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Pacnpocrpanenue BapuanToB BUpyca SARS-COV-2, BbI3bIBaIOIINX 032004YeH-
HocTh (VOC) u cyoBapuanToB Omicron, HaX0AAIMXCA MO MOHUTOPUHIOM, HA OC-
HOBE KOJIUY€eCTBA UX FT€HOMOB, 1eMOHUPOBAHHBIX B 0a3y nanHbIX GISAID 3a Heneto ¢
25.02.2023 r. mo 03.03.2023 r.

OKYVH Poccutickuii HayuHO-UCC1e008amelbCKull nPpOmuoyyMusli uHcmumym « Mukpoo»
Pocnompebnaoszopa, Capamos, Poccuiickas @edepayus

B 00630pe mpeacTaBiena nHGopmaIus Mo HUPKYIUPYIOIIUM B HACTOSIIIIEE BpeMsl Ba-
puantam Bupyca SARS-COV-2 BeibiBatomnux 03adboueHHOCTh (VOC), reHOMHBIE TTOCIIE0-
BaTEJIbHOCTU KOTOPBIX pa3MelleHbl B MexayHapoaHou 6a3e ganubix GISAID 3a Hegento ¢
25 deBpans mo 3 mapta 2023 .

Ha ceromusmauii nens B 6a3e manabix GISAID Bcero npencrasiero 15 071 296 re-
HoMmoB Bupyca SARS-COV-2. 3a ananmuzupyemyro Henento pasmenieHo emie 48 499 renom-
HBIX TOCJIEI0BATEIBLHOCTEH (32 MpeabIayIyt0 Heaemo — 57 449).

B mupe crpanamu — maepamMu 0 KOJUYECTBY JICTTOHUPOBAHHBIX T€HOMHBIX TIOCIIE0-
BatenbHOCTEH BUpyca SARS-CoV-2 ocrarorcs CIIA — (4 618 061 renom — 30,6% ot Bcex
pa3menieHHbIX B GISAID) n BenukooOpuranus (3 035 418— 20,1 %).

BapuaHTtsl, BbI3bIBaKOIIME 0320049eHHOCTHL (VOC)

B cootercTBuu ¢ kinaccudukarueit BO3 k Bapuantam Bupyca SARS-COV-2 BbI3BI-
Baronux 6ecrokoiictBo (VOC) otHecen Omukpon B.1.1.529, Bxmrouas BA.1, BA.2, BA.3,
BA.4, BA.5 u Bce HUCXOIAIIUE JUHUHM, a TAKKE — IUPKYJIUPYIOIIHE PEKOMOWHAHTHBIC
dbopmbr BA.1/BA.2, takue kak XE.

Y4uuThIBas MIMPOKOE pacipocTpaneHrs Omicron ¥ ero moABUI0B o BceMy Mupy BO3
B CHCTEMY OTCIeXHBaHUS reHeTnueckux uHui SARS-C0oV-2 BritodeHa emie o/Ha KaTero-
pUsl BAPHAHTOB, Ha3bIBaeMas «IoAmTaMMbl « OMHKPOH» MO/ HAOIIOCHHUEM», K KOTOPOH OT-
Hecensl moaBapuanTel BF.7, BQ.1, BA.2.75, CH.1.1, XBB, XBB.1.5, XBF.

[upkymnsiius Bupyca SARS-COV-2 renoBapuanta Omicron 3apeructpupoBana B 218
crpanax (mo manaeiM CMU na 03.03.2023 1.).

Bcero B 6a3y nannabix GISAID nenonuposano 7 653 210 renoma BapuanTa Omicron,
3a aHAIM3UPYEeMYI0 HeJento pasmernieHo eme 45 180 reHOMHBIX TociieIoBaTeIbHOCTEH —
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93,1 % oT Bcex mpeCTaBIEHHBIX 3a TEKYIYIO HEeN0 reHoBapuanToB Bupyca SARS-COV-
2 (3a mpeapiaynryro Hepenmo — 55 463 renoma — 96,5 % cOOTBETCTBEHHO).

Poccuiickumu 1abopatopusiMu Bcero pasmenieHo 65 574 reHOMHBIX MOCJIeNoBa-
tenpHOCTeH Bupyca SARS-COV-2, B Tom uncie Bapuanta Omicron — 39 743 reHoma.

Ha cerognsmuauii nenp B 6aze qanabix GISAID 3adukcupoBaHo AenOHUPOBaHUE Ba-
puanTa Omicron u3 210 ctpan u Tepputopuii (Ha npensiaymieit Hexene — 209): ABctpanwsl,
ABctpus, AzepOaiimxan, Anbanus, Amxup, Amepukanckoe Camoa, Aunoppa, Aarona, AH-
turya u bapOyna, Aarunbs, ApreatuHa, Apmenus, Apyoa, Adranucran, banrnagemn, bap-
6anoc, baxpeitn, benapycs, benbrus, bepmynckue OctpoBa, benus, benun, bonrapus, bo-
nuBusl, borcBana, bocuus u I'epuerosuna, bonaiipe, bpasunus, bpyneii, bpuranckue Bup-
TUHCKHE OCTpoBa, byraH, bypynau, bypkuna-®daco, Benukoopuranus, Benecyana, Benrpus,
Buprunckue Octposa (CILIA), Beetnam, 'ana, 'autu, 'am6us, ["aitana, ['Bagenyna, ['BaTe-
Mmana, ['Bunes, 'epmanus, ['ubpanrtap, ['onnypac, ['onkonr, I'pentus, I'py3us, ['yam, ['abos,
Hanus, xubytu, Jomunukanckas Pecnyonuka, Jlomunnka, JIPK Jlemokpatuueckas Pec-
ny0nuka Bocrounsiit Tumop, Jlemokparuueckas Pecnyonuka Can-Tome u [lpuncunu, Eru-
net, 3amous, 3umoOaoBe, M3panns, Unaus, Uanonesus, Mopnanus, Upak, Upan, Upmnanaus,
Ucnannus, Ucnanus, Utanusa, Kabo-Bepne, Kazaxcran, Kalimanossr OctpoBa, Kamboka,
Kamepyn, Kanama, Karap, Kenus, Kunp, Kuraii, Kupubaru, Konymous, Kocoro, Kocra-
Puxka, Kot-n'UByap, Ky6a, Kyseiit, Keipreizcran, Kropacao, Jlaoc, Jlarsus, JIubepus, JIusan,
JluBus, Jluxtenmreiin, JIutea, Jlecoro (Koponerctro Jlecoto), JIrokcemOypr, Magarackap,
Magspukuii, MaBputanusi, Makao, Manasu, Manaizusa, Maneaussl, Manbra, Manu, Ma-
pokko, Maptunuka, Mapmannossl OctpoBa, Maitorra, Mekcuka, Mo3ambuk, MoinoBa,
Momnako, Monromnusi, Montceppar, Mbsinma, Mukponesusi, Hamu6us, Hunepnanast, Hurep,
Hurepus, Henan, Hopserus, HoBast 3enanaus, Hosas Kanenonusi, Hukaprya, Oman, OAD,
[Takucran, ITanectuna, [lanama, Ilanay, [Taparsaii, [lanya-HoBas I'Bunes, Ilepy, [loptyra-
nus, [lonbmia, ITyspro-Puko, Peronwon, Pecnybnuka Konro, Pecnybnuka Celimensckue
OctpoBa, Pecnyonuka ['Bunes-bucay, Pecnonuka Banyty, Pymbraus, Poccus, Pyanna,
CanbBanop, Cen-Maprten, Cunr-MapteH, Caynosckas Apasus, CeBepHas Makenonusi, Ce-
BepHble Mapuanckue octpoBa, Ceneran, Coro3 Komopckux OctpoBos, Ceeppa-Jleone, Cro-
Bakus, Cnoenusi, Cunranyp, Cupus, CIIA, Cenr-Kutc u Heuc, Cenr-Buncent u I'pena-
muHbl, Cent-JIrocus, Cuar-Mapren, CoapyxectBo baramckux OctpoBoB, Comanu, Cyzan,
Taunann, TaiiBanb, Tanzanus, Tepke u Kaiikoc, Toro, Tpununan u Tobaro, Tynuc, Typuus,
VYranga, Y306ekucran, YkpauHa, Ypyrsaid, Ounnsauaus, Opannus, Opaniy3ckas ['Buana,
®pannysckas [lonunesus, unnununel, XopBarus, Yepnoropus, Yexus, Yunm, Yan, [{AP,
HIBenus, IlIseinapus, [pu-Jlanka, xBagop, cToHus, IcBaTUHU, DPUONHUs, DKBATOPH-
anpHas ['Bunes, FOAP, IOxnas Kopes, FOxub1ii Cynan, SAnonus, Smaiika.



3a npomeamue 4 Hegenu 58 (27,7 %) crpan (3a npeasiaymue — 29 crpan (13,4 %)
JOTIOJTHUITU JTaHHBIC O PA3MEIICHHBIX paHee TeHOMHBIX MMOCIEA0BaTeIbHOCTIX Omicron B
GISAID.
Pacnipoctpanenue moinHUi BapuaHToB Omicron CEKBEHHPOBAHHBIX U 3arPy’KCHHBIX
B 0a3y nanubix GISAID mpencrasiena Ha pucynke 1.

Omicron sublineages
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XBB.1.5 BQ.1.1.32 Il BQ.1.1.20 Il BA1.15 Il BA41
XBB.1.9.1 BR.2.1 B BAS E BA1.151 H BA4G
B&.1.1 BN.1.2 I BQ.1.15 Il BA1.17 Il BAS.1
CH.1.1.3 BQ.1.1.13 I EF.10 Il BA117.2 H BAS5.1.22
CH.1.1.1 B BR7.14 Bl BQ.1.12 Il BA1.18 I BAS2
XBB.1.9 B BAS21 H BQ.1.2 Il BA2 Il BA5220
XBF = 5123 BF5 BA2.1 BA5.26 We gratefuly acknowledge
Q1. . BF. o - - e the Authors from Originating
XBB.1 B BO.1131 N BAJ BN BA210 NN BAS529 and Submitting laboratories
CH.1.1 N BO.1.10 Il EE.11 I BA2121 [ BAS5S5 of sequence data on which the
XBB.2 N BQ.1.1.18 I BA2.23 I BA23 Il BAS6 analysis is based.
BCQ.1.1.29 N BO.1 I BA1.11 H BA11 H BE1
BA.5.2.48 Il BF7 I BA.1.118 I BA29 |
BN.1.3 N BQ.1.14 I BAiA2 H BAA i ]

Omicron sublineages < 1% =
Other lineages ' : E I A l | . ’
Puc. 1 Pacnipoctpanenue cyoBapuanToB Omicron B mupe (o cocrosiauio Ha 28.02.2023 r.)

JInHAMHKa pacrpOCTpAaHCHUsI BAPUAHTOB PA3lIMYacTCsS B 3aBHCUMOCTH OT PETMOHOB
BO3. 3a nocneanue 4 Henenu JOMHHHPOBAIN ciaeayromine cyoBapuantel Omicron: B ctpa-
Hax Adpuku — XBB.1.5 (64,98 % ot Bcex cexBeHMpoBaHHBIX BapuantoB Omicron), Cesep-
Hoit Amepuku — XBB.1.5 (61,58 %), FOxuoii Amepuxku — XBB.1.5 (43,34 %), EBporbr —
XBB.1.5 (27,87 %), Oxeanuun — XBF (27,95 %), Asun — BA.5.2.48, BN.1.3, BN.1.2 (24,4 %)
(Puc. 2).



