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Pacnpocrpanenue BapuaHToB Bupyca SARS-COV-2, BbI3bIBAWIIHNX 03200-
yeHHOCTb (VOC) Ha ocHOBe KOJIMYeCcTBA HX T€HOMOB, ICNOHUPOBAHHBIX B 0a3y 1aH-
HbIX GISAID 3a menemo ¢ 21.01.2023 r. mo 27.01.2023 r.

@KYH Poccutickuii HayyHO-UCcie008amenbcKull npomueoyyMusli uHcmumym «Muk-
poby Pocnompebnaosopa, Capamos, Poccuiickas ®@edepayus

B 0030pe npeacraBneHa MHPOpMAINUS 10 IUPKYITHPYIOIIAM B HACTOAIICE BpEMs
BapuanTam Bupyca SARS-COV-2 eBsiBaronmx 03adoueHHOCTh (VOC), reHOMHBIE TI0-
CJIeIOBATEIHbHOCTH KOTOPBIX pa3MeIleHbl B MeKIyHapoaHo# 6aze nanubix GISAID 3a He-
nemto ¢ 21 o 27 suBaps 2023 .

Ha cerogasmauit nens B 6aze manabsix GISAID Bcero npencrtasineno 14 746 873
reHoma Bupyca SARS-COV-2. 3a ananmm3upyemyro Heaenmo pazmenieHo emie 94 579 re-
HOMHBIX TIOCJIeI0BaTeabHOCTEH (3a mpeapiayinyro Heaemo — 82 900).

B Mupe ctpanaMu — uaepamMu 1Mo KOJIMYECTBY JACTIOHMPOBAHHBIX T€HOMHBIX MOCTIC-
nosarenbHOCTeH BUpyca SARS-CoV-2 ocrarorcs CILIA — (4 520 610 renomos — 30,7% ot
Bcex pasmeneHHbix B GISAID) u Benukoopuranus (3 015 204 — 20,4 %).

Bapuanrtsl, BbI3bIBawIme 03a004eHHocTs (VOC)

B Hacrosiiiee Bpems B cOOTBeTCTBUM ¢ Kiaccuukanueit BO3 k BapuanTam Bupyca
SARS-COV-2 Be3biBaronux 6ecnokoiictBo (VOC) otHecen Omukpon B.1.1.529, Bxito-
gass BA.1, BA.2, BA.3, BA.4, BA.5 u Bce HUCXO/IIME JIMHUU, a TAKKE — IIUPKYJIUPYIO-
e pekomOuHanTHbIE (hopmbl BA.1/BA.2, Takue kak XE.

W3-3a 3HaunTenpHOro pacrnpocrpanenuss Omicron u ero MoaABHIOB IO BCEMY MUDPY
B CHCTEMY OTCJIC)KMBaHUS reHeTndeckux JuHnii SARS-CoV-2 BkirodeHa eie ogHa Karte-
ropusi BApMAHTOB, Ha3bIBaeMas «IoAMTaMMbl «OMUKPOH» 1O/ HAaOIIOACHHUEM», K KOTO-
poii otHecensl nogBapuantel BF.7, BQ.1, BA.2.75, XBB.

Hupkynauust Bupyca SARS-COV-2 renoBapuanta Omicron 3aperucTpupoBaHa B
218 crpanax (mo nanaeiM CMU wHa 20.01.2023 1.).

Bapuant Omicron (B.1.1.529+BA.*)

Bcero nenonupoBano 7 250 772 renoma BapuanTa Omicron, 3a aHaJTU3UPYEMYIO
Hezemo pasMenieHo eme 81 754 renomHble nocienoBarenbHOCTH — 98,6 % OT Bcex npen-
CTaBJICHHBIX 3a TEKYIIyI Henento reHoBapuaHToB Bupyca SARS-COV-2 (3a mpenbiay-
nryro Hegemo — 94 662 reroma — 98,0 % COOTBETCTBEHHO).



Poccutickumu maboparopusimu Bcero pazmenieHo 65 058 reHoMHBIX mocienoBa-
teapHOCTEH Bupyca SARS-COV-2, B Tom uncne Bapuanta Omicron — 39 294 renoma.

Ha ceropnsmauii nens B 6a3e nanueix GISAID 3adukcupoBaHo genoHUpOBaHUE
BapranTta Omicron u3 208 ctpan u Teppuropuii (Ha npeapaymiel Hexene — 208): ABctpa-
musi, ABcTpus, AzepOaiikan, Andanus, Ammkup, AMepukanckoe Camoa, AHIoppa, AH-
rona, Aarurya u bapOyna, Aurunes, Aprentuna, Apmenus, Apyoa, A¢ranucran, ban-
rinaneni, bapbanoc, baxpeitn, benapyce, benbrus, bepmyackue OctpoBa, benus, benun,
bonrapusi, bonuBus, borcBana, bocausa u I'epueroBuna, bonaipe, bpasunusa, bpyHeu,
Bbpuranckue Buprunckue octpoBa, bypynau, bypkuna-®daco, Benukobpurtanus, Benecy-
ama, Benrpus, Buprunckue OctpoBa (CILHA), Beetnam, I'ana, ['antu, 'amOus, ["aiiana,
I'Banenyna, I'Batemaina, I'Bunes, ['epmanus, ['ubpanrap, ['onaypac, I'onkonr, ['penus,
['py3us, I'yam, ['abon, Hanus, xudytu, Jlomunukanckas Pecriybnuka, Jlomunnka, JIPK
Hemoxparuueckas Pecriybnuka Bocrounsrit Tumop, Jlemokparuueckas Pecriyonuka Can-
Tome u [puncunu, Eruner, 3amous, 3umb6adse, U3pauns, Unnus, Ununonesus, Mopna-
uus, Upak, Upan, Upnanausa, Ucnanaus, Mcnanus, Uranusa, Kabo-Bepae, Kazaxcran,
Kambomxa, Kamepyn, Kanana, Karap, Kenus, Kunp, Kurait, Kupubaru, Komym6us, Ko-
coBo, Kocra-Puka, Kot-a'Byap, Ky0a, Kyseiit, Keipreizcran, Kropacao, Jlaoc, Jlatusi,
JIuGepwus, Jluan, JIuus, Jluxrenmreiin, Jiutea, Jlecoto (Koponerctso Jlecoro), JIrok-
ceMOypr, Manarackap, Maspukuii, MaBputanus, Makao, Manasu, Manaizus, Manb-
nvBbl, Maneta, Manu, Mapokko, Maptuauka, Mapmaninoel OctpoBa, Maiiorra, Mek-
cuka, Mo3zamOuk, MonigoBa, Monako, Monronus, MounTceppar, MbsiamMa, MUKpOHE3H,
HamuOusi, Hunepnannel, Hurep, Hurepusi, Heman, Hopserus, Hosas 3enanaus, HoBas
Kanenonusi, Hukaprya, Oman, OAD, Ilakucran, [lanectuna, [Tanama, I1anay, ITaparsaii,
[Tanya-HoBas I'Bunes, Ilepy, [lopryranus, Ilonsma, [TyspTo-Puko, Petonson, Pecry0-
muka Konro, PecnyOmuka Ceitmensckue OctpoBa, Pecnybnuka ['Bunes-bucay,
Pecni6nuka Banyry, Pymbinus, Poccus, Pyanna, CansBanop, Cen-Mapren, Cunat-MapTeHs,
Caynosckas Apasusi, CeBepHast Makenonusi, CeBepHble Mapuanckue octpoBa, Cenerai,
Coro3 Komopckux OctpoBoB, Cbeppa-Jleone, CnoBakus, Cnoenusi, Cunramyp, Cupus,
CIIA, Cent-Kutc u HeBuc, Cent-Buncent u I'penaaunsi, Cent-Jlrocus, Cunt-MaprteH,
ConpyxectBo baramckux OctpoBoB, Comanu, Cynan, Taunann, TaitBanb, Tanzanus,
Tepxkce u Kaiikoc, Toro, Tpununan u Tobaro, Tynuc, Typuus, Yranna, Y30ekuctaH, Ykpa-
uHa, Ypyrsau, Ounnsanaus, @pannus, Opannysckas ['Buana, @pannysckas [lonunesus,
Oumnununbl, XopBatusa, YepHoropus, Yexus, Unnm, Yan, [IAP, [lIsenus, [Iseinapus,
[pu-Jlanka, DxBanop, IcTonus, IcBaTuHu, Dduonus, JkBaropuanbHas [ Bunes, FOAP,
HOxxnas Kopes, FOxubiii Cynan, Snonus, Smaiika.

3a mpomenmmmue 4 Heaenu Toiabko 70 crpan (33,7 %) MOMOJHUIN TaHHBIE O pa3-
MEIIEHHBIX paHee TeHOMHBIX TocaeaoBaTeabHoCTAX Omicron B GISAID.



BA.5 1 ero noToMKu no-npexHeMy JOMUHUPYIOT B MUPE, HA HUX MPUXOJUTCS

oxoisio 70,0 % ot Bcex mpeacrtaBieHHbX B GISAID. Oxomno 40,0 % reHoMHBIX TIOCIIE-

JnoBaTenbHOCTeH, AenonupoBaHHbiXx B GISAID u3 Poccuiickoit @enepannu npeacTan-

jneHa JuHueit BA.S.

Jlunamuka pacnpeneneHus o UIMHUN BapruaHToB Omicron CEKBEHUPOBAHHBIX U 3a-

rpyxeHHbIX B 6a3y manHbix GISAID npencrasnena Ha pucynke 1.

Omicron sublineages
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Puc. 1 Pacnpoctpanenue cyOBapuantoB Omicron B wwupe (10 COCTOSHHUIO Ha

24.01.20231.)

JlnHamMuKa BapuaHTOB Pa3JIMYAETCs B 3aBUCUMOCTH OT peruoHoB BO3. 3a nocieanue

4 Henmenmu NOMUHHPOBAIM clenyromue cyoBapuantel Omicron: B crpaHax Adpuxm —
BQ.1.1, BQ.1.1.28, XBB.1.5, BA.5.3.1 (50,77% oT Bcex IenpOHUPOBAHHBIX BAPUAHTOB
Omicron), Okxeannu — XBF, BR.2.1 (48,37 %), FOxHnoit Amepuku — BQ.1.1, BQ.1.1.13,
BN.1.2 (39,79 %), A3sun —BA.5.2, BF.7, BN.1.3 (41,95 %), CeBepnoit Amepuku — BQ.1.1,
XBB.1.5 (36,88 %), EBponiet — BQ.1.1, CH.1.1, BQ.1.1.22 (27,98 %) (Puc. 2).



Asia (+7,050 sequences)

Africa (#217 sequences)
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PucyHnok 2 Pacnpocrpanenue cyoBapuantoB Omicron B pernoHax mupa 3a 4 negenu (C
27.12.2022 r. mo 24.01.2023 r.).

