BUpyca SARS-CoV-2 ocrarorcs CIIA — (4 689 381 renom — 30,8% ot Bcex
pasmemnieHHbix B GISAID) u BenukoOpuranus (3 045 517 — 20,0 %).

BO3 o0HOBMIIa CBOIO CHCTEMY OTCIICKMBAHMS U pabouue OmMpenescHUs BapUaHTOB
SARS-CoV-2. Dkcniepthl TexHnueckoit KoHCcynbTaTuBHOU Tpynmbl BO3 mo 3Boonuu BU-
pyca SARS-CoV-2 (TAG-VE) npuiuim K KOHCEHCYCY, YTO ¢ MOMEHTA CBOCTO TMOSBICHHUS
BUpYyCchl OMUKPOH MPOJI0JIKAIU 3BOJTIOIMOHNPOBATh TEHETUYECKH U aHTUTEHHO C pacIlupsi-
IOLIMMCS TMalla30HOM CYOJIMHUI, KOTOpBIE 10 CHX IOp XapaKTepU30BAIHUCh CBOMCTBaMHU
YKJIOHEHHSI OT CYIIECTBYOIIETO MOMYISIIHOHHOTO HMMYHHUTETA U MPEATIOYTEHUEM BBI3bIBATh
3a00JIeBaHMsI BEPXHUX JIBIXaTEIbHBIX IMyTeH, 1o cpaBHeHUIo ¢ VOC 1o Omicron. C 15 mapta
2023 1. cuctema orciexuBaHus BapuaHntoB BO3 Oyner paccMaTpuBaTh KiacCU(UKAIMIO
cyonuuuii Omicron He3aBUCHMO KaK BapUaHThI, Haxoasmuecs noja Haomoaenuem (VUM),
VOI nmun VOC. C yuyerom 31tux m3menenuit BO3 knaccuduuupyer ansga, Oera, ramma,
JIeNIbTa, a TaK)Ke pOoAUTENIbCKYIo TuHUI0 Omicron (B.1.1.529) kak panee uupKyaMpoBaBIIne
VOC, k VOI otaecen cyoBapuant XBB.1.5. B rpynmy VUM BKJII0Y€HBI T€HETHUECKUE JIH-
nuu BQ.1, BA.2.75, CH.1.1, XBB, XBF.

B naneueiimem BO3 Gyner npucsauBath rpedeckue 0ykBbl Tosbko VOC. VOI Oynyt
0003HAUaTHCs C MCIOJIB30BAHNEM YCTAHOBJICHHBIX CHCTEM HAYYHOH HOMEHKJIATYPhl, TAKHX
kak Nextstrain u Pango (nanpumep, XBB.1.5/23A).



BO3 nomgyepkuBaet, 4To 3TH U3MEHCHHS HE O3HAUYAIOT, YTO IUPKYJSAIUS BapUaHTa
OMUKpPOH 00JIbIlIe HE MPEJCTABISAET Yrpo3bl s 3J0pOBbs HaceleHus. Ckopee, U3MEHEHUS
OBUTM BHECEHBI JIJISI TOTO, YTOOBI JIY4Ile HICHTH(QHUIIMPOBATH JOMOJHUTEIBHBIC WIA HOBBIC
yrpo3bl IOMUMO T€X, KOTOPBIC MPECTABISIIOT IUPKYJIUPYIOIIHe cCyoBapruanTsl Omicron.

Hupkymnsaius supyca SARS-COV-2 renoBapuanTa Omicron 3aperucTpupoBana B 218
ctpanax (mo ganaeiM CMU Ha 17.03.2023 1.).

Bcero B 6a3y nanubsix GISAID nenonupoBano 7 778 103 renoma Bapuanta Omicron.
3a aHanmusupyemyro Heaemto noiist Omicron cocraBmina 98,2 % oT BceX NpeCTaBICHHBIX 32
TEKYIIYI0 Henenmto TeHoBapuaHToB BHpyca SARS-COV-2 (3a mpemsimymnyto HeEmemo —
98,1 %).

Poccuiickumu naGopaTopusMu Bcero pasmemieHo 66 338 TeHOMHBIX MoOCiea0Ba-
tenpHOCTEH BUpyca SARS-COV-2, B ToM uucie Bapuanta Omicron — 40 460 reHoMOB.

Ha cerognsimmauit nenp B 6aze ganuaeix GISAID 3adukcupoBaHo AenmoOHUpPOBaHUE Ba-
puanta Omicron u3 210 ctpan u Teppuropuii (Ha npeasiaymieit Henene — 210): ABctpamnus,
ABctpusi, Azepbaiikan, Anbanusi, Amkup, Amepukanckoe Camoa, AHnoppa, AHrona, AH-
turya u bapOyna, Aurunes, Aprentuna, Apmenus, Apy6a, A¢ranucran, banrnangem, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue Octpoa, benus, benun, bonrapus, bo-
nuBus, borcBana, bocuus u I epuerosuna, bonaiipe, bpasunus, bpyneii, bpuranckue Bup-
TUHCKHE ocTpoBa, bytan, bypynau, bypkuna-®daco, Benukobpuranus, Benecyana, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, ['ana, ['antu, ['amOus, ["aitana, ['Banenyma, ['BaTe-
Mmana, ['Bunest, 'epmanus, ['ubpanrap, ['ongypac, ['onkonr, I'perus, ['py3us, ['yam, 'abon,
Hanus, xubytu, JJomunukanckas Pecnyonuka, Jlomunnka, JIPK Jlemokpatuueckas Pec-
nybnuka Bocrounsiit Tumop, Jlemokparuyeckas Peciyommka Can-Tome u [Ipuncunu, Eru-
niet, 3amous, 3umbadse, U3pauns, Unnus, Unnounesus, Mopnanus, Upak, Upan, Upnanaus,
Ucnannus, Ucnanus, Uranus, Kabo-Bepne, Kazaxcran, Kalimanossl OctpoBa, Kambomxka,
Kamepyn, Kanama, Karap, Kenus, Kunp, Kurait, Kupubaru, Konymous, Kocoro, Kocra-
Puka, Kot-n'UByap, Ky6a, Kysetit, Keipreizcran, Kropacao, Jlaoc, Jlatsus, JIuGepus, JIusan,
Jluus, JInxtenmreiin, JIutea, Jlecoro (KoponerctBo JlecoTo), JIrokcemOypr, Mamarackap,
Maspukuii, Masputanus, Makao, Manasu, Manaiizus, Mansausel, Mansra, Manmu, Ma-
pokko, Maptunuka, Mapmannossl OctpoBa, Maitorta, Mekcuka, Mo3ambuk, MoioBa,
Mounaxko, Monromnusi, MoaTceppat, Mbsiama, Mukponesusi, Hamu6us, Hunepnanaer, Hurep,
Hurepus, Henan, Hopeerus, HoBast 3enanaus, Hosast Kanengonusi, Hukaprya, Oman, OAD,
[Taxucran, I[lanectuna, [Tanama, Ilanay, [laparsai, [lanya-HoBas I'Bunes, Ilepy, [lopTyra-
musi, [lonpma, Ilyspro-Puko, Peronbon, Pecrybnmuka Konro, Pecny6mmka Ceitmensckue
OctpoBa, Pecnybnuka I'Bunes-bucay, Pecnonuka Banyty, Pymbinus, Poccus, Pyanna,
CanpBanop, Cen-Mapren, Cunt-Mapren, CaynoBckast Apasusi, CeBepHas Makenonus, Ce-
BepHble MapuaHnckue octpoBa, Ceneran, Coto3 Komopckux OctpoBos, Creppa-Jleone, Cro-
Bakusi, Cnoenust, Cunranyp, Cupus, CILIA, Cent-Kurc u HeBuc, Cent-Buncent u ['pena-
munbl, Cent-JItocus, Cunr-Mapten, CoapyxectBo baramckux OctpoBos, Comanu, Cyznan,
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Taunann, TaliBans, Tanzanus, Tepkc u Kaiikoc, Toro, Tpununan u Tobaro, Tynuc, Typrus,
VYranga, Y36ekucran, YkpauHa, Ypyrsaid, @uunsuaus, Opannus, Opaniy3ckas ['Buana,
®pannysckas [lonmunesus, uwnmunuael, XopBatus, Yepnoropus, Yexus, Yunm, Yana, [{AP,
[Berus, [setinapus, [pu-Jlanka, DxBanop, IcToHus, IcBaTuHm, DPuonus, IKBaTOPH-
anbHas ['Bunes, FOAP, IOxnas Kopes, FOxuslit Cynan, Slnonus, Smaiika.

3a npomenmue 4 Heaenu 55 (26,2 %) crpan (3a npenpiaymue — 56 ctpan (26,7 %)
JOTIOJTHUJIN TaHHBIE O Pa3MEIIEHHBIX paHee TeHOMHBIX MocleqoBaTebHOCTIX Omicron B
GISAID.
Pacnipoctpanenue noayimHuii BapuantoB Omicron CEKBEHUPOBAHHBIX U 3arpyKEHHBIX
B 0a3y nanubix GISAID mnpencraBnena Ha pucyHke 1.
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Puc. 1 Pacnpocrpanenue cyoBapuantoB Omicron B mupe (1o cocrosinuto Ha 14.03.2023 1.)

JInHAMHKa pacrpOCTPAaHCHUsSI BAPUAHTOB PA3IUYaCTCS B 3aBHCUMOCTH OT PETMOHOB
BO3. 3a nocneanue 4 Henenu JOMHHHPOBAIN ciaeayroiime cyoBapuantel Omicron: B ctpa-
Hax A¢puxu — XBB.1.5 (72,9 % ot Bcex cekBeHHpoBaHHBIX BapuanToB Omicron), CeBepHoii
Awmepuku — XBB.1.5 (72,07 %), FOxuoit Amepuku — XBB.1.5 (66,32 %), EBpornie — XBB.1.5
(40,2 %), Oxeanun — XBF u XBB.1.5 (35,44 %), Asuu — BN.1.2, BA.5.2.48, BN.1.3,
XBB.1.5 (38,6 %) (Puc. 2).