Africa (+297 sequences) Asia (+4,027 sequences)
54.98% BA.5.2.45 m—0.97%
KBRS — 5.54%

XBB1S
BQ1.1.25 — 5.05%
BQ.].] m— 5.39% BF.714 w— 5.76%
XBB. mmm 3.7% BF.5 — 5.72%
BESwm 2.02% BQ..  m— 4.85%
BE.7m 101% BNL.3 e 3.92%
BN1.Z mmm 3.73%

BAS? 6w 3.53%
BF.7E m— 3 45%
KEB.) m— 3.43%
BF.7 mm 2892%

BQ1L10m 101%
YRR191w 101%
XBB.3.2m 101%
BQ1118 mm 2.86%

XBB19. - 268%

BA.S52 mm 268%

BF.741mm 256%
CH.AL3 mm 252%
BAS.2w 197%
XBB1gm 16%
BAS240w 106%
BF11w 101%
Europe (+23,756 sequences) North America (+17,854 sequences)
XBB1S 2707% XBBAS 61.58%
BONT m— 743% BOL1.] — 5.62%
CH.1.3 m— 7.39% BQIL32 . 2.02%
CHLL] e 6.01% XEB.Im 158%
XBB19. m— 3.49% BQlllEm 12%
CH - 318% BQ114m 108%
BQ11A2 mm 2.54% BOm 108%
XAR - 215% CH113® 103%
Bry1113mm 2.0%
¥prm 1.77%
¥BE1Gm 165%
BOILIG m 126%
BQilgm 117%
BNEm 114%
BF7 W 112%
Dceania (+1,789 sequences) South America (+383 sequences)
BF 27.95% XBELE 43343
KBS e—10.70% BG1A 9.02%
BR2.| ee— 0705 KBB.A 291%
CHAS o 7.27% BQLLI3 731%
CH.LL mmm 3.86% BE.9 B6.27%
BN m— 3.75% BQ1118 47%
XEB. w— 3.58% sta.z 2.35% We gratefully acknowledge
XBC.1 T 2.52% BAS31m 183% the Authors from Originating
;?11; - ﬂ;ﬁ é’gﬂ;g 11_'351?: and Submitting laboratories
CH111 e 104% of sequence data on which the
BO1L1Sw 104% analysis is based.

XBC wm 2.24%
BRI 179%
BQALAw 104%

XBELOm 162%
BQIL132= 151% BGAIZ = 104%
XBB19) = 145% BAS.2 = 104%
B = 1125 XBB1.4 = 104% i -
BN 101% 'giz !l.’

Pucynok 2 Pacnpoctpanenue cyoBaprantoB Omicron B perioHax MHpa CEKBEHUPOBaHHbIE

3a 4 menenu (€ 31.01.2023 r. mo 28.02.2023 r.).

B cpaBHeHMM ¢ npeApIymuMu 4 HEeIsIMU BO BCEX PETHOHAX 3PETHCTPUPOBAHO YBE-
auueHue noiu cyoBapuantoB XBB.1.5 cpenu cekBeHMpOBaHHBIX T€HOMOB KOPOHABUPYCOB
SARS-CoV-2 (Puc. 3). ITo cocrosiuuio Ha 3 mapta 2023 . B 6a3y manusix GISAID EpiCoV
ObLI0 MenoHupoBaHO 66 674 mocnenoBaTenbHOCTEH, oTHOCAIIXCS K XBB.1.5, u3 76 crpan.
JlaHHBIM cyOBapHaHT B OCHOBHOM pa3meiiieH tabopatopusmu CIIIA (65,8 %).



B CHIA no nannbiM HarmoHnansHOM cuCTEMBbI TEHOMHOT'O Ha/130pa, OMyOJIMKOBAaHHOM
Ha caiire CDC, na venene ¢ 19 mo 25 ¢espasns 2023 r. cpeau HUPKyIUPYIOMUX CyOBapHaHTOB
Omicron gomunupyet XBB.1.5 (85,0 %), 1011 KOTOPOTo 10 CPaBHEHUIO C IPEAIICCTPBYIIEH
Hezenel Beipocia Ha 4,8 %. IIpogomkuiocs CHUXKEHUE paclpoCTpaHEHUs] CyOBapHaHTOB
BQ.1.1 u BQ.1, ux yaenbHbIH BEC B CTPYKTYpPE CEKBEHUPOBAHHBIX MITaMMOB cocTaBui 9,4 %
" 2,6 % COOTBETCTBEHHO.

[To manasiMm ECDC, cpenu 10 crpan (ABctpus, Hanus, @pannwms, ['epmanns, Upnan-
must, Utanus, Jlateus, JIrokcemOypr, Hunepnanas! u LlBerus) ¢ 10cTaTOYHBIM 00HEMOM Ce-
KBEHHUPOBAHUS WX TeHOTUIHPOBAHUSA B mepro ¢ 6 mo 19 depans 2023 1. oneHouHOE pac-
npeaenenue BapuantoB Omicron cocrasmino it XBB.1.5 - 33,8 %, BQ.1 - 26,8%, BA.2.75
—22,2%, BA.5-7,0%, XBB - 5,7%, BA.2 - 1,2% u BA.4 — 0,3%.

BA5.2 -2.3% -0.3% = +0.6%
BA.5.21 -1.8% -0.0% - -01%
BA.5.2.48 +2.4% -0.3% o +0.0%
BA.5.31 -0.0% -0.0% & +0.9%
BAS535 +0.0% +0.0% -0.0% +0.0%
BE.10 +0.0% +0.0% - -11%
BES +0.0% -0.0% +0.0%
BE.7 +0.0% -0.0% +0.0%
BE.S =0.0% +0.0% +3.2%
BF.5 -4.5% +0.0% +0.0%
BF.7 -0.9% -0.3% +0.3%
BF.714 +1.9% =0.1% +0.0%
BN1.2 =2.4% +0.2% -2.0%
BN.1.3 -2.5% +0.2% -01%
BQ1 -01% -0.4% -0.7%
BQ.1I -1.2% 1 -1.5% -91%
BQ11M -01% -01% -0.5%
BQ1118 -0.4% +0.1% -0.2%
BQ11.28 G S GU0% Only Omicron sublineages with
BQ11.32 +0.2% -05% -17% changes in prevalence > +1% in
BQ114 -0.2% +0.0% -2.4% the last 4 weeks are shown here.
BQ11.6 =0.0% +0.0% =0, =1.0%
BR.21 +0.1% -6.2% -01%
CH.1a +0.6% +2.1% +0.0% See
CHA13 +0.6% -50% -0.2% https.'//www‘ who.int/en/activities
DR1 -0.0% +0.4% +0.3% tracking-SARS-CoV-2-variants,
BB +2.0% 8% 10.4% for variant :'nfnrmat.r'o‘n‘and
XBB15 +5.5% +8.9% +30.4% definitions.
XBB.1.9 +1.3% +1.0% -01%

XB81.91 +2.5% 2% +0.0% We gratefully acknowledge
XBB.2 +0.2% -01% -14.5% the Authors from Originating
XBB.3 -0.0% +0.0% -0.0% -01% and Submitting laboratories

XBC11 +0.0% +11% +0.0% of sequence data on which the
XBF 0% 121% g analysis is based.
wﬁ‘@ & éo& ?;‘:’Q\b & &
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Pucynok 3 U3menenue nonu cyoBapuanToB Omicron B perioHax Mupa 3a Mepuoibl ¢ 3 1o
31 suBaps 2023 1. u ¢ 31 suBaps o 28 despansa 2023 .

N3 cemu BapuantoB OMICroNn, HaxXOIAIMIMXCS O] HAOJIIOICHHEM, B 0a3y JaHHBIX
GISAID 65110 3arpyxkeno 61 706 reHoMHBIX mociiefoBaTenbHOCTEN cyOBapuanta BF.7 u3
5



100 ctpan. Pacmpoctpanen B Kurae (28,4%), benbruu (18,0%), I'epmanuu (14,7%), Hunep-
naugax (13,2%), Cnosenuu (11,1%), Xopsaruu (11,0%), llIBeunn (10,4%).

3a nocneanue 4 Heleau oIS CyOBapHaHTa OT YMCiIa BCEX CEKBEHHUPOBAHHBIX IITaAM-
MoOB cocTaBmiia B XopBatuu — 10%, JIutee — 5%, CnoBenun — 4%, @uHAAHANY 1 ANOHUN —
3%.

Cy6Bapuant BQ.1, uzBectnoiii kak «Tudon», sapisercs nodepuent tunueid BA.5. Ha
cerogusimmanid AeHb B GISAID nenonuposano 329 297 renomoB cy6BapuanTa BQ.1u3z 129
ctpan. Haubosnbliiee paciipocTpaneHue cyoBapuanT moyryumi B Apreatune (75%), bpasunun
(65%), Dpannuu (67%), Utanuu (63%), Kanaxe (61%), Konymoun (59%), Ucnanuu (59%),
Pymbiaun (56%), Ounnsaaun (54%), FOAP (52%), Ywm (49%), Yraumge (41%), CILHA
(40%), Benuxooputanuu (37%).

B 6a3y manabix GISAID reHoMHBIX TOCHeOBaTeNbHOCTH cyOBapumanTa BA.2.75
npeacraBieHsl u3 129 crpan. 3a mociieqaue 4 Hemenu pacpoctpadieHHocTh BA.2.75 cocTa-
Buna B Taunauge — 87%, I'py3un (68%), FOxunoit Kopee (61%), JIutse — 44%, ABcTpanuu —
41%, Bemukoopuranuu — 30%, Manaiizuu — 32%, Hanuu — 28,0%.

Cy6Bapuant CH.1.1 BnepBrie o0HapyskeH B FOro-Boctounoit A3un B HOsiOpe 2022 T.
B 6a3e maanbsix GISAID nenonuposano 24 159 renomoB u3 75 crpan. 3a mocieanue 4 He-
aemu CH.1.1 B JlutBe cocraBun 35% OT CeKBEHHMpPOBAaHHBIX INITaMMOB, BemmkoOputa-
Hun — 27%, Berun — 26%, Hanuu — 21%, Upnanauu — 20%, Hunepnannax — 17,0%, benb-
run — 16%.

Jlaboparopusimu 101 ctpans B 6aze GISAID pa3memeno 20 983 renoma cyOBapuaHTa
XBB.1 PacnipoctpanenHocts cyoBapuanta XBB.1 cocraBuna B I'Batemane — 80%, Jomunu-
kaHckou Pecriyonuke — 37%, Ungonesun — 31%, [laname — 33%, Manazuu — 24%, Ilaku-
ctane — 24%, Yrauge — 23%, OxBanope — 20%, Mekcuke — 18%, Konym6uu — 18%.

CyOBapuant XBF cBsizan ¢ HeTaBHUM TOJBEMOM 3a00JICBAEMOCTH B ABCTpaIMM U
HIBeunu. B GISAID 3arpysxkeno 7 709 reHOMHBIX MOCieI0OBaTeNbHOCTEN cyOBapraHTa u3 46
ctpad. B ABcranuu pacnpoctpanenue XBF coctasuno 25,0%.