B cpaBHeHUU ¢ peapymuMu 4 HeJeJIsIMU BO BCEX PETHOHAX OTMEUEH POCT YIeib-
Horo Beca cyoBapuanToB XBB.1.5 (Puc. 3).
[To cocrostauro Ha 27 stHBapst 2023 r. B 6a3y nanubix GISAID EpiCoV 6su1o0 nermo-
HupoBano 14 056 mocnenoBarenbHOCTEM, OoTHOCsIUXCS kK XBB.1.5 u3 56 crpan (Ha
npenpiaymieit venene — 51 crpana). Jlons reHoMoB pasmernieHbix tadopatopusimu CIHIA

cocrabuna 78,7 %.

ITo nanaeiM CDC na Henene ¢ 15 mo 21 suBapst 2023 r. B CIIA cinyyau 3aboneBa-
st COVID-19, Be3Bannbie cyoBapuantom XBB.1.5 cocraBunmu 49,1 % (1o cpaBHEHUIO
¢ 43,0% Henenelt panee) oT Bcex 3apeructpupoBanubix, BQ.1.1 —26,9 % (28,8 % neneneit
panee), BQ.1 — 13,3 % (15,9 % neneneii panee).

[To nanubIM ony6imkoBanHbIM Ha caiite ECDC B ctpanax EBpomsl ¢ afekBaTHbIM
00bEeMOM CEKBEHUPOBAHUS WM T'€HOTHUIHPOBAHUS OlleHOUHOE pacrnpeneneHue XBB.1.5
cocrasmio 2,7% (1,4-5,6%), BQ.1 — 56,7% (48,4-76,0%), BA.5 — 17,8% (11,3-76,9%),



BA.2.75-15,6% (6,6—27,8%), XBB — 2,7% (1,4-5,6%), BA.2—1,2% (0,3-15,3%), BA.4
—0,2% (0,1-0,9%, 66 oOHapyKeHH U3 BOCBMH CTPaH).

BA.210.1
BA.2.75
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BQ.1113
BQ.I1IS
BQ1118
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BQ11.28
BQ113
BQ117
BQ.1.2
BR.2.1
CH11
CH111
DJI1
XBB.1
XBB.1.S
XBB.2
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XBF

Pucynok 3 M3menenue nonu cyoBapuantoB Omicron B perHOHaX MHpa 3a Mepros! ¢ 29
HOs0pst 1o 27 nexadpst 2022 r u ¢ 27 aexabps 2022 r. 24 suBaps 2023 .

B nacrosmee Bpems BO3 otciexuBaer yetsipe cyoBapuanTa Omicron, Haxos-
muxcs noxa HaomoaenneM. [1o cocrosauto Ha 27 ssuBapst 2023 1., B 6a3y TaHHBIX
GISAID 65110 3arpyxeHo:

— 62 176 renoMHBIX TocnenoBaTenbHOCTEN cyoBapuanTa BF.7 u3 103 crpan;

—40 131 renom cy6Bapuanta BQ.1 u3 129 crpan;

— 85 325 renomoB cy6Bapuanta BA.2.75 u3 106 cTpan;

— 2 558 renomoB cyoBapuanta XBB u3 103 ctpan



BF.7 6b11 BriepBeie oOHapyxkeH 13 mas 2022 r. B benbruu. CxoIuMOCTh MyTanui
oenka spike, ooHapyx)eHHbIXB BF.7, mpencraBisieT nHTEpeC M3-3a UX CIOCOOHOCTH n30e-
raTh TEPANUU HEUTPATU3YIOLIMMHU aHTUTENaMu. 3a nocneanue 4 neaenu BF.7 cocraBuin
27,0 % OT Bcex CEeKBEHMPOBAaHHBIX 00pa3ioB B I'oHkonre, 26,0 % — B Kurae, 12% — B
['epmanuy, 11,0 % — B SAnonumn.

BQ.1 Bxoaut B uncino 6omnee 300 cyonunuii Bapuanta Omicron. Pacnpoctpanen-
HocTh BQ.1 cocrasnser: CIIA — 34,0 %, ®pannus — 17,0 %, Benukoopuranus — 7,0 %,
Kanaga — 7,0 %, Ucnanusa — 3,0 %.

3a nocnennue 4 Henenu noist BQ.1 oT uncna cekBeHHpPOBaHHBIX 0OPA3IOB U3
Hopgeruu cocraBmia 19 %, bensrun — 13,0 %, CIIA — 7,0 %.

Pacnipoctpanennocts BA.2.75. B mupe cocrtasnser B Unauu 70,0 %, CIIA - 6,0
%, Kanane — 3,0%, BenmukoO6puranuu — 3,0%, ABctpanuu — 3,0%.

XBB, pexom6unant BA.2.10.1 u BA.2.75, BuepBbie oOHapyxeH B aBrycre 2022 T.
3a Bce BpeMs 0OJIbIIe BCETo TeHOMOB JenoHrpoBano u3 Muaanu — 19,7% n Ounmunmua
— 15,5 %).

Nudopmanust mo oOHOBICHHBIM JaHHBIM O JICTIOHUPOBAHHBIX FTEHOMAaX BUpYyca
SARS-COV-2 Bapuanta VOC Omicron (B.1.1.529+BA.*) B 6a3e GISAID nana B Ta0-

marge 1.



Tabauna 1 — Koiu4yecTBO 1eNNOHMPOBAHHBIX TeHOMOB BapuaHToOB BUpyca SARS-CoV-2 Omicron (B.1.1.529+BA.*) B 6a3e GISAID

Crpana

YupeikeHune, NPoBOUBIIEe CEKBEeHNPOBAHHE

B ToM uncie xo-
JNYECTBO I'eHO-

IIpoueHT rexo-
MOB, OTHOCHI-

KoanugecTtBo .
moB Omicron, ae- IIHUXCS K BapHu-
JeIMOHUPO- .
IMMOHUPOBAHHBIX aHTy Omicron
BAaHHBbIX I'€HO-
. 3a mocjaeaHue 4 (B.1.1.529). nemo-
moB Omicron HeaeJIn HUPOBAHHBIX 3a
(B.1.1.529) (24.12.2022 r. - nocjaeauue 4 He-
20.01.2023 r.) e
Ascrpanus (crabmnuzanus 3a- | NSW Health Pathology — Institute of Clinical Pathol-
00J1eBaEMOCTH ) ogy and Medical Research; Westmead Hospital; Uni- 127662 1552 99,9
versity of Sydney
Asctpus (crabunmsanus 3a60- | Bergthaler laboratory, CeMM Research Center for
JIEBa€MOCTH) Molecular Medicine of the Austrian Academy of Sci- 150628 4500 100,0
ences
A3zepbaiimkan (cTaOumm3ars National Hematology and Transfusiology Center 20 0 0.0
3a0051€eBa€MOCTH) :
AnbGanwus (crabmiumsaius 3a00- | Respiratory Virus Unit, National Infection Service,
: 2 0 0,0
JICBAEMOCTH ) Public Health England
Amxup (crabunusarnust 3a6ome- | National Reference Center for Viruses of Respiratory
: ; . 446 0 0,0
BAEMOCTH) Infections, Institut Pasteur, Paris
Awmepukanckue Bupruackue UW Virology Lab
ocTpoBa (cTabumu3anus 3a0oJe- 1451 0 0,0
BAEMOCTH)
Awmepukanckoe Camoa (crabu- | Centers for Disease Control and Prevention Division
. : : 107 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Viral Diseases, Pathogen Discovery
Anruibes (crabunmzanus 3a060- | Carrington Lab, Department of PreClinical Sciences,
TIEBAEMOCTH) Faculty of Medical Sciences, The University of the 50 0 0,0
West Indies
Anrona (cradbunmsanus 3a6one- | KRISP, KZN Research Innovation and Sequencing 157 0 0.0

BAEMOCTH)

Platform




Anpoppa (ctabunuzanus 3a0o-

Instituto de Salud Carlos 111

316 0 0,0
JIEBAEMOCTH )
AmnTturya u bapoyna (ctabunu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBACMOCTH Faculty of Medical Sciences, The University of the 88 0 0,0
West Indies, St Augustine Campus
Aprentuna (crabwim3zanus 3a- | Instituto Nacional Enfermedades Infecciosas 6072 o5 1000
00J1eBaEMOCTH ) C.G.Malbran
Apwmenus (crabumzanus 3a060- | Institute of Molecular Biology NAS RA, Republic of
JIEBa€MOCTH ) Armenia, Department of Bioengineering, Bioinformat- 17 0 0.0
ics Institute and Molecular Biology IBMPh RAU, Re- ’
public of Armenia
Apy0a (crabunu3anus 3abone- | National Institute for Public Health and the Environ-
841 13 100,0
BacMOCTH) ment(RIVM)
Adranucran (cradbunmmsanust 3a- | Central Public Health Lab 8 0 0.0
00JI€eBaGMOCTH ) ’
Baramckue octpoBa (ctabunusa- | Laboratory of Respiratory Viruses and Measles, Os- 1 0 0.0
1151 3200JIeBACMOCTH ) waldo Cruz Institute, FIOCRUZ ’
banrnanemr (crabunuzanus 3a- | Child Health Research Foundation 1996 6 100.0
00J1€Ba€MOCTH)
Bap6amnoc (crabunusanus 3a60- | Carrington Lab, Department of PreClinical Sciences,
JICBa€MOCTH) Building 36, First Floor Biochemistry Unit, Faculty of 132 0 0,0
Medical Sciences, The University of the West Indies
Baxpeiin (crabmmusanus 3a60o- | Communicable Disease Laboratory, Public Health Di- 6286 0 0.0
JICBAEMOCTH) rectorate ’
benapycs (cradbunusarus 3a60- | Laboratory for HIV and opportunistic infections diag-
JIEBa€MOCTH ) nosis The Republican Research and Practical Center 120 0 0,0
for Epidemiology and Microbiology(RRPCEM)
benus (crabunmsanus 3aboneBa- | Texas Children's Microbiome Center 578 0 0.0
€MOCTH) ’
benbrus (ctabunuzanus 3adone- !<U Le_.\uven, Rega Institute, Clinical and Epidemiolog- 87814 507 99.6
BaE€MOCTH) ical Virology
benun (crabunmsarus 3a0oe- Institut fiir Virologie — Institute of Virology — Charite 513 0 0.0