Africa (+107 sequences)
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GISAID

Pucynok 2 Pacnipoctpanenue cyOBapuanToB Omicron B pernoHax MUpa CEKBEHHPOBAaHHBIE

3a 4 Henenu (C 14.02.2023 r. mo 14.03.2023 r.).

(Puc. 3).
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Pucynok 3 U3menenue nonu cy6BapuanToB Omicron B pernoHaxX Mupa 3a nepuojsl ¢ 17 sH-

Baps 1o 14 ¢espanu u ¢ 14 despans no 14 mapra 2023 r.

ITo coctosauto Ha 17 mapta 2023 1. B 6a3y nanubix GISAID EpiCoV 6su10 Aenonupo-
BaHo 97 235 mocnenoBarenbHOCTEH, OTHOCAIIMXCSA K XBB. 1.5, 3 84 crpan. Jlabopatopusmu
CIIIA cexBenupoBaHo u pasmenieHo 62,9 % OT BceX T'€HOMHBIX IOCIIEIOBATEIHbHOCTEN
XBB.1.5. 3a nocnennue 4 Henenu HauOOJbIEe pacIpPOCTpaHEHNE CyOBapHaHT MOTYYUIT B
IOAP — 81%, CIIIA u bpazwiu — 79%, Yexuun — 71%, Yunu — 70%, ABctpuu — 56%, Up-
nanauu — 53%, Kanane un Mcmanuu — 47%, Ionbme — 43%.

B CIIJA nio nanasiM HanoHanbHOM CHCTEMBl TEHOMHOTO HaJ130pa, OMMyOIMKOBAaHHOM
Ha caiite CDC, na Henene ¢ 5 mo 11 mapra 2023 1. cpeau MUPKYJIUPYIOIINX CyOBapUAHTOB
Omicron nomuaupyer XBB.1.5 (89,5 %), nosst KOTOPOTo MO CPABHEHUIO C MPEIIIECTPBYIICH
Heneneit ymensinmiack Ha 0,1 %. B mrarax Konnektukyt, Maccauycerc, MaH, BepmoHT,
Pon-Aiinenn, Hero-I'smnmmp pacnpoctpanenne XBB.1.5 cocraBuiio 96% (Ha nponuioil He-
nene 98,4%), B mratax Hero-/[xepcy, Hoto-Mopk, Tepputpopusx BHPruHCKHX 0CTPOBOB U
[Tyspro-Puka — 96,1% (Ha mpouutoir Henmene 98,7%). PacnpoctpaneHue cyOBapHaHTOB
BQ.1.1 u BQ.1 nmpoaomkano CHUXKATbCA, UX YACIbHBIM BEC B CTPYKTYpPE CEKBEHUPOBAHHBIX
mraMMoB cocTtaBui 4,7 % u 1 % cooTBETCTBEHHO.



ITo nanueiM ECDC, cpenu 8 crpan (ABctpus, Hanus, @pannus, ['epmanus, Utanus,
JlatBus, Hunepnauasr u [lBemws) ¢ 1ocTaTOYHBIM 00BEMOM CEKBEHUPOBAHUS WA T€HOTH-
nupoBaHus B niepuoa ¢ 13 mo 26 deBpans 2023 r. olieHOYHOE pachpe/eiicHue BapuaHTOB
Omicron cocrasuino is XBB.1.5 - 38,6 %, BQ.1—23,7 %, BA.2.75-21,7 %, BA.5-7,4%,
XBB -4,0%, BA2-15%uBA.4-0,2%

W13 5 BaprantoB OMICron, Haxoasmuxcs mo/ HabmroaenueM, B 6a3y ganabix GISAID
ob110 3arpykeno 352 081 remoMHast mocieaoBareabHOCTh cyOBapuanTa BQ.1 u3 38 crpan.
3a nocnexaue 4 Henenu nois cyoBapuanta BQ.1 ot uncna Bcex CeKBEHUPOBAHHBIX IITAMMOB
cocraBuia B [lopryranuu — 44%, Kanane — 43%, ®paunnuu — 39%, Uranuu — 35%, [Tonbiie
— 30%, benprun —37%.

B 6a3e nanubix GISAID renoMHbIe mocae0BaTENLHOCTH cyOBapranTa BA.2.75 ipen-
ctaBieHbl U3 123 cTpan. 3a mocneaHue 4 Heleau pacpocTpaHeHHOCTh BA.2.75 cocTaBuia B
Tawmanne — 85%, FOxHoi#t Kopee — 72%, Jlutse — 57%, ABctpammu — 29%, IIBeruu — 28%,
Ounnsgaaun — 27%, Januu — 26%, Benukoopuranuu — 25%, Manaiizuu — 21%.

Cy6Bapuant CH.1.1 BnepBrie o0HapyskeH B FOro-Boctounoit A3un B HOsiOpe 2022 T.
B 6a3e nanupix GISAID nemormnposano 30 254 renoma u3 79 ctpan. 3a mocnennue 4 Heenn
B JlutBe nonsa cyosapuanta CH.1.1 cocraBuia 43% OT ceKBEeHUPOBAHHBIX IITAMMOB, | OH-
koHre — 34%, [lIBenuu — 25%, Ounnsuaum — 24%, Benukoopuranuu — 24%, [lanuu — 23%,
WNpnananm — 18%, Asctpanuu — 15%, bensruu — 14%, Hunepnangax — 14%, I'epmanun —
12%.

Jlab6oparopusimu 109 ctpan B 6aze GISAID pasmemnieno 21 383 renoma cyOBapuaHTa
XBB.1 Pacnipoctpanennocts cyoBapuanta XBB.1 cocraBuna B ['Baremane — 38%, Uunone-
3um — 27%, Uagnm — 25%, Jlomuankanckou Pecrryonmke — 23%, [Takucrane — 22%, Marna-
3un — 21%.

B GISAID penonupoBano 7 991 reHoMHasi mocieoBaTenbHOCTh cyOBapuanta XBF
u3 52 ctpan, 6oinee moiaoBuHH (52,1%) reHOMOB pa3MeleHbl J1abopaTopusiMu ABCTpaIUu.

Pacnpoctpanennocts cyoBapuanta XBF coctaBuna B ABctpanuu 11,4%, HoBoit 3enanauu
—4,9%.

Wudopmariust 1o 0OHOBJICHHBIM JIAaHHBIM O JISTIOHUPOBAaHHBIX TEHOMAaX BHpYyCa
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatuuie 1.



Ta6auna 1 — KoinyecTBO 1eNOHHPOBAHHBIX FeHOMOB BapuaHToB BHpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3ze GISAID

Crpana

YupeikeHune, NPoBOUBIIEe CEKBEeHNPOBAHHE

B ToM uncie xo-
JNYECTBO I'eHO-

IIpoueHT rexo-
MOB, OTHOCHI-

KoanugecTtBo .
moB Omicron, ae- IIHUXCS K BapHu-
JeIMOHUPO- .
IMMOHUPOBAHHBIX aHTy Omicron
BAaHHBbIX I'€HO-
. 3a mocjaeaHue 4 (B.1.1.529). nemo-
mes Omicron HeaeJIn HUPOBAHHBIX 3a
(B.1.1.529) (18.02. - nocjaeauue 4 He-
17.03.2023 r.) JeJIu
Ascrpanus (camkenune 3a06ome- | NSW Health Pathology — Institute of Clinical Pathol-
BacMOCTH) ogy and Medical Research; Westmead Hospital; Uni- 136017 1503 97,0
versity of Sydney
Asctpus (cradbunmsarnus 3a60- | Bergthaler laboratory, CeMM Research Center for
JIEBa€MOCTH) Molecular Medicine of the Austrian Academy of Sci- 176018 4970 100,0
ences
A3zepbaiimkan (cTaOumm3ars National Hematology and Transfusiology Center 20 0 0.0
3a0051€eBa€MOCTH) ’
AnbGanwus (crabmnusaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 522 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunusarnust 3a6ome- | National Reference Center for Viruses of Respiratory
: ; . 479 1 100,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackue UW Virology Lab
ocTpoBa (cTabumu3anus 3a0oJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. : : 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 52 0 0,0

West Indies




Amnrona (crabunuzanus 3a0071e-

KRISP, KZN Research Innovation and Sequencing

168 0,0
BacMOCTH) Platform
Amnpoppa (crabunusanus 3a60- | Instituto de Salud Carlos 11 393 0.0
JIEBAEMOCTH ) ’
Awntnrya u bapoyna (crabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 108 0,0
West Indies, St Augustine Campus
Aprentuna (crabuim3zanms 3a- | Instituto Nacional Enfermedades Infecciosas
6323 0,0
00J1eBaEMOCTH ) C.G.Malbran
Apwmenus (cradbunusarms 3a60- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunmsanus 3a6ose- | National Institute for Public Health and the Environ- 988 0.0
BAaE€MOCTH) ment(RIVM) '
Adranucran (cradbunusarus 3a- | Central Public Health Lab 8 0.0
00J1eBa€MOCTH) ’
Baramckue octpoBa (ctabunusa- | Laboratory of Respiratory Viruses and Measles, Os- 97 0.0
1151 3200JIeBACMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanemr (crabunuzanus 3a- | Child Health Research Foundation
1998 0,0
00J1€Ba€MOCTH)
bap6anoc (crabunu3zanms 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 152 0,0
Medical Sciences, The University of the West Indies
baxpeiin (crabunuzanus 3a60- | Communicable Disease Laboratory, Public Health Di- 6993 0.0
JICBa€MOCTH) rectorate ’
benapycs (crabunmu3anus 3a6o- | Laboratory for HIV and opportunistic infections diag-
JICBAEMOCTH ) nosis The Republican Research and Practical Center 120 0,0
for Epidemiology and Microbiology(RRPCEM)
Bbenus (crabunmsanus 3a0oseBa- | Texas Children's Microbiome Center 619 0.0