Wudopmarivst 1o 0OHOBICHHBIM JaHHBIM O JCIIOHHPOBAHHBIX TEHOMAaX BHpYyCa
SARS-COV-2 Bapuanta Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Tatuuie 1.



Ta6auna 1 — KoinyecTBO 1eNOHHPOBAHHBIX FeHOMOB BapuaHToB BHpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3ze GISAID

Crpana

YupeikeHune, NPoBOUBIIEe CEKBEeHNPOBAHHE

B ToM uncie xo-
JNYECTBO I'eHO-

IIpoueHT rexo-
MOB, OTHOCHI-

KoanugecTtBo .
moB Omicron, ae- IIHUXCS K BapHu-
JeIMOHUPO- .
IMMOHUPOBAHHBIX aHTy Omicron
BAaHHBbIX I'€HO-
. 3a mocjaeaHue 4 (B.1.1.529). nemno-
mes Omicron HeaeJIn HUPOBAHHBIX 3a
(B.1.1.529) (28.01. - nocjaeauue 4 He-
24.02.2023 r.) bi () 4
Ascrpanus (crabunuzanus 3a- | NSW Health Pathology — Institute of Clinical Pathol- 134360
00J1eBaEMOCTH ) ogy and Medical Research; Westmead Hospital; Uni- 1628 99,8
versity of Sydney
AscTpus (poct 3a06011eBaeMO- Bergthaler laboratory, CeMM Research Center for
CTH) Molecular Medicine of the Austrian Academy of Sci- 17063 5381 100,0
ences
A3zepbaiimkan (cTaOumm3ars National Hematology and Transfusiology Center 20 0 0.0
3a0051€eBa€MOCTH) ’
AnbGanwus (crabmnusaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 522 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunusarnust 3a6ome- | National Reference Center for Viruses of Respiratory
: ; . 446 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackue UW Virology Lab
ocTpoBa (cTabunu3zanus 3adoJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. : : 117 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruies (crabunmsanus 3a00- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 52 0 0,0

West Indies




Amnrona (crabunuzanus 3a0071e-

KRISP, KZN Research Innovation and Sequencing

168 0,0
BacMOCTH) Platform
Amnpoppa (crabunusanus 3a60- | Instituto de Salud Carlos 11 393 0.0
JIEBAEMOCTH ) ’
Awntnrya u bapoyna (crabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBAEMOCTH Faculty of Medical Sciences, The University of the 108 100,0
West Indies, St Augustine Campus
Aprentuna (crabuim3zanms 3a- | Instituto Nacional Enfermedades Infecciosas
6323 0,0
00J1eBaEMOCTH ) C.G.Malbran
Apwmenus (cradbunusarms 3a60- | Institute of Molecular Biology NAS RA, Republic of
JICBAEMOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apyb6a (crabunmsanus 3a6ose- | National Institute for Public Health and the Environ- 972 0.0
BAaE€MOCTH) ment(RIVM) ’
Adranucran (crabunuzanus 3a- | Central Public Health Lab 8 0.0
00J1eBa€MOCTH) ’
Baramckue octpoBa (ctabunusa- | Laboratory of Respiratory Viruses and Measles, Os- 97 0.0
1151 3200JIeBACMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanemr (crabunuzanus 3a- | Child Health Research Foundation
1998 0,0
00J1€Ba€MOCTH)
bap6anoc (crabunu3zanms 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Building 36, First Floor Biochemistry Unit, Faculty of 152 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (cHmwkenue 3a6oieBae- | Communicable Disease Laboratory, Public Health Di- 6286 0.0
MOCTH) rectorate ’
benapycs (cradbunusarus 3a60- | Laboratory for HIV and opportunistic infections diag-
JICBAEMOCTH ) nosis The Republican Research and Practical Center 120 0,0
for Epidemiology and Microbiology(RRPCEM)
Bbenus (crabunmsanus 3a0oseBa- | Texas Children's Microbiome Center 619 0.0

€MOCTH)




Bbenwrust (poct 3a0oneBaeMoCTH)

KU Leuven, Rega Institute, Clinical and Epidemiolog-

: ; 89517 653 99,8

ical Virology
benun (cTabunuzanus 3adosie- Institut fiir Virologie — Institute of Virology — Charite 513 0 0.0
BAaEMOCTH) ’
bepmyackue octpoBa (ctadbuau- | Respiratory Virus Unit, National Infection Service, 171 0 0.0
3anust 3a00JIeBa€MOCTH) Public Health England ’
Bonrapus (crabunmsanus 3a60- | National Center of Infectious and Parasitic Diseases 6768 0 0.0
JIEBAa€MOCTH ) ’
bonuBus (cumkenue 3abonesac- | Laboratory of Respiratory Viruses and Measles, Os- 76 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomoiip (ctabunuszanus 3a6oae- | National Institute for Public Health and the Environ-

1067 0 0,0

BAaE€MOCTH) ment(RIVM)
bocuus u I'eprierosuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory 188 0 0.0
Ju3arys 3a00J1€Ba€MOCTH) for Molecular Diagnostic and Research Laboratory ’
borcBana (crabunmsarnus 3a60- | Botswana Institute for Technology Research and Inno- 3321 0 0.0
JICBAEMOCTH ) vation ’
bpasunus (poct 3a0601eBaeMo- Instituto Ac_iolfo Lutz, Interdiciplinary Procedures Cen- 100869 91 100.0
CTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3aboseBae- 44 0 0,0
MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BaecMOCTH) Infectious Diseases(National Virology Reference La- 4767 0 0,0

boratory)
Byran (ctabmmuzanus 3abonesa- | AFRIMS 57 0 0.0
€MOCTH) ’
Bbypkuna daco (cradbunmsanust | Laboratoire bacteriologie virologie CHUSS 60 0 0.0
3a0051eBa€MOCTH) ’
Bypynau (ctabunuzanus 3a6o- MRC/UVRI & LSHTM Uganda Research Unit, Na- 93 0 0.0

JIEBAEMOCTH)

tional Institute of Public Health




BenukoOpuranus (crabununza-

COVID-19 Genomics UK (COG-UK) Consortium.

1Us1 3a00JIEBACMOCTH) Wellcome Sanger Institute for the COVID-19 Ge- 1408518 9224 100,0
nomics UK (COG-UK) consortium.
Benrpus (ctabmimsanus 3a60- | National Laboratory of Virology, Szentagothai Re-
381 0 0,0
JICBAEMOCTH) search Centre
Benecyaina (crabunu3arus 3a- Laboratorio de Virologia Molecular
507 0 0,0
00JIeBaeMOCTH )
Brernam (crabmmzanms 3a60- | National Influenza Center, National Institute of Hy-
. : . 5307 0 0,0
JICBAEMOCTH ) giene and Epidemiology(NIHE)
I'abon (crabunmuzanus 3a6one- | Centre de recherches médicales de Lamba- 5 0 0.0
BAaEMOCTH) réné(CERMEL) ’
lantu (crabunmsarms 3adose- Laboratoire National de Santé Publique — 183 0 0.0
BaEcMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmnmzanus 3a6oe- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6wust (crabmnuzanus 3abome- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) ’
I'ana (crabunmsanus 3abonesae- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infec- 2170 0 0,0
tious Pathogens(WACCBIP), University of Ghana
I'Banmenymna (crabumu3arus 3a- National Reference Center for Viruses of Respiratory
i ; . 596 0 0,0
00J1eBa€MOCTH) Infections, Institut Pasteur, Paris
I'Baremana (ctabunuszanus 3a- Asociacion de Salud Integral/Clinica Familiar Luis
b , 2848 2 100,0
00J1€Ba€MOCTH) Angel Garcia
I'Bunest (crabunmsaius 3a6omne- | Centre de Recherche et de Formation en Infectiologie 455 0 0.0
BAacMOCTH) Guinée ’
I'Bunes-bucay (cradmnmusarnms MRCG at LSHTM, Genomics lab 1 0 0.0
3a0071€Ba€MOCTH) ’
I'epmanus (poct 3a0oneBaemo- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
CTH) gie. Institute of infectious medicine & hospital hy- 539215 5151 99,9

giene, CaSe—Group.
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I'uGpanrap (crabmimzanus 3a-

Respiratory Virus Unit, National Infection Service,

00J1eBa€MOCTH ) Public Health England 122 0 0.0
Tonnypac (crabumusanms 3a00- | Genomics and Proteomics Departament, Gorgas Me-
) X . 48 0 0,0
JICBAEMOCTH ) morial Institute For Health Studies
I'onkonr (camkenue 3abonesae- | Hong Kong Department of Health 11430 78 100,0
MOCTH)
I'penus (poct 3aboaeBaemoctu) | Greek Genome Center, Biomedical Research Founda- 14102 0 0.0
tion of the Academy of Athens(BRFAA) :
I'py3us (crabunusanus 3abone- | Department for Virology, Molecular Biology and Ge-
BacMOCTH) nome Research, R. G. Lugar Center for Public Health 1970 16 100.0
Research, National Center for Disease Control and ’
Public Health(NCDC) of Georgia.
I'yam (crabmnusanus 3adosieBa- | Centers for Disease Control and Preven—tion Division
. . . 477 0 0,0
€MOCTH) of Viral Diseases, Pathogen Discovery
Janus (cradbunusarus 3a6ose- | Albertsen lab, Department of Chemistry and Biosci-
BacMOCTH) ence, A_albor_g Unlver_3|ty. _Department of Virus and 351728 1622 100,0
Microbiological Special Diagnostics, Statens Serum
Institut.
Jlomunuka (crabunumsanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
Jlomunukanckast PecriyOiinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunm3arus 3a00eBaeMo- trol and Prevention, USA 1377 19 100,0
CTH)
JIP Konro (crabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 484 0 0,0
JIEBA€MOCTH) medical Research(INRB)
JAP Cent Tome u [Ipuncunu LNR-TB
(crabmm3arus 3a00eBacMo- 1 0 0,0
CTH)
Eruner (crabmmmzarus 3a6ome- | Main Chemical Laboratories Egypt Army 1137 0 0.0

BAEMOCTH)
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3am6wust (cTabunzanus 3aboe-

University of Zambia, School of Veterinary Medicine

1089 0 0,0
BAaEMOCTH)
3umbabBe (cradumzanus 3a60- | National Microbiology Reference Labora-
: o 296 0 0,0
JICBAEMOCTH ) tory(Quadram Institute Bioscience)
Wspauis (ctadbunmsanus 3a60- | Central Virology Laboratory, Israel Ministry of Health 111856 359 95.7
JIEBAEMOCTH )
Wunus (crabunusanus 3a6oie- | Department of Neurovirology, National Institute of
BacMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 125255 22 88,0
Centre for Cellular and Molecular Biology
Wunonesus (poct 3aboneBaemo- | National Institute of Health Research and Develop- 34470 75 100,0
CTH) ment
Wopnanus (cradbunmsarnus 3a60- | Andersen lab at Scripps Research, CA, USA
228 6 100,0
JIEBAEMOCTH )
Hpak (crabmnuzamus 3aboneBa- | Biology, College of Education Department of Virol-
€MOCTH) ogy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
HUpan (poct 3a001eBaeMOCTH) National Reference Laboratory for COVID-19, Pas-
: 1977 0 0,0
teur Institute of Iran
Wpnangus (cradbunusanus 3a60- | National Virus Reference Laboratory 54494 581 100,0
JIEBAEMOCTH)
Wcnanaus (crabumusarus 3a60- | Landspitali Department of Clinical Microbiology 9998 61 100,0
JIEBAEMOCTH)
Wcnanus (crabunusarms 3a60- | Hospital Universitario 12 de Octubre 99511 616 99 4
JIEBAEMOCTH)
Wranus (cradbunusamus 3a6ome- | Army Medical Center, Scientific Department, Virol- 79114 1559 99.2
BaE€MOCTH) ogy Laboratory
Ka6o—Bepae (crabmimzanus 3a- | Institut Pasteur de Dakar
542 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (cradbunusanus 3a6o- | Reference laboratory for the control of viral infections 1026 0 0.0