BAaEMOCTH)




bepmynckue octpoBa (cTadmim-

Respiratory Virus Unit, National Infection Service,

3anus 3a00J1eBaEMOCTH ) Public Health England 152 0 0.0
Bosrapus (crabunusanus 3a60- | National Center of Infectious and Parasitic Diseases 6768 0 0.0
JIEBAEMOCTH ) ’
bonmBus (cumkenue 3abonesac- | Laboratory of Respiratory Viruses and Measles, Os- 67 0 0.0
MOCTH) waldo Cruz Institute, FIOCRUZ ’
Bomnoiip (crabunuzanus 3abome- | National Institute for Public Health and the Environ- 1051 12 100,0
BAaE€MOCTH) ment(RIVM)
Bocuus u I'eprieroBuna (cradbu- | University of Sarajevo, Veterinary Faculty, Laboratory
: . 144 0 0,0
JM3alys 3a00J¢6BAEMOCTH) for Molecular Diagnostic and Research Laboratory
borcBana (crabunmsanms 3a60- | Botswana Institute for Technology Research and Inno-
) 3290 11 91,7
JIEBAa€MOCTH ) vation
bpasunus (crabunmsanus 3a60- | Instituto A(_jolfo Lutz, Interdiciplinary Procedures Cen- 91247 138 100,0
JIEBAEMOCTH) ter, Strategic Laboratory
bpuranckue Buprunckue Oct- | Caribbean Public Health Agency
poBa (crabunusanus 3a0oseBae- 44 0 0,0
MOCTH)
Bpyneii (crabunusanus 3adone- | National Public Health Laboratory, National Centre for
BaecMOCTH) Infectious Diseases(National Virology Reference La- 4330 84 98,8
boratory)
Bbypkuna ®aco (cradbunmsanust | Laboratoire bacteriologie virologie CHUSS 17 0 0.0
3a00J1€Ba€MOCTH) :
Bypynau (crabunu3zarms 3a00- MRC/UVRI & LSHTM Uganda Research Unit, Na-
: . X 93 0 0,0
JICBAEMOCTH ) tional Institute of Public Health
Benukobpuranus (ctabumuza- | COVID-19 Genomics UK (COG-UK) Consortium.
11 3a00JIeBaEMOCTH ) Wellcome Sanger Institute for the COVID-19 Ge- 1383341 11550 99,9
nomics UK (COG-UK) consortium.
Benrpus (ctabmmzanus 3a60- | National Laboratory of Virology, Szentagothai Re-
122 0 0,0
JIEBAEMOCTH) search Centre
Benecynna (crabunuzamnms 3a- Laboratorio de Virologia Molecular
393 0 0,0
00J1eBaeMOCTH)
Bretnam (crabumusarus 3a060- | National Influenza Center, National Institute of Hy- 5917 0 0.0

JIEBAEMOCTH )

giene and Epidemiology(NIHE)




I"abon (cTabunuzanus 3aboe-

Centre de recherches médicales de Lamba-

BAaEMOCTH) réné¢(CERMEL) 2 0 0.0
lautu (crabunmsarnws 3adose- Laboratoire National de Santé Publique — 76 0 0.0
BacMOCTH) LNSP(HAITI — LNSP) ’
Iaiiana (crabmmmsanus 3a6oie- | CNR Virus des Infections Respiratoires — France SUD 80 0 0.0
BAEMOCTH) ’
I'am6wust (crabmnuzanus 3abone- | MRCG at LSHTM Genomics lab 333 0 0.0
BAEMOCTH) :
I'ana (crabunusanus 3abonesac- | Department of Biochemistry, Cell and Molecular Biol-
MOCTH) ogy, West African Centre for Cell Biology of Infec- 1765 2 100,0
tious Pathogens(WACCBIP), University of Ghana
I'Bagenyna (crabunu3arus 3a- National Reference Center for Viruses of Respiratory
: ; : 588 0 0,0
00JIeBAaCMOCTH ) Infections, Institut Pasteur, Paris
I'Baremana (ctabunuszanus 3a- Asociacion fie Salud Integral/Clinica Familiar Luis 2506 98 100,0
00JIeBaeMOCTH) Angel Garcia
I'Bunest (crabunmsaiust 3a6one- | Centre de Recherche et de Formation en Infectiologie 436 0 0.0
BacMOCTH) Guinée ’
I'Bunes-bucay (crabunmzanuss | MRCG at LSHTM, Genomics lab 1 0 0.0
3a00J1€Ba€MOCTH) ’
I'epmanus (crabmimsanus 3a00- | Charité Universitdtsmedizin Berlin, Institutfiir Virolo-
JICBA€MOCTH ) gie. Institute of infectious medicine & hospital hy- 511281 1049 99,1
giene, CaSe—Group.

I'uGpanrtap (crabuimzanus 3a- Respiratory Virus Unit, National Infection Service, 199 0 0.0
00JIeBaeMOCTH) Public Health England ’
I'onnaypac (crabunusanus 3a60- | Genomics and Proteomics Departament, Gorgas Me-

. X . 48 0 0,0
JICBa€MOCTH) morial Institute For Health Studies
I'onkonr (cHmkenue 3adoneBae- | Hong Kong Department of Health 11218 88 100.0
MOCTH)
I'penus (crabunuzarus 3abome- | Greek Genome Center, Biomedical Research Founda- 14102 29 100.0
BaEMOCTH ) tion of the Academy of Athens(BRFAA) ’
I'py3us (crabumusarus 3a6ome- | Department for Virology, Molecular Biology and Ge- 1613 0 0.0

BAEMOCTH)

nome Research, R. G. Lugar Center for Public Health




Research, National Center for Disease Control and
Public Health(NCDC) of Georgia.

I'yam (crabmimzanus 3aboseBa-

Centers for Disease Control and Preven—tion Division

€MOCTH) of Viral Diseases, Pathogen Discovery 453 0 0.0
Janus (crabunmsanus 3a6oae- | Albertsen lab, Department of Chemistry and Biosci-
BaEMOCTH) ence, A_albor_g Unlver_5|ty. I_Departr_nent of Virus and 347718 8004 1000
Microbiological Special Diagnostics, Statens Serum
Institut.
Jlomunrka (crabunusanus 3a60- | Carrington Lab, Department of PreClinical Sciences,
JICBAEMOCTH ) Faculty of Medical Sciences, The University of the 10 0 0,0
West Indies, St Augustine Campus
JlomunukaHckas PecriyOinka Respiratory Viruses Branch, Centers for Disease Con-
(crabunu3arus 3a601€BaeMO- trol and Prevention, USA 1320 35 100,0
CTH)
JIP Kownro (crabunusanus 3a60- | Pathogen Sequencing Lab, National Institute for Bio-
. 463 0 0,0
JIEBAEMOCTH) medical Research(INRB)
AP Cent Tome u [Ipuncunu LNR-TB
(crabunmuzarus 3a00eBacMo- 1 0 0,0
CTH)
Eruner (crabunusanus 3abone- | Main Chemical Laboratories Egypt Army
1135 0 0,0
BAEMOCTH)
3ambus (crabunusarus 3abone- | University of Zambia, School of Veterinary Medicine 774 0 0.0
BAEMOCTH) ’
3umbabBe (cradbuau3arus 3a60- | National Microbiology Reference Labora-
: o 248 0 0,0
JIEBAEMOCTH) tory(Quadram Institute Bioscience)
W3zpanns (ctadbunmsanus 3a60- | Central Virology Laboratory, Israel Ministry of Health 109337 598 99.0
JIEBAEMOCTH)
Wunus (crabunusarus 3abone- | Department of Neurovirology, National Institute of
BaEMOCTH) Mental Health and Neurosciences(NIMHANS).CSIR— 124084 293 94,2
Centre for Cellular and Molecular Biology
Wunonesus (crabunumsanus 3a- | National Institute of Health Research and Develop- 33343 190 955

00J1€Ba€MOCTH)

ment




Noppanus (ctabunmsanus 3a00-

Andersen lab at Scripps Research, CA, USA

162 0 0,0
JIEBAEMOCTH )
Wpak (crabmnuzanus 3adosieBa- | Biology, College of Education Department of Virol-
€MOCTH) ogy, Faculty of Medicine, University of Helsinki, Hel- 381 0 0,0
sinki, Finland generated and submitted to GISAID
HUpan (cradbunmsanus 3aboneBa- | National Reference Laboratory for COVID-19, Pas-
: 1921 36 100,0
€MOCTH) teur Institute of Iran
Wpnangus (cradbunmsanus 3a60- | National Virus Reference Laboratory 50791 950 100,0
JIEBAEMOCTH )
Wcnanaus (crabunuzanus 3a60- | Landspitali Department of Clinical Microbiology 9994 932 100,0
JIEBAGMOCTH )
Wcnanus (crabunusarms 3a60- | Hospital Universitario 12 de Octubre 93285 783 100,0
JIEBAGMOCTH )
Wranus (ctabunusanus 3a6one- | Army Medical Center, Scientific Department, Virol- 79862 1468 08.7
BacMOCTH) ogy Laboratory
Ka6o-Bepne (cradbunmsanus 3a- | Institut Pasteur de Dakar
479 0 0,0
00J1€Ba€MOCTH)
Kazaxcran (crabunu3zarus 3a60- | Reference laboratory for the control of viral infections 824 0 0.0
JIEBAEMOCTH ) ’
Kam6oxa (ctabunu3anms 3a- Virology Unit, Institut Pasteur du Cambodge 1779 29 100,0
00J1€Ba€MOCTH)
KamepyH (crabunuzanus 3a60- | CREMER(Centre de Rechercherches sur les Maladies
L 576 0 0,0
JIEBAEMOCTH ) Emergentes et Ré—émergentes)
Kanana (crabunuzanus 3a6one- | Laboratoire de santé publique du Québec 937571 6710 1000
BAEMOCTH)
Karap (camxenue 3a6oneBaemo- | Biomedical Research Center(BRC), Qatar University / 1524 0 0.0
CTH) Qatar Genome Project(QGP) ’
Kenus (crabunmsanus 3a6one- | KEMRI-Wellcome Trust Research Pro- 4705 0 0.0
BaEMOCTH) gramme/KEMRI-CGMR-C Kilifi ’
Kurmp (crabumm3zarus 3abonesa- | Department of Molecular Virology, Cyprus Institute of
. 465 0 0,0
€MOCTH) Neurology and Genetics
Kuraii (cHmkenue 3aboeBae- National Institute for Viral Disease Control and Pre- 2037 977 100.0

MOCTH)

vention




KomnymOus (crabunmsanus 3a60-

Instituto Nacional de Salud— Direccion de Investi-

., e 12165 1 20,0
JIEBAEMOCTH ) gacion en Salud Publica
Komopckue octposa (ctadbunn- | KEMRI-Wellcome Trust Research Pro- 11 0 0.0
3anus 3a00J1eBaEMOCTH ) gramme/KEMRI-CGMR-C Kilifi ’
KocoBo (crabunm3arus 3a06omne- | Charité Universititsmedizin Berlin, Institut fiir Virolo- 686 0 0.0
BacMOCTH) gie ’
Kocra—Puka (crabunuzanus 3a- | Inciensa, Instituto Costarricense de Investigacion y
- - 6723 39 100,0
00J1eBaeMOCTH) Ensefianza en Nutricion y Salud
Kot I'MByap (cradbunuzarust 3a- | Molecular diagnostic unit for viral haemorrhagic fe- 103 1 100.0
00JIeBaCMOCTH ) vers and emerging viruses, Bouaké CHU Laboratory ’
Ky6a (crabunusanus 3abosieBa- | Respiratory Infections Laboratory
467 0 0,0
€MOCTH)
KyseiiT (crabunusanus 3a6one- | Virology Unit, Department of Microbiology, Faculty
. . 593 0 0,0
BaEMOCTH ) of Medicine, Kuwait
Keiprescran (ctabunuzanus 3a- | SRC VB “Vector”, “Collection of microorganisms”
45 0 0,0
00J1€Ba€MOCTH) Department
Kropacao (crabunusarust 3a00- | National Institute for Public Health and the Environ-
1132 11 100,0
JIEBAEMOCTH) ment(RIVM)
Jlaoc (crabunuzarust 3abonesa- | LOMWRU/Microbiology Laboratory, Mahosot Hospi- 539 0 0.0
E€MOCTH) tal ’
JlatBus (crabunu3zarus 3a6one- | Latvian Biomedical Research and Study Centre 5166 0 0.0
BAEMOCTH) ’
Jlecoto (crabunmsarms 3a06ose- | National Institute for Communicable Diseases of the
. X 130 0 0,0
BaeMOCTH) National Health Laboratory Service
JIubepus (crabumuszarus 3a60- | Center for Infection and Immunity, Columbia Univer- 33 0 0.0
JIEBAEMOCTH) sity ’
JluBan (crabunu3anus 3abone- | Laboratory of Molecular Biology and Cancer Immu- 376 0 0.0
BAEMOCTH) nology, Lebanese University Public Health England ’
JluBus (crabunu3anus 3a0one- | Reference Lab for Public Health, NCDC 31 0 0.0
BAEMOCTH) ’
Jlura (crabunuzarus 3a6ome- | Vilnius University Hospital Santaros Klinikos, Center 10191 21 100,0