€MOCTH)




Bbenwrust (poct 3a0oneBaeMoCTH)

KU Leuven, Rega Institute, Clinical and Epidemiolog-

: ; 90317 742 99,5

ical Virology
benun (cTabunuzanus 3adosie- Institut fiir Virologie — Institute of Virology — Charite 513 0 0.0
BAaEMOCTH) ’
bepmyackue octpoBa (ctabuau- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3arust 3a00JIeBa€MOCTH ) Public Health England ’
Bonrapus (crabunmsanus 3a60- | National Center of Infectious and Parasitic Diseases 6768 0 0.0
JIEBAa€MOCTH ) ’
bonuBus (cumkenue 3abonesac- | Laboratory of Respiratory Viruses and Measles, Os- 136 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomoiip (ctabunuszanus 3a6oae- | National Institute for Public Health and the Environ-

1067 0 0,0

BAaE€MOCTH) ment(RIVM)
bocuus u I'epuierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory 195 5 100.0
Ju3arys 3a00J1€Ba€MOCTH) for Molecular Diagnostic and Research Laboratory ’
borcBana (crabunmsarnus 3a60- | Botswana Institute for Technology Research and Inno- 3344 0 0.0
JICBAEMOCTH) vation ’
bpasunus (poct 3a0601eBaeMo- Instituto A(_Jlolfo Lutz, Interdiciplinary Procedures Cen- 101376 44 100.0
CTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3aboseBae- 44 0 0,0
MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BaecMOCTH) Infectious Diseases(National Virology Reference La- 5115 186 100,0

boratory)
Byran (ctabmmuzanus 3aboneBa- | AFRIMS 57 0 0.0
€MOCTH) ’
Bbypkuna daco (cradbunmsanust | Laboratoire bacteriologie virologie CHUSS 66 0 0.0
3a0051eBa€MOCTH) ’
Bypynau (ctabunuzanus 3a6o- MRC/UVRI & LSHTM Uganda Research Unit, Na- 93 0 0.0

JIEBAEMOCTH)

tional Institute of Public Health




BenukoOpuranus (crabununza-

COVID-19 Genomics UK (COG-UK) Consortium.

1Us1 3a00JIEBACMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 1418315 10011 100,0
nomics UK (COG-UK) consortium.
Benrpus (ctabmimsanus 3a60- | National Laboratory of Virology, Szentagothai Re-
381 0 0,0
JICBAEMOCTH) search Centre
Benecyaina (crabunu3arus 3a- Laboratorio de Virologia Molecular
574 0 0,0
00JIeBaeMOCTH )
Brernam (crabmmzanms 3a60- | National Influenza Center, National Institute of Hy-
. L 5408 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmuzanus 3a6one- | Centre de recherches médicales de Lamba- 5 0 0.0
BAaEMOCTH) réné(CERMEL) ’
lantu (crabunmsarms 3adose- Laboratoire National de Santé Publique — 381 0 0.0
BaEcMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnmzanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6Owust (crabunuzanus 3abome- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) ’
I'ana (crabunmsanus 3abonesae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infec- 2170 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banmenymna (crabumu3arus 3a- National Reference Center for Viruses of Respiratory
i ; . 604 0 0,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'BaTemana (crabuausamms 3a- Asomacwn Fle Salud Integral/Clinica Familiar Luis 3024 12 1000
00J1€Ba€MOCTH) Angel Garcia
I'Bunes (cradbunu3anus 3a6one- | Centre de Recherche et de Formation en Infectiologie 455 0 0.0
BaE€MOCTH) Guinée ’
I'Bunes-bucay (cradmnmusarnms MRCG at LSHTM, Genomics lab 20 0 0.0
3a0071€Ba€MOCTH) ’
I'epmanus (ctabunmsanus 3a00- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
TIEBAEMOCTH) gie. Institute of infectious medicine & hospital hy- 546050 4779 99,7

giene, CaSe—Group.
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I'uGpanrap (crabmimzanus 3a-

Respiratory Virus Unit, National Infection Service,

00J1eBa€MOCTH ) Public Health England 122 0 0.0
Tonnypac (crabumusanms 3a60- | Genomics and Proteomics Departament, Gorgas Me-
) X . 48 0 0,0
JICBAEMOCTH ) morial Institute For Health Studies
I'onkonr (camkenue 3abonesae- | Hong Kong Department of Health 11480 38 100,0
MOCTH)
I'penus (crabunuzarus 3a6ome- | Greek Genome Center, Biomedical Research Founda- 14116 0 0.0
BAaE€MOCTH) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabunusanus 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH ) nome Research, R. G. Lugar Center for Public Health 2011 17 100.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabmnusanus 3adosieBa- | Centers for Disease Control and Preven—tion Division
. . . 487 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunusarus 3a6ose- | Albertsen lab, Department of Chemistry and Biosci-
BaeMOCTH ) ence, A_albor_g Unlver_sny. I_Z)epartment of Virus and 352586 1236 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
Jlomunuka (crabunumsanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckast PecriyOiinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arus 3a00eBaeMo- trol and Prevention, USA 1377 5 100,0
CTH)
JIP Konro (crabunuzanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 511 0 0,0
JIEBA€MOCTH) medical Research(INRB)
JAP Cent Tome u [Ipuncunu LNR-TB
(crabmm3arus 3a00eBacMo- 1 0 0,0
CTH)
Eruner (crabmmmzarus 3a6ome- | Main Chemical Laboratories Egypt Army 1137 0 0.0

BAEMOCTH)
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3am6wust (cTabunzanus 3aboe-

University of Zambia, School of Veterinary Medicine

1162 0 0,0
BAaEMOCTH)
3umbabBe (cradumzanus 3a60- | National Microbiology Reference Labora-
: o 296 0 0,0
JICBAEMOCTH ) tory(Quadram Institute Bioscience)
Wspauis (ctadbunmsanus 3a60- | Central Virology Laboratory, Israel Ministry of Health 119575 678 80,5
JIEBAEMOCTH )
Wupus (poct 3aboneBaecmoctr) | Department of Neurovirology, National Institute of
Mental Health and Neurosciences(NIMHANS).CSIR- 125470 116 95,1
Centre for Cellular and Molecular Biology
Wunonesus (poct 3aboneBaemo- | National Institute of Health Research and Develop- 34798 102 100,0
CTH) ment
Wopnanus (cradbunmsarnus 3a60- | Andersen lab at Scripps Research, CA, USA 998 0 0.0
JIEBAEMOCTH ) ’
Hpak (crabmnuzamus 3aboneBa- | Biology, College of Education Department of Virol-
€MOCTH) ogy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
HUpan (poct 3a001eBaeMOCTH) National Reference Laboratory for COVID-19, Pas-
: 1977 0 0,0
teur Institute of Iran
Wpnangus (cradbunusanus 3a60- | National Virus Reference Laboratory 54809 497 100,0
JIEBAEMOCTH)
Wcnanaus (crabumusarus 3a60- | Landspitali Department of Clinical Microbiology 10168 121 100,0
JIEBAEMOCTH)
IC/IT;n)aHm (pocrt 3ab01eBaeMo- Hospital Universitario 12 de Octubre 101522 633 99,5
Uranus (ctadbunusanus 3a6one- | Army Medical Center, Scientific Department, Virol- 80021 1056 995
BaE€MOCTH) ogy Laboratory
Ka6o—Bepae (crabmimzanus 3a- | Institut Pasteur de Dakar
542 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (cradbunusanus 3a6o- | Reference laboratory for the control of viral infections 1088 0 0.0

JIEBAEMOCTH)
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Kamboxa (crabuausanms 3a-

Virology Unit, Institut Pasteur du Cambodge

1801 1 100,0
00JIeBa€MOCTH )
Kamepyn (cradunusanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
y 699 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—émergentes)
Kanana (crabunmzanust 3a0ome- | Laboratoire de santé publique du Québec 264188 4824 99.9
BAaEMOCTH)
KaiitmaHnoBBI OCTpOBa 286 0 0,0
Karap (camxenue 3a06oneBaemo- | Biomedical Research Center(BRC), Qatar University / 1524 0 0.0
CTH) Qatar Genome Project(QGP) ’
Kenus (cradbunuszamus 3a6ome- | KEMRI-Wellcome Trust Research Pro- 4896 0 0.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi :
Kunp (crabmmmsanus 3adonesa- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (crabuimsaus 3a00s1e- Natlpnal Institute for Viral Disease Control and Pre- 18078 1155 100,0
BaGMOCTH) vention
Konym6us (ctadbunmsanus 3a60- | Instituto Nacional de Salud— Direccion de Investi-
., g 12745 3 100,0
JIEBAEMOCTH) gacion en Salud Publica
Komopckue octposa (cradbunu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1ust 3a00JIeBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzanus 3a6ome- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 686 0 00
BacMOCTH) gie ’
Kocra—Puka (ctabunusanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ - 7811 27 100,0
00J1€Ba€MOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fe- 931 12 100.0
00JIeBa€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky0a (cradbunusarus 3aboneBa- | Respiratory Infections Laboratory
520 0 0,0
€MOCTH)
Kygeiit (crabunu3zamus 3a6one- | Virology Unit, Department of Microbiology, Faculty
2. . 602 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreizcran (crabmnumzamus 3a- | SRC VB “Vector”, “Collection of microorganisms” 45 0 00

00J1€Ba€MOCTH)

Department
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Kropacao (crabunuzanus 3a60-