JIEBAEMOCTH)
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Kamboxa (crabuausanms 3a-

Virology Unit, Institut Pasteur du Cambodge

1800 4 100,0
00JIeBa€MOCTH )
Kamepyn (cradunusanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
y 592 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—émergentes)
Kanana (crabunmzanust 3a0ome- | Laboratoire de santé publique du Québec 257881 5426 99.9
BAaEMOCTH)
KaiiMmaHOBBI OCTpOBa Cayman Islands Molecular Biology Laboratory 286 0 0,0
Karap (camxenue 3a06oneBaemo- | Biomedical Research Center(BRC), Qatar University / 1524 0 0.0
CTH) Qatar Genome Project(QGP) ’
Kenus (cradbunuszamus 3a6ome- | KEMRI-Wellcome Trust Research Pro- 4865 0 0.0
BacMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurp (crabum3zaius 3adosiea- | Department of Molecular Virology, Cyprus Institute of
) 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (cHmxeHune 3aboieBac- Natlpnal Institute for Viral Disease Control and Pre- 15912 868 100,0
MOCTH) vention
Konym6us (ctadbunmsarnus 3a60- | Instituto Nacional de Salud— Direccion de Investi-
., . 12697 0 0
JIEBAEMOCTH) gacion en Salud Publica
Komopckue octposa (cradbunu- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3a1ust 3a00JIeBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunuzamus 3a6ome- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 686 0 00
BacMOCTH) gie ’
Kocra—Puka (ctabunusanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
~ L 7550 43 100,0
00J1€Ba€MOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (crabunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fe- 197 0
00J1eBa€MOCTH) vers and emerging viruses, Bouaké CHU Laboratory
Ky0a (cradbunusarus 3aboneBa- | Respiratory Infections Laboratory
520 0 0,0
€MOCTH)
Kygeiit (crabunu3zamus 3a6one- | Virology Unit, Department of Microbiology, Faculty
2. . 602 0 0,0
BaE€MOCTH) of Medicine, Kuwait
Keipreizcran (crabmnumzamus 3a- | SRC VB “Vector”, “Collection of microorganisms” 45 0 00

00J1€Ba€MOCTH)

Department
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Kropacao (crabunuzanus 3a60-

National Institute for Public Health and the Environ-

JICBAEMOCTH ) ment(RIVM) 1166 0 100,0
Jlaoc (crabunuzanus 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 546 0 0.0
€MOCTH) tal ’
JlatBus (crabunm3anus 3aboie- | Latvian Biomedical Research and Study Centre
13883 0 0,0
BAaEMOCTH)
Jlecoto (crabunmsanms 3a6ose- | National Institute for Communicable Diseases of the
: X 137 0 0,0
BAacMOCTH) National Health Laboratory Service
JIubepus (crabumuszarms 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JICBAEMOCTH ) sity ’
JluBan (crabunu3saius 3a6ome- | Laboratory of Molecular Biology and Cancer Immu- 603 0 0.0
BacMOCTH) nology, Lebanese University Public Health England ’
JluBwus (crabunuzanus 3adoe- Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jluta (crabunuzarus 3a6ome- | Vilnius University _H_ospltal Santaros Klinikos, Center 10486 97 100,0
BacMOCTH) of Laboratory Medicine
JIuXTeHITeHH (CTaOMIU3aIHs Bergthaler laboratory, CeMM Research Center for
3200J1eBAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1375 1 99,3
ences
JlrokceMOypr (cTaOumuzanms 3a- Laborat_mre national de santé, Microbiology, Microbial 32918 577 100,0
00JIeBaEMOCTH) Genomics Platform
Makxkao (crabunuzanus 3abone- | Centro de Sequenciamento Gendmico 1 0 00
BAEMOCTH) ’
Magpukuii (crabunu3arnms 3a- CNR Virus des Infections Respiratoires — France SUD
5545 0 0,0
00J1€Ba€MOCTH)
Maspuranus (cradunusamus 3a- | INRSP-Mauritania
7 0 0,0
00J1€Ba€MOCTH)
Maitorta (cradmnu3zanus 3a60- | National Reference Center for Viruses of Respiratory
: X . 362 0 0,0
JICBAEMOCTH ) Infections, Institut Pasteur, Paris
Manaii3us (cradbunmsanus 3a60- | Institute for Medical Research, Infectious Disease Re-
JIEBa€MOCTH ) search Centre, National Institutes of Health, Ministry 27123 68 100,0

of Health Malaysia
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Managu (ctabunusanus 3abose-

KRISP, KZN Research Innovation and Sequencing

235 0 0,0
BacMOCTH) Platform
Maunu (crabunusanus 3abonesa- | Northwestern University — Center for Pathogen Ge- 111 0 0.0
€MOCTH) nomics and Microbial Evolution ’
MautbauBbl (cTaOMIH3AIHS 3a- Indira Gandhi Memorial Hospital 333 0 0.0
00JIeBa€MOCTH ) ’
Mausta (cTabunusanus 3adose- | Molecular Diagnostics Pathology Department Mater 163 0 0.0
BaEcMOCTH) Dei Hospital Malta ’
MapiramnoBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department 26 0 0.0
JM3alys 3a00J¢BaEMOCTH) of Health ’
Mapokko (crabunuzanus 3a060- | Laboratoire de Biotechnologie 1187 0 0.0
JIEBAEMOCTH )
Maprunuka (crabmnuzanus 3a- | CNR Virus des Infections Respiratoires — France SUD

1393 0 0,0
00JIeBaeMOCTH)

Instituto de 15iagnostic y Referencia Epidemiologicos
Mekcuka (CHIKEeHHE 3a001eBa- (INDRE) 39602 62 95,4
€MOCTH)
Mo3zaM6OuK (cTabuu3anus 3a- KRISP, KZN Research Innovation and Sequencing 561 0 0.0
00J1eBaEMOCTH ) Platform, South Africa :
Monnasus (poct 3aboneBaemo- | ONCOGENE LLC
eri) 651 15 100,0
Momnaxko (cTabunuzanus 3adoste- | National Reference Center for Viruses of Respiratory 16 0 0.0
BaeMOCTH) Infections, Institut Pasteur, Paris ’
Mouronus (crabunuzarus 3a60- | National Centre for Communication Disease (NCCD) 791 0 0.0
JICBAEMOCTH ) National Influenza Center ’
Montceppar (ctabunu3zanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaeMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies

Mpbsiama (cTabumu3anus 3a00- DSMRC 54 0 00
JIEBAEMOCTH ) ’
HamuOus (ctadbunmsanums 3a60- | National Institute for Communicable Diseases of the 788 0 0.0

JIEBAEMOCTH)

National Health Laboratory Service
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Henan (ctabunusanus 3abose-

Molecular and Genomics Research Lab, Dhulikhel

BacMOCTH) Hospital, Kathmandu University Hospital School of 1162 0 0,0
Public Health, The University of Hong Kong
Hurep (crabunuzanus 3aboite- National Reference Laboratory, Nigeria Centre for 79 0 0.0
BaEMOCTH) Disease Control ’
Hurepus (crabunuzaius 3a60- | African Centre of Excellence for Genomics of Infec- 3077 0 0.0
JIEBAEMOCTH) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanmast (poct 3a6onesae- | National Institute for Public Health and the Environ-
MOCTH) ment(RIVM) 69223 420 100.0
Hogas 3enannus (camxenue 3a- | Institute of Environmental Science and Research(ESR) 26256 84 100.0
00JIEBaCMOCTH ) ’
Hogas Kanenonus (crabunusza- | Laboratoire de Microbiologie Centre Hospitalier Terri- 55 0 0.0
1St 3a00JIEBACMOCTH) torial de Nouvelle-Calédonie :
Hopserus (cradbunumzamus 3a60- | Norwegian Institute of Public Health, Department of
JICBAEMOCTH ) Virology 32496 10 100,0
OAD (cradunum3zanus 3aboneBa- | Wellcome Sanger Institute for the COVID-19 Ge- 734 0 0.0
€MOCTH) nomics UK(COG-UK) Consortium ’
Owman (cradbmmuzanus 3abomeBa- | Oman—National Influenza Center 994 99 100.0
€MOCTH) ’
[Makucran (cradbunmsaius 3a60- | Department of Virology, Public Health Laboratories 9715 37 925
JICBAEMOCTH ) Division ’
[Manay (crabumuszanus 3abone- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir- 66 0 0.0
BaE€MOCTH) siCaixa/IGTP) ’
[Manectuna (cradbunu3amus 3a- | Biochemistry and Molecular Biology Department— 44 0 0.0
00JIeBAEMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (crabunm3arus 3a6one- | Gorgas memorial Institute For Health Studies 2952 4 100.0
BAEMOCTH) ’
[Tanya Hosas I'Bunes (ctabunu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3anust 3a00J1€BA€MOCTH) :
[Maparsaii (crabunu3zaius 3a00- | Laboratorio Central de Salud Publica de Paraguay 1599 0 0.0

JIEBAEMOCTH)
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[Tepy (poct 3ab01€eBaeMocTH)

Laboratorio de Referencia Nacional de Biotecnologia

y Biologia Molecular. Instituto Nacional de SaludPeru 30024 0 0.0
ITonwia (poct 3a00seBaemoctH) | genXone SA, Research & Development Laboratory 41852 269 99,6
[Mopryranus (crabunusanus 3a- | Instituto Nacional de Saude(INSA) 20618 90 100,0
00J1eBa€MOCTH)
[TyapTo Puko (crabunmsanus Centers for Disease Control and Prevention Division 13244 61 1000
3a00J1€BAEMOCTH) of Viral Diseases, Pathogen Discovery ’
Pecniyonuka Banyaty (cradbunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3anus 3a00J1eBaAEMOCTH ) boratory (MDU-PHL) ’
Pecnyonuka J[xxu0Oytu (crabu- | Naval Medical Research Center Biological Defense 506 0 0.0
Ju3arys 3a00J1€Ba€MOCTH) Research Di-rectorate :
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
Ju3arEs 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Pecniyonmuka Konro (cradunusa- | Institute of Tropical Medicine 184 0 0.0
1us 3a00J1€BaGMOCTH ) '
Pecniyonmuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0.0
Oounuzanys 3a00J1€BaeMOCTH) ’
Pecnyonuka Hukaparya (cradbu- | MSHS Pathogen Surveillance Program 335 0 0.0
Tu3anus 3a00J1€BaeMOCTH) ’
Pecny6nuka CanbBamop (ctabu- | Genomics and Proteomics Departament, Gorgas Me- 311 0 0.0
JM3arys 3a00J16BAEMOCTH) morial Institute For Health Studies ’
Pecnyonuka Yan (crabunuza- Pathogen Genomics Lab, National Institute for Bio- 8 0 0.0
111 33a00JIEBAEMOCTH) medical Research (INRB) ’
Peronbon (cradbunmsarust 3a60- | CNR Virus des Infections Respiratoires — France SUD 9838 0 0.0
JIEBAEMOCTH ) ’
Poccus (camxenue 3aboseBae- | WHO National Influenza Centre Russian Federation.
MOCTH) Center for Precision Genome Editing and Genetic

Technologies for Biomedicine, Pirogov Medical Uni-

versity, Moscow, Russian Federation. Federal Budget 39743 0 0,0

Institution of Science, State Research Center for Ap-
plied Microbiology & Biotechnology. Group of Ge-
netic Engeneering and Biotechnology, Federal Budget
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Institution of Science ‘Central Research Institute of
Epidemiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.