BAEMOCTH)

of Laboratory Medicine




JIuxTeHmTeH (cTaduIn3aIus

Bergthaler laboratory, CeMM Research Center for

3200JI€BAEMOCTH) Molecular Medicine of the Austrian Academy of Sci- 1367 18 100,0
ences
JlrokceMOypr (cTabuau3amms 3a- Laborat_01re national de santé, Microbiology, Microbial 31559 694 1000
00J1eBaCMOCTH ) Genomics Platform
Makao (crabmm3sanus 3a6o1e- | Centro de Sequenciamento Gendmico 1 0 0.0
BAEMOCTH) :
Magpukwii (craOunu3anms 3a- CNR Virus des Infections Respiratoires — France SUD
5042 0 0,0
00JIeBaEMOCTH )
Magpuranus (cradbunmsanus 3a- | INRSP-Mauritania
7 0 0,0
00JIEBaCMOCTH )
Maitorra (crabmnu3zanus 3a60- | National Reference Center for Viruses of Respiratory
. - . 362 0 0,0
JIEBAEMOCTH ) Infections, Institut Pasteur, Paris
Manaiisus (ctadbunmsanus 3a6o- | Institute for Medical Research, Infectious Disease Re-
JICBAEMOCTH ) search Centre, National Institutes of Health, Ministry 26421 125 100,0
of Health Malaysia
Manasu (crabunu3zarus 3a6ome- | KRISP, KZN Research Innovation and Sequencing
226 0 0,0
BAGMOCTH ) Platform
Manu (crabunuzariust 3aboesa- | Northwestern University — Center for Pathogen Ge-
. . . ; 111 0 0,0
€MOCTH) nomics and Microbial Evolution
MaubauBbI (cTaOMIN3aINS 3a- Indira Gandhi Memorial Hospital
333 0 0,0
00J1€Ba€MOCTH)
Mansta (cTabunuzanus 3adose- | Molecular Diagnostics Pathology Department Mater
! . 163 0 0,0
BaeMOCTH) Dei Hospital Malta
MapmamioBsl octpoBa (ctabu- | State Laboratories Division, Hawaii State Department
26 0 0,0
Tu3anus 3a00J1€BaeMOCTH) of Health
Mapokko (crabunuzanus 3a060- | Laboratoire de Biotechnologie 1135 v 100.0
JIEBAEMOCTH)
Maprunuka (crabmnuzanus 3a- | CNR Virus des Infections Respiratoires — France SUD 1377 13 100,0
00J1eBaeMOCTH)
Instituto de 14iagnostic y Referencia Epidemiologicos
Mexkcuka (cHmwkenue 3abonesa- | (INDRE) 35649 46 100,0

€MOCTH)




Mo3am0uk (cTadmim3amnus 3a-

KRISP, KZN Research Innovation and Sequencing

00J1eBa€MOCTH ) Platform, South Africa 423 0 0.0
Momnnabus (crabunusanms 3a00- | ONCOGENE LLC
JIEBAEMOCTH ) 570 13 100,0
Momnaxko (crabunuzanus 3adose- | National Reference Center for Viruses of Respiratory 16 0 0.0
BacMOCTH) Infections, Institut Pasteur, Paris ’
Mouronus (crabunu3zanus 3a60- | National Centre for Communication Disease (NCCD) 791 0 0.0
JICBAEMOCTH) National Influenza Center ’
MonTtceppar (ctadbunmsanus 3a- | Carrington Lab, Department of Preclinical Sciences,
00J1eBaEMOCTH ) Faculty of Medical Sciences, The University of the 12 0 0,0
West Indies
Mpasama (crabunu3anus 3a00- DSMRC 54 0 00
JIEBAEMOCTH ) ’
HamuOus (ctadbunmsanus 3a60- | National Institute for Communicable Diseases of the 751 0 0.0
JICBAEMOCTH ) National Health Laboratory Service ’
Hemnan (crabunusanus 3a6os1e- | Molecular and Genomics Research Lab, Dhulikhel
BaeMOCTH ) Hospital, Kathmandu University Hospital School of 1162 0 0,0
Public Health, The University of Hong Kong
Hurep (crabuim3zamus 3a0oJie- National Reference Laboratory, Nigeria Centre for 79 0 0.0
BaeMOCTH) Disease Control ’
Hurepus (cradbunuzanus 3a60- | African Centre of Excellence for Genomics of Infec- 3049 0 0.0
JIEBAEMOCTH ) tious Diseases(ACEGID), Redeemer’s University ’
Hunepnanns! (cHmwkenue 3a60- | National Institute for Public Health and the Environ- 65852 1044 999
JICBAEMOCTH ) ment(RIVM) '
Hosas 3enanmus (cumwkenue 3a- | Institute of Environmental Science and Research(ESR) 24587 0 0.0
00J1eBaeMOCTH) ’
Hosas Kanemonus (crabunuza- | Laboratoire de Microbiologie Centre Hospitalier Terri- 55 0 0.0
1Ms 3a00J1€BaGMOCTH ) torial de Nouvelle-Calédonie ’
Hopgserus (cradbunusarus 3a60- | Norwegian Institute of Public Health, Department of 31870 48 100.0
JIEBAEMOCTH) Virology ’
OAD (cradunum3anust 3abonesa- | Wellcome Sanger Institute for the COVID-19 Ge- 9 0 0.0

€MOCTH)

nomics UK(COG-UK) Consortium




OwmaH (cTabuiuzanus 3a00eBa-

Oman—National Influenza Center

166 0 0,0
€MOCTH)
[Makucran (cradbunmsamus 3a60- | Department of Virology, Public Health Laboratories
A 2582 25 92,6
JIEBAEMOCTH ) Division
[Manay (crabmnuzamus 3abome- | Can Ruti SARS-CoV-2 Sequencing Hub (HUGTIP/Ir-
. 45 0 0,0
BacMOCTH) siCaixa/IGTP)
[MTanectuna (crabunusamms 3a- | Biochemistry and Molecular Biology Department— 44 0 0.0
00JIeBAEMOCTH) Faculty of Medicine, Al-Quds University ’
[Tanama (crabunm3anus 3a6one- | Gorgas memorial Institute For Health Studies
2899 0 0,0
BAEMOCTH)
[MTamrya Hosas I'unes (cTabmmu- | Queensland Health Forensic and Scientific Services 924 0 0.0
3anust 3a00JIEBAEMOCTH) ’
[Maparsaii (crabunu3zaius 3a060- | Laboratorio Central de Salud Publica de Paraguay 1599 0 0.0
JIEBAaCMOCTH ) :
[lepy (crabunuzanus 3ab6oneBa- | Laboratorio de Referencia Nacional de Biotecnologia 26991 5 1000
€MOCTH) y Biologia Molecular. Instituto Nacional de SaludPert '
[Monpmia (crabunuzarust 3abose- | genXone SA, Research & Development Laboratory 41186 153 100,0
BAEMOCTH)
[Moptyranus (crabunmsanus 3a- | Instituto Nacional de Saude(INSA) 19853 o1 100,0
00J1€Ba€MOCTH)
[TyapTo Puko (crabunmsanus Centers for Disease Control and Prevention Division
. . . 11138 67 100,0
3200JICBAEMOCTH ) of Viral Diseases, Pathogen Discovery
Pecniyonuka Banyaty (cradunu- | Microbiological Diagnostic Unit - Public Health La- 100 0 0.0
3a1ust 3a00JIeBaEMOCTH ) boratory (MDU-PHL) ’
Pecniy6nuka J[xubytu (cradbu- | Naval Medical Research Center Biological Defense
. 506 0 0,0
Tu3anus 3a00J1€BaeMOCTH) Research Di—rectorate
Pecniyonmuka Kupubaru (cradbu- | Microbiological Diagnostic Unit - Public Health La- 136 0 0.0
Tu3anus 3a00J1€BaeMOCTH) boratory (MDU-PHL) ’
Pecniyonmuka Konro (crabunusza- | Institute of Tropical Medicine
164 0 0,0
11151 32a00J1IEBa€MOCTH)
Pecniyomuka Manarackap (cra- | Virology Unit, Institut Pasteur de Madagascar 57 0 0

Ounmzanus 3a00J1eBaeMOCTH)




Pecrry6nmka Hukaparya (ctabu-

MSHS Pathogen Surveillance Program

165 0 0,0
Jr3arys 3a00JIeBAaCMOCTH )
Pecny6nuka CanbBanop (cradu- | Genomics and Proteomics Departament, Gorgas Me-
) X . 298 0 0,0
JU3arys 3a00J1¢6Ba€MOCTH) morial Institute For Health Studies
Pecny6nuka Yan (cTabuiu3a- Pathogen Genomics Lab, National Institute for Bio-
. 8 0 0,0
11s1 3a00JIEBACMOCTH) medical Research (INRB)
Peronron (crabmmusarus 3a60- | CNR Virus des Infections Respiratoires — France SUD 8268 0 0.0
JIEBAaCMOCTH ) ’
Poccus (poct 3a6oneBaemoctr) | WHO National Influenza Centre Russian Federation.
Center for Precision Genome Editing and Genetic
Technologies for Biomedicine, Pirogov Medical Uni-
versity, Moscow, Russian Federation. Federal Budget
Institution of Science, State Research Center for Ap-
plied Microbiology & Biotechnology. Group of Ge-
netic Engeneering and Biotechnology, Federal Budget 39272 1 100,0
Institution of Science ‘Central Research Institute of
Epidemiology’ of The Federal Service on Customers’
Rights Protection and Human Well-being Surveil-
lance. State Research Center of Virology and Biotech-
nology VECTOR, Department of Collection of Micro-
organisms.
Pyanna (crabunu3zanms 3a0one- | GIGA Medical Genomics
197 0 0,0
BAEMOCTH)
Pymbinus (crabunmsanus 3a6o- | National Institute of Infectious Diseases—Prof. Dr. Ma-
. . : 9581 11 100,0
JIEBAEMOCTH) tei Bals Molecular Diagnostics Laboratory
CaynoBckas Apasus (crabmmu- | Infectious Diseases, King Faisal Hospital Research
684 0 0,0
3a1ust 3a00J1eBa€MOCTH ) Center
CeBepHas Makenonus (cradbu- | Institute of Public Health of Republic of North Mace-
nu3anus 3a00J1€BaeMOCTH) donia Laboratory of Virology and Molecular Diagnos- 211 0 0,0
tics
CesepHble MapuaHCKHe OCT- Centers for Disease Control and Prevention Division
poBa (cradbunu3arus 3aboneae- | Of Viral Diseases, Pathogen Discovery 2060 0 0,0