National Institute for Public Health and the Environ-

JICBAEMOCTH ) ment(RIVM) 1172 1 100,0
Jlaoc (crabunuzanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 546 0 0.0
€MOCTH) tal ’
JlatBus (crabunm3anus 3aboie- | Latvian Biomedical Research and Study Centre
13883 0 0,0
BAaEMOCTH)
Jlecoto (crabunmsarnus 3a06ose- | National Institute for Communicable Diseases of the
: X 137 0 0,0
BAacMOCTH) National Health Laboratory Service
JIubepus (crabumuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunu3saius 3a6ome- | Laboratory of Molecular Biology and Cancer Immu- 603 0 0.0
BacMOCTH) nology, Lebanese University Public Health England ’
JluBwus (crabunuzanus 3adoe- Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jlutsa (poct 3a6oieBaemoctu) | Vilnius University _H_ospltal Santaros Klinikos, Center 10635 15 100,0
of Laboratory Medicine
JIuXTeHITeHH (CTaOMIU3aIHs Bergthaler laboratory, CeMM Research Center for
3200J1eBAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1377 1 100,0
ences
JlroxceMOypr (cTaOunuzanms 3a- Laborat_0|re national de santé, Microbiology, Microbial 33168 286 1000
00JIeBaEMOCTH) Genomics Platform
Makxkao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabunu3arnms 3a- CNR Virus des Infections Respiratoires — France SUD
5772 0 0,0
00J1€Ba€MOCTH)
Maspuranus (cradunusamus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorta (cradmnu3zanus 3a60- | National Reference Center for Viruses of Respiratory
: X . 362 0 0,0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris
Manmnaiizus (cHuxeHue 3abo0e- Institute for Medical Research, Infectious Disease Re-
BacMOCTH ) search Centre, National Institutes of Health, Ministry 27308 49 100,0

of Health Malaysia
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Managu (ctabunusanus 3abose-

KRISP, KZN Research Innovation and Sequencing

235 0 0,0
BacMOCTH) Platform
Maunu (crabunusanus 3abosnesa- | Northwestern University — Center for Pathogen Ge-
: . ; i 111 0 0,0
€MOCTH) nomics and Microbial Evolution
MautbauBbl (cTaOMIH3AIHS 3a- Indira Gandhi Memorial Hospital
333 0 0,0
00JIeBa€MOCTH )
Maisra (cTabunusanus 3adose- | Molecular Diagnostics Pathology Department Mater
: : 163 0 0,0
BaEcMOCTH) Dei Hospital Malta
MapiramnoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 26 1 100.0
JM3alys 3a00J¢BaEMOCTH) of Health ’
Mapokko (crabunuzanus 3a060- | Laboratoire de Biotechnologie 1191 0 0.0
JIEBAEMOCTH )
Maptunuka (cradbunmsanus 3a- | CNR Virus des Infections Respiratoires — France SUD
1393 0 0,0
00JIeBaeMOCTH)
Instituto de 15iagnostic y Referencia Epidemiologicos
Mekcuka (crabunusanus 3a60- | (INDRE) 39855 89 100,0
JIEBAEMOCTH)
Mo3zaMOuK (cTabunu3anms 3a- KRISP, KZN Research Innovation and Sequencing
. 561 0 0,0
00J1eBaEMOCTH ) Platform, South Africa
MomnnaBus (CHI)KEHHE 3a0071¢e- ONCOGENE LLC 651 0 0.0
BAEMOCTH)
Momnaxko (cTabunuzanus 3adoste- | National Reference Center for Viruses of Respiratory
: ; . 16 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Mouronus (crabunuzarus 3a60- | National Centre for Communication Disease (NCCD)
: 721 0 0,0
JIEBAEMOCTH) National Influenza Center
Montceppar (crabunu3zanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpbsiama (cTabumu3anus 3a00- DSMRC 71 0 0.0
JIEBAEMOCTH)
HamuOus (ctadbunmsanus 3a60- | National Institute for Communicable Diseases of the 788 0 0.0

JIEBAEMOCTH)

National Health Laboratory Service
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Henan (ctabunusanus 3abose-

Molecular and Genomics Research Lab, Dhulikhel

BacMOCTH) Hospital, Kathmandu University Hospital School of 1162 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzanus 3aboite- National Reference Laboratory, Nigeria Centre for 79 0 0.0
BaEMOCTH) Disease Control ’
Hurepus (crabunuzaius 3a60- | African Centre of Excellence for Genomics of Infec- 3077 0 0.0
JICBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanas! (poct 3abonesae- | National Institute for Public Health and the Environ-
MocTH) ment(RIVM) 71203 1107 100,0
Hosas 3enannus (cradbunusarms | Institute of Environmental Science and Research(ESR) 26256 0 0.0
3a00J1€Ba€MOCTH ) ’
Hosas Kanenonus (crabunuza- | Laboratoire de Microbiologie Centre Hospitalier Terri- 58 0 0.0
1St 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopgerus (cradbunusarus 3a60- | Norwegian Institute of Public Health, Department of 39966 0 0.0
JICBAEMOCTH ) Virology ’
OAD (pocT 3a0051€BaEMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
nomics UK(COG-UK) Consortium ’
Owman (cradbmmuzanus 3abomeBa- | Oman—National Influenza Center 994 0 0.0
€MOCTH) ’
[Makucran (crabunuzanus 3a60- | Department of Virology, Public Health Laboratories 9792 75 96.2
JICBAEMOCTH ) Division ’
[Manay (crabumuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 66 0 0.0
BAEMOCTH ) siCaixa/IGTP) ’
[Manectuna (cradbunu3amus 3a- | Biochemistry and Molecular Biology Department— 44 0 0.0
00J1eBaEMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (crabunm3arus 3a6one- | Gorgas memorial Institute For Health Studies 2952 0 0.0
BAEMOCTH) ’
[Tamya HoBas I'sunes (cTabumu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3a1rus 3a00JIEBAEMOCTH ) ’
[Maparsaii (crabunu3zamus 3a00- | Laboratorio Central de Salud Publica de Paraguay 1599 0 0.0

JIEBAEMOCTH)
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[lepy (cTabunmzanus 3aboseBa-

Laboratorio de Referencia Nacional de Biotecnologia

€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPeru 30847 0 0.0
[Monpia (cradbunu3arus 3a6oie- | genXone SA, Research & Development Laboratory 49574 699 100,0
BAaEMOCTH)
[Mopryranus (cHrmwkeHue 3a6ome- | Instituto Nacional de Saude(INSA) 20821 88 100,0
BAaEMOCTH)
[Tyspto Puko (ctabunuzarms Centers for Disease Control and Prevention Division
. : : 13402 11 100,0
3a00JIEBACMOCTH ) of Viral Diseases, Pathogen Discovery
Pecny6nuka Banyary (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anust 3a00JIeBaEMOCTH ) boratory (MDU-PHL) ’
Pecniy6nuka JlxubyTu (cradbu- | Naval Medical Research Center Biological Defense
. 506 0 0,0
Ju3aIys 3a00J1€Ba€MOCTH ) Research Di—rectorate
Pecny6nuka Kupubatu (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
JM3a1ys 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecny6nuka Konro (cradunmsa- | Institute of Tropical Medicine 184 0 0.0
111st 3a0071€Ba€MOCTH ) ’
Pecny6ninka Manmarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Oounmzanys 3a00J1€Ba€MOCTH) ’
Pecny6nuka Hukaparya (crabu- | MSHS Pathogen Surveillance Program 335 0 0.0
Ju3anus 3a00J1€Ba€MOCTH) ’
Pecniy6nuka CansBanop (ctabu- | Genomics and Proteomics Departament, Gorgas Me-
. . . 311 0 0,0
JM3aIms 3a00J16Ba€MOCTH ) morial Institute For Health Studies
Pecny6nuka Yan (cTabunun3a- Pathogen Genomics Lab, National Institute for Bio- 8 0 0.0
11151 3a00JIEBAEMOCTH ) medical Research (INRB) ’
Peronbon (cradbunmsarus 3a00- | CNR Virus des Infections Respiratoires — France SUD 9838 0 0.0
JIEBAEMOCTH) ’
Poccus (poct 3abomeBaemoctr) | WHO National Influenza Centre Russian Federation.
Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni- 40460 0 0,0

versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap-
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plied Microbiology & Biotechnology. Group of Ge-
netic Engeneering and Biotechnology, Federal Budget
Institution of Science ‘Central Research Institute of
Epidemiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabunusanus 3adose-

GIGA Medical Genomics

197 0,0

BaEMOCTH)
Pymbinus (cradunmsanus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. X : 9780 0,0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
CaynoBckast ApaBusi (pocr 3a- Infectious Diseases, King Faisal Hospital Research 888 0.0
00JIeBaCMOCTH ) Center ’
Cesepnas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
JU3arys 3a00716BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0,0

tics
CesepHble MapuaHCKHE OCT- Centers for Disease Control and Prevention Division
poBa (crabunusanus 3abosneBae- | of Viral Diseases, Pathogen Discovery 2080 0,0
MOCTH)
Ceitmensl (ctabmmusanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 618 0.0
JIEBAEMOCTH ) ’
Ceneran (crabumusanus 3a00- IRESSEF GENOMICS LAB 1561 0.0
JIEBAEMOCTH ) ’
Cenr—BuncenT u ['penagussl Carrington Lab, Department of PreClinical Sciences,
(crabumu3ariust 3a00eBaEMO- Faculty of Medical Sciences, The University of the 86 0,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabumu- | Carrington Lab, Department of Preclinical Sciences,
3arust 3a00J1eBa€MOCTH ) Faculty of Medical Sciences, The University of the 18 0,0
West Indies

Cent-Jlrocus (cTabuu3arivs Carrington Lab, Department of PreClinical Sciences 153 0.0

3a00J1eBa€MOCTH)