Pyanna (crabunusanus 3abose-

GIGA Medical Genomics

197 0,0

BAaGMOCTH)
Pymbinus (crabunusanus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-

. X : 9780 0
JICBAEMOCTH ) tei Bals Molecular Diagnostics Laboratory
CaynoBckast ApaBusi (pocT 3a- Infectious Diseases, King Faisal Hospital Research 893 0.0
00JIeBaCMOCTH ) Center ’
Cesepnas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
nu3arys 3a00J€BaEMOCTH) donia Laboratory of Virology and Molecular Diagnos- 243 0,0

tics
CesepHble MapuaHCKHE OCT- Centers for Disease Control and Prevention Division
poBa (cradbunu3arus 3abonesae- | of Viral Diseases, Pathogen Discovery 2077 0,0
MOCTH)
Ceitmensl (ctabumuszanus 3a60- | KEMRI-Wellcome Trust Research Programme, Kilifi 618 0.0
JIEBAEMOCTH ) ’
Ceneran (crabumusanus 3a00- IRESSEF GENOMICS LAB 1561 0.0
JIEBAEMOCTH ) ’
Cent—BuHcent u ['penaaunsbl Carrington Lab, Department of PreClinical Sciences,
(crabuu3ariust 3a00eBacMO- Faculty of Medical Sciences, The University of the 86 0,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabumu- | Carrington Lab, Department of Preclinical Sciences,
3anust 3a00J1eBa€MOCTH ) Faculty of Medical Sciences, The University of the 18 0,0
West Indies

Cent-Jlrocus (cTabumu3arvs Carrington Lab, Department of PreClinical Sciences 153 0.0
3a0051eBa€MOCTH) ’
Cepbus (ctabunmsanus 3a6ome- | Institute of microbiology and Immunology, Faculty of 1499 0.0

BAEMOCTH)

Medicine, University of Belgrade
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Cunramnyp (ctabunmzanus 3a00-

National Public Health Laboratory, National Centre for

: : 19592 696 100,0
JIEBAEMOCTH ) Infectious Diseases
Cen-Maprtun (crabuimzarnus 3a- | Institut Pasteur 297 0 0.0
00JIeBa€MOCTH )
CunT—MapreH (cTabuim3anus National Institute for Public Health and the Environ-
847 0 0,0
3a00J1€BAEMOCTH) ment(RIVM)
Cupus (cradbunmsanus 3abone- | CASE-2021-0266829 79 0 0.0
BAEMOCTH) ’
Crnosakus (crabunusarus 3a60- | Faculty of Natural Sciences, Comenius University
25741 0 0,0
JIEBAEMOCTH )
CroBenus (poct 3ab01eBaeMo- Instl'gu'_[e of M!crob_lology gnd _Immunology, Faculty of 33688 48 100,0
CTH) Medicine, University of Ljubljana
ComomonoBHI ocTpoBa (crabu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
JM3a1ys 3a00J1€Ba€MOCTH) boratory (MDU-PHL) ’
Cowmanu (crabunuzanus 3abone- | National Public Health Lab- Mogadishu 2 0 0.0
BAEMOCTH) ’
Cynan (crabunusanus 3abone- | National Institute for Communicable Diseases of the
: X 131 0 0,0
BacMOCTH) National Health Laboratory Service
Cypunawm (cradbunu3zanus 3a60- | National Institute for Public Health and the Environ-
154 0 0,0
JIEBAEMOCTH) ment(RIVM)
CIIA (crabunmsarus 3ab6osesa- | Colorado Department of Public Health & Environ-
€MOCTH) ment. Maine Health and Environmental Testing Labor-
atory. California Department of Public Health. UCSD 2239362 15701 9.4
EXCITE.
Creppa—Jleone (crabmmmzanust | Central Public Health Reference Laboratory 1 0 0.0
3a0051eBa€MOCTH) ’
Tannanng (ctabunmsanus 3a60- | COVID-19 Network Investigations(CONI) Alliance 25038 51 1000
JIEBAEMOCTH)
TaiiBans (ctabunmsanus 3a60- | Microbial Genomics Core Lab, National Taiwan Uni-
. : . - 2441 16 100,0
JIEBAEMOCTH) versity Centers of Genomic and Precision Medicine
Tanzanus (crabumusarus 3a6o0- | Jiaxing Center for Disease Control and Prevention 11 0 0.0

JIEBAEMOCTH)
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Tepxc u Kaiikoc (cTabunuzanus

Carrington Lab, Department of Preclinical Sciences,

3200JI€BAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemrru (crabunuzamms | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0
3200JIeBa€MOCTH) boratory (MDU-PHL) ’
Toro (crabunmzanms 3a06oneBae- | Unité Mixte Internationale TransVIHMI(UMI 233
MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 341 0 0,0
IRD(Institut de recherche pour le développement)
Carrington Lab, Department of PreClinical Sciences,
Tpunupnan u Tobaro (crabunu- | Faculty of Medical Sciences, The University of the 2421 3 100,0
3anust 3a00J1€BAEMOCTH ) West Indies
Tynuc (crabunuzaius 3adone- | Laboratoire de linique linique — Institut Pasteur de Tu- 495 0 0.0
BaEcMOCTH) nis ’
Typuus (cradbunusarus 3a6ose- | Ministry of Health Turkey 21361 0 0.0
BaEMOCTH) ’
VYraunpaa (crabunusamus 3a6one- | MRC/UVRI & LSHTM Uganda Research Unit 548 0 0.0
BAEMOCTH) ’
Ykpauna (ctabunmsanus 3a00- | Department of Respiratory and other Viral Infections
JICBA€MOCTH ) of L.V.Gromashevsky Institute of Epidemiology & In- 1507 13 100,0
fectious Diseases NAMS of Ukraine, JSC “Farmak™
V36ekuctan (ctabunuszanus 3a- | Center for Advanced Technologies 40 0 0.0
00J1eBa€MOCTH) ’
VYpyrsaii (crabunuszanus 3a6o- | Departamento Laboratorios de Salud Publica (DLSP) 179 0 00
JIEBAEMOCTH) Ministerio de Salud Publica '
deneparusnbie mraTel Mukpo- | Pohnpei State Hospital
He3uu (crabunm3arus 3aboeBa- 53 0 0,0
€MOCTH)
dunmunnunsel (cradunusanus 3a- | Philippine Genome Center 13420 24 0.0
00JIeBa€MOCTH) ’
Ounnsaaaus (poct 3aboseBae- Dep6rtment of Virology, Faculty of Medicine, Univer- 20359 979 100.0

MOCTH)

sity of Helsinki
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@pannus (CHUKEHUE 3a0051eBa-

CNR Virus des Infections Respiratoires — France SUD

338134 903 98,8
€MOCTH)
dpanmysckas ['Buana (ctabunu- | National Reference Center for Viruses of Respiratory 1518 0 0.0
3anus 3a00J1eBaEMOCTH ) Infections, Institut Pasteur, Paris ’
dpanmysckas [Toaunesus (cra- | National Reference Center for Viruses of Respiratory 13 0 0.0
Our3arms 3a0071€Ba€MOCTH) Infections, Institut Pasteur, Paris :
Xopsarus (crabmnusaius 3a00- | Croatian Institute of Public Health 99713 y 100.0
JIEBAaCMOCTH ) ’
LIAP (crabunmsanus 3aboneBae- | Pathogen Sequencing Lab, National Institute for Bio- 32 0 0.0
MOCTH) medical Research(INRB) ’
Yepnoropus (crabunuszanus 3a- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 390 0 00
00JIeBaCMOCTH ) gie ’
Yexwus (poct 3aboneBaemoctr) | The National Institute of Public Health 32133 56 100,0
Yuu (pocT 3a0071€BACMOCTH) Instituto de Salud Publica de Chile 23013 223 100,0
[IBerinapus (cradbunmsanus 3a- | Department of Biosystems Science and Engineering, 52468 104 100.0
00JIeBaGMOCTH ) ETH Ziirich. ’
[IBerus (ctabunusanus 3a60- | The Public Health Agency of Sweden 94858 586 99.7
JIEBAEMOCTH) '
[Ipu-Jlanka (cradumu3zarus 3a- | Centre for Dengue Research and AICBU, Department 1150 0 0.0
00JIeBaEMOCTH) of Immunology and Molecular Medicine ’
DkBajnop (crabmnmzanus 3a00- | Instituto Nacional de Investigacionen Salud Publica, 5251 3 1000
JIEBAa€MOCTH ) INSPI ’
OxBatopuanbsHas ['Bunest (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Oounuzanys 3a00J1€BaeMOCTH) ’
Dcearunu (cradunusarus 3a60- | Nhlangano Health Centre(National Institute for Com-
JIEBAEMOCTH) municable Diseases of the National Health Laboratory 616 0 0,0

Service)

Dcronus (ctabunmsanus 3a60- | Laboratory of Communicable Diseases(Estonia); Eu- 6158 0 0.0

JIEBAEMOCTH)

rofins Genomics Europe Sequencing GmbH
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D¢uonus (crabunmzanms 3a00-

International Centre for Genetic Engineering and Bio-

JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 103 0 0,0
nome Sequencing

FOAP (poct 3a6051€BaeMOCTH) IID<IIZtIfSOI:r,nKZN Research Innovation and Sequencing 93649 269 98.9

Oxnast Kopes (cHmkeHHe 3a- Division of Emerging Infectious Diseases, Bureau of

00J1eBaeMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 89011 195 100,0
Control and Prevention Agency

FOxueiii Cynan (ctabwimsanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0

3a00JIEBACMOCTH ) Sudan Ministry of Health, WHO South Sudan ’

SImaiika (crabunu3zanus 3a6oae- | Carrington Lab, Department of PreClinical Sciences,

BacMOCTH) Faculty of Medical Sciences, The University of the 1827 0 0,0
West Indies

Snonwus (cHwkeHue 3abonesae- | Pathogen Genomics Center, National Institute of Infec- 388012 9748 100.0

MOCTH)

tious Diseases
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BO3, exenenesibHOE SMTUIEMUOJIOTHYecKOe 00HOBJIeHHe OT 1 mapTa Ne 132

Bapuantsl SARS-CoV-2, BbI3bIBamoIue 00€ClIOKOEHHOCTb, M TMOABAPHAHTHI
Omicron, HaxoasAMecs MO MOHUTOPUHIOM

I'eorpadguyeckoe pacnpocTpaHeHHue U paCPOCTPAHEHHOCTh

Bo BceM mupe ¢ 30 auBaps no 26 ¢espans 2023 r. (28 nneii) B GISAID 6b110 niepe-
nano 60 559 mocnenoBarenbHOCcTet SARS-CoV-2. Cpenn vHux 60 521 mocnemoBatelnb-
HOCTH (99,9%) npencrasisuin BapuanT Omicron.