MOCTH)




Cetimens! (cTabunuzanus 3a00-

KEMRI- Wellcome Trust Research Programme, Kilifi

618 0 0,0
JIEBAEMOCTH )
Cenerain (crabunmm3anus 3a00- IRESSEF GENOMICS LAB 1561 0 0.0
JIEBAEMOCTH )
Cent—Buncent u ['penaauts Carrington Lab, Department of PreClinical Sciences,
(crabum3arust 3a00¢BaeMO- Faculty of Medical Sciences, The University of the 84 4 100,0
CTH) West Indies
Cent—Kurc u HeBuc (ctabumu- | Carrington Lab, Department of Preclinical Sciences,
3a1us 3a00JIEBAEMOCTH ) Faculty of Medical Sciences, The University of the 16 0 0,0
West Indies
Cent—Jlrocus (crabuu3arus Carrington Lab, Department of PreClinical Sciences 136 0 0.0
3200JIeBa€MOCTH) :
Cepbus (crabunuzarus 3a6ose- | Institute of microbiology and Immunology, Faculty of
_ L 1499 0 0,0
BacMOCTH) Medicine, University of Belgrade
Cunramnyp (crabunmzanus 3a00- Natlor_1al Pupllc Health Laboratory, National Centre for 18238 1040 100,0
JICBa€MOCTH) Infectious Diseases
Cen-MapruHn (crabunuzanus 3a- | Institut Pasteur 297 0 0.0
00J1€Ba€MOCTH)
Cunr—Mapren (cradunmsanus | National Institute for Public Health and the Environ-
844 7 100,0
3200JIeBA€MOCTH) ment(RIVM)
Cupus (crabmnuzanus 3aboie- CASE-2021-0266829 79 0 0.0
BAEMOCTH) ’
Crnosakus (crabunusarius 3a60- | Faculty of Natural Sciences, Comenius University
25583 0 0,0
JIEBAEMOCTH)
CroBenus (cHIKeHHUE 3a0071e- Instlt_uFe of M!crob_lology gnd _Immunology, Faculty of 32474 329 100.0
BaEMOCTH) Medicine, University of Ljubljana
ComomonoBHI ocTpoBa (ctadbu- | Microbiological Diagnostic Unit - Public Health La- 247 0 0.0
Tu3anus 3a00J1€BaeMOCTH) boratory (MDU-PHL) ’
Cowmanu (crabmmzanus 3adose- | National Public Health Lab- Mogadishu 9 0 0.0
BAEMOCTH) ’
Cynan (crabunmmsanus 3ab6ome- | National Institute for Communicable Diseases of the 131 0 0.0

BAEMOCTH)

National Health Laboratory Service




Cypunawm (crabunm3arnus 3a00-

National Institute for Public Health and the Environ-

JICBAEMOCTH ) ment(RIVM) 154 0 0.0
CIIA (crabunusarnus 3abosesa- | Colorado Department of Public Health & Environ-
€MOCTH) ment. Maine Health and Environmental Testing Labor-
atory. California Department of Public Health. UCSD 2108549 10151 9.8
EXCITE.
Creppa—Jleone (crabmmmsanus | Central Public Health Reference Laboratory 1 0 0.0
3200J1€Ba€MOCTH ) ’
Tannanpg (crabunmsanus 3a60- | COVID-19 Network Investigations(CONI) Alliance 99930 9 100,0
JIEBAEMOCTH )
TaiiBans (ctabunmsanus 3a60- | Microbial Genomics Core Lab, National Taiwan Uni- 9959 29 100.0
JICBAEMOCTH ) versity Centers of Genomic and Precision Medicine ’
Tanzanus (crabunusanms 3a6o- | Jiaxing Center for Disease Control and Prevention 11 0 0.0
JIEBAaCMOCTH ) ’
Tepxkc u Kaiikoc (ctabunmusanus | Carrington Lab, Department of Preclinical Sciences,
3200JIeBAEMOCTH) Faculty of Medical Sciences, The University of the 17 0 0,0
West Indies, St Augustine Campus
Tumop-Jlemru (crabunuzanus | Microbiological Diagnostic Unit — Public Health La- 1 0 0.0
3200JICBAEMOCTH ) boratory (MDU-PHL) ’
Toro (crabunu3zamus 3a6oneBae- | Unité Mixte Internationale TransVIHMI(UMI 233
MOCTH) IRD — U1175 INSERM — Université¢ de Montpellier) 341 0 0,0
IRD(Institut de recherche pour le développement)
Carrington Lab, Department of PreClinical Sciences,
Tpunupan u Tobaro (crabunmu- | Faculty of Medical Sciences, The University of the 2163 59 100,0
3arrus 3a00JIEBAEMOCTH ) West Indies
Tynuc (crabunuzamus 3abone- | Laboratoire de linique linique — Institut Pasteur de Tu- 472 0 0.0
BAacMOCTH) nis ’
Typuus (cradunusarnus 3a6ose- | Ministry of Health Turkey 21312 993 100.0
BAEMOCTH)
VYranga (crabmmmsarus 3adone- | MRC/UVRI & LSHTM Uganda Research Unit 421 0 0.0

BAEMOCTH)




VYkpauna (ctabunmsanus 3a60-

Department of Respiratory and other Viral Infections

JICBAEMOCTH ) of L.V.Gromashevsky Institute of Epidemiology & In- 1082 0 0,0
fectious Diseases NAMS of Ukraine, JSC “Farmak”

V36ekucran (cradbunmsanus 3a- | Center for Advanced Technologies 40 0 0.0

00J1eBaCMOCTH ) ’

VYpyrsaii (ctabunu3anus 3a60- | Departamento Laboratorios de Salud Publica (DLSP) 151 0 0.0

JIEBAEMOCTH) Ministerio de Salud Publica ’

deneparusnbie mraTel Mukpo- | Pohnpei State Hospital

He3uH (cTabuau3anus 3a0oJieBa- 51 0 0,0

€MOCTH)

Oununnunsl (crabunusamus 3a- | Philippine Genome Center 12476 0 0.0

00JIeBaCMOCTH ) ’

Ounnsaaus (ctabunmszanus 3a- | Dep6rtment of Virology, Faculty of Medicine, Univer-

SorenaeMocTi) sity of Helsinki 19260 386 100,0

®Opannus (camkenne 3ab6oneBa- | CNR Virus des Infections Respiratoires — France SUD 307844 1980 98.9

€MOCTH)

®pany3ckas ['Buana (ctabunu- | National Reference Center for Viruses of Respiratory 1499 0 0.0

3a1ust 3a00JIeBaEMOCTH ) Infections, Institut Pasteur, Paris ’

®panysckas [Tonmunesus (cra- | National Reference Center for Viruses of Respiratory

Ouu3arus 3a00716Ba€MOCTH ) Infections, Institut Pasteur, Paris 13 0 0,0

Xopsarus (cradunm3anus 3a60- | Croatian Institute of Public Health

JeBaeMocTH) 21928 96 100,0

LIAP (crabunmsanus 3aboseBae- | Pathogen Sequencing Lab, National Institute for Bio- 30 0 0.0

MOCTH) medical Research(INRB) ’

Uepnoropus (ctadmmmsarus 3a- | Charité Universitdtsmedizin Berlin, Institut fiir Virolo- 379 0 0.0

00J1eBaeMOCTH) gie ’

Yexus (ctabunu3anms 3a0one- | The National Institute of Public Health

BaenocTH) 31654 57 100,0

Yunu (cHmkeHue 3aboneBaemo- | Instituto de Salud Publica de Chile

et 20822 318 99,4

[IBesinapus (ctadbunmsanus 3a- | Department of Biosystems Science and Engineering, 51717 428 100.0

00J1eBaeMOCTH)

ETH Zirich.




[IBerus (cTabunmsanus 3a60-

The Public Health Agency of Sweden

88180 1151 100,0
JIEBAEMOCTH )
[Ipu-Jlanka (crabunu3zarus 3a- | Centre for Dengue Research and AICBU, Department
o 1125 0 0,0
00J1eBa€MOCTH ) of Immunology and Molecular Medicine
DkBajiop (ctabunmzanus 3a00- | Instituto Nacional de Investigacionen Salud Publica,
4625 72 98,6
JIEBAEMOCTH ) INSPI
DkBaropuanbHas ['Bunes (cra- | Swiss Tropical and Public Health Institute 9 0 0.0
Ounm3anms 3a00JeBa€MOCTH) ’
Dcearunu (cradbunusarus 3a00- | Nhlangano Health Centre(National Institute for Com-
JICBAEMOCTH ) municable Diseases of the National Health Laboratory 537 0 0,0
Service)
Ocronus (ctabuim3zainus 3a00- | Laboratory of Communicable Diseases(Estonia); Eu-
. . . 6158 0 0,0
JIEBAEMOCTH ) rofins Genomics Europe Sequencing GmbH
Doduonus (cradbunmsanust 3a60- | International Centre for Genetic Engineering and Bio-
JICBAEMOCTH ) technology(ICGEB) and ARGO Open Lab for Ge- 103 0 0,0
nome Sequencing
FOAP (crabunusanus 3a6oieBa- | KRISP, KZN Research Innovation and Sequencing 992011 96 100,0
€MOCTH) Platform.
IOxHast Kopest (cHmxkeHue 3a- Division of Emerging Infectious Diseases, Bureau of
00J1eBaEMOCTH ) Infectious Diseases Diagnosis Control, Korea Disease 79282 1628 100,0
Control and Prevention Agency
IOxwubiit Cynan (cradunusanus | MRC/UVRI & LSHTM Uganda Research Unit, South 28 0 0.0
3200JICBAEMOCTH ) Sudan Ministry of Health, WHO South Sudan ’
SImaiika (crabunm3anus 3a6ose- | Carrington Lab, Department of PreClinical Sciences,
BaEcMOCTH) Faculty of Medical Sciences, The University of the 1694 0 0,0
West Indies
Snonwus (cHmwkenue 3aboneae- | Pathogen Genomics Center, National Institute of Infec- 340476 3532 100.0

MOCTH)

tious Diseases




BO3, e:xenenenbHoOe dnuaeMuoI0rnyeckoe ooHoBgenue Ne 127 or 25 siuBaps
2023

Bapuantsl SARS-CoV-2, Bei3biBaloniue ooecnokoennocts (VOC), u cyoBapu-
anThl Omicron, Haxoasimuecs nmoa Haoaoaennem (VOI)

I'eorpadgmueckoe pacnpenesenne U pacCipocTPaAHEHHOCTh

Bo Bcem mupe ¢ 23 nekabps 2022 1. mo 23 suBaps 2023 r. B GISAID nepenano
78505 mocnenoBarensHOCcTed SARS-CoV-2. Cpenn Hux 78463 mocienoBaTelbHOCTH
npeaAcTaBIsuI BapuanT Omicron, 9To cocTaBisuio 6onee 99,9% mocnenoBaTeaIbHOCTEH,
3apEruCTPUPOBAHHBIX BO BceM Mupe nocieaaue 30 qHeu.