18




CepOus (cTabunuzanus 3adole-

Institute of microbiology and Immunology, Faculty of

BacMOCTH) Medicine, University of Belgrade 1529 0 0.0
Cunramyp (cTabumu3anus 3a00- Natlor_1al Pul:_)llc Health Laboratory, National Centre for 20049 654 100,0
JIEBAEMOCTH ) Infectious Diseases
Cen-Maprtun (crabuinzarnus 3a- | Institut Pasteur 297 0 0.0
00JIeBa€MOCTH )
Cunr-Mapren (crabmmusamust | National Institute for Public Health and the Environ-
850 0 0,0
3200JIeBa€MOCTH) ment(RIVM)
Cupus (ctadbunmsanus 3a6one- | CASE-2021-0266829 79 0 0.0
BAEMOCTH) ’
CrnoBakus (cHmkenue 3aboneBa- | Faculty of Natural Sciences, Comenius University 26064 0 0.0
€MOCTH)
CrnoBenus (crabunmsanus 3a060- | Institute of Microbiology and Immunology, Faculty of
_ T oo 33772 0 0,0
JICBa€MOCTH) Medicine, University of Ljubljana
ComomonoBHI ocTpoBa (crabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
TM3anys 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Comanu (crabunusanus 3abose- | National Public Health Lab- Mogadishu 2 0 0.0
BAEMOCTH) ’
Cynan (crabunusarus 3aboe- | National Institute for Communicable Diseases of the
: X 131 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (crabunuzarus 3a00- | National Institute for Public Health and the Environ-
154 0 0,0
JICBAEMOCTH ) ment(RIVM)
CIIA (crabunmsarnus 3a6osesa- | Colorado Department of Public Health & Environ-
€MOCTH) ment. Maine Health and Environmental Testing Labor-
atory. California Department of Public Health. UCSD 2295397 15707 9.3
EXCITE.
Creppa-Jleone (crabmmuzarust | Central Public Health Reference Laboratory 1 0 0.0
3a0051eBa€MOCTH) :
Taunann (crabumsarus 3a60- | COVID-19 Network Investigations(CONI) Alliance
25462 0 0,0
JIEBAEMOCTH)
TaiiBanb (crabumusarms 3a60- | Microbial Genomics Core Lab, National Taiwan Uni- 2488 15 100,0

JIEBAEMOCTH)

versity Centers of Genomic and Precision Medicine
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Tanzanus (cradbuimsanus 3a00-

Jiaxing Center for Disease Control and Prevention

11 0 0,0
JIEBAEMOCTH )
Tepkc u Kaiikoc (ctadbunusanus | Carrington Lab, Department of Preclinical Sciences,
3200J1€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemrru (crabunuzamms | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0
3a00JIeBa€MOCTH) boratory (MDU-PHL) ’
Toro (cradbunu3anus 3ad6oneBae- | Unité Mixte Internationale TransVIHMI(UMI 233
MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 409 0 0,0
IRD(Institut de recherche pour le développement)
Carrington Lab, Department of PreClinical Sciences,
Tpunupnan u Tobaro (crabunu- | Faculty of Medical Sciences, The University of the 2469 24 100,0
3a1us 3a00JIEBa€MOCTH ) West Indies
Tynuc (crabunuzaius 3abone- | Laboratoire de linique linique — Institut Pasteur de Tu- 495 0 0.0
BaEcMOCTH) nis ’
Typuus (crabunuzarus 3a6one- | Ministry of Health Turkey 21361 0 0.0
BAEMOCTH) ’
VYranpaa (crabunuzarus 3a6one- | MRC/UVRI & LSHTM Uganda Research Unit 550 0 0.0
BAEMOCTH) ’
VYkpauna (pocT 3a001eBaeMo- Department of Respiratory and other Viral Infections
CTH) of L.V.Gromashevsky Institute of Epidemiology & In- 1608 1 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak™
V36ekuctan (ctabunuszanus 3a- | Center for Advanced Technologies 40 0 0.0
00J1eBa€MOCTH) ’
VYpyrsaii (ctabunu3anus 3a60- | Departamento Laboratorios de Salud Publica (DLSP) 179 0 00
JIEBAEMOCTH) Ministerio de Salud Publica ’
deneparusnbie mraTel Mukpo- | Pohnpei State Hospital
He3uH (cTabuau3anms 3a0oJieBa- 72 16 100,0
€MOCTH)
Ounmunnunsel (cradunusamus 3a- | Philippine Genome Center 13469 0 0.0

00J1€Ba€MOCTH)
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OunIAHIUS (CTa0MIN3AINS 3a-

Dep6rtment of Virology, Faculty of Medicine, Univer-

00J1eBa€MOCTH ) sity of Helsinki 20473 100 100,0
g;;if)m (cumxenue 3a0oneBa- | CNR Virus des Infections Respiratoires — France SUD 340273 1298 994
dpanmysckas ['Buana (ctabunu- | National Reference Center for Viruses of Respiratory 1599 3 100.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
dpanmysckas [Toaunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arus 3a00716BaMOCTH ) Infections, Institut Pasteur, Paris ’
Xopsatus (crabunuzanus 3a6o- | Croatian Institute of Public Health 99713 0 0.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsanus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 32 0 0.0
MOCTH) medical Research(INRB) ’
Yepnoropus (crabunuzanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 390 0 00
00JIeBAaCMOCTH ) gie ’
Yexwus (cTrabunuzaius 3adoire- The National Institute of Public Health 39993 85 100.0
BAEMOCTH) ’
Yuu (poct 3a007€BA€MOCTH) Instituto de Salud Publica de Chile 23552 368 99,5
[Iseiinapus (crabunmsanus 3a- | Department of Biosystems Science and Engineering,

00J1€Ba€MOCTH) ETH Ziirich. 52703 154 100,0
[Isenus (crabumusanus 3a6o- | The Public Health Agency of Sweden 97698 465 100.0
JIEBAEMOCTH ) ’
[Ipu-Jlanka (ctabunuzanus 3a- | Centre for Dengue Research and AICBU, Department 1150 0 0.0
00JIeBAEMOCTH) of Immunology and Molecular Medicine ’
DkBaaop (cTabunuzanus 3a00- Instituto Nacional de Investigacionen Salud Publica, 5051 0 00
JIEBAEMOCTH ) INSPI ’
OkBaropuanbHas ['Bunes (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Oounmzanus 3a00J1€Ba€MOCTH) ’
Dceatunn (cradbmnusarus 3a60- | Nhlangano Health Centre(National Institute for Com-

JIEBa€MOCTH ) municable Diseases of the National Health Laboratory 676 0 0,0

Service)
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Octonus (crabunmsanus 3a60-

Laboratory of Communicable Diseases(Estonia); Eu-

JICBAEMOCTH ) rofins Genomics Europe Sequencing GmbH 6158 0 0.0

Do¢uonus (cradbunmzanus 3a60- | International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 103 0 0,0
nome Sequencing

FOAP (crabunuszanus 3a6oneBa- | KRISP, KZN Research Innovation and Sequencing 93837 99 98,0

E€MOCTH) Platform.

IOxnas Kopes (crabwmzanus | Division of Emerging Infectious Diseases, Bureau of

3a00JI€BAEMOCTH) Infectious Diseases Diagnosis Control, Korea Disease 95159 1318 100,0
Control and Prevention Agency

FOxueiii Cynan (ctabuwmmsanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabunu3zanus 3a6oae- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 1827 0 0,0
West Indies

Snonwus (crabunusanus 3adone- | Pathogen Genomics Center, National Institute of Infec- 393237 1634 99.9

BAEMOCTH)

tious Diseases
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BO3, exenenesbHoe 3nmueMuoornieckoe oononjaenue Ne 134 or 15 mapra 2023

Bapuantsl SARS-CoV-2, Bei3biBawiue odoecnokoennocts (VOC), u cyoBapu-
anThl Omicron, Haxoasimuecsi moa Haooaenuem (VOI)

I'eorpajguueckoe pacnpeaeaeHue

Bo Bcem mupe ¢ 13 deBpansa no 13 mapra 2023 r. (28 gueit) B 6a3y GISAID Obuio
nepeaano 65348 nocnenoBarensHocTeit SARS-CoV-2. Cpenu Hux 64324 mocnenoBaresb-
HOCTH MIPUHAJICKAIN JTUHUSIM ToToMKaM Omicron, 4To coctaiiseT 6omnee 98,4% mnocre-
JIOBATEIbHOCTEH, 3apErUCTPUPOBAHHBIX BO BCEM MHPE.

['mobGanpHas KapTHHA XapaKTEPU3yeTCs HEMPEPHIBHBIM YBETUYCHHEM PACTIPOCTPAHEH-
HOCTH peKoMOMHaHTHOro nojasapuanta Omicron XBB u ero noromkos. XBB npencras-
nsieT coboi pekoMOnHaHT BA.2.10.1 u BA.2.75, o koTopom BniepBbie cooOmmmm 13 aBry-
cta 2022 rosia u KOTOPBIH, ¢ TeX Mop pacnpocTpanuics B 115 ctpanax. XBB 6b11 onpene-
JieH Kak moaBapuaHT Omicron, HaXOASIIUICS TTOJ MOHUTOPUHTOM, M3-3a €r0 TeHETHYe-
CKOHM XapaKTepUCTUKU M TIEPBOHAYAIBHBIX JAHHBIX O BHICOKOW CIIOCOOHOCTH BBI3bIBATh
NOBTOpHOE 3apaxkeHue. Brocnencteun XBB nuBepcuduimposaics B 25 AMHUI-TIOTOM-
KOB, TPU U3 KOTOPBIX IEMOHCTPUPYIOT HEMIPEPHIBHOE MTPEUMYIIIECTBO POCTA U YBEIUUCHUE
pacnpoctpaneHHocTH, a MeHHO: XBB.1.5, XBB.1.9 u XBB.1.9.1. [locnennue q8a umMeroT
OJIHO U TO K€ TEHETUYECKOE CO3BE3/1e B 00JaCTH LIMIIOBUIHOTO O€NIKA U, KaK 0KUAAETCA,
OyAyT UMETh aHAJIOTUYHBIE (PEHOTUITUYECKUE XapaKTepucTuku, uro 1 XBB.1.5. BO3 ot-
CIeXHUBAET BCe JTMHUU-TIOTOMKA XBB 1 mpoBoIUT perymispHbie OIEHKH pucka (Tadiuia
2, pUCYHOK 4).