HaGmonaercs TeHACHIMS K YBEIMYEHHUIO TOJIM PEKOMOWHAHTHBIX JuHui. Ha 6-i
samuaeMuoorndeckor Hemene (¢ 6 mo 12 despans 2023 1.) 0ObeAMHEHHBIE TIOCIIEIOBA-
TEIbHOCTU PEKOMOMHAHTHBIX BapuaHTOB cocTaBisuid 41,5% (7748 mocnenoBarenbHO-
CTeil) mocneoBaTeNIbHOCTEH, YTO o3HavaeT yBenuueHue ¢ 18,7% (8919 nmocnenoBatens-
Hoctel) Ha Henene 2 (9—15 auBaps 2023 r.). BonbIIMHCTBO 3TUX PEKOMOMHAHTHBIX BapH-
aHTOB Ha 60-1 Hezene npeacTasisiau cooboit XBB.1.5 (32,6% Bcex mocienoBaTenbHOCTEN).
PexomOunanTHBIN BapuanT XBF cocrabisit 1,2% Bcex mociaenoBaTeIbHOCTEH. 3a TOT ke
oTueTHbIX nepuoa Ha Omicron BA.5 u ero motomku npuxoauiiock 31,8% Bcex oOmux
nocneaoBarenbHocTe (5936 mocnenoBaTenbHOCTEl), YTO MEHBIIE IO CPAaBHEHUIO C
61,8% na nenene 2 (¢ 9 mo 15 suBapst 2023 r.). Pacnpoctpanennocts Omicron BA.2 u ero
MOTOMKOB OcTaBajachk ctadmibHOM (13,7% mo cpaBuenuto ¢ 13,9% na 2-it negene 2023
r.). HenazHaueHHbIe mociaenoBaTeIbHOCTH (BCe, MPEANONIOKUTENbHO, Omicron) cocTas-
s 12,9% obiero yucia nocieaoBaTebHOCTEN Ha 6-i1 Henene. Bapuantsl Omicron
BA.1, BA.3 u BA.4 u ux noTOMKH cOCTaBjsiu MeHee 1% Ha 6-i1 Heaene.

B nacrosimee Bpemst BO3 orcnexuBaet cemb nojaBapuanToB OmicronS. K Hum otHO-
catcs BF.7 (myranus BA.5 + R346T B mune); BQ.1 (Bximtouas BQ.1.1, ¢ myrauusimu BA.S
+ R346T, K444T, N460K B mune); BA.2.75%; U.1.1 (BA.2.75 + L452R, F486S); XBB*,
3a uckimoueHneM XBB.1.5 (pekomoburanTHeie BA.2.10.1 1 BA.2.75); XBB.1.5 u XBF (pe-
koMOuHaHTHbIe BA.5.2.3 1 BA.2.75.3). OTu BapuaHThl OTCJIEKUBAIOTCS U3-3a UX HAOJIIO-
JTAEMOr0 MPEUMYIIIECTBA NEPeAaun M0 CPABHEHHUIO C IPYTUMH LIUPKYJIUPYIOLIUMU Bapu-
aHTaMU U JOTMOJIHUTEIbHBIX AMUHOKUCIOTHBIX U3MEHEHUH, KOTOPhIE, KAK W3BECTHO WU
MpeArnoaracTcs, 00eCeYynBalOT MPEUMYIIECTBO B MPUCTIOCOONCHHOCTH. 24 (eBpas
2023 r. BO3 onybnukoBaia 00HOBIIEHHYIO OlleHKY pucka XBB.1.5. Tekymas qoctymnnas
uHpopmanus He mpeanoaraet, uto XBB.1.5 uMeer nonosHUTENbHBIC PUCKH JJIS 37I0PO-
BbsI HACEJICHMS 110 CPABHEHHUIO C IPYTUMHU HUPKYIUPYIONIUMHU B HACTOSIIIEE BPEMS TIOTOM-
kamu Omicron.

XBB.1.5 O6HOoBNEeHHas oueHKa pUcCKoB, 24 cdeBpansa 2023 r.

XBB.1.5 asnsercs notoMmkoMm XBB, koTopslit npeacTasisier co0oit peKOMOUHAHT
nByx nmoToMkoB BA.2. C 22 oxts6ps 2022 1. mo 21 ¢espans 2023 r. 45193 nocnenosa-
TenbHOCTH Bapuanta Omicron XBB.1.5 Obutn 3arpyxkenst u3 74 crpan. bonbmuHCTBO
X mocneaoBarenbHocTet — u3 Coenunennbix taTtoB Amepuku (72,2%). Hpyrue
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cTpansl BkiovaroT Benukobpuranuto (7,3%), Kanany (5,0%), I'epmanuto (2,7%), AB-
ctputo (1,8%). Hanus (1,1%) u @pannus (1,0%). C yueToM cBOMX T€HETUYECKUX Xapak-
TEPUCTHUK U JTOCTYITHBIX OLIEHOK CKOPOCTH pacnpocTtpaHeHus, XBB.1.5, BepositHo, Oyzaer
CIOCOOCTBOBATh JAJbHENUIIEMY YBEIMUYEHHUIO 3a00JIEBa€MOCTH BO BceM Mmupe. MMeroTcs
yOenuTenbHbIe J0Ka3aTeIbCTBA MOBBIIIEHHOIO PUCKA TMEpelayd U yMEpEeHHbIe JoKa3a-
TEJIBCTBA YCKOJIB3aHUSI OT UMMYHHUTETA. Yucio ciyyaes, cBa3aHHbIX ¢ XBB.1.5, Bo MHO-
TUX CTpaHax MO-TIPEKHEMY HEBEIIUKO, U, CY[sl 10 OTYETaM HECKOJbKHUX CTpaH, HUKAKUX
PaHHUX CUTHAJIOB 00 U3MEHEHUSIX WM YCUJICHUU TSHKECTH TeUeHUsI 00JIe3HH He HaOIroa-
nock. B HacTosiiee Bpemsi, MOCKOJbKY KOJWYECTBO MMEIOIIMXCS TaHHBIX OFPAHUYEHO,
N0JIHAs OLIeHKa cepbe3HOCTH XBB.1.5 emie He MOXET ObITh JOCTOBEPHO OlLIEHEHA. B coBo-
KYIHOCTH MMeroIascs nHpopManus He npeanonaraer, yto XBB.1.5 npencrasnser go-
MIOJIHUTENIbHBIA PUCK JJISI 3J0POBbSI HACEJIEHUS 10 CPABHEHUIO C IPYTHUMH LUPKYJIUPYIO-
IIMMU B HACTOSAIEE BPEMsI INHUSIMU TOTOMKOB OMHKPOHOB.

BO3 u ee Texnudeckass KOHCyJabTaTHBHasi Trpymma o 3Boitonuun SARS-CoV-2
(TAG-VE) npomomxaroT peKOMEHIOBaTh TOCYAapCTBaM-WICHAM YIENATh MEPBOOYEPE/I-
HOE BHUMAaHUE CJIEIYIOUIMM HCCIEA0BAHUSM, YTOOBI JIydllle YCTPAaHUTh HEONPEIEICHHO-
CTH, CBSI3aHHBIE C YCKOJIb3aHUEM OT aHTUTEN U TshkecThio XBB.1.5. [Ipennaraemeie cpoku
SIBIIIFOTCSI OLIEHOYHBIMU M OyIyT BapbUPOBATHCSA OT OAHON CTPAHBI K JPYrod B 3aBUCHUMO-
CTH OT HAIIMOHAJIBHBIX BO3MOYKHOCTEH:

* AHanu3bl HEUTpaANIU3alUU C UCIOIb30BAHUEM CHIBOPOTKU YEJIOBEKA, IIPEJICTABU-
TeJs MOPAXKEHHOTO co001IecTBa (COOOIIECTB) U KUBBIX U30JSITOB BUupyca XBB.1.5 (24
HEJIeNU, pe3yabTaThl IPOBEICHHBIX UCCIIEIOBAHUN CM. B TAOIUIIE HIDKE).

* CpaBHUTENbHAS OLIEHKA JJISl BBIABIICHUS U3MEHEHUN YCKOJIb3aHUS WM CHelHallb-
HBIX TIOKa3arenel Tskectu (4-12 Hepenb, pe3ybTaThl IPOBEICHHBIX UCCIEA0BAHUN CM. B
tabnuiie Hwke) TexHnueckas koHCyabTaTHBHAs rpynmna BO3 mo coctaBy BakIIMHBI TPOTUB
COVID-19 (TAG-CO-VAC) npomomxkaet peryJisipHO OICHUBATh BIMSHUC BAPUAHTOB Ha
s dextuBHOCTH BakiuH npoTtuB COVID-19 nis o6ocHOBaHUS pelieHnid 00 0OHOBICHUHU
coctaBa BakiuHbL. [[puBeieHHas HIke 0OHOBIIEHHAs OlIEHKA PUCKOB OCHOBAaHA HA UMEIO-
HIMXCS B HACTOSIIIEE BpeMs JaHHBIX U OyAET PerysspHO MepecMaTpUBaTLCS 1O Mepe To-
CTYIUICHHS JOTIOTHUTEIBHBIX JAHHBIX U IAHHBIX U3 JIPYTUX CTPaH.

IToxa3arennb JlanHble YBepen-
HOCTb B
TOYHOCTH
OLICHKHU
pucka
Ipeumyure- B Coeaunennsix lltatax Amepuku (CLHA) XBB1.5 B | Beicokuit
CTBO pOCTAa W | HacTosllee BpeMsl cocTaBisieT 23—86% LUpKyIupyro-
pacmpocTpa- | IIMX BapMaHTOB B PA3JIMUHBIX pernoHax crpanel. C 1
HEHUA deBpansg 2023 r. mo HacTosIIee BpeMS U B CTPaHAX, I'1ie
nosrydeHsl 0osee uem 100 mocnegoBaTenbHOCTEHN, TAKUX
kak BenukoOputanus, Kanana, ['epmanus, ABctpus u
Hanus, XBB.1.5 cocraBusger 13-36% mnocaemoBaTeIbHO-
creit, npencrasieHHbix B GISAID. B pernone EBPO B
NEepUOJI C MEepPBOM Mo NATyr0 Heaen2023 r.MenuanHas
J0JI1 BCex M30is1ToB BUpyca XBB.1.5, cekBeHnpoBaH-

24



HBIX Ha HAallMOHAJIBHOM YPOBHE, cocTaBisuia 5,0% (aua-
nasoH: 0,3-13,9%, u3 16 crpan wiu pernoHoB)S. B Ad-
pukaHckoM peruone FOxHnas Adpuka cooOuuna o 3Ha-
yuTenbHOM yBenudeHuu XBB.1.5 ¢ 1% B gexabpe 2022
r. 10 10% B saBape 2023 r. u 76% 1Mo AaHHBIM MOCJIE/-
Hero otyeTa 3a despanb 2023 T.