Cy6Bapuant oMukpoH BA.5 u ero noromku no-npexxHemy JoMHUHHpYIOT. Ha nep-
BoM Hezene (co 2 o 8 siuBapst 2023 r.) Ha X g0 npuxoamiock 68,1% (¢ 12 000 mociie-
JIOBaTEILHOCTEHN) BCEX MocieaoBaTebHOCTeH, oTnpaBieHHbIX B GISAID. Pacmpoctpa-
HEHHOCTh BA.2 1 €ro moTOMKOB pacTeT, U 3Ta TEHACHIIMS OCHOBaHa Ha 2824 mocienoBa-
tenpHOCTSAX (16,0%), mpeacTaBieHHBIX BO BCEM MHpe Ha 1-il Hemene, Mo CPaBHEHHIO C
14,5% na 52-i nenene (c 26 nexkadbps 2022 r. o 1 suBaps 2023 r., 4685 nocnenoBarTesb-
HOCTel). PacipocTpaHeHHOCTh peKOMOMHAHTOB OCTaBajach CTaOWIBHOM: Ha 1-if Heferne
o110 nipeacTaBneHo 1777 nocnenoBarensuoctei (10,1%), mo cpaBHeHuUro ¢ 52-it Henenen
(3472 nocnenosarenbHOCTH, 10,7%). BA.4 1 €ro moTOMKHA TakX e OCTaBaJIUCh CTAOWIIb-
HbIMH, ¢ pacnpocTpaHeHHOCThI0 0,4% Ha 1-ii Hepene no cpaBHeHuto ¢ 0,5% Ha 52-i1 He-
nene. HenasHaueHHble Mocae10BaTeIbHOCTH (ITPEANONIOKUTENbHO Omicron) COCTaBISIOT
5,4% nocnengoBarenbHOCTEN, OTIpaBiieHHbIX B GISAID Ha 1-ii Henene.

B nactosiee Bpems BO3 BHUMAaTENBHO CIEANT 32 YeTHIpbMs ToTOMKamMu Omicron.
OTH BapuaHThl BKIIOYEHbI HA OCHOBAaHUM CUTHAJIOB O IPEUMYILECTBE Mepeaadu 1o cpas-
HEHUIO C IPYTUMHU TUPKYITUPYIOIMIMMHI BApUAHTAMH U IOTOJIHUTEIIbHBIX AMUHOKUCIOTHBIX
3aMeH, KOTOpbIE, KaK U3BECTHO WJIU MPEIoaraeTcs, 00eCreuynBaoT UX MPEUMYIIIECTBO B
npucnocobnenHoctu. HabGmrogaemslie moaBapuantel: BF.7 (myranus BA.S + R346T B
mmne), BQ.1* (u BQ.1.1, ¢ myrammusmu BA.5 + R346T, K444T, N460K B mmure),
BA.2.75* (Bkmouast BA.2.75.2 u CH.1.1) u XBB* (Bxitouast XBB.1.5), rae * yka3biBaer
Ha BCEX MOTOMKOB CYOJIHHHH.

BO3 no pexomenganuu TexHM4eCKOl KOHCYJIbTaTUBHOM IPYIIIBI IO SBOIIOLIUY BU-
pycoB (TAG-VE) o0HoBuIIA T100aJIbHYIO SKCITPecc-0IeHKY pucka aas XBB.1.5 (tab:m. 2).
XBB.1.5 sBnsiercs notomkom XBB, xoTOpsIif npeacTasisieT co0oil peKOMOMHAHT ABYX
notoMkoB BA.2. Bo Bcem mupe ¢ 22 oktsa6ps 2022 r. o 23 suBapst 2023 1. cooOmianock
0 8931 nocnegoBarenbHOCTH TeHOMa BapranTa Omicron XBB.1.5 u3 54 crpan (uckimrogas
MOCJIEIOBATEILHOCTH C HU3KUM OXBATOM). BOJIBIIMHCTBO 3aperucTpUpOBaHHBIX MOCIEI0-
BarenbHOCTEN npoucxoaiT u3 Coenunennsix LltatoB Amepuku (75,0%). Ipyrue ctpassl,
coobmaromue o XBB.1.5, Bxmrouaror Benukoopuranuto (9,9%), Kanany (3,0%), Hanuto
(2,0%), I'epmanmuto (1,5%), Asctputo (1,3%) u Upnauguto (1,3%). I1o cpaBHeHHIO ¢ Hava-
nom siuBapst 2023 1., korna BO3 onybinrkoBaia nepByro dKcmpecc-orneHKy pucka XBB.1.5,
Bce OoJiblie CTpaH cooOmaroT 00 yBenuyeHuu pacnpoctpaneHHOCTH XBB.1.5. Bapuant
XBB.1.5 umeer npeuMyIecTBO pocTa MO CPABHEHUIO C APYTUMHU LUPKYJIUPYIOLIUMHU MO-
ToMkamu Omicron, ocCHOBBIBasiCh Ha oTueTax u3 CoemuneHHbix IllItaroB Amepuku, Co-
ennnenHoro KoponesctBa u EBpomneiickoro nenrpa npouiIakTUKH U KOHTPOJIs 3a0oe-
BaHuii (ECDC), ouenuBaromux XBB.1.5 no psaay crpansl B EBpornie. [IpensapurenbHbie
nabopaTOpHBIC MCCIICIOBAHMS 0 YCKOJIB3aHHUIO OT aHTHUTEJ MOKa3biBalOT, uTo XBB.1.5
uMeeT 6ojiee BBICOKHI YPOBEHb YCKOJb3aHUSI OT MUMMYHHOTO OTBETa, YeM JIMHUU TOTOM-
koB Omicron g0 XBB y nun, BakuuHupoBaHHBIX TpeMs no3amu MPHK-Bakumabl, gaxe
HECMOTPS Ha TO, YTO HEUTpaM3aius Obljla BOCCTAHOBJICHa OMBAJICHTHOM PEBAKIIMHAIIUCH.



DT pe3ynbTaThl elle MPEACTOUT MOATBEPIUTH B UCCIISOBAHUAIX 2P EKTUBHOCTH BAKIHH.
Cyns o oT4yeTaM HECKOJIBKUX CTPaH, He HA0II0JaI0Ch HUKaKUX PAHHUX CUTHAJIOB 00 yBe-
JMYEHHUH TSHKECTH, OJTHAKO YUCIIO CITy4aeB, cBsi3aHHbIX ¢ XBB.1.5, Bce emie HeBenuko, mo-
ATOMY OLIEHUTH €€ CTEIEHb 3aTPYIHUTEIBHO.

[Tocne coBemanus TexHUUECKOM KOHCYIbTaTUBHOU rpyIbl BO3 no 3Bostonnu Bu-
pycoB (TAG-VE) 23 suBaps 2023 r. BO3 nepeBena ypoBeHb JTOCTOBEPHOCTH OIICHKU
pucka migs XBB.1.5 ¢ «Huskoro» (ouenka ot 11 suBaps 2023 r1.) Ha «YMEpEHHBIN»
(orenka ot 25 stHBapst 2023 1.) ¢ YYETOM JIONOJTHUTEIBHBIX OTYETOB M3 CTPaH IO Pacmlpo-
CTPaHEHHOCTH U MPEUMYILECTBY POCTA, a TAK)Ke J1a00OPATOPHBIX UCCIIEIOBAHUIA.

BO3 u TAG-VE pexkoMeHAyIOT rocygapcTBamM-uieHaM YAEIUTh EPBOOUYEPETHOE
BHUMAaHUE CIEIYIOIIUM UCCIIEA0BaHUSAM, UTOOBI 3 (HEKTUBHO YCTPAHUTH HEOIPEACICHHO-
CTH, CBA3AHHBIE C IPEUMYILIECTBAMHU POCTA, YCKOJIB3aHUEM OT AHTUTEIBHOTO UMMYHHOTO
OTBETa M TSHKECThIO MH(peKuH, Bei3BaHHONH XBB.1.5. [Ipennaraemeie Cpoku SIBISIOTCS
OPUEHTHUPOBOYHBIMHU U OyAYT BapbUPOBATHCS OT OJTHOM CTPaHBI K IPYyrod B 3aBUCUMOCTH
OT HAIIMOHAJIBHBIX BO3MOYKHOCTEH:

* Peakuiuu HelTpanu3aluy ¢ UCMOJIb30BAHUEM CHIBOPOTKHU MAIMEHTOB, KOTOPAsl B-
JISIETCS PENPe3eHTAaTUBHOM JIJIsl MOPAXKEHHOTO COO0O0IIecTBa (COOOIIECTB) U KUBBIX U30JI5-
ToB Bupyca XBB.1.5 (2—4 nenenn).

* CpaBHUTEIIbHAS OLICHKA /ISl BBISIBIICHUSI I3MEHEHUM CKOJIB3SIINX WK CIEIUab-
HBIX TIOKa3aTesel TSHKeCTH TeUeHUs 00JIe3HH (CM. TaOIUIbI HUXKE).

[IpuBeneHHas HUXKE IKCOPECC-OIIEHKA PUCKA OCHOBaHA HA UMEIOLIMXCA B HACTOS-
1ee BpeMs JaHHBIX U OYJET peryJsipHO IEpecMaTPUBATHCS IO MEPE MOCTYIUICHHUS AOTOJI-
HUTEJIBHBIX JAHHBIX U TaHHBIX U3 JIPYTUX CTPAH.



Tabmuna 2 OnepatuBHas orieHka pucka XBB.1.5,25 auBaps 2023 r.

IMoka3arennb YBepen-
HOCTb B
TOYHOCTH
OLICHKHU
puCKa

IpeumymectBo | B Coenunennsix [lltatax Amepuku XBB1.5 Bce uame Betpe- | Ha cpeagnem
pocTa M pac- | HaeTCsl BO MHOTMX PETMOHAaxX (IIPOrHO3UPYETCs, YTO paclpo- | ypoOBHE
NpocTpaHeHus | cTpaHeHHOCTh XBB.1.5 B HEKOTOpBIX peruoHax COCTABUT
80%, a B apyrux - 20-50%). B Coegunennom KopoiieBcTBe
BenukoOpuTaHun NpeuMyIecTBO pOCTa MO CPABHEHUIO C
BQ.1.1 ouenuBaetcs B 38,9% c BBICOKOI HEOIpPEACICHHO-
CTBIO M3-32 HEOOJBIIOrO YKCIa CEKBEHUPOBAHHBIX MOCIEN0-
BarenbHOcTelt XBB.1.5. Kpome Toro, EBponeiickuit CDC co-
obummi o pocte cnydyaeB XBB.1.5 B HeckoIbKHX CTpaHax,
BKJIfo4Yas Mcianauio, rjae OH HaXOJuTCsA Ha oTMETKe 8,7% 3a
BTOpYIO Hexenmo 2023 ropa.