Ha rnmo6ansHom ypoBHe pacnpoctpaneHHOCTs XBB (XBB u ero notromku, 3a HCKITIO-
yeHneMm XBB.1.5) u XBB.1.5 yBenuuuBaercs Bo Bcex pernonax BO3 u onu cranu gomu-
HUPYIOUIMMU B IISTU U3 IIECTH PETMOHOB, 3a UCKItoueHueM Pervona 3anaaHoit yvactu Tu-
X0ro okeana. M3-3a npeumyinecTBa pocta 3TOro peKOMOMHAHTHOTO MOIBAPHAHTA 0XKH/Ia-
Jach 3aMEHa paHee IMUPKYIUPYIOMMX MoABapuaHTOB. HecMOTpss Ha HEKOTOpBIE PErvo-
HaJbHBIC pa3INyus, TaKue Kak 0osee Boicokas noyst XBB i XBB.1.5, moaenn 3amere-
Hust XBB u XBB.1.5 sBnstoTcst o0mumMu isi CTpaH ¥ peruoHoB (Tabnumna 3).

BaxxHo oTmeTuTh, 4TO, MCXOMAS U3 AOCTYMHON MH(OpPMAIUU U3 TI100aTBHBIX, PETHO-
HaJbHBIX U SIUJIEMHOJIOTUYECKUX OTUYEeTOB U3 cTpaH, XBBu XBB.1.5 npexacrasistor Ta-
KOM K€ YPOBEHb PUCKa JJIs 3/I0POBbSI HACEJIICHUS, KaK U IPYTHUe JMHUU-IOTOMKH Omicron.
XBB.1.5 neicTBUTEIHLHO MOKA3BIBAET MPEUMYIIECTBO POCTa U 00Jiee BHICOKYIO CITOCO0-
HOCTh YCKOJIb3aTh OT HUMMYHHOTO OTBETa, B TO BpEMs KaK JIaHHbIE U3 HECKOJIbKUX CTpaH
He npenmnonaraiot, 4To XBB 1 XBB.1.5 cBsi3aHbI ¢ MOBBIIIEHHON TAXKECTHIO TEUEHUS 00-
JIE3HU WJIA CMEPTHOCTBIO.

Ha noxgsapuantsl BA.1, BA.3 u BA.4 B coBokynHocTu npuxoaunock menee 0,1% mo-
CJIE10BATENBHOCTEN Ha 8-U 3MUAEeMUOJIOrnYecKkoi Henene. PactipoctpanenHocts BA.2 u
BA.5 cuusunace; ux oxsar coctasui 13,1% u 20,1% Ha 8-if Henene (10 CpaBHEHHUIO C
15,2% u 46,8% na 4-it Henene). PacnpocTpaHeHHOCTh 00BEAMHEHHOTO Kilacca peKoMOu-
HAHTOB yBenu4miach 10 46,7% na 8-ii Henene (¢ 31,2% Ha 4-it nenene). HenaznaueHnuoie
MOCIIEZIOBATENILHOCTH (BCE MPEAMOIOKUTENBHO MOTOMKH Omicron) coctapisiiu 20,1% ot

0O0IIMX MOCJIENOBATEILHOCTEN HA 8-1 Heaele.
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BO3 o0HOBMIIa CBOIO CHCTEMY OTCIEKMBAHUS U pabOvHe ONMpEEeICHUs BapUaHTOB
SARS-CoV-2, yTo0bl OHa JTy4IIe COOTBETCTBOBAJIA TEKYIIEMY III00aIpHOMY JaHmmadTy
BapuanToB. Kaxnas cyOnuaus OMUKpPOH Oy/AeT OLeHUBAThCA MHIUBUAYAIBHO U KJIACCH-
¢unmpoBarbcsa Ha ocHOBe ee ¢peHotuna. Takum ob6paszom, ¢ 15 mapra 2023 r. cuctema oT-
cnexxuBanus BapuanToB BO3 OyneT paccMarpuBath KiIacCHPUKANIO KaXA0W MTOITMHAN
OMHKpOH HEe3aBHCHMO, a HE aBTOMaTH4YeckH Kiaccuuimpoats ee kak VOC ToibKo To-
TOMY, YTO OHA SIBIsieTCs moanuauel ycranoieHHOoro VOC OMUKpOH.

Pucynok 4. [lanenun A u B: xonmyecTBO M MpOIEHT mocieaoBaTeabHocTeil SARS-
CoV-2 ¢ 1 cents16ps mo 26 despans 2023 r.
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Pucynok 4. Ha nanenu A noka3aHo KOJUYECTBO, a HA TaHEIW B nmponeHT Bcex HUpKy-
nupyromux BapuaHToB ¢ uronsg 2022 roga. [lpuBenensr nmuHun Omukpon BA.1, BA.2,
BA.3, BA.4 u BA.5 1 uX JUHUU-TIOTOMKH, HaXOSAILIKUECS MO JaTbHEUIIIMM MOHUTOPUH-
rom. BA.1*, BA.2* BA.3* BA.4* u BA.5* (* yka3pIBaeT Ha BKIIFOUCHHE TTOTOMKOB)
BrouaroT Bce BA.1, BA.2, BA.3, BA.4 u BA.5 00beIUHEHHBIC IMHUU-TIOTOMKH, 33 UC-
KIIFOUEHHEM OTCIIEKMBAEMBIX MOABAapUaHTOB OMHKPOHA, MOKAa3aHHBIX WHIWBUAYAJIBHO.
Kareropuss «HeHa3HaueHHbIE» BKIIOYAET JIMHUM, OXKUJAIOIIME MPUCBOCHUS HMEHHU
PANGO, Toraa kak kateropus «Jlpyrue» BKIIIOYaeT JIMHUHU, KOTOPbIE Ha3HAYEHBI, HO HE
MepeYrCIICHBI B JiereH ie. Mictounuk: nannusie o mocneaoBaTeabHOCTIX SARS-CoV-2 u me-
taganubie GISAID 3a nepuon ¢ 1 cenTsi6pst mo 26 ¢espans 2023 r.
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Tabmuna 2. OTHOCHTENBHBIE H07U TTociienoBaTenbHocTel SARS-CoV-2 ¢ 30 ssHBaps
o 26 deBpans 2023 r. mo gate cobopa 0O6pason

Lineage Countries Sequences 2023-04 2023-05 2023-06 2023-07 2023-08
BA.1* 189 2232 340 0.02 0.01 0.01 0.01 0.01
BA.2* 182 2 069 495 0.86 1.03 1.01 1.34 1.82
BA.3* 28 782 0.00 0.00 0.00 0.00 0.00
BA.4* 145 178 112 0.16 0.13 0.06 0.07 0.02
BA.5* 167 1620923 11.45 9.02 7.12 5.15 4.09
BA.2.75* 116 93 885 8.13 7.83 6.66 3.82 2.63
BF.7* 106 92821 3.88 3.30 2.79 1.97 0.90
BQ.1* 137 379063 31.50 26.74 22.23 18.46 15.06
XBB* 115 60627 5.09 5.76 6.16 7.97 9.69
XBB.1.5* 82 69 267 2441 28.73 3233 30.30 35.05
XBF* 44 6935 1.42 1.58 1.45 1.58 1.15
Unassigned 94 281634 6.09 7.49 11.71 19.22 20.08
Other 207 6678 493 0.75 1.05 1.12 1.46 0.80

B tabauie 2 nokazaHo KOJIMYECTBO CTPaH, COOOUIMBIIMX 00 yKa3aHHBIX JIMHUSAX, 00-
niee KOJIMYECTBO 3apErMCTPUPOBAHHBIX IOCIIEIOBATEIBHOCTEN M PacIpOCTPAHEHHOCTh
JUHUH 3a MocieaHue nath Heaenb. BA.1*, BA.2*, BA.3*, BA.4* u BA.5* (* yka3siBaer
Ha BKJIFOYCHHE TTOTOMKOB) BKJIFOYAIOT BCE 00BEAMHEHHBIC JIMHUU-TTOTOMKHA BA.1, BA.2,
BA.3, BA.4 u BA.5, 3a UCKITIOUEHHEM OTCIIEKUBAEMBIX IMOJBapUaHTOB OMUKpPOHA, MTOKa-
3aHHBIX WHAUBHAYaTbHO. KaTeropus «HeHnasHaueHHBbIC» BKIIOYACT JIMHUH, OXKHUIAIONINE
npucBoenusa nmean PANGO, Torna kak kareropus «/[pyrue» BKIIIO4aeT JUHUU, OTIIAY-
HBIE OT MEPEYUCIICHHBIX B JiereHae. ICTOUHUK TaHHBIX: MOCJIEI0BATEILHOCTU U METa 1aH-
Hble u3 GISAID, nonydennsie 13 mapra 2023 r. [Iponopunu yka3aHsl B IPOLEHTAX.