JlomomHuTENbHO, aHamu3 iN Silico mokasa, 4ro MyTarus
S:F486S (umeromasics y XBB.1) ycTpanseT nokaibHOE
ruapodooHoe B3ammojaeictBue ¢ ACE-2, Torma kak
486P (mpucyrctBytomas y XBB.1.5) BoccranaBiuBaer
ero. 3aMeHa aMUHOKHUCIOTH Ha 486P ciocoO6cTByeT 00-
nee Beicokoi adypurHOCTH cBs3piBaHus ACE-2 u mipen-
nojlaraeT MexaHu3M, Onarogaps kotopomy XBB.1.5
uMeeT 0oJiee BBICOKOE MPEUMYIIECTBO POCTA 1O CpaBHE-
HUIO C €ro poauTesbckon auaueit XBB.1.

Yckoan3anue
OT AHTHUTEJI

C ucnonp30BaHUEM TECTOB HEUTpalu3aluu ICEBIOTHU-
NUPOBAHHOI'O BUpPYca, ObUIO MoKa3aHo, 4To XBB.1.5 tak
K€ YKJIOHSAETCSI OT MUMMYHHOI'O OTBeTa, kKak u XBB.1, u
SBIIAETCA OJHUM M3 ToJBapuaHToB Omicron ¢ caMbIM
BBICOKMM YPOBHEM YCKOJIb3aHUSI OT UMMYHHOI'O OTBETa
Ha CeroJHAIHUMN neHb. Tutpel antuten nporus XBB.1
B OOJIBITMHCTBE CIy4aeB OTCYTCTBOBAIH Y JIUIl, UMMY-
HU3UPOBAHHBIX UCTOPHS BaKIIMHAMU Ha OCHOBE MHAEKC-
HOTro BUpyca (2-4 103bl1), ObLIIN BBILIE Y TEX, KTO HEJJABHO
MOJIYYMJI pEBaKIIMHALIUIO IByXBalleHTHOH (BA.5) Bakuu-
HOM, ¥ BBIIIE Y JUI] ¢ THOPUIAHBIM UMMYHUTETOM. JlaH-
Hbl€ HEUTpaJIU3allK C UCIIOJIb30BAaHUEM )KMBOTO BUpYycCa
COTJIaCOBBIBAJIMCH C IAHHBIMU O HENTpaIn3aluu MceB10-
BUpYcCa, TOKa3bIBas, 4To OycTepHast OuBaneHTHas MPHK
BOCCTAHABJIMBAET OTBET AHTHUTEIL.

B npyrom uccnenoBaHuM HEWTpanu3aluu MCEBIOBUPY-
COB COO0IIANIOCh, UTO TUTPHI aHTHTEN K XBB.1.5 y i,
OpOIIEIINX OYCTEepHYI0O IMMYHHU3AUIOABYXBAJICHTHON
MPHK, uepe3 3 Mecsia CHU3MINCH O YpOBHEH 110 Oy-
CTEpHOM BaKI[MHAIIMH, B TO BPEMsI KaK TUTPbl aHTUTEI K
apyruMm auHAIM Omicron CHU3WIMCh MEHEE 3aMETHO.
Tem He MeHee, IepeKpeCTHO-peaKTUBHbIE T-KiIeTOUHbIE
OTBETHI, KOTOPbIE MPUCYTCTBOBAIHN /10 OYCT-UMMYHH3a-
LIUY, BEPOSTHO, MPOJOJKAT 00€CIeYnBaTh 3alIUTy OT
TSDKEJIOTO 3a00JICBAHMSI.

Ha cpen-
HEM
YpOBHE

TaxecTh Te-
YeHHu A 00-
JEe3HH M KJIH-
HHYECKHE ac-
NMEeKTHI

O1ieHKa CTENEeHU TSHXKECTU CPEIM HACEJICHUS MPOI0JhKa-
eTcs. AHanm3 u3 VHANM He BBISBWI KaKUX-TH0O pasiiu-
YU B KIMHUYECKOH TspkecTH it XBB 1 ero noroMkoB
M0 CpaBHEHUIO ¢ Apyrumu jguHUsAMU Omicron. [Ipeasa-
putensHbIit aHanu3 u3 CIIIA coobmiaer, 4To HET pas3iu-
YU B KOJUYECTBE CMEPTEN CPEAU TOCHUTAIU3UPOBAH-
HbIX nanueHToB ¢ XBB .1.5 no cpaBHeHuto ¢ apyrumu
auaussMu OMuKpoH. Takue rnokasaresnu, Kak KOJIM4eCTBO

Huzkag
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TOCIIMTATN3AIMi Ha OJMH CIy4ail W KOJHMYECTBO CMeEp-
TS Ha OJIMH CITy4aid, TPYTHO OIICHUTh U MHTEPIPETUPO-
BaTh U3-3a TOTO, YTO TEKYIIHUE CIyIan HE TIOJTHOCTHIO BhI-
SIBJISIFOTCSL B OOJIBIITMHCTBE CTpPaH, KOTOpHIE, KaK TIpa-
BUJIO, TIEPEOLICHUBAIOT TSDKECTh IMPKYJIUPYIONUX B
HACTOSIIIEe BpeMsl BapMAHTOB IO CPAaBHEHHUIO C paHEe
UPKYJIUPOBaBIIMME Bapuantamu. (VMICTOUHWK: BHYT-
pennnii anasm3 CDC CIIA).

Ouenka puc-
KOB

B HacTosiiiee Bpems HeT JaHHBIX O peasibHOM 3(PPEeKTUBHOCTH BaKIIUH
MIPOTUB TSIKEJBIX 3a00JI€BAaHUN UITU CMEPTH.

XBB.1.5 He HeceT HUKaKUX U3BECTHBIX MYTallUi, CBI3aHHBIX C TTOTEH-
[IHAJTLHBIMU U3MEHEHUSAMH TsDKecTH (Hampumep, S:P681R)16,17.
HenaBuee ucciegoBaHue Mmokasano, YTO MPOTHBOBHUPYCHBIE Ipera-
paThl peMIECHUBHP, MOJIHYIUPABUP, HUPMATPEIBUP U DIH3UTPEIBUP
octatorcs 3¢ dextuBHbIME TIpoTuB XBB.1.5 u XBB in vitro, B To
BpeMsl KaK MOHOKJIOHAJIbHBIE aHTHUTENIa HMJeBUMa0-Ka3upuBUMaO,
THUKCcareBMMaO-1uiaraBamMad, coTpoBumad u 0OeOTeroBMMad MOTYT
ObITh Hed(PhekTuBHBI TPOTUB XBB.1.5 B 1eueOHBIX YUpEKICHUSIX.

JakJIoueHue
1o OlIeHKe
PHUCKOB

C y4eToM reHeTHYECKUX XapaKTePUCTUK U OLIEHOK CKOPOCTH PacIpo-
ctpanenus, XBB.1.5, BepostHO, Oymer crmocoOCTBOBaTh JalbHEM-
HIEMY yBEJIMYEHUIO 3a00JI€BaeMOCTH BO BceM mupe. Mmerores yoenu-
TEJIbHBIC JI0KA3aTeIbCTBA MOBBIIIIEHHOTO PUCKA MEpeaayrl U yMEPEH-
HBIE JI0KAa3aTeIbCTBA YCKOIb3aHusl OT uMMyHuTeTa. Cyzs 1o cooobiie-
HUSM HECKOJIbKUX CTPaH, HUKAaKUX PaHHUX CUTHAJIOB 00 YCUJICHUH TSI-
KECTH He HaOIoaI0ch. B coBOKymHOCTH MMeroIiascss nHpopmarus
He mpeamnonaraet, uyto XBB.1.5 HeceT MOnmoaHUTENbHBIE PUCKH IS
3/I0POBBSI HACEJICHUSI TIO CPABHEHUIO C APYTHUMU UPKYIUPYIOIMINUMU B
HACTOSIIIEE BpeMs JTUHUSIMH NOTOMKOB OMUKPOHOB.

CprKTypa OIICHKHU PUCKA U HHINKATOPbI, HCIIOJb3YEeMbIC 1JISl OLICHKH PUCKA H
YPOBEHLb 10B€pPHUA € YICTOM UMECIOIIMXCH TAaHHBIX

JKcnpecc-mno-
ka3arean: 0-4 Hegean

YpoBeHb 10BepHs K OlleHKe PHCKOB

Hus- Cpen-
KHil HUM

Ipe- CunerenscTBa Bcee Mu-
HMYILECTBO 0 TMPEUMYIIECTBE pO- | IaHHBIE II0- | HUMYM [IBE
pocTa M pac- | CTa, CKOpee BCEro, | JIy4eHbl U3 | MOJEIH; JaH-
NMpPOCTPaHeHHs | IPUBEAYT K mpeolna- | OAHON HbIE U3 JBYX
JAHWIO BapuaHTa Ha | CTPaHbI CTpaH, HE

I00AIbHOM YPOBHE CBSI3aHHBIX

A. YBeanuenue OM3KUMU

BapUaHT-crienudpuye- MO€3IKaMH

ckoro Rt
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B. Jloructuue-
CKu#l pocT (1o cpaBHe-
HUIO C IHPKYJIHPYIO-
MM B  HACTOsIIEe
BpEMsI BAPHAHTOM)

(BapuaHTBl ¢
OTPaHUYECHHBIM  PO-
CTOM Ha CcyOHaIuo-
HQJIBHOM YpOBHE HE
OLICHMBAIOTCS).

3aHUuC

MYHHOT'O

BE€Ta

YckoJb-
0T HM-
oT-

OueHKa reHoMHoi (npo-
FHOCTUYECKOM) U CTPYKTYP-
Hoi Buonoruu

Hewrpanuzaums
IICEBJIOBUpPYCAa C HC-
II0JIb30BAHUEM  CBIBO-
POTOK BaKLWHHUPOBAH-
HBIX JIUI WIH pe3yJib-
TaTOB CEPOJIOTMYECKUX
o0creoBaHU  Tpe-
BapUTEIIbHO OTOOpaH-
HOTI'0 HAaCEJIEHUs

* Yacrora 1mo-
BTOPHOTO  3apa)K€HUs
yepe3 KOIOpTHOE HC-
CIIEIOBaHUE WIH CH-
CTEMY SIUIHAA30pa

e CurHanmel OT
paccieloBaHu BCIIbI-
HIEK

(6bpicTpass OB
MajoBeposiTHAa K 28
JTHIO, TIOATOMY OBICT-
pas OP He MOXeT n0-
CTHUTaTh BBICOKOTO
YPOBHS JOBEPHUS).