JlononuutenpHo, aHanu3 in SiliCO mokasan, 4To MyTaims
S:F486S (umeromasics y XBB.1) ycTpanser okaibHOe THI-
podobHoe B3anmoneiicteue ¢ ACE-2, torma kak 486P (mipu-
cyrctBytomiass 'y XBB.1.5) BoccranaBiuBaer ero. 3ameHa
aMUHOKUCIIOTH Ha 486P crocoOcTByeT Oosiee BBICOKOH ad-
¢unnoctu cBszbiBanus ACE-2 u mpenmnonaraer MexaHusM,
Omaromapst koropomy XBB.1.5 umeer Gosee BbICOKOE Tipe-
HMMYILECTBO POCTa M0 CPAaBHEHUIO C €T0 POAUTENILCKOMN JIHU-
Hueit XBB.1.

Yckoab3anmne C ucnosib30BaHUEM TECTOB HAa HEWTpanu3aluio rcesnotunu- | Ha cpennem
OT AaHTHUTEJb- | POBAHHOTO BUpPYCa, OBLIO MOoKa3aHo, uTo XBB.1.5 Tak xe He- | ypOBHE
HOI'0 OTBeTAa BOCIIpuMMYMB, Kak W XBB.l, oguH wu3 mnoaBapuaHTOB
Omicron ¢ caMbIM BHICOKUM YPOBHEM YCKOJIb3aHUS OT UMMY-
HUTETa HAa CETOAHSAIIHUN JeHb. TUTPBl AHTUTEN TMPOTHB
XBB.1 1o 6ombI11e# YaCTH HE PETUCTPUPOBATIUCH Y JIUI] C BaK-
IIMHAIIMEH WHACKCHON BaKIMHOW B aHaMmHe3e (2-4 103bI),
OBLITU BBIIIE Y TE€X, KTO HEAABHO MOTYYHI PEBAKITUHAIINIO OU-
BaneHTHOU (BA.5) BakIuHOI, U caMble BBICOKHE Y JIUII C TH-
OpUTHBIM UMMYHHUTETOM.

B Hacrosiiee BpeMst HET JaHHBIX O peanbHOU () (HEeKTUBHOCTH
BaKIIMH NMPOTUB THKENBIX (HOpM 00JIE3HU WM CMEPTELHOTO
HCXO0J1A.

Tsoxectp Teue- | OlleHKa TSDKECTH TEUYEHUs OOJIE3HU B MoOmyisinusx jojeit | Huskas
HHUsl 0oJ1e3HM M | poaoskaercd. Yucnmo cinydae, cBs3aHHbIX ¢ XBB.1.5, Bce
KJIMHUYeCKHe elle HEBEJIMKO, M, TAKUM 00pa3oM, KIMHUYECKas TAKECTb
aACHEKThbI MOKa HE MOXKET ObITh JOCTOBEPHO OLIEHEHA.

XBB.1.5 He COnEpKUT HUKAKUX M3BECTHBIX MYTALUH, CBS-
3aHHBIX C TIOTEHLMAIbHBIM U3MEHEHHUEM TsDKecTu 3aboJieBa-
Hus (Hanpumep, Takux kak S:P681R).




Onenka puc- | Ha ocHOBaHMM reHETHYECKHUX XapaKTEPUCTHK U OI[CHOK IPENMYILECTBa pac-
KOB npoctpanenus, XBB.1.5 MoxkeT cmocoOCTBOBaTh poCTy 3a00JIEBAEMOCTH B
Mmupe. IMerores joka3aTenbCcTBa yMEPEHHOTO YPOBHS TOCTOBEPHOCTHU B OT-
HOIICHWH MOBBINICHHOI'O PUCKA IIE€pCaavun I/IH(beKI_[I/II/I H YCKOJIb3aHUS OT UM~
mynurera. CyJis o COOOIIEHUSIM HECKOJIBKUX CTPaH, HUKAKUX PaHHUX CHUT-
HaJIOB 00 YCHJICHHH TSDKECTH TedeHMs Ooyie3HH He Habmomanock. Ywucio
ciydaeB, cBsizaHHbIX ¢ XBB.1.5, Bce enie HeBenuko, 1, TakuM 00pa3oMm, cre-
MIEHb TSKECTH €IIe HE MOXKET ObITh IOCTOBEPHO OIICHEHA. B cOBOKymHOCTH
UMeroIIascs nHpopManus He npeanoaraet, yto XBB.1.5 co3maer momon-
HUTEIbHBIE PUCKH U1 31paBOOXPAaHEHUSA 10 CPABHEHUIO C IPYTUMU IIUPKY-
JUPYIOUIMMH B HACTOsIIIIEE BPeMsl JIMHUSAMU OTOMKOB BaprianTa OMUKPOH.

CTpyKkTypa OLIEHKH PUCKA M MHIUKATOPHI, UCTIOJIb3yEeMbI€ ISl OLICHKU PUCKA U ypO-
BEHb JOBEPHUS C YUETOM UMEIONMXCS JaHHbIX 0 XBB.1.5
JKcnpecc-noKa3aTesin: YpoBeHb 10BepHsi K OlleHKe PHCKOB

0-4 nemean

Hwu3sknii Cpennunii
IpeumymecrBo | CBuaerenscTBa 0 npeumy- | Bce  nanHble | Munumym aBe
poOCTa M pacnpo- | IECTBE POCTa, CKOpee | MOJAY4YEHbl M3 | MOAEIH; JaH-

CTpaHeHust BCEro, MPUBEAYT K MPeod- | OAHOM CTpaHbl | HbIE U3 JBYX
JaJlaHUI0 BapHaHTa Ha IJI0- CTpaH, HE CBS-
0aJIbHOM YPOBHE: 3aHHBIX OJU3-
A. VBenuueHue BapUaHT- KUMH  I0€3]-
crieu(puIecKUX dKCIpecc- KaMu
TECTOB

B. Jloructuueckuii poct
(Mo cpaBHEHHUIO C LUPKY-
JUPYIOIIUM B HacTosIIee
BpeMsl BAPHAHTOM)
(BapuaHTBl C OTpaHUYCH-
HBIM POCTOM Ha CyOHAIHO-
HAJIbHOM YpPOBHE HE OIle-
HUBAIOTCH).




Yckoab3anue
0T HWMMYHHOIO
OTBETAa

° O1eHKa TeHOMHOMI
(TIpOTrHOCTHYECKO) 1
CTPYKTYpPHOU OMOJIOTHH

* Heittpanu3zaius ncesio-
BHpYCa C HUCIOJIb30BAaHUEM
CBIBOPOTOK  BaKIIMHHPO-
BAHHBIX JIWI[ U PE3YIb-
TaTOB CEPOJIOTHYECKUX 00-
CIICIOBAaHMI  IIpeABapu-
TEILHO OTOOPaHHOTO
HaCeJCHHS

* YacToTa MOBTOpPHOIO 3a-
paKEeHHS Yepe3 KOTOPTHOE
HCCIIEIOBaHHE WJIH CH-
CTeMy SIUAHAI30pa

» Cursansl OT paccienoBa-
HHI BCIIBIIEK

(ObicTpass OB wmanosepo-
STHa K 28 JHIO, TIO3TOMY
obicTpast OP He Moxer J0-
CTUIaTb BBICOKOI'O YPOBHA
JOBepus).

OnuH uHAMKAa-
Top (HOBTOP-
Hasi  UHQpek-
Usi, MOJeNb
HEUTpaaun3a-
0120 WIH
CTPYKTYpHas
MOJICJIh)

JIBa WHAWKA-
TOpa, BKJIIOYast
JTaHHBIC 0
HEWTpanus3a-
107071

TsaxkecTs Teue-
HHUsI 00JIe3HH M
KJIHMHAYECKHE
ACHEKThI

» M3MeHeHNE CKOIB3SIICH
METPUKH MHIHAA30pA AJIs
TSDKECTU T€UEHHS 00JIe3HU
CUHXPOHHU3UPOBAHO C yBe-
JUYCHUEM YHCIIa CITy9acB,
BBI3BAHHBIX  BapHUaHTOM,
HarpuMep

* Koapdunment wunpek-
IIMOHHOM TOCIIMTATA3 AN
* [lokazarenu cetu 1030p-
HBIX OOJILHUI] (HampuMmep,
SMUAHAI30DP 32 TSHKEIBIMU
OCTPBIMU pecrnuparop-
HBIMH UH(DEKIUSIMH)

* CpaBHeHHE TEHJICHIIUN
TOCMIUTANIHU3AINH C TIPEIbI-
JIyIIUMU BapuaHTtamu * 13-
MEHeHue jaeMorpadude-
CKOro mpoduiis rocmuTa-
JTU3UPOBAHHBIX

* l3MeHeHHE KIMHUYE-
cKoro ¢eHoTHUIa

* IpOOJIEMBI C TECTUPOBA-
HUEeM/Tepanuen

OmnH moxasa-
TeNb, oJHa
CTpaHa

Hecxkonpko
MOKa3aTelIeH,
OJlHA CTpaHa
NN omuH n
TOT K€ METOJ
B HECKOJIBKHX
cTpaHax

Bxorouast obmiee npecraBienne 06 yrpo3e B 60jee mupoKoM KOHTEKCTE, ypo-
BEHb JIOCTOBEPHOCTHU OILIEHKU H OTNpeAeNIeHUEe HEOTI0KHOW MPUOPUTETHOM pa-
OOTHI.

OueHka puckoB




yoaukanum:

J Med Virol. 2023 Jan 24.

doi: 10.1002/jmv.28519. Online ahead of print.