Tabmuma 3. OtHOCcUTENbHBIE Hoau mociemoBareabHocTelr SARS-CoV-2 XBB* u
XBB.1.5* ¢ 30 saBaps o 26 deBpans 2023 r. no gate cbopa oOpa3ios

Region / Lineage Countries Sequences 2022-04 2023-05 2023-06 2023-07 2023-08

AFR /XBB.1.5* 4 358 12.05 53.52 73.05 94.44 na
AFR /XBB* 14 504 8.43 8.59 9.93 na na
EUR /XBB.1.5* 34 18102 11.46 16.63 22.72 25.35 29.87
EUR /XBB* 36 17589 4.63 6.28 8.42 9.83 11.02
EMR /XBB.1.5* 3 38 6.82 3.47 6.17 na na
EMR /XBB* 12 863 78.03 80.56 81.48 100 na
SEAR /XBB.1.5* 3 78 6.06 5.20 4.88 12.50 22.86
SEAR /XBB* 7 6147 53.10 50.29 59.76 62.50 68.57
AMR /XBB.1.5* 28 49 861 47.02 56.03 56.03 48.21 58.22
AMR /XBB* 31 25000 5.63 3.96 2.80 2.65 3.37
WPR /XBB.1.5* 10 830 1.10 2.00 3.04 6.73 8.93
WPR /XBB* 15 10524 2.88 5.35 5.44 10.48 14.77
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B Tabnue 3 moka3zano koau4ecTBo cTpaH, coodmuBmux 0 XBB.1.5 u XBB (* yka3si-
BaeT Ha BKIIIOUEHHUE JIMHUN-TIOTOMKOB), 00I1Iee KOJIMYECTBO 3aPETUCTPUPOBAHHBIX MOCIIE-
JIOBATEIBLHOCTEN U PACTIPOCTPAHEHHOCTH JIMHUM 3a MOCIEIHUE TSATh HeAelb. McTouHuK
JAHHBIX: MocneoBaTeIbHOCTH U MeTaganHbie u3 GISAID, nonydyenunsie 13 mapta 2023 1.
[Tponopunu ykazaHbl B IPOLEHTaX. «Na» yKa3bIBaeT HA TO, YTO MHPOPMAIUS O TTOCIE0-
BaTeJIbHOCTH HeAOoCTyIHA Ha 3Toi Henene. AFR = Adpukanckuit pernon; EUR = EBpo-
neiickuii peruon; EMR = Pernon Boctounoro Cpennzemuomopss; SEAR = peruon IOro-
Boctounoii Azun; AMR = pernon Amepuxu; WPR = 3anagno-TUXx00KeaHCKUH peruoH
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yoaukanun:

bioRxiv npenpunT doi:https://doi.org/10.1101/2023.03.11.532204

Development of monoclonal antibody-based blocking ELISA for detecting SARS-
CoV-2 exposure in animals

Pa3paborka O0a0kupyromero UM®A Ha 0CHOBe MOHOKJIOHAJBHBIX aHTHTEN JIs
BbIABJIeHUA Bo3aeicTBUA SARS-C0V-2 Ha JKHBOTHBIX

Fangfeng Yuan, Chi Chenla, Lina M. Covaleda, Mathias Martins, Jennifer M. Rein-
hart

I'mob6ansuas mangemusi SARS-CoV-2 mpeacTaBisieT 3HAYUTENBHYIO YTPO3y sl 00-
MIeCTBEHHOTO 31paBooxpanenus. [lomumo moaeit, SARS-CoV-2 moxeT nHPHUIUPOBATH
HECKOJIbKO BHJIOB KMBOTHBIX. J[J1s1 OBICTPOTO BBHISBICHUS M peald3alliil CTpaTeruid mpo-
(GUTAKTUKY U KOHTPOJISI MH(PEKIIUU Y )KUBOTHBIX CPOUYHO HEOOXOAMMBI BHICOKOUYBCTBU-
TelbHBIC U cHeIUpUYECKUe TUarHOCTUYECKUE peareHThl U aHAIM3bl. B 3TOM HccnenoBa-
HUU MBI pa3paboTaiy MaHe’dh MOHOKJIOHATBHBIX aHTUTEN (MAD) MpoTHB HYKJIEOKATCH/I-
Horo (N) 6enka SARS-CoV-2. [lns seisiBnennst antuten SARS-CoV-2 y mmpokoro crek-
Tpa BHUJIOB )KMBOTHBIX ObLT pa3pabdotan TecT bELISA Ha ocHoBe mAb. Banunanus tecta ¢
HCII0JIb30BaHNEM Habopa 00pas3IioB CHIBOPOTKH KMBOTHBIX C U3BECTHBIM MH(EKIIMOHHBIM
CTaTyCOM I103BOJIMJIA TIOJYYUTh ONTUMAJIbHBIM MPOLEHT oTceueHust nHruouponanus (PI)
17,6% mpu AMarHOCTUYECKOM YyBCTBUTEIBLHOCTH 97,8% W THAarHOCTUYECKON crieruduy-
HOCTH 98,9%. AHanu3 AEMOHCTPUPYET BBICOKYIO IIOBTOPSIEMOCTD, OIIPEAECIAEMYIO HU3KUM
koaurmentom Bapuanuu (7,23%, 6,95% u 5,15%) mexay 3anmyckamu, BHYTPH 3amlycKa
¥ BHYTpH IUIAHIIETa, COOTBETCTBEHHO. TeCTUpOBaHUE 00pa3IoB, COOpPAHHBIX C TEUCHUEM
BPEMEHH Y SKCIIEPUMEHTAIbHO MH(UIIMPOBAHHBIX KOIIEK, MoKa3ano, 4yro bELISA croco-
O0ceH oOHapyXHBaTh CEPOKOHBEPCHIO YK€ uepe3 7 JHel mocie 3apaxkeHus. Briocnencteum
bELISA Obu1 mprMeHEH IS TECTHPOBAHUS JIOMAIIHHUX KUBOTHBIX C CHMIITOMAaMH, T10,100-
HeiMu COVID-19, u y AByx cobak ObL1M 0OHAPYKEHBI CIeU(PUUECKUE peaKLIUK aHTUTEIL.
[Tanens MAB, co3aHHas B 3TOM HCCJIEIOBaHUH, MPEJICTABIISIECT COOOM 1IEHHBI MHCTPY-
MEHT Jy1si nMarHocTuku u uccienoBannii SARS-CoV-2. bELISA Ha ocHoBe mAb obGecrie-
YUBAET CEPOJIOTUUECKUM TECT B MOMOIL 3nuAHaa30py 32 COVID-19 y )KMBOTHBIX.

bioRxiv npenpunt doi:https://doi.org/10.1101/2023.03.12.532219

Evolutionary changes in the number of dissociable amino acids on spike proteins
and nucleoproteins of SARS-CoV-2 variants

JBOJIOIHOHHbIC U3MEHEHHSI B KOJIMYeCTBe JMCCOLMMPYEMbIX AMHUHOKHCJIOT B
0eakax S M HykJieonpoTenHa BapuanTtoB SARS-CoV-2

Anze Bozi¢ and Rudolf Podgornik

CnaiikoBbiii 6enok SARS-CoV-2 oTBeuaer 3a pacrno3HaBaHHe 11€J1d, IPOHUKHOBEHHE
B KJIETKY ¥ 3HJIOCOMAJIbHBIN BBIXOJI BUpYca. B To ke BpeMsl 3TO MMEHHO Ta 4acTh BUpYCa,
KOTOpasi JAEMOHCTPUPYET HauOOJbIIYI0 BapHaOeIbHOCTh IOCIEI0BATEIBHOCTH CpEIu
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MHOTMX BapHaHTOB, BO3HUKIINX B XOJ€ €ro »Bostouuu. HenaBuue uccienoBaHus moka-
3aJTi, 4TO C MOSIBJICHUEM nporpeccupytomieii TuHuu SARS-COV-2 moinoXuTebHBIHN 3apsi
Ha CMallKOBOM O€JIKe yBEJIIMYMBAETCS, @ HEKOTOPBIE MOJOKUTEIBHO 3apsKEeHHbIE AaMHHO-
KHUCJIOTHI yJIY4YIIIalOT CBSI3bIBAHME CHAWKOBOTO O€JIKa ¢ KJIETOYHBIMH perentopaMu. Mbl
MPOBEJIM MOJIPOOHBINA aHAIN3 JUCCOIMUPYEMBIX aMUHOKHUCIOT Oosiee uem 1400 pazinu-
HbIX JTUHUNH SARS-COV-2, KOTOpHBI MOATBEPAKAAECT 3TU HAOIIOICHUS, TIPEIIoIaras, 4Yro
3Ta MPOrpeccus JOCTUTIIA TIATO C OMUKPOHOM U €ro cyOBapraHTaMU U YTO MOJIOKUTEIb-
HBI 3apsi1 OoJibllie He yBeIrnuuBaeTcs. AHaIn3 Oelika HyKJIEOKarcu/1a He MOKa3bIBaeT aHa-
JIOTUYHOTO YBEJIMYEHHUS MOJIOKUTEILHOTO 3apsia ¢ HOBBIMH MMOJBAPHAHTAMM, YTO JOTOJ-
HUTEJHHO YKa3bIBA€T HA TO, YTO MOJIOKHUTEIBHBIN 3aps]] OejiKa mIuna OTOMpaeTcs: HIBOIIIO-
uoHHo. Kpome Toro, cpaBHEHHE CO CIaKOBBIMU O€JIKaMU M3BECTHBIX KOPOHABUPYCOB
TIOKa3bIBAET, YTO CTaiKoBHIN Oemok SARS-CoV-2 nmukoro tumna yxe CoaepKUT HEOOBITHO
OOJBIII0E KOTMYECTBO MOJIOKHUTEIHHO 3aPSHKEHHBIX aMUHOKHCIIOT 110 CPAaBHEHHIO C 00JIb-
IIMHCTBOM JpYTrux 6eTakopoHaBUpycoB. Haile ucciienoBanue npoanBaeT CBET Ha 3BOJIO-
[IMOHHBIEC W3MEHEHUSI KOJUYECTBA JAUCCOLMUPYEMBIX aMUHOKHUCIIOT B CHailKOBOM Oelke
SARS-CoV-2, nomomHss CYIIECTBYIOIIUE HCCICIOBAHUS M OOecredrBas CTYNMEHBKY K
Jy4IIeMy MOHUMaHUIO B3aUMOCBSI3H MEXKTY 3apsOoM CIIalKOBOTO O€JIKa U BUPYCHOW HH-
(EKIIMOHHOCTHIO U TPAHCMHUCCUBHOCTHIO.