Onun
WHUKATOP
(moBTOpHAA
WHDEKIIHS,
MOJIeNb
HEUTpanun3a-
1012078 170031

CTPYKTYpHast
MO/JIETIB)

JIBa
MHJUKATOpAa,
BKJIIOYAs
JaHHBIC 0
HEUTpanu3a-
1805071

KeECTb

Ta-
Teue-

HUA 00JIe3HU U
KJIMHHYECKHe
ACIMEKTHhI

*  H3menenue
CKOJIB3AIIIENl METPUKH
SMUHAA30pa ISl TH-
J)KECTH TedyeHHst 00-
JIE3HH CUHXPOHU3HUPO-
BaHO C YBEJIMYCHHEM
yuciaa CIy4daeB, BbI-
3BaHHBIX BapUAHTOM,
HarpuMmep

*  Koadpoumu-
€HT  MH(EKIHOHHOU
TOCTIIMTAJIN3AIUH

Onun
MoKa3aTeb,
OJlHA CTpaHa

He-
CKOJIBKO TIO-
KazaTeyen,
OJIHA CTpaHa
NJIN onue n
TOT K€ METOJ
B  HECKOJIb-
KHX CTpaHax
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* Ilokazarenu
CETH JI030PHBIX 00JIb-
HUL (HarpuMmep, MU~
HA/I30p 3a TSHKEIBIMU
OCTPBIMH PECTIHPATOP-
HBIMU MH(EKITUSIMH )

*  CpaBHeHue
TEHJCHIIMI TOCIHTa-
JU3aldd C TPeAbIIy-
MMMH  BapuaHTaMH ®
HN3menenne pemorpa-
¢uyeckoro mpoduis
TOCITUTATU3NPOBAH-
HBIX

*  H3meHenue
KIIMHUYECKOro  ¢eHo-

TUTIA
* npoOJIeMbl C
TECTUPOBaHUEM/Tepa-
e
Ounenka Bxorouass oOmiee mpencraBieHne o0 yrpo3e B 0ojiee MIUPOKOM
PHCKOB KOHTEKCTE, YPOBEHb JIOCTOBEPHOCTH OLIEHKU U ONpeAeNICHHE HEOTIIOX-

HOM MPUOPUTETHOM PabOTHI.

IMyoankanun:

doi: https://doi.org/10.1101/2023.02.26.23285573

Association of SARS-CoV-2 Nucleocapsid Protein Mutations with Patient Demo-
graphic and Clinical Characteristics during the Delta and Omicron Waves

Ces3b MmyTanuii Hykjieokancuanoro 6eaxka SARS-CoV-2 ¢ nemorpaduveckumu
U KJIMHUYECKMMH XaPaKTePUCTHKAMHN MNALMEHTOB BO BpeMsi BOJIH, BbI3BAHHBIX
AeJIbTAa U OMUKPOHOM

Feda A. Alsuwairi, Asma N. Alsaleh, Madain S. Alsanea u ap.

I'enomubie myTtanuu SARS-CoV-2 3a npenenaMu MUMOBUIHOTO OeiKa, KOTOPbIE MO-
T'yT YBEIUYUTh TPAHCMHUCCHUBHOCTh U TSKECTh BBI3BIBAEMOTO 3a00JI€BaHUsI, HE OBLIN XO-
pOILIO OXapaKTepU30BaHbI. JTO HCCIIECIOBAHUE BBISIBUIO MYTAIlMUM B HYKJICOKAICHIHOM
OeJike U X BO3MOXHYIO CBSI3b C XapaKTepUCTHKaMU MarueHToB. [IpoananusupoBanu 695
00pa31oB oT nanueHToB ¢ noarsepxaeHHbIM COVID-19 B CaynoBckoit ApaBuu B epuo.
¢ 1 anmpens 2021 1. mo 30 ampenst 2022 r. MyTtanuun 6enka HyKJI€OKancuaa OblTd UISHTH-
(buIpOBaHbI ¢ MOMOIIIBIO TOJIHOTEHOMHOTO cekBeHUupoBaHus. TecTol y2 u T-TecTsl olie-
HUBAJIA CBSI3b MEXKy MYTALIMSIMU U XapaKTEPUCTUKAMH MallMeHTOB. Jloructuyeckas pe-
rpeccus OllEHUJIa PUCK TOCIUTAIU3ANHU B OTAeieHue nuTencuBHoil Tepanuu (OUT) unu
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cmeptu. M3 60 naeHTHGHUIMPOBaHHBIX MyTallil HanOosee yacto Becrpevanach R203K, 3a
kotopoii cinenytoT G204R, P13L u E31del, R32del u S33del. Otu myTanuu ObU1H CBSA3aHbI
co cHWKeHHBIM prckom rocrmtanm3aiuu B OUT. P13L, E31del, R32del u S33del taxxe
OBUIM CBSI3aHbI CO CHUKEHHBIM puckoM cmeptu. Hanporus, D63G, R203M u D377Y 6bliu
CBSI3aHBI C MOBBIIICHHBIM PHCKOM TOCTIMTAIHM3AINH B OT/IEICHUE HHTCHCUBHOW TEPaIHH.
BonpmuHCcTBO MyTanuii 01710 0OHapy)eHO B 00macTH, 6boraTtoit SR, 4T0 OBLIO CBsA3aHO C
HU3KUM PHUCKOM cMepTH. YdacTku C-XBOCTa M HEHTPAIBHOTO JUHKEpa OBUIH CBS3aHBI C
MOBBIIIEHHBIM pUcKOM rocnutanuianuu B OUT, Torna kak obnacte N-1muieua Obuta CBS-
3aHa CO CHIKEHHBIM puckoM rocnutanusanuu B OUT. Hekoropbie MyTanum aMUHOKHC-
7ot B Hykieokancuae SARS-CoV-2 moryTt ycunuBate BUPYCHYIO HH(EKIIMIO U TSKECTD
3aboneBanust COVID-19.

Viruses. 2023 Feb 6;15(2):447.

doi: 10.3390/v15020447.

SARS-CoV-2 Omicron Subvariants Balance Host Cell Membrane, Receptor, and
Antibody Docking via an Overlapping Target Site

IMoaBapuantbl Omicron SARS-C0V-2 ypaBHOBeIIMBAIOT MeMOpPaHy KJIETKU-XO0-
3IMHA, PeleNTOP U CTHIKOBKY AHTHUTEJI Yepe3 NepeKPbIBAIOIIMNICS LeJIeBOi calT

Michael Overduin , Rakesh K Bhat, Troy A Kervin

ABTOpBI CpaBHWIHM MOBEPXHOCTH CBSI3bIBaHMS MeMOpaH y mojBapuanToB Omicron ¢
HCII0JIb30BAHUEM KPUOAJIEKTPOHHOU MUKpockonuu (CEM) cTpyKTyp IMIMNOBUAHBIX TPU-
MepoB u3 noaBapuanToB: BA.2, BA.2.12.1, BA.2.13, BA.2.75, BA.3, BA.4, u BA.S. He-
CMOTpSI Ha 3HAYUTEJIbHBIE PA3JIUYMs BOKPYI MYTAaHTHBIX CaiiTOB, BCE OHM COXPAHSIOT
CWJIbHYIO CKIIOHHOCTH K CBSI3BIBAHHIO C MEMOpaHOii, KOTopasi BIiepBhIe osiBMIIach y BA.1.
Kaxk ux 3akpbITO€, TaK U OTKPBITOE COCTOSIHUSI COXPAHSIOT MOBBIIIEHHYIO CTIOCOOHOCTH K
CTBIKOBKE C MEeMOpaHO#, XOTs Halu4ue OOJiee 3aKPBITHIX, YEM OTKPBITBIX COCTOSHUUN
YMEHBIIIAET BO3MOXHOCTH CBSA3BIBAHUS PELENITOPOB, YCUIINBAsI B3aUMOJEHCTBHE C MEM-
OpaHOW. DIEKTPOCTATUYECKUE TUTIONH OOBIYHO coxpaHstoTcsa. OJHAKO AWMOb IIUMNa
BA.2.75 napymen, u ero cpoactso k ACE-2 yBenuueno, a BA.3 nemoHcTpupyer npotu-
BOIOJIOXKHYIO KapTuHY. [Ipeanonararot, 4To B OCHOBE DBOJIIOIUU OeTa-KOPOHABUpYcCa Jie-
JKUT ypaBHOBEIINBaHUE (YHKIIMOHATBHBIX UMIIEPATUBOB CTA0OMIBHOTO, JIETKO PACIIIeTLIs-
€MOro IUMA, KOTOPBIA 3a/IEUCTBYET KaK JTUMUIAHBIC OWCIION, TaK U PEIENTOPhI, n3beras
3aIIUTHl XO35IMHA. DTO 00€CTIeYNBACT MPOTHOCTUYECKHUE KPUTEPUU JIJIsl pAllMOHAIU3AIUN
Oynymux BoiH nanaemMuu u tpancmuccuBHoct COVID-19, a Takke ocBellaeT Kputuue-
CKHE YYaCTKH U CTPATETUH JJIsI OTHOBPEMEHHOU 00pbObI ¢ HECKOJIBKUMH BapUaHTaAMHU.

Viruses. 2023 Jan 31;15(2):408.
doi: 10.3390/v15020408.
The Spread of SARS-CoV-2 Omicron Variant in CALABRIA: A Spatio-Tem-

poral Report of Viral Genome Evolution
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Pacnpocrpanenue Bapuanta SARS-CoV-2 omukpon B KanaGpum: mpocrpan-
CTBEHHO-BPEMEHHOI 0T4eT 00 IBOJIIOIIUM BUPYCHOI0 F¢eHOMA

Claudia Veneziano, Nadia Marascio, Carmela De Marco wu np.

Uccnenosanu sBomroruto pacnpoctpanenus SARS-CoV-2 B Kanabpuu, FOxnas Mra-
aust, B 2022 r. B obmei ciioxxknocti 272 m3oigra PHK n3 HOCOrIIOTOYHBIX Ma3KOB JIHIL,
uHpuurpoBaHHblx SARS-COV-2, ObuIM CEKBEHHPOBAHBI C MOMOIIBIO MMOJHOI€HOMHOTO
cekBenupoBanus (N = 172) u /unu cekBenupoBanus o Caurepy (N = 100). Ananus pac-
npoctpanenust BapuanToB Omicron B Kanabpuu BeisiBUI npeobnaganue 10 pa3nuyHbix
noaBapuaHToB (pexomOuHanTHbie BA.1/BA.2, BA.1, BA.1.1, BA.2, BA.2.9, BA.2.10,
BA.2.12.1, bA .4, BA.5, BE.1). OtmeueHo, 4yto pacnpoctpaneHue OMukpona B KanaOpuu
UMEET Ty K€ TeHJICHIIUIO, YTO U B MTanuu B 1e10M, 32 HEKOTOPHIMHU 3aMETHBIMU HCKIIIO-
yeHusiMu: BA.1 ucues B anpene B Kanabpuu, HO He B ocTanbHOI yacTu MTanuu; pexom-
ounanTHeiii BA.1/BA.2 moxka3an 6osnee Bbicokyto dactotry B Kamabpum (13%), ueM B
octanpHOM yactu Utamuu (0,02%); BA.2.9, BA.4 u BA.5 nossuiucek B Kanabpuu mnoszxe,
yeM B Apyrux peruonax Mramuu. Kpome toro, y Bapuanta Omicron u3 Kanabpuu npea-
cTaBlieHO 16 HeKaHOHWYECKUX MyTalui B O6enke S u 151 HekaHOHMYECKass MyTalus B He-
CTPYKTYpPHBIX Oenkax. BoNbIIMHCTBO HEKAHOHUYECKUX MYTalluii B Oeke S MpOou30IILIo B
ocHOBHOM B BA.5, Torja kak HeKaHOHUYECKHUE MYTaIlMK B HECTPYKTYPHBIX HIIA JOTIOJTHU-
tenbHBIX Oenkax (ORFlab, ORF3a, ORF8 u N) Obutn uneHTUGUIMPOBAHBI B MOUTMHUSX
BA.2 u BA.5. OTu gaHHbIe NOJYEPKUBAIOT BAXKHOCTh MOHUTOPUHIA Bcero renoma SARS-
CoV-2.
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