Enhanced recombination among omicron subvariants of SARS-CoV-2 contrib-
utes to viral immune escape

YceuwienHas pekomonHanus cpeau noasapuantToB SARS-CoV-2 omicron cno-
coO0CTBYeT YCKOJIb3aHUI0O BUPYCa OT HMMYHUTETA

Rishad Shiraz , Shashank Tripathi

ABTOpHI TPOAHATM3UPOBAIH TTOCIIe0BaTeIbHOCTH TeHoMa SARS-CoV-2, cobpan-
Hble ¢ HOsA0ps 2019 roma mo uronb 2022 roga. OHu HabOII01aTM HEOOBIYAHHBIN POCT TIOSIB-
nerus pekoMOnHaHTHBIX TuHHA SARS-C0V-2 Bo BpeMms BomHbI OMHKpPOH, OCOOEHHO B
CeBepHot Amepuke u EBporie. 910 sIBIICHME HE 3aBUCEIO OT YaCTOThl CEKBEHUPOBAHMS
WM TeHETUYECKOTO pa3zHooOpa3us mupkynupyromux mrammoB SARS-CoV-2. Touku pas-
pbIBa pekoMOMHaImu Obutn 6oJee pacripoctpaneHsl B 3'-UTR BupycHoro renoma. BaxHo
OTMETUTH HAKOIUIEHUE 3aMEH HEKOTOPBIX aMUHOKHUCIIOT B IIMIIOBUIHOM O€JIKe peKoMOu-
HAHTHBIX JIUHUHN, KOTOpBIE, KaK COO0IIaNI0Ch, 00€CTIEUNBAIOT YCKOJIb3aHUE OT HEUTpasu-
3YIOIIUX aHTUTEN U B HEKOTOPBIX CIydasX yBEJIMUYMBAIOT CBsA3bIBaHUE penientopa ACE2.
OHu Taxke HAOMIOAAIN U3MEHEHUE aMUHOKHUCIOTHI [42V, renetnuecku 3auKcUpoBaH-
Hoe B NSP14 nmuaun Omicron, KOTOpoe HYKJIAeTcsl B JajbHEHIIEH XapaKTepUCTUKE Ha
MpeIMeT ero MOTEHIIMATbHOU POJIU B YCUIICHHOM peKoMOuHaIu. B 1ienom, npeacTaBieHbl
Ba)KHBIC U CBOCBPEMEHHbIE HAOTIOICHUSI YCKOPEHHOM PEKOMOMHAIINY B IUPKYJIUPYIOIIHX
B HacTosiee Bpems Bapuantax SARS-CoV-2 Omicron.

Proc Natl Acad Sci U S A. 2023 Jan 31;120(5):e2212577120.

doi: 10.1073/pnas.2212577120. Epub 2023 Jan 24.

SARS-CoV-2 evolution influences GBP and IFITM sensitivity

IBoJonust SARS-CoV-2 pausier Ha yyBcTBUTEJIbHOCTHh K GBP u IFITM

Dejan Mesner, Ann-Kathrin Reuschl, Matthew V X Whelan

ABTOpPBI MIPOJEMOHCTPUPOBAIIN UHTEPPEPOH-UHAYLUPYEMble (DaKTOPhl PECTPHK-
1y, ryanunaT-cssbiBatomue 6enku (GBP) 2 u 5, mpensrcTBytomme onocpeoBaHHOMY
GbypUHOM PaCIICTVICHUIO IUIMIOBUIHOTO O€IKa M MHTHOUPYOIIHe HHPEKIIMOHHOCTh U30-
nsatoB Wuhan-Hu-1 u VIC panneit nuaun. Hanporus, VOCs Anbda u Jlensra nzderaror
pectpukiun GBP2/5, kotopoe conoctaBnstoT ¢ 3amenoit D614G B munoBuaHOM O€TKe,
npucytctBytomiei B atux VOCs. HecMoTpst Ha MHTMOMpOBaHKUE pacIIeIVICHNs ITUITOBU/I-
HOTO O€eJiKa, 9TH BUPYCHI OCTaBaMCh YyBCTBUTENbHBIMU K IFITM1 mna3matudyeckoit MeM-
Opanbl, HO He K 3HHocoMalbHbIM IFITM2 u 3, yto cornacyercs ¢ npeanoyTeHUEM 3aBu-
cumoro ot TMPRSS2 nponukHoBeHus B miuazmaTuueckyro memOpany. Ilokazano, 4to
Omukpon yHukaneH cpeaun VOCs, OyAayyu 4yBCTBUTENBHBIM K (haKTOpam pPECTPUKIUU
GBP2/5, a takxke [FITM1, 2 u 3. Mcnonb3ys MyTaHTbl C XUMEPHBIMU HIMIIAMH, aBTOPbI
KkapTupoBanu ¢peHorun OMUKPOHA U MOKA3ajiH, 4TO TOMEH S1 ompenenser 4yBCTBUTEINb-
HocTh OMukpoHa k GBP2/5, Torna xak gjoMen S2' ompenemnsieT ero 4yBCTBUTEIBHOCTh K
sHgocoManbHoMy [FITM2/3 u mpennodTuTenbHOE HCIOIb30BaHUE HE 3aBUCHUMOTO OT
TMPRSS2 nponuknosenus. [Ipeanonaratot, uro sBomouust SARS-CoV-2 B ctopony 3a-



meHsl D614G mo3Bosmia yCKOJIB3HYTh OT PECTPUKIMOHHBIX (pakTtopoB GBP, HO cenek-
TUBHOE JaBiieHue Ha Omicron B OTHOLIEHUH CHAMKOBBIX MU3MEHEHUH, KOTOpPbIE OMOCpe-
IYIOT YCKOJIb3aHUE OT AHTUTENl U U3MEHEHHbBIN TPONM3M, IPOU30ILIO 32 CUET MOBBIIICH-
HOM YyBCTBUTEJIBHOCTH K PECTPUKIMOHHBIM (PaKTOpPaM BPOKJIEHHOTO IMMYHHUTETA, Halle-
JICHHBIM Ha IPOHUKHOBEHUE BUpYCa.
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Omicron Mutations Increase Interdomain Interactions and Reduce Epitope
Exposure in the SARS-CoV-2 Spike

Mytaunu Omicron yBeJIHYHUBAIOT MeKIOMEHHbIE B3aUMOEHCTBHA W CHU-
JKal0T Bo3aeicTeue YnuTonos B muke SARS-CoV-2

Mitosz Wieczoér, Phu K Tang, Modesto Orozco, Pilar Cossio

Omukpon BA.1 — 310 BeicokouH(pekimonnbiii BapuantT SARS-CoV-2, koTopsiit
HeceT OoJiee TPUAIIATH MYTAIWA IIUITIOBUTHOTO O€JKa 110 CPABHEHHUIO C YXaHBCKUM JTUKUM
tunoM (WT). Hekoropsie myTanuu Omicron, pacroioKeHHBIE B PEIEIITOP-CBA3BIBAIOIIEM
nomene (RBD), kak n3BecTHO, CHOCOOCTBYIOT UMMYHHOMY YKJIOHEHHI0. OJTHAKO BIUSHUE
CKPBITBIX MyTalui Ha KoHpopmanuo RBD 1 Ha MexaHUKy pacKpbITHSA IIUIIA MEHEE Ove-
BUTHO. ABTOPBI UCIIONIB3YIOT MOJIETTUPOBAaHUE MOJIEKyIsspHoi nuHamuku (M/]) Bcex aTo-
MOB C METaJIUHAMUKOM, YTOOBI 0XapaKTepHU30BaTh TEPMOJUHAMUYECKUN aHCAMOIb OTKPBI-
tust RBD, BoIsiBIISsIs cyiecTBeHHBIE pa3ianuns Mexay WT u Omicron. B wactHocTH, MyTa-
uuu Omicron S371L, S373P u S375F co3mator 0oabline MeXIOMEHHBIX KOHTaKTOB RBD
BO BpeMsl OTKphITUA muna. bonee Toro, Omicron Tpedyercs 60Jble BpeMeHHU i JOCTH-
KEHUS TepexoiHoro coctosiHus, ueM WT. OH crabunusupyer KoHpOpMaluy B aKTUBHOM
COCTOSIHMM C MEHBIIMM KOJM4yecTBOM 3nuTonoB RBD, nmoaseprarommuxcs BO31€MCTBHUIO
PacCTBOPUTEIISI, YTO MOTEHIIMAIBHO CIIOCOOCTBYET YKIOHEHUIO OT HMMYHHUTETA.
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Alpha to Omicron (Variants of Concern): Mutation Journey, Vaccines, and
Therapy

Ot Aabda 10 OMUKPOH (BApMAHTHI, BHI3BIBAKIIHNE 00€CIIOKOCHHOCTh): MYTh
MYTAalUi, BAKIIMHBI M Tepanus
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[upokoe pacripocTpaHeHue pasznuuHbix BapuaHToB SARS-CoV-2 mpencrasisier
CEPBhE3HYI0 YIPO3y JUIsl 30pPOBbsI HACENECHUS. bbuT MpoBeieH OOIUPHBIN TUTEpaTypPHBIN
MOMCK HApANlY C TNIYOOKHMM aHAJIU30M JJIS OMUCAHUS U OIICHKU XapaKTePUCTHUK BHI3bIBAIO-
X 00ecOKOeHHOCTh BapuaHToB SARS-CoV-2 B oTHOmeHnn 3QQPeKTUBHOCTH CYIIIe-
CTBYIOIIMX BaKIMH U T€pPANeBTUUECKUX cpelIcTB. [[oydeHHbIe Pe3yabTaThl MOKA3AIH, YTO
BO Bpems nanjgeMun COVID-19 BO3HUKIIO HECKOJIBKO 3HAUUTENbHBIX MyTauuid. [1osaBuB-
IIMECS. BAPUAHTHI U UX Pa3JIMYHbIE CTPYKTYPHBIE MyTallMh MOTYT IIOCTaBUTH I1OJ YTPO3Y
3¢ (PEeKTUBHOCTh HEKOTOPHIX BAKIIUH, YCKOJIB3HYTh OT HEHTPATU3YIOIIUX aHTUTE U OTpa-
HUYUTH 3(Q(PEKTUBHOCTH JOCTYIMHBIX TEPANeBTUUYECKUX CpeacTB. Kpome Toro, rimyOokuit



aHaJIU3 UMEIOILMXCS TAHHBIX MI03BOJIAET IPOrHO3UPOBATh OyAylIee BIUSIHUE MyTalluil BU-
pyca Ha TeKYyLIYyIo aH/IEMUIO, a TAK)KE BBIOUPATh COOTBETCTBYIOIIME BAKI[MHbBI U TEpareB-
THYECKHUE CPENICTBA.
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Genomic surveillance of SARS-CoV-2 positive passengers on flights from
China to Italy, December 2022

I'eHoMHBIN Hag30p 3a Macca:kMpamMM ¢ TOJIOKUTEIbHBIM Pe3yJibTaTOM Ha
SARS-CoV-2 na peiicax u3 Kuras B Utanui, nexadpn 2022 r.

Federica Novazzi, Emanuela Giombini, Martina Rueca,

B cBsi3u ¢ Tem, uto B koH1e 2022 roaa uncio ciaydaeB 3aboneBanuss COVID-19 B
Kutae 3HaUMTENHHO YBETUYWIOCH, HEKOTOPBIE CTpPaHbl COOOIIAIOT O pe3yJbTarax Mpo-
BEPKHU TYPUCTOB U3 3ToM cTpanbl. B Utanuu B konue aexadps 2022 roga ObLIO MPOBEPEHO
556 aBuamaccaXMpoB W3 JBYX KUTaUCKMX NpoBUHIUN. Cpenu 3TUX MaccakupoB 126
(22,7%) mamm monoxuTenbHbIN pe3yiabTaT Ha SARS-CoV-2. [TomHOreHOMHOE CEeKBEHUPO-
BaHHe 61 MONOXUTENHHOTO 00pa3iia OT MacCaXUPOB BBIABUIIO BapuaHThl Omicron, mpe-
umyiectTBeHHo nojumHun BA.5.2.48, BF.7.14 u BQ.1.1, B COOTBETCTBUHU C JTaHHBIMHU,
ormyOIMKOBaHHBIMU U3 Kuras.