Genome Biol. 2023 Mar 13;24(1):47. doi: 10.1186/s13059-023-02881-5.

The P323L substitution in the SARS-CoV-2 polymerase (NSP12) confers a selec-
tive advantage during infection

3amena P323L B nmosammepase SARS-CoV-2 (NSP12) naert cejileKTUBHOE NMPEeUMY-
IIeCTBO BO BpeMs HH(pekun

Hannah Goldswain, Xiaofeng Dong, Rebekah Penrice-Randal, Muhannad Alruwaili,
Ghada T Shawli

[IpenpicTopusi: Myrtannonnsiii tanamapt SARS-CoV-2 Bapeupyercs B 3aBUCUMOCTH
OT JOMUHHUPYIOIIEN NOCIEA0BATEIBHOCTH BUPYCHOIO TEHOMA U OMYJISILIMU BTOPOCTEIEH-
HBbIX T€HOMHBIX BapuaHTOB. Bo Bpems nangemun COVID-19 panHel 3ameHO B reHOME
obu10 m3Menenue D614G B 6enke spike, CBA3aHHOE C yBEIHMYEHHUEM TPAaHCMUCCHUBHOCTH.
I'erombl ¢ D614G compoBosxknaroTcst 3amenon P323L B BupycHoit nonumepasze (NSP12).
Onnako cuutaercs, 4yto P323L He moaBepraeTcs CIIbHOMY CEJIEKTUBHOMY JIABJICHUIO.

Pesynbrate: UccnenoBanue 3amen P323L / D614G B momymsiiuy moka3bIBaeT ObICT-
poe nosiBieHUe BO BpeMs (pa3bl cAep>KUBAaHUS U paHHeH (a3bl Bemiiecka BO BpeMs EPBOi
BOJIHBI. JTU 3aMEHbI BO3HUKAIOT U3 MUHOPHBIX T€HOMHBIX BApUAHTOB, KOTOPHIE CTAHO-
BATCSl IOMHUHUPYIOIIEH MMOCIIEI0BATEIHHOCTHIO BUPYCHOTO T€HOMAa. JTO MCCIIEOBAHO in
Vvivo Hu 1n vitro ¢ ucnons3oBanueM SARS-CoV-2 ¢ P323 u D614 B noMuHaHTHOM mOCIIE-
noBatesnbHOCTH reHoma U L323 u G614 B nonynsauuu MUHOPHBIX BapuaHTOB. Bo Bpems
MH(GEKIMH MPOUCXOAUT ObICTphid 0TOOp L323 B JOMUHUPYIONIYIO MOCIEN0BATEIbHOCTh
BUpPYCHOTO TeHoMa, HO He G614. O6paTHas TeHETHKA UCIIOJIB3YETCS JJI CO3/IaHUs IBYX
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BupycoB (6o P323, mu6o L323) ¢ ogunakoBeiM reHeTnueckuM ¢oHoM. L323 nemoH-
cTpupyet 6omnpliee konuyecTBo BUpycHoi PHK u 6enkoB u MeHb11yto Mmopdonoruto 61is-
ek, yem P323.

BriBosibl: OTH naHHBIE CBUAETENBCTBYIOT O TOM, 4YTO P323L BHOCUT Ba)kHBIN BKJIA] B
MOSIBJICHWE BapUAHTOB C MPEUMYIIECTBAMU Mepeiadyu. AHAIN3 MOCIEI0BATeIbHOCTU BU-
PYCHBIX MOMYJISUUNA MPEAIONaraeT, 4YT0 BO3MOKHO MOJKET MPECKa3aTh MOSIBIECHUE HO-
BOI'0 BapHaHTAa Ha OCHOBE OTCJIC)KMBAHUS YACTOThl TEHOMOB C MHUHOPHBIM BapHUaHTOM.
CrocoOHOCTh MPOTHO3UPOBATH MOsBJICHUE HOBOro Bapuanta SARS-CoV-2 B riiob6ansHOM
naHamagdTe MOXKET MOMOYb B OIICHKE METUIIMHCKUX KOHTPMEP M HEMEIMKAMEHTO3HBIX
BMEIIIATENbCTB.

Bull Exp Biol Med. 2023 Mar 11;1-6. doi: 10.1007/s10517-023-05742-0.

SARS-CoV-2 Mutations Lead to a Decrease in the Number of Tissue-Specific Mi-
croRNA-Binding Regions in the Lung

Mytanuu SARS-CoV-2 npuBoAST K yMeHbIIEHUIO KOJIMYECTBA TKaHecTeupuy-
HBIX o0J1acTei, cBsa3bIBaOIIMX MUKPOPHK B serkux

A P Zhiyanov , M Yu Shkurnikov

PHK-untepdepeHus y No3BOHOYHBIX JEUCTBYET KaK MIPOTUBOBUPYCHBIA MEXAHU3M
TOJIbKO B HeAU(hepeHITMPOBAHHBIX SMOPHOHATIBLHBIX CTBOJIOBBIX KJIETKAX U OMOCPEAYETCS
MukpoPHK. B comarnueckux kierkax MUKpOPHK Xxo3simHa Takke CBA3BIBAIOTCS C I€HO-
Mamu PHK-BHupycoB, perynupys ux TpaHCISIIUIO U PEIJIMKALXIO. bbuio moka3zaHo, 4To BU-
pycHas (+) PHK moxeT aBontoniionupoBath noj1 BiusinueM MUkKpoPHK kieTku-xo3suHa.
3a Gosee yeM ABa roaa nangemuu supyc SARS-CoV-2 3nauntensHo MmyTuposai. Bronxe
BO3MOXHO, UTO HEKOTOPBIE MyTallMX MOTJIM COXPAHATHCS B TEHOME BUPYCa M0/1 BIIUSIHUEM
MukpoPHK, npoaynupyeMsIx anbBeoIsIpHBIMU KJI€TKaMH. MBI TIPOAEMOHCTPUPOBAIIH, YTO
MukpoPHK B silerouHo#l TkaHH 4esnoBeKa OKa3bIBAlOT IBOIIOLMOHHOE JIaBJIE€HUE HA T€HOM
SARS-CoV-2. bonee Toro, 3HauuTENbHOE KOJIWYECTBO CalTOB cBA3bIBaHUS MUKpOPHK
X035lMHa ¢ TEHOMOM BHpyca pacmnojiokeHo B obiactu NSP3-NSP5, oTBercTBeHHON 3a
ayTOIPOTEOJIN3 BUPYCHBIX MOJIUNIEITHIOB.

PLoS One. 2023 Mar 10;18(3):0282389. doi: 10.1371/journal.pone.0282389.

The clinical characteristics of pediatric patients infected by SARS-CoV-2 Omi-
cron variant and whole viral genome sequencing analysis

Kiannnyeckne xapakrepucTHMKH JeTedl, MHQUIUPOBAHHBIX BapuaHTOM SARS-
CoV-2 Omicron, u aHAJN3 CEKBEHUPOBAHUS BCEr0 BUPYCHOI0 reHOMa

Hin Fung Tsang, Allen Chi Shing Yu, Aldrin Kay Yuen Yim, Nana Jin, Yu On Wu

JleTckast mOmyJisiius, Kak MpaBuiio, Oblla MEHee MOABEPKEeHA KIIMHUYECKOMY BO3 ICH-
ctButo uHpexmn SARS-CoV-2. Onnako Bo Bpems Benbimku COVID-19, B koTopoii no-
MUHUPOBaN BapuaHT OMUKpOHA, HaOII0AAIOCH OBICTPOE YBETUYEHHE YACTOThI TOCIIHUTA-
nuzanuil netei, nHpuuupoBanHbix SARS-CoV-2. B aToM uccieqoBanuu Mbl IpOaHAIIN-
3UpOBaNH TIoceoBaTeIbHOCTH reHoma B.1.1.529 (Omicron), mony4yeHHbIC U3 MaTepHaa
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coOpaHHOTO OT OOJIBHBIX JIeTel. B 3TOM BccnesoBaHuM TakKe MPeCTaBICHBI 1eMOTpadu-
YECKHUE, SMUIEMUOJIOTUYECKNE U KIIMHUYECKUE TaHHbIE 00 3TUX MEeIUATPUYECKUX MallUEH-
Tax. JIuxopaaka, Kamenab, HACMOPK, O0JIb B TOpJie U pBOTa ObUIM HauboJiee pacnpocTpa-
HEHHBIMM CUMITOMaMHM y JieTeld, nHQUIHUpOBaHHBIX BapuaHToM OMukpoHa. B o6nactu
ORF1b (NSP12) renoma Bapuanta OMukpoHa 0b11a 0OHapyKeHa HOBast MyTallus CO C/IBU-
roMm pamku. CeMp MyTanuii ObUIM UASCHTU()ULIMPOBAHBI B LIEJIEBBIX PETHOHAX MpaiiMepoB
u 30H10B SARS-CoV-2, nepeuncnennsix BO3. Ha ypoBae 0enka Ob110 BBISIBICHO BOCEMb-
JIeCSIT TP aMUHOKHUCIOTHBIX 3aMEHBl M ISITHAAAaTh AMUHOKUCIIOTHBIX Aeienuid. Hamm
pe3yabTaThl OKA3bIBAIOT, YTO OECCUMNTOMHAs MH(pEKLUs U nepeaada cpeiu aeTei, uH-
¢unupoBaHHbIX cyOBapuantamMu omukpoHa BA.2.2 u BA.2.10.1, BcTpeuatorcs HevacTo.
OMUKPOH MOXET UMETh Pa3INYHbIM MATOTEHE3 B I€TCKOM MOMYIISILUH.
